Gene No. 

Start 

Name 

Start 

GI 

Exons 



82904 Strand 

1380 End 

OJ000119_22 . 0331 . C60 . ol . ts Method 

4108 End 

none Score 



10545 

TBLASTX: Soybean 

4605 

74 



4108. .4200, 4108. 
4439. .4603 



,4203, 4244. .4603, 4255. .4602, 4318. .4605, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



40089 Seq. ID 

82904 Strand 

1380 End 

OJ000119_22 . 0331 . C60 . o2 . tc Method 

4108 End 

none Score 



OJ000119_22.0331.C60 
10545 

TBLASTX: Cress 

4851 

68 



4108. .4173, 4258. .4365, 4399. .4572, 4424. .4573, 4717. .4851 



40089 
82904 
1380 

OJ000119_22.0331.C60.ol.np 

4111 . . 

7486303 

4111. .4224, 4252. .4669, 4700 



OJ000119 22.0331.C60 



Seq. ID _ 
Strand 

End 10545 
Method AAT/NAP 
End 5987 
Score 922 

4992, 5032.. 5253, 5916.. 5987 
hypothetical protein F28J12.40 - Arabidopsis thaliana 
gi|2832643|emb|CAA16718.1| (AL021710) hypothetical protein 
[Arabidopsis thaliana] gi | 7268631 1 emb | CAB78840 . 1 1 (AL161548) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


40089 






Seq. ID 


OJ000119_22.0331.C60 


Gene No. 


82904 






Strand 




Start 


1380 






End 


10545 


Name 


OJ000119 22. 


0331.C60.o2 


-ts 


Method 


TBLASTX : Soybean 


Start 


4703 






End 


5208 


GI 


none 






Score 


134 


Exons 


4703. .4873, 


4714. .4851, 


4945. 


.4992, 4955.-4993, 5095. .5208, 




5096. .5206 










Seq. No. 


40089 






Seq. ID 


OJ000119_22.0331.C60 


Gene No. 


82904 






Strand 




Start 


1380 






End 


10545 


Name 


OJ000119 22. 


0331.C60.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4945 






End 


5259 


GI 


none 






Score 


48 


Exons 


4945. .4992, 


4955.-4993, 


5095. 


.5259, 5096.. 5209 


Seq. No. 


40089 






Seq. ID 


OJ000119_22.0331.C60 


Gene No. 


82904 






Strand 




Start 


1380 






End 


10545 


Name 


OJ000119 22. 


0331.C60.ol 


• gp 


Method 


AAT/GAP 


Start 


7216 






End 


8275 


GI 


5607601 






Score 


818 


Exons 


7216. .7611, 


8219. .8275 








GI Descrip. 


4490313/embl 


CAB38804.il 


2.0e- 


13 :.(AL035678) putative protein 




[Arabidopsis 


thaliana] 








Seq. No. 


40089 






Seq. ID 


OJ000119_22 . 0331 . C60 


Gene No. 


82904 






Strand 





40001 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



# 



1380 End 

OJ000119_22.0331.C60.o2.tm Method 

7390 End 

none Score 



10545 

TBLASTX: Maize 

10357 

165 



7390. .7614, 7402. .7611, 7538.-7645, 8210. .8344, 8218. .8343, 
8220. .8345, 8373. .8546, 8420. .8548, 8420. .8548, 9601. .9711, 
9616.. 9711, 9618.. 9740, 10240 .. 10356, 10242 .. 10319, 
10243. .10332, 10256. .10357 

40089 Seq. ID 

82904 Strand 
1380 End 
OJ000119_22.0331.C60.o2.np Method 
7405 End 
7445844 Score 
7405. .7572, 8219. .8344, 8385. .8545, 9624. .9710, 10246. .10507 
hypothetical protein F17M5.220 - Arabidopsis thaliana 
gi I 4490313 | emb | CAB38804.il (AL035678) putative protein 
[Arabidopsis thaliana] gi | 7270294 | emb | CAB80063 . 1 1 (AL161583) 
putative protein [Arabidopsis thaliana] 



OJ000119_22.0331.C60 

10545 
AAT/NAP 
10507 
633 



40089 Seq. ID 

82904 Strand 

1380 End 

OJ00011 9_22 . 0331 . C60 . o2 . gp Method 

8420 End 

29662_1.R1084 Score 
8420.. 8545, 9624.. 9710, 10246.. 10545 

'3128206 8.0e-52 (AC004077) unknown protein [Arabidopsis 
thaliana] 1 



OJ000119_22.0331.C60 

10545 ' 
AAT/GAP 
10545 
990 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



40090 Seq. ID 

82905 Strand 

1 End 

OJ000119_22 . 0331 . C61 . ol . np Method 

1 End 

6815052 Score 



OJ000119_22.0331.C61 
+ 

3444 
AAT/NAP 
3444 
1401 



.1.-27, 197. .322, 1204. .1296, 2079. .2214, 2263. .2960, 3042. 
3400.. 3444 

(AP001080) hypothetical protein [Oryza sativa] 



,3118, 



40090 Seq. ID 

82905 Strand 

1 End 
OJ000119_22.0331.C61.ol.gs Method 

1416 End 

none Score 

1416.. 1508, 2079.. 3117 

40090 Seq. ID 

82905 Strand 

1 End 
OJ000119_22 . 0331 . C61 . ol . tw Method 

1530 End 

none Score 

1530.. 2024, 1554.. 2024 



OJ000119_22.0331.C61 
+ 

3444 
GENS CAN 
3117 
.4 



OJ000119_22.0331.C61 
+ 

3444 

TBLASTX: Wheat 

2024 

298 



40002 





Sea No 


40091 


Seq. ID 


OJ000119 22 


.0331. C62 




Gene No. 


82906 


Strand 


+ ~~ 






Start 


1 


End 


. 1089 






Name 


OJ000119 22.0331.C62.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1086 






GI 


6815052 


Score 


429 






Exons 


1..49, 363. .529, 611. .686, 


968. .1086 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


40091 


Seq. ID 


OJ000119_22 


.0331. C62 




Gene No. 


82906 


Strand 


+ 






Start 


1 


End 


1089 






Name 


OJ000119 22.0331.C62.ol.gs 


Method 


GENSCAN 






Start 


377 


End 


1089 






GI 


none 


Score 


.76 






Exons 


377.. 686, 968.. 1089 










Seq. No. 


40092 


Seq. ID 


OJ000119_22 


.0331. C63 




Gene No. 


82907 


Strand 


+ 






Start 


8 


End 


142 






Name 


OJ000119 22.0331.C63.ol.gs 


Method 


GENSCAN 






Start 


8 


End 


142 






GI 


none 


Score 


.86 




p 


Exons 


8. .142 








=•1 


Seer No 


40092 


Seq. ID 


OJ000119 - 22 


.0331. C63 


in 


Gene No. 


82908 


Strand 


+ ~~ 




iLJ 


Start 


230 


End 


514 






Name 


OJ000119 22.0331.C63.ol.gp 


Method 


AAT/GAP 






Start 


230 


End 


514 






GI 


18478 1.R1084 


Score 


534 






Exons 


230. .514 










GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 6.0e- 


28 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 40092 Seq. ID 

Gene No. 82909 Strand 

Start 2583 End 

Name OJ000119_22 . 0331 . C63 . ol . np Method 

Start 2583 End 

GI 5921832 Score 

Exons 2583. .3086 

GI Descrip. COPPER TRANSPORTER 1 gi | 1082054 | emb | CAA90018 | (Z49859) copper 
transporter protein [Arabidopsis thaliana] 



OJ000119_22.0331.C63 
+ 

3086 
AAT/NAP 
3086 
284 



Seq. No. 40092 Seq. ID 

Gene No. 82910 Strand 

Start 7869 End 

Name OJ000119_22 . 0331 . C63 . o3 . gs Method 

Start 7869 End 

GI none Score 

Exons 7869.. 7890, 8913.. 9052 



OJ000119_22.0331.C63 
+ 

9052 
GENSCAN 
9052 
.78 



Seq. No. 40092 Seq. ID 

Gene No. 82911 Strand 

Start 19732 End 

Name OJ000119_22 . 0331 .C63 . o4 .np Method 



OJ000119_22.0331.C63 
+ 

20214 
AAT/NAP 



40003 




Start 


19732 


End 


20214 




GI 


4510379 


Score 


154 




Exons 


19732. .19935, 20185 .. 20214 . 








GI Descrip. 


(AC007017) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


40092 


Seq. ID 


OJ000119_22 . 0331 


.C63 


Gene No. 


82911 


Strand 


+ 




Start 


19732 


End 


20214 




Name 


OJ000119 22.0331.C63.o6.gs 


Method 


GENSCAN 




Start 


19732 


End 


19943 




GI 


none 


Score 


.81 




Exons 


19732 . . 19943 








Seq. No. 


40092 


Seq. ID 


OJ000119_22 . 0331 


.C63 


Gene No. 


82912 


Strand 






Start 


9830 


End 


10308 




Name 


OJ000119_22 . 0331 .C63 .o4 .gs 


Method 


GENSCAN 




Start 


9830 


End 


10308 




GI 


none 


Score 


.58 




Exons 


9830.. 9888, 10239.. 10308 








Seq. No. 


40092 


Seq. ID 


OJ000119_22.0331 


.C63 


Gene No. 


82913 


Strand 






Start 


11456 


End 


17938 




Name 


OJ000119_22 . 0331.C63.o5.gs 


Method 


GENSCAN 




Start 


11456 


End 


17885 




GI 


none 


Score 


.76 




Exons 


11456. .12209, 12429. .12725, 


13290. .13469, 14763 148 67, 






15059. .15104, 15962. .16113, 


17326. .17885 




Seq. No. 


40092 


Seq. ID 


OJ000119_22.0331 


.C63 


Gene No. 


82913 


Strand 






Start 


11456 


End 


17938 




Name 


OJ000119_22 . 0331 . C63 . o2 .np 


Method 


AAT/NAP 




Start 


11460 


End 


12148 




GI 


5902368 


Score 


357 




Exons 


11460. .11731, 11762. .12148 








GI Descrip. 


(AC009322) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


40092 


Seq. ID 


OJ000119__22.0331 


.C63 


Gene No. 


82913 


Strand 






Start 


11456 


End 


17938 




Name 


OJ000119_22 . 0331 .C63.o2 . tm 


Method 


TBLASTX: Maize 




Start 


11480 


End 


11872 




GI 


none 


Score 


158 




Exons 


11480. .11638, 11483. .11641, 


11529. .11687, 11681. .11740, 






11682. .11741, 11819.. 11872 








Seq. No. 


40092 


Seq. ID 


OJ000119_22.0331 


.C63 


Gene No. 


82913 


Strand 






Start 


11456 


End 


17938 




Name 


OJ000119 22.0331.C63.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11564 


End 


12133 




GI 


none 


Score 


68 




Exons 


11564. .11638, 11687. .11722, 


11819. .11926, 12038. .12133, 





12039. .12131 



40004 




Seq. No. . 


40092 






Seq. ID 


OJ000119_22.0331 


.C63 


Gene No. 


82913 






Strand 






Start 


11456 






End 


17938 




Name 


OJ000119 22.0331.C63 


. o2 . tc 


Method 


TBLASTX: Cress 




Cfarf 
O U CI J- L. 


11819 






End 


12133 






none 






Score 


57 






11819. . 


11926, 11841. 


.11924, 


12038. .12133, 12039.. 12131 




Seq. No. 


40092 






Seq. ID 


OJ000119_22.0331 


.C63 


Gene No. 


82913 






Strand 






Start 


11456 






End 


17938 




Name 


OJ000119 22.0331.C63 


. o5 • tm 


Method 


TBLASTX: Maize 




Start 


11873 






End 


12134 




GI 


none 






Score 


65 






11873. . 


11926, 11874. 


.11924, 


11999. .12133, 12018.. 12134 






40092 






Seq. ID 


OJ000119_22.0331 


.C63 


Gene No . 


82913 






Strand 






Start 


11456 






End 


17938 




Name 


OJ000119 22.0331.C63 


. o3 . np 


Method 


AAT/NAP 




Start 


15933 






End 


17938 




GI 


7486410 






Score 


490 




Exons 


15933. . 


16113, 17326. 


.17540, 


17583. .17938 




GI Descrip. 


hypothetical protein F4D11. 


190 - Arabidopsis thaliana 





gi I 3063709 1 emb | CAA18600.il (AL022537) putative protein 
[Arabidopsis thaliana] gi | 7270165 | emb | CAB79978 . 1 | (AL161581) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


40092 




Seq. ID 


OJ000119_22.0331 


.C63 


Gene No. 


82913 




Strand 






Start 


11456 




End 


17938 




Name 


OJ000119 22.0331.C63. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


15940 




End 


16113 




GI 


none 




Score 


108 




Exons 


15940. .16113, 15951.. 


16112 








Seq. No. 


40092 




Seq. ID 


OJ000119_22.0331 


-C63 


Gene No. 


82913 - 




Strand 






Start 


11456 




End 


17938 




Name 


OJ000119 22.0331.C63. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


15941 




End 


16129 




GI 


none 




Score 


164 




Exons 


15941. .16117, 15957.. 


16127, 


15957. .16118, 15958. .16128, 






15959. .16129 










Seq. No. 


40092 




Seq. ID 


OJ000119_22.0331 


.C63 


Gene No. 


82913 




Strand 






Start 


11456 




End 


17938 




Name 


OJ000119 22.0331.C63. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


15948 




End 


16113 




GI 


none 




Score 


131 




Exons 


15948. .16112, 15967.. 


16113 








Seq. No. 


40092 




Seq. ID 


OJ000119_22.0331 


.C63 


Gene No. 


82913 




Strand 






Start 


11456 




End 


17938 




Name 


OJ000119 22.0331.C63. 


ol . tm 


Method 


TBLASTX :Maize 





40005 



Start 


17431 


End 


17741 


GI 


none 


Score 


135 


Exons 


17431. .17523, 17433. .17525, 


17436. .17531, 17574 .. 1774 1, 




17575. .17682, 17580. .17741 






Seq. No. 


40092 


Seq. ID 


OJ000119_22.0331 


Gene No. 


82914 


Strand 




Start 


19728 


End 


19949 


Name 


OJ000119 22.0331.C63.o4.tm 


Method 


TBLASTX: Maize 


Start 


19728 


End 


19949 


GI 


none 


Score 


53 


Exons 


19728. .19748, 19729. .1974 9, 


19828. .19947, 19833.. 19949 


Seq. No. 


40093 


Secf. ID 


OJ000119_22.0331 


Gene No. 


82915 


Strand 


+ 


Start 


246 


End 


1427 


Name 


OJ000119 22.0331.C64.ol.np 


Method 


AAT/NAP 


Start 


246 


End 


464 


GI 


4510379 


Score 


97 


Exons 


246. .464 






GI Descrip. 


(AC007017) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


40093 


Seq. ID 


OJ000119_22.0331 


Gene No. 


82915 


Strand 


+ - 


Start 


246 


End 


1427 


Name 


OJ000119 22.0331.C64.ol.tm 


Method 


TBLASTX: Maize . 


Start 


249. 


End 


712 


GI 


none 


Score 


144 


Exons 


249.. 536, 252.. 536, 259.. 537, 275.. 586, 


506. .643, 538.. 




668. .712 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

Name . . . .. . 

Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40093 Seq. ID 

82915 Strand 

246 End 
OJ000119_22 . 0331 . C64 . ol . gs Method 

252 End 

none Score 

252. .632, 1316. .1427 



40094 
82916 
5784 

OJ000119_22. 
5784 
6671947 
5784. .5822, 



0331.C65.ol.np 



5898. .5981, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6056. .6139, 



OJ000119_22.0331.C64 
+ 

1427 
GENSCAN 
1427 
.59 



OJ000119 22.0331.C65 



7465 
AAT/NAP 
7465 
191 * 
6312. .6438, 



7442. .7465 



(AC016795) putative ubiquitin carboxyl-terminal hydrolase 
[Arabidopsis thaliana] 



40094 Seq. ID 

82916 Strand 

5784 End 
OJ000119_22.0331.C65.o2.gs Method 

5874 End 

none Score 

5874. .5981, 6312. .6428 



OJ000119_22 . 0331 . C65 

7465 
GENSCAN 
6428 
.86 



40006 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



40095 
82917 
1 

OJ000119_22. 
1 

7488908 
1..236, 373, 



0331.C67.ol.np 



,616, 697. .801, 



Seq. ID OJ000119__22.0331.C67 

Strand + 

End 2814 

Method AAT/NAP 

End 2651 

Score 1372 
1036. .1218, 1739. .1940, 2096. .2651 



beta-glucosidase (EC 3.2.1.21) - common nasturtium 

gi | 3201554 | emb | CAA07070 . 1 | (AJ006501) beta-D-glucosidase 

[Tropaeolum majus] 



Seq. No. 


40095 




Seq. ID 


OJ000119_22.0331.C67 


Gene No. 


82917 




Strand 


+ 


Start 


1 




End 


2814 


Name 


OJ000119 22.0331.C67.ol. 


gs 


Method 


GEN SCAN 


Start 


356 




End 


2814 


GI 


none 




Score 


.64 


Exons 


356.. 616, 697.. 801, 1036 


I..1218, 1835.. 


1940, 2096.. '2579, 




2703. .2814 








Seq. No. 


40095 




Seq. ID 


OJ000119_22.0331.C67 


Gene No. 


82918 




Strand 




Start 


3414 




End 


4388 


Name 


OJ000119 22.0331.C67.ol. 


tw . 


Method 


TBLASTX: Wheat 


Start 


341 




End 


625 


GI 


none 




Score 


341 


Exons 


341. .625, 364. .594 








Seq. No. 


40095 




Seq. ID 


OJ000119_22.0331.C67 


Gene No. 


82918 




Strand 




Start 


3414 




End 


4388 


Name 


OJ000119 22.0331.C67.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


370 




End 


2574 


GI 


none 




Score 


346 


Exons 


370. .585, 374. .613, 377. 


.616, 


694. .804, 696. .800, 1036. .1218, 




1036. .1218, 1734.. 1919, 


1735. 


.1944, 1736. .1942, 1753. .1944, 




2092. .2181, 2094. .2168, 


2134. 


.2574, 2202. .2393, 2290. .2574 


Seq. No. 


40095 




Seq. ID 


OJ000119_22.0331.C67 


Gene No. 


82918 




Strand 




Start 


3414 




End 


4388 


Name 


OJ000119 22.0331.C67.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


377 




End 


1182 


GI 


none 




Score 


313 


Exons 


377.. 616, 379.. 594, 694. 


.804, 


696. .800 


, 1036.. 1182 


Seq. No. 


40095 




Seq. ID 


OJ000119_22.0331.C67 


Gene No. 


82918 




Strand 




Start 


3414 




End 


4388 


Name 


OJ000119 22.0331.C67.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


557 




End 


2565 


GI 


none 




Score 


82 


Exons 


557.. 616, 560. .613, 690. 


.800, 


694. .804 


, 696.. 800, 1036.. 1218, 




1036.. 1218, 1037.. 1252, 


1736. 


.1891, 1738. .1926, 1771. .1929, 




2091.. 2393, 2092.. 2415, 


2409. 


.2564, 2410. .2565, 2413. .2529, 



2414. .2530 



40007 




Seq. No. 


40095 






Seq. ID 


OJ000119_22.0331 


.C67 


Gene No. 


82918 






Strand 






Start 


3414 






End 


4388 




Name 


OJ000119 22 


.0331.C67.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


732 






End 


1930 




GI 


none 






Score 


98 




Exons 


732.. 800, 733.. 804, 1036 


..1218, 1036.. 


1230, 1735.. 1926, 






1736. .1891, 


1742. .1930 










Seq. No. 


40095 






Seq. ID 


OJ000119_22.0331 


.C67 


Gene No. 


82918 






Strand 






Start 


3414 






End 


4388 




Name 


OJ000119 22 


.0331.C67.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


1753 






End 


2325 




GI 


none 






Score 


80 




Exons 


1753. . 1797, 


1754 . . 1810, 


1781. 


.1891, 1822. .1926, 2094. .2279, 




2095. .2325 












Seq. No. 


40095 






Seq. ID 


OJ000119_22.0331 


.C67 


Gene No. 


82918 






Strand 






Start 


3414 






End 


4388 




Name 


OJ000119 22 


.0331.C67.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


2344 ~~ 






End 


2570 




GI 


none 






Score 


314 




Exons 


2344 2559. 


2382. .2570, 


2383. 


.2556 






Seq. No. 


40095 






Seq. ID 


OJ000119_22.0331 


.C67 


Gene No. 


82918 






Strand 






Start 


3414 






End 


4388 




Name 


OJ000119 22 


.0331.C67.o2. 


as 


Method 


GEN SCAN 




Start 


3414 






End 


4388 




GI 


none 






Score 


.61 




Exons 


3414. .3649, 


3711. .4022, 


4145. 


.4388 






Seq. No. 


40096 






Seq. ID 


OJ000119_22.0331 


.C68 


Gene No. 


82919 






Strand 


+ 




Start 


211 






End 


718 




Name 


OJ000119 22 


.0331.C68.ol. 


as 


Method 


GENS CAN 




Start 


211 






End 


718 




GI 


none 






Score 


.88 




Exons 


211. .373, 695. .718 










Seq. No. 


40096 






Seq. ID 


OJ000119_22.0331 


.C68 


Gene No. 


82920 






Strand 


+ 




Start 


3559 






End 


4248 




Name 


OJ000119 22 


.0331.C68.o2. 


gs 


Method 


GENSCAN 




Start 


3559 






End 


4248 




GI 


none 






Score 


.96 




Exons 


3559. .4248 












Seq. No. 


40097 






Seq. ID 


OJ000119_22.0331 


.C69 


Gene No. 


82921 






Strand 


+ 




Start , 


1 






End 


5716 




Name 


OJ000119 22 


.0331.C69.o3. 


np 


Method 


AAT/NAP 




Start 


1 






End 


3701 




GI 


5042454 






Score 


248 




Exons 


1..57, 2859 


..3388, 3648. 


.3701 









40008 





GI Deserip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


40097 


Seq. ID 


OJ000119 




bene wo . 




otrana 


_L 
I 




Start 


1 

1 


XT 1 —. J 


5716 




Name 


ujuuuny Ac . uo j± . Ley . oi . gs 


Metnoa 


GENS CAN 




Start 


1 1 


bna 


917 




GI 


none 


Score 


.83 




Exons 


/ / . . Lyo f o / U . . yi / 








Seq. No. 


40097 


Seq. ..ID 


OJ000119 




bsne iNu . 


QOQ01 

oz i 


Strand 


+ 




Start 


i 
i 


End 


5716 




Name 


ujuuuny z ^- . u j ji . Loy . . gs 


Method 


GENSCAN 




Start 


J JZ b 


End 


5716 




GI 


none 


Score 


.89 




Exons 




4956, 5688.. 5716 




Seq. No. 


40097 


Seq. ID 


n Tonni i q 




Gene No. 


82922 


Strand 






o Lax. L. 


1 


End 


2173 




Name 


OJ000119 22.0331.C69.ol.np 


Method 


AAT/NAP 




Start 


1 . 


End 


2173 




GI 


6539570 


Score 


94 


ta" 


Exons 


1..135, 1757. .1825, 1981. .2173 






GI Deserip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


ri = 


Seq. No. 


40097 


Seq. ID 


OJ000119 




Gene No. 


82923 


Strand 








2795 


End 


2917 


L Li 


Name 


OJ000119 22.0331.C69.o2.np 


Method 


AAT/NAP 


i — : 


Start 


2795 


End 


2917 


ffl 


GI 


7523512 


Score 


153 




Exons 


2795.. 2917 








GI Deserip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40098 


Seq,., ID 


OJ000229 


L J. 


Gene No. , 


82924 


Strand' 






Start 


1 


End 


920 




Name 


OJ000229 25.0322.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


744 


C3 


GI 


7432996 


Score 


704 




Exons 


1..27, 106. .480, 569. .744 








GI Deserip. 


probable laccase (EC 1.10.3.2) 


- rice 


(fragment 



gi|2920654 | gb | AAC04576. 1 | (AF047697) putative high-pi laccase 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



40098 
•82924 
1 

OJ000229_25.0322.C6.ol.gs 
11 

none 



Seq. ID OJ000229_25.0322.C6 
Strand 

End 920 

Method GENSCAN 

End 920 

Score .93 



11. .71, 106. .480, 569. .720, 816. .920 



40098 
82924 



Seq. ID OJ000229_25.0322.C6 
Strand 



40009 




Start 


1 


End 


920 




Name 


OJ000229 25.0322.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


156 


End 


751 




GI 


none 


Score 


250 




Exons 


156. .479, 157. .480, 213. .482, 


545. .751, 


565. .750 




Seq. No. 


40098 


Seq. ID 


OJ000229_25.0322 


.C6 


Gene No. 


82924 


Strand 






Start 


1 . 


End 


920 




Name 


OJ000229 25.0322.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


189 


End 


479 




GI 


none 


Score 


269 




Exons 


189. .479, 205. .477 








Seq. No; 


40098 


Seq. ID 


OJ000229_25.0322 


.C6 


Gene No. 


82924 


Strand 






Start 


1 


End 


920 




Name 


OJ000229 25.0322.C6.ol.tc 


Method 


TBLASTX: Cress 




Start * 


192 


End 


646 




GI 


none 


Score 


233 




Exons 


192. .479, 193. .480, 195. .482, 


565. .642, 


569. .646 




Seq. No. 


40098 


Seq. ID 


OJ000229_25.0322 


.C6 


Gene No. 


82924 


Strand 






Start 


1 


End 


920 




Name 


OJ000229 25.0322.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


198 


End 


627 




GI 


none 


Score 


298 




Exons 


198. .479, 214. .480, 228. .482, 


565. .627 






Seq. No. 


40099 


Seq. ID 


OJ000229_25.0322 


.C20 


Gene No. 


82925 


Strand 


+ 




Start 


1 


End 


792 




Name 


OJ000229 25.0322.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


792 




GI 


6633851 


Score 


312 




Exons 


1..37, 249. .382, 462. .571, 747. .792 






GI Descrip. 


(AC008047) F2K11.13 [Arabidopsis thaliana] 




Seq. No. 


40099 


Seq. ID 


OJ000229_25.0322 


.C20 


Gene No. 


82925 . 


Strand 


+ 




Start 


1 


End 


792 




Name 


OJ000229 25.0322.C20.ol.gp 


Method 


AAT/GAP 




Start 


196 


End 


571 




GI 


14753 1.R1084 


Score 


429 




Exons 


196.. 382, 462.. 571 








GI Descrip. 


, 3080427/emb|CAA18746.1| 1 . Oe 


-79 (AL022604) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


40099 


Seq. ID 


OJ000229_25.0322 


.C20 


Gene No. 


82925 


Strand 


+ 




Start 


1 


End 


792 




Name 


OJ000229 25.0322.C20.ol.tc 


Method 


TBLASTX: Cress 




Start 


237 


End 


569 




GI 


none 


Score 


67 




Exons 


237. .377, 241. .378, 242. .379, 


242. .382, 


441. .569, 461.. 


568 



40010 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40099 
82925 
1 

OJ00022.9_2-5 . 0322 . C20 . ol . tm 

241 

none 



Seq. ID OJ000229_25.0322.C20 



Strand 
End 

Method 

End 

Score 



+ 

792 

TBLASTX: Maize 

571 

201 



241. .384, 242. .382, 243. .389, 441. .569, 461. .571 



40099 
82925 
1 

OJ000229_25.0322.C20.ol.ts 

242 

none 



Seq. ID OJ0a0229_25.0322.C20 

Strand + 

End 792 

Method TBLASTX : Soybean 

End 569 

Score 201 



242. .379, 250. .378, 435.-533, 441. .569, 461. .568 





Seq. No. 


40099 






Seq. ID 


OJ000229_25.0322 


.C20 




Gene No. 


82925 






Strand 


+ 






Start 


1 






End 


792 






Name 


OJ000229 


25.0322.C20.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


434 






End 


569 






GI 


none 






Score 


191 






Exons 


434. .568, 


435.. 569, 462. 


.569 










Seq.. No. 


40100 






Seq. ID 


OJ000229_25.0322 


.C22 




Gene No. 


82926 






Strand 


+ 






Start 


123 






End 


197 






Name 


OJ000229 


25.0322.C22.ol. 


gs 


Method 


GENSCAN 






Start 


123 






End 


197 






GI 


none 






Score 


.45 






Exons 


123. .197 















Seq. No. 


40101 


Seq. ID 


OJ000229_25.0322 


.C23 




Gene No. 


82927 


Strand 








Start 


54 


End 


1766 




J 


Name 


OJ000229 


25 . 0322 . C23 . ol . gs Method 


GENSCAN 




■*3 


Start 


54 


End 


1766 




S=3 


GI 


none 


Score 


.84 




1=1 


Exons 


54. .609, 


1735. .1766 






~ 


Seq. No. 


40102 


Seq. ID 


OJ000229_25.0322 


.C24 




Gene No. 


82928 


Strand 


+ 






Start 


486 


End 


2008 






Name 


OJ000229 


25.0322.C24.ol.tw Method 


TBLASTX: Wheat 






Start 


467 


End 


1576 






GI 


none 


Score 


198 






Exons 


467. .613, 


470.. 610, 1303.. 1365, 1315.. 


1365, 1512.. 1544, 





1516. .1548, 1517. .1543, 1535. .1576, 1535. .1573 



Seq. No. 40102 

Gene No. 82928 

Start 486 

Name OJ000229_25.0322.C24.ol.tm 

Start 473 

GI none 

Exons 473.. 610, 474.. 602, 479 
1513.. 1608, 1516.. 1608, 



Seq. ID OJ000229_25.0322.C24 
Strand + 
End 2008 
Method TBLASTX: Maize 
End 1738 
Score 154 
.613, 1303.. 1365, 1314.. 1376, 
1517. .1615, 1706. .1738, 1707. .1736 



40011 



Seq. No. 


40102 


Seq. ID 


OJ000229_25.0322 


.C24 


Gene No. 


82928 


Strand 


+ 




Start 


486 


End 


2008 




Name 


OJ000229 25.0322.C24.ol.gs 


Method 


GEN SCAN 




Start 


486 


End 


1610 




GI 


none 


■ Score 


.73 




Exons 


486. .610., 874. .909, 1318. .1363, 1517.. 


1610 




Seq. No. 


40102 


Seq. ID 


OJ000229 25.0322 


.C24 


Gene No. 


82928 


Strand 


+ 




Start 


486 


End 


2008 




Name 


OJ000229_25 . 0322 . C24 . ol . np 


Method 


AAT/NAP 




Start 


495 


End 


2008 




GI 


7269405 


Score 


344 




Exons 


495. .610, 1318. .1363, 1517.. 


1619, 1672 


. .2008 




GI Descrip. 


(AL161563) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


40102 


Seq. ID 


OJ000229_25.0322 


.C24 


Gene No. 


82928 


Strand 


+ 




Start 


486 


End 


2008 




Name 


OJ000229 25.0322.C24.ol.ts 


Method 


TBLASTX : Soybean 




Start 


575 


End 


1738 




GI 


none 


Score 


66 




Exons 


575. .613, 1314. .1376, 1319.. 


1366, 1513 


. .1608, 1516. .1608, 




1517.. 1615, 1706.. 1738, 1714 


. .1737 






Seq. No. 


40103 


Seq. ID 


OJ000229_25.0322 


.C26 


Gene No. 


82929 


Strand 


+ 




Start 


1 


End 


1160 




Name 


OJ000229 25.0322.C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1160 




GI 


6041814 


Score 


133 




Exons 


1..35, 897. .1160 








GI Descrip. 


(AC009918) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


40103 


Seq. ID 


OJ000229_25.0322 


.C26 


Gene No. 


82930 


Strand 


+ 




Start 


4602 


End 


6607 




Name 


OJ000229 25.0322.C26.ol.gp 


Method 


AAT/GAP 




Start 


4528 


End 


6607 




GI 


2851 1.R1084 


Score 


1519 




Exons 


4528.. 4635, 4727.. 4872, 5041 


. .5166, 6144. .6607 





GI Descrip. 1 4510363/gb | AAD21451 . 1 1 3.0e-66 (AC007017) putative DNA-binding 
protein [Arabidopsis thaliana] 1 



Seq. No. 40103 Seq. ID 

Gene No. 82930 Strand 

Start 4602 End 

Name OJ000229_25 . 0322 .C26 . o2 .np Method 

Start 4602 End 

GI 4510363 Score 

Exons .4602.. 4631, 4.729.. 4872, 5041.. 5166, 
GI Descrip. 



OJ000229_25.0322.C26 
+ 

6607 
AAT/NAP 
6281 
-576 
6144. .6281 



(AC007017) putative ubiquitin-conjugating enzyme 
thaliana] 



[Arabidopsis 



Seq. No. 



40103 



Seq. ID OJ000229_25.0322.C26 



40012 




Gene No. 


82930 








Strand 


+ 


Start 


4602 








End 


6607 


Name 


OJ000229 25 


.0322 


,C26.o3 


. OS 


Method 


GEN.SCAN 


Start 


4602 ~ 








End 


6284 


GI 


none 








Score 


.78 


Exons 


4602. .4635, 


4727 


. .4872, 


5041. 


.5166, 61< 


14 . . 6284 


Seq. No. 


40103 








Seq. ID 


OJ000229_25.0322.C26 


Gene No. 


82931 








Strand 




Start 


1704 








End 


3298 


Name 


OJ000229 25 


.0322 


.C26.o2 


. as 


Method 


GEN SCAN 


Start 


1704 _ 








End 


3298 


GI 


none 








Score 


.88 


Exons 


1704 . . 1759, 


2105 


. .2163, 


2946. 


.3298 




Seq* No. 


40103 








Seq. ID 


OJ000229_25.0322.C26 


Gene No. 


82932 








Strand 




Start 


6024 








End 


8211 


Name 


OJ000229 25 


.0322.C26.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4578 ~ 








End 


6284 


GI 


none 








Score 


35 


Exons 


4578. .4652, 


4726 


. . 4824, 


4813. 


.4872, 5023. .5181, 5043.. 5168, 




6143. . 6283, 


6144 


. . 6284 








Spo* No 


40103 








Seq. ID 


OJ000229_25.0322.C26 


Gene No. 


82932 








Strand 




Start 


6024 








End 


8211 


Name 


OJ000229 25 


.0322 


.C26.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4726 ~ 








End 


6284 


GI 


none 








Score 


126 


Exons 


4726 4824. 


4813 


. .4872, 


5023. 


.5169, 5043.. 5168, 6143.. 6283, 




6144. . 6284 












Sea No 


40103 








Seq. ID 


OJ000229_25.0322.C26 


Gene No. 


82932 








Strand 




Start 


6024 








End 


8211 


Name 


OJ000229 25 


.0322 


.C26.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4768 ~~ 








End 


6284 


GI 


none 








Score 


83 


Exons 


4768. .4824, 


4813 


. .4872, 


5023.. 5169, 5043.. 5168, 6143.. 6283, 




6144 . . 6284, 


6153 


. .6284 








Seq. No. 


40103 








Seq. ID 


OJ000229_25.0322.C26 


Gene No. 


82932 








Strand 




Start 


6024 








End 


8211 


Name 


OJ000229 25 


.0322 


.C26.o3 


.np 


Method 


AAT/NAP 


Start 


6024 ~ 








End 


8211 


GI 


5852093 








Score 


50 


Exons 


6024 6063, 


7752 


. .7862, 


8157. 


.8211 




GI Df*spT*iD 


(AL117264 ) 


zwhl6 


. 1 [Oryza sativa] 




Seq. No. 


40103 








Seq. ID 


OJ000229_25.0322.C26 


Gene No. 


82932 








Strand 




Start 


6024 








End 


8211 


Name 


OJ000229 25 


.0322 


.C26.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


6140 








End 


6311 


GI 


none 








Score 


77 



40013 



Exons 6140. .6286, 6143.. 6286, 6144.. 63il, 6168.. 6287 



Seq. No. 


40103 


Seq. ID 


OJ000229 25.0322.C26 


Gene No. 


82932 


Strand 


_ 


Start 


6024 


End 


8211 


Name 


OJ000229 25.0322.C26.o4.gs 


Method 


GENS CAN 


Start 


6979 


End 


8196 


GI 


none 


Score 


.72 


Exons 


6979. .7057, 8072. .8196 






Seq. No. 


40104 


Seq. ID 


OJ000229_25.0322.C27 


Gene No. 


82933 


Strand 


+ 


Start 


61 


End 


419 


Name 


OJ000229 25.0322.C27.ol.gs 


Method 


GENS CAN 


Start 


61 


End 


419 


GI 


none 


Score 


.64 


Exons 


61. .129, 190. .216, 297. .419 






Seq. No. 


40104 


Seq. ID 


OJ000229_25.0322.C27 


Gene No. 


82934 


Strand 


+ 


Start 


1301 


End 


2399 


Name 


OJ000229 25.0322.C27.o2.gs 


Method 


GENS CAN 


Start 


1301 


End 


2289 


GI 


none 


Score 


.88 


Exons 


1301. .1930, 1975. .2289 






Seq. No. 


40104 


Seq. ID 


OJ000229_25.0322.C27 


Gene No. 


82934 


Strand 


+ 


Start 


1301 


End 


2399 


Name 


OJ000229 25.0322.C27.ol.gp 


Method 


AAT/GAP 


Start 


1355 


End 


2399 


GI 


473 1.R1084 


Score 


2002 


Exons 


1355. .2399 






GI Descrip. 


'4539452/emb| CAB39932.il 4. 


0e-13 (AL049500) putative 




phosphor ibosylanthranilate 


transferase 


[Arabidopsis thalian; 


Seq. No. 


40104 


Seq. ID 


OJ000229_25 . 0322 . C27 


Gene No. 


82935 


Strand 




Start 


848 


End 


2190 


Name 


OJ000229 25.0322.C27.ol.np 


Method 


AAT/NAP 


Start 


848 


End 


2190 


GI 


7489487 


Score 


1387 


Exons 


848. .901, 1299.. 2190 







GI Descrip. hypothetical protein EL3 - rice gi 1 1841391 1 dbj | BAA10904 . 1 1 
(D64039) EL3 [Oryza sativa] 



Seq. No. 


40104 








Seq. ID 


OJ000229_25 . 0322 . C27 


Gene No. 


82936 








Strand 




Start 


3749 








End 


5718 


Name 


OJ000229 25. 


0322. 


C27.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1367 








End 


1750 


GI 


none 








Score 


38 


Exons 


1367. .1393, 


1465. 


.1560, 


14,65. 


.1746, 1466. ,1750, 1537.. 1650 


Seq. No. 


40104 








Seq. ID 


OJ000229_25.0322.C27 


Gene No. 


82936 








Strand 




Start 


3749 








End 


5718 



40014 



Name 


OJ000229 25. 


0322 


,C27.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1456 








End 


2232 


GI 


none 








Score 


159 


Exons 


1456. .1593, 


1457 


. .1594, 


1613. 


.1672, 1624.. 1677, 1712. .1876, 




1846. .1959, 


1850 


. .1960, 


1966. 


.2043, 1968.. 2066, 2053.. 2232, 




2058.. 2144 












Seq. No. 


401.04* 








Seq. ID 


OJ000229_25 . 0322 .C27 


Gene No, 


82936 








Strand 




Start' 


3749 








End 


5718 ' . 


Name 


OJ000229 25. 


0322 


.C27.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1457 








End 


1677 


GI 


none 








Score 


134 


Exons 


1457. .1567, 


1473 


. .1559, 


1474. 


.1566, 1475.. 1567, 1580. .1672, 




1600. .1677 












Seq. No. 


40104 








Seq. ID 


OJ000229_25.0322.C27 


Gene No. 


82936 








Strand 




Start 


3749 








End 


5718 


Name 


OJ000229 25. 


0322 


.C27.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


■ 1459 








End 


2232 


GI 


none 








Score 


130 


Exons 


1459. .1572, 


1460 


. .1579,. 


1612. 


.1677, 1613.. 1672, 1711.. 1872, 




1712, ,1876, 


1850 


. .1963, 


1951 . 


.2232, 1971. -.2144 * 


Seq. No. 


40104 








Seq. ID 


OJ.000229_25 . 0322 . C27 


Gene No. 


82936 








Strand 




Start 


3749 








End 


5718 


Name 


OJ000229 25. 


0322 


,C27.ol 


, tm 


Method 


TBLASTX: Maize 


Start 


1715 








End 


2226 


GI 


none 








Score 


81 


Exons 


1715. .1870, 


18.46 


. .1959, 


1850. 


.1960, 1998. .2117, 2011. .2100, 




2107. .2178, 


2179 


. .2226 








Seq. No. 


40104 








Seq. ID 


OJ000229_25.0322.C27 


Gene No. 


82936 








Strand 




Start 


3749 








End 


5718 


Name 


."*OJ000229 25. 


0322 


.C27.o3 


.gs 


Method 


GENSCAN 


Start 


3749 








End 


5718 


GI 


none 








Score 


.56 


Exons 


3749. .3924, 


3993 


. .4128, 


4228. 


.4365, 4742. .4801, 5641. .5718 


Seq. No. 


40105 








Seq. ID 


OJ000229_25.0322.C28 


Gene No. 


82937 








Strand 


+ 


Start 


620 








End 


783 


Name 


OJ000229 25. 


0322 


.C28.ol 


. gs 


Method 


GENSCAN 


Start 


620 








End 


783 


GI 


none 








Score 


.55 


Exons 


620. .783 












Seq., No. 


40106 








Seq. ID 


OJ000229_25.0322.C29 


Gene No. 


. 82938 








Strand 


+ 


Start 


1 








End 


873 


Name 


OJ000229 25. 


0322 


.C29.ol 


.gp 


Method 


AAT/GAP 


Start 


1 








End 


164 


GI 


572324 








Score 


305 


Exons 


1. .164 













40015 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4539452/embl CAB39932.il 4.0e-13 (AL049500) putative 
phosphoribosylanthranilate transferase [Arabidopsis thaliana] 



OJ000229_25.0322.C29 
+ 

873 

AAT/NAP 

873 

1094 



40106 Seq. ID 

82938 Strand 
1 End 
OJ000229_25.0322.C29.ol.np Method 
1 End 
7488056" Score 
1. .873 

probable anthranilate phosphoribosyltransf erase (EC 2.4.2.18) 
T5C23.40 - Arabidopsis thaliana gi | 4539452 | emb | CAB39932 . 1 1 
(AL049500) putative phosphoribosylanthranilate transferase 
[Arabidopsis thaliana] gi | 7267861 | emb | CAB78204 . 1 | (AL161532) 
putative phosphoribosylanthranilate transferase [Arabidopsis 
thaliana] 



Seq. No. 40106 Seq. ID 

Gene No. 82938 . Strand 

Start 1 End 

Name OJ000229_25 .0322.C29.ol.gs Method 

Start 13 End 

GI none Score 

Exons; 13.. 690 



OJ000229_25.0322.C29 
+ 

873 

GENSCAN 

690 

.58 



Seq. No. 40106 

Gene No. 82938 

Start 1 

Name OJ000229_25 . 0322 .C29 . ol . tc 

Start 112 

GI none 

Exons 112. .240, 567.. 683, 568.. 684, 

Seq. No. 40106 

Gene No. 82938 

Start 1 

Name OJ000229_25. 0322 .C29. o2 . ts 

Start 148 

GI none 

Exons 148.. 315, 158.. 424, 159.*. 437, 

Seq. No. 40106 

Gene No. 82938 

Start 1 

Name OJ00022 9_25 . 0322 . C29 . o2 . tm 

Start 183 

GI none 

Exons 183.. 284, 184.. 315, 193.. 537, 

Seq. No. 40106 

Gene No. 82938 

Start 1 

Name OJ00022 9_25 . 0322 . C2 9 . o2 . tc 

Start 253 

GI none 

Exons 253.. 312, 363.. 437, 364.. 444, 



Seq. ID OJ000229_25.0322.C29 

Strand + 

End 873 

Method TBLASTX : Cress 

End 872 

Score 56 

684..872, 686. .871 

Seq. ID OJ000229_25.0322.C29 

Strand + 

End 873 

Method TBLASTX : Soybean 

End 441 

Score 226 

231. .437, 376. .441 

Seq. ID OJ000229_25.0322.C29 

Strand + 

End 873 

Method TBLASTX : Mai ze 

End 555 

Score 62 

194. .544, 363. .548, 376. .555 

Seq. ID OJ000229_25.0322.C29 

Strand + 

End 873 

Method TBLASTX: Cress 

End 555 

Score 47 

376. .444, 474. .542, 475. .555 



40016 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No! 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40106 Seq. ID 

82938 Strand 

1 End 

OJ00022 9_25 . 0322 . C29 . ol . ts Method 

4 67 End 

none Score 
467. .562, 469..579 f 471. .545, 
686. .871 

40106 Seq. ID 

82938 Strand 
1 End 
OJ00022 9_25 . 0322 . C29 . ol . tm Method 
573 End 
none Score 
573.-725, 574. .684, 684. .872, 684. .872 

40107 Seq. ID 

82939 Strand 
407 End 
OJ000229_25.0322.C31.ol.gs Method 
407 End 
none Score 
407.. 530, 1211.. 1278 

40108 Seq. ID 

82940 Strand 
252 End 
OJ00022 9_25 . 0322 . C32 . ol . gs Method 
252 End 
none Score 
252.. 338 

40108 Seq. ID 

82941 Strand 
2314 End 
OJ000229_25.0322.C32.ol.gp . Method 
2314 End 
none Score 
2314. .2673 

40108 Seq. ID 

82942 Strand 
2095 End 
OJ000229_25.0322.C32.o2.gs Method 
2095 End 
none Score 
2095.. 2335, 2463.-2629, 2640.. 2669 



OJ000229_25.0322.C29 
+ 

873 

TBLASTX : Soybean 
872 
63 

565. .681, 579. .641, 684. .872, 



OJ000229_25.0322.C29 
+ 

873 

TBLASTX: Maize 

872 

180 



OJ000229_25.0322.C31 

1278 
GENSCAN 
1278 
.7 



OJ000229_25.0322.C32 
+ 

338 

GENSCAN 

338 

.41 



OJ000229_25 . 0322 .C32 
+ 

2673 . 
AAT/GAP 
2673 
700 



OJ000229_25 . 0322 .C32 

2669 
GENSCAN 
2669 
.76 



40109 Seq. ID 

82943 Strand 

1 • End 
OJ000229_25 . 0322 . C33 . ol . np Method 

1 End 

2459442 Score 

1..80, 117. .259, 662. .716, 849. .964, 



OJ000229_25.0322.C33 
+ 

1909 
AAT/NAP 
1879 
207 

1099.. 1264, 1652. .1879 



(AC002332) AT-hook DNA-binding protein (AHP1) [Arabidopsis 



40017 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40109 
82943 
1 

OJ000229_25.0322.C33.ol.gs 
18 

none 



Seq. ID OJ000229_25.0322.C33 

Strand + 

End 1909 

Method GEN SCAN 

End 1909 

Score .96 



18. .270, 646. .716, 849. .1013, 1115. .1264, 1652. .1909 



40109 
82944 
1820 

OJ000229_25.0322.C33.ol.gp 

1820 

1944306 

1820. .2164 



Seq. ID OJ000229_25.0322.C33 

Strand + 

End 2164 

Method AAT/GAP 

End 2164 

Score 631 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40109 
82945 
2310 

OJ000229_25 . 0322 . C33 . o3 .'tm 
47 

none 



Seq. ID OJ000229_25.0322.C33 
Strand 

5497 

TBLASTX: Maize 
1242 
84 



End 

Method 
End 
Score 

47. .76, 86. .115, 101. .250, 198. .254, 647. .718, 648. .716, 
650. .721, 808. .960, 846. .962, 846. .950, 851. .958, 991. .1014, 





992. .1018, 


1103. . 


1177, 


1112. . 


1156, 1171.. 1242, 


1172. .1219 


Seq. No. 


40109 








Seq. ID 


OJ000229 


_25.0322.C33 


Gene No. 


82945 








Strand 






Start 


2310 








End 


5497 




Name 


OJ000229 25 


.0322. 


C33.o2 


.gs 


Method 


GENSCAN 




Start 


2310 








End 


5479 




GI 


none 








Score 


.79 




Exons 


2310. .2339, 


2426. 


.2593, 


3696. 


.3797, 4907.. 5094, 


5212. .5479 


Seq. No. 


40109 








Seq. ID 


OJ000229 


_25.0322.C33 


Gene No. 


82945 








Strand 






Start 


2310 








End 


5497 




Name 


OJ000229 25 


.0322. 


C33.o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2313 








End 


3457 




GI 


none 








Score 


205 




Exons 


2313. .2351, 


2412. 


.2594, 


2426. 


.2605, 2427.. 2639, 


2428. .2595, 




2695. .2778, 


2696. 


.2779, 


2746. 


.2823, 2772.. 2822, 


3201. .3275, 




3359. .3457 














Seq. No. 


40109 








Seq. ID 


OJ000229 


_25.0322.C33 


Gene No. 


82945 








Strand 






Start 


2310 








End 


5497 




Name 


OJ000229 25 


.0322. 


C33.o2 


.np 


Method 


AAT/NAP 




Start 


2313 








End 


3755 




GI 


6179602 








Score 


566 




Exons 


2313. .2339, 


2426. 


.2604, 


2706. 


.2821, 3215.. 3276, 


3357. .3433, 




3696. .3755 















GI Descrip. (AJ238744) glutathione peroxidase-like protein GPXISHv [Hordeum 
vulgare] 



40018 






Seq. No. 


40109 








Seq. ID 


OJ000229_25.0322.C33 




Gene No. 


82945 








Strand 






Start 


2310 








End 


5497 




Name 


OJ000229 25 


.0322 


.C33.o2 


.tc . 


Method 


TBLASTX: Cress 




Start ■ 


2316 








End 


3439 




GI 


none 








Score 


192 




Exons 


2316. .2351, 


2426 


. .2605, 


2427. 


.2594, 2427..2639, 2449. .2595, 






2695. .2778, 


2696 


. .2779, 


2772. 


.2822, 3201.. 3275, 3359.. 3439 




Seq. No. 


40109 








■ Seq. ID 


OJ000229_25.0322.C33 




Gene No. 


82945 








Strand 






Start 


2310 








End 


5497 




Name 


OJ000229 25 


.0322 


.C33.ol 


.tw 


Method 


TBLASTX : Wheat 




Start 


2426 








End 


2813 




GI 


none 








Score 


75 




Exons 


2426. .2509, 


2427 


. .2510, 


2519. 


.2605, 2520.. 2594, 2695.. 2778, 






2696. .2779, 


2748 


. .2813 










Seq. No. 


40109 








Seq. ID 


OJ000229_25.0322.C33 




Gene No. 


82945 








Strand 






Start 


2310 








End 


5497 




Name 


OJ000229 25 


. 0322 


. C33.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2426 








End 


3439 




GI 


. none 








Score 


218 




Exons 


2426. .2623, 


2427 


. .2594, 


2427. 


.2624, 2428. .2595, 2695.-2778, 


i _ji 




2696. .2779, 


2746 


. .2823, 


2772. 


.2822, 3222.. 3275, 3351.. 3431, 


r ri 

f 1 ; 




3359. .3439 














Seq. No. 


40109 








Seq. ID 


OJ000229_25.0322.C33 


w 


Gene No. 


82945 








Strand 






Start 


2310 








End 


5497 




Name 


OJ000229 25 


.0322 


.C33.ol 


.tm 


Method 


TBLASTX: Maize 


i y 


Start 


4658 








End 


5401 


E 


GI 


none 








Score 


248 




Exons 


4658. .5401, 


4659 


. .4913, 


4664. 


.5392 




jL -|- 


Seq. No. 


40109 








Seq. ID 


OJ000229_25.0322^.C33 




Gene No. 


82945 








Strand 






Start 


2310 








End 


5497 




Name 


OJ000229 25 


.0322 


.C33.ol 


.ts 


Method 


TBLASTX : Soybean 


_ er 


Start 


4658 








End 


5491 




GI 


none 








Score 


242 




Exons . 


4658. .5491, 


4662 


. .4916, 


4663. 


.4917, 4664. .5482, 5304. .5486 




Seq. No. 


40109 








Seq. ID 


OJ000229_25.0322.C33 




Gene No. 


82945 








Strand 






Start 


2310 








End 


5497 




Name 


OJ000229 25 


.0322 


.C33.o3 


.np 


Method 


AAT/NAP - 




Start 


4661 








End 


5497 




GI 


7488056 








Score 


1233 




Exons 


4661. .5497 













GI Descrip. probable anthranilate phosphoribosyltransf erase (EC 2.4.2.18) 
T5C23.40 - Arabidopsis thaliana gi | 4 539452 | emb | CAB39932 . 1 1 
(AL04 9500) putative phosphoribosylanthranilate transferase 
[Arabidopsis thaliana] gi I 7267861 1 emb | CAB78204 . 1 1 (AL161532) 
putative phosphoribosylanthranilate transferase [Arabidopsis 
thaliana] 



40019 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40109 
82945 
2310 

OJ000229_25 . 0322 . C33 . ol . tc 

4731 

none 

4731. .4955, 4755.. 4913, 4757 
5094. .5426, 5147.. 5416, 5304 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000229 25.0322.C33 



5497 

TBLASTX: Cress 
5426 
143 

.5422, 4775. .5116, 5019. .5252, 
.5423 



40110 Seq. ID 

82946 Strand 
6619 End 
OJ000229_25 . 0322 . C34 . ol . gp Method 
6619 End 
2119_2.R1084 Score 
6619. .6896, 6984. .7074 

, 2129774/pir| IS71223 7.0e-17 xyloglucan 

endotransglycosylase-related protein XTR4 - Arabidopsis thaliana 
(fragment) >gi_1244754 (U43486) xyloglucan 

endotransglycosylase-related protein [Arabidopsis thaliana] 1 



OJ000229_25.0322.C34 
+ 

7074 
AAT/GAP 
7074 
710 



OJ000229_25.0322.C34 
+ 

7074 
AAT/NAP 
7074 
268 ' 



40110 Seq. ID 

82946 Strand 
6619 End 
OJ000229_25 . 0322 . C34 . o2 . np Method 
6693 End 
6522567 - Score 
6693. .6896, 6984.. 7074 

(AL132967) 4-coumarate-CoA ligase-like protein [Arabidopsis 
thaliana] 

40110 Seq. ID OJ000229_25 . 0322 . C34 

82947 Strand 

1 End 429 

OJ000229_25 . 0322 . C34 . ol . np Method AAT/NAP 

1 End 383 

7487678 Score 428 
1. .383 

hypothetical protein T5C23 
gi | 4539453 | emb | CAB39933 . 1 1 

[Arabidopsis thaliana] gi | 7267862 | emb | CAB78205 . 1 1 
putative protein [Arabidopsis thaliana] 



50 - Arabidopsis thaliana 
(AL049500) putative protein 

(AL161532) 



Seq. No. 


40110 








Seq. ID 


OJ000229_25.0322 


.C34 


Gene No. 


82947 








Strand 






Start 


1 








End 


429 




Name 


OJ000229 25.0322. 


C34 


.02. 


tm 


Method 


TBLASTX: Maize 




Start 


3 








End 


161 




GI 


none 








Score 


200 




Exons 


3. .161, 4. .159 














Seq. No. 


40110 








Seq. ID 


OJ000229_25.0322 


.C34 


Gene No. 


82947 








Strand 






Start 


1 








End 


429 




Name 


OJ000229 25.0322. 


C34 


.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


141 








End 


384 





40020 




GI 


none 


Score 


186 


Exons 


141. .380, 142. .384 






Seq. No. 


40110 


Seq. ID 


OJ000229_25.0322.C34 


Gene No. 


82947 


Strand 




Start 


1 


End 


429 


Name 


OJ000229 25.0322.C34.o2.tc 


Method 


TBLASTX: Cress 


Start 


141 


End 


369 


GI 


none 


Score 


136 


Exons 


141. .365, 196. .369 






Seq. No. 


40110 


Seq. ID 


OJ000229_25.0322.C34 


Gene No. 


82947 


Strand 




Start 


1 


End 


429 


Name 


OJ000229 25.0322.C34.ol.tm 


Method 


TBLASTX: Maize 


Start 


171 


End 


429 


GI 


none 


Score 


280 


Exons 


171. .395, 172. .429 






Seq. No. 


40110 


Seq. ID 


OJ000229_25 . 0322 . C34 


Gene No. 


82948 


Strand 




Start 


6734 


End 


7074 


Name 


OJ000229 25.0322.C34.o2.ts 


Method 


TBLASTX: Soybean 


Start 


6734 


End 


7073 


GI 


none 


Score 


60 


Exons 


6734..6784, 6741.. 6791, 6846 


..6896, 6855.-6893, 6978.. 7073, 




6983. .7072 






Seq. No. 


40110 


Seq. ID 


OJ000229_25.0322.C34 


Gene No. 


82948 


Strand 




Start 


6734 


End 


7074 


Name 


OJ000229 25.0322.C34.ol.tc 


Method 


TBLASTX: Cress 


Start 


6741 


End 


7074 


GI 


none 


Score 


115 


Exons 


6741.. 6896, 6854.. 6895, 6978 


..7073, 6983. .7072, 6994. .7074 


Seq. No. 


40111 


• Seq. ID 


OJ000229_25.0322.C35 


Gene No. 


82949 


Strand 


+ 


Start 


1 


End 


1890 


Name 


OJ000229 25.0322.C35.ol.np 


Method 


AAT/NAP 


Start 


1 


■ End 


1027 


GI 


6522567 


Score 


1355 


Exons 


1..1027 






GI Descrip. 


(AL132967 ) 4-coumarate-CoA- ligase-like 


protein [Arabidopsis 




thaliana] 






Seq. No. 


40111 


Seq. ID 


OJ000229_25.0322.C35 


Gene No. 


82949 


Strand 


+ 


Start 


1 


End 


1890 


Name 


OJ000229 25.0322.C35.ol.gs 


Method 


GENSCAN 


Start 


62 


End, 


1890 


GI 


none 


Score 


.97 


Exons 


62.. 1041, 1320.. 1465, 1502.. 


1736, 1839 


. .1890 


Seq. No. 


40111 


Seq. ID 


OJ000229_25.0322.C35 


Gene No. 


82950 


Strand 




Start 


1 


End 


1211 



40021 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000229_25 . 0322 . C35 . ol . gp Method AAT/GAP 
1 End 1211 

2119_1.R1084 Score 2275 

1. .1211 

, 3184098/emb|CAA19311.1| 1.0e-81 (AL023777) coenzyme a 
synthetase [Schizosaccharomyces pombe] ' 



40111 
82950 
1 

OJ000229_25.0322.C35.ol.ts 
2 

none 



2. .91, 7. .498, 8. .1039, 562. .654, 712 



Seq. ID OJ000229_25.0322.C35 
Strand 

End 1211 

Method TBLASTX : Soybean 

End 1039 

Score 1279 
1017 



40111 
82950 
1 

OJ00022 9_25 . 0322 . C35 . ol . tm 
65 

none 



Seq. ID OJ000229_25.0322.C35 
Strand 

End 1211 

Method TBLASTX : Mai ze 

End 1024 

Score 297 



65. .316, 67. .315, 277. .810, 320. .811, 665. .835, 812. .1024, 
813.. 920, 815.. 1024 



40111 
82950 
1 

OJ000229_25.0322.C35.ol.tc 

182 

none 



Seq. ID OJ000229_25.0322.C35 
Strand 

End. 1211 

Method TBLASTX : Cress 

End 784 

Score 813 



182. .784, 187. .498, 494. .538, 562. .660, 665. .775, 712. .783 



40111 
82950 
1 

OJ000229_25.0322.C35.o2.tc 
794 
none 

794. .1018, 802. .1014 

40111 
82950 
1 

OJ000229_25.0322.C35.ol.tw 
845 
none 

845. .1021, 845. .1018, 847. .1020 



Seq. ID OJ000229_25.0322 .C35 
Strand 

End 1211 

Method TBLASTX : Cress 

End 1018 

Score 309 



Seq. ID OJ000229_25.0322.C35 
Strand 

End 1211 

Method TBLASTX: Wheat 

End 1021 

Score 249 



40112 
82951 
1 

OJ000229_25.0322.C36.ol.np 
1 

6633847 



Seq. ID OJ000229_25.0322.C36 
Strand 

End 5437 

Method AAT/NAP 

End 4205 

Score 776 



1..117, 173. .393, 466. .653, 1216. .1559, 2226. .2355, 2454. .2596, 
2675.. 2771, 3220.. 3358, 4124.. 4205 
(AC008047) F2K11.19 [Arabidopsis thaliana] 



40022 



Seq. No. 


40112 




Seq. -ID 


OJ000229_25.0322 


.C36 


Gene No. 


82951 




Strand 






Start 


1 




End 


5437 




Name 


OJ000229 25.0322.C36.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


2270 




GI 


none 




Score 


152 




Exons 


1..117, 5. .118, 5. .118, 


6. .119, 7. .120, 


180. .437, 185. . 


394, 




186. .407, 463. .552, 467. 


.655, 


468. .656, 


468. .656, 589.. 


660, 




666.. .701, 1288.. 1362, 1289.. 1363, 1290. 


.1364, 1403.. 1525, 




1425.. 1532, 1.426.. 1533, 


2205. 


. 2270 






Seq. No. 


40112 




Seq. ID 


OJ000229_25.0322 


.C36 


Gene No. 


o o n c i 

82951 




Strand 






Start 


1 




End 


5437 




Name 


OJ000229_25 . 0322 ,C36.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


373 




GI 


none 




Score 


74 




Exons 


1..108, 2. .88, 230. .373, 


231. 


.371 






Seq. No. 


40112 




Seq. ID 


OJ000229_25.0322 


.C36 


Gene No. 


82951 




Strand 






Start 


. 1 




End 


5437 




Name 


OJ00022 9_25 . 0322 . C36 . ol . 


gp 


Method 


AAT/GAP 




Start 


188 




End 


712 




GI 


4969171 




Score 


779 




Exons 


188. .393, 466. .712 










Seq. No. 


40112 




Seq. ID 


OJ00.0229_25.0322 


.C36 


Gene No. 


82951 




Strand 






Start 


1 




End 


5437 




Name 


OJ000229_25. 0322 .C36.ol. 


gs 


Method 


GENSCAN 




Start 


188 




End 


5437 




GI 


none 




Score 


.75 




Exons 


188. .393, 466. .714, 1291 


..1361, 2676. .2747, 3220. .3358, 






3812.. 3866, 4 00 6.. 4148, 


5371. 


.5437 






Seq. No. 


40112' 




Seq. ID 


OJ000229_25.0322 


.C36 


Gene No. 


82951 




Strand 






Start 


1 




End 


5437 




Name 


OJ000229 25.0322.C36.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 






End 


685 




GI 


none 




Score 


171 




Exons 


461. .682, 464. .685, 465. 


.683, 


466. .684 






Seq. No. 


40113 




Seq. ID 


OJ000229_25.0322 


.C37 


Gene No. 


82952 




Strand 


+ 




Start 


5517 




End 


7646 




Name 


OJ000229 25.0322.C37.o2. 


gs 


Method 


GENSCAN 




Start 


5517 




End 


7646 




(IT 


none 




Score 


.89 




Exons 


5517.. 5890, 6058.. 6359, 


7438. 


.7646 






Seq. No. 


40113 




Seq. ID 


OJ000229_25.0322 


,C37 


Gene No. 


82952 




Strand 


+ 




Start 


5517 




End 


7646 




Name 


OJ000229 25.0322.C37.o2. 


np 


Method 


AAT/NAP 





40023 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



5544 End 5980 

2398533 Score 200 

5544.. 5620, 5663.. 5980 

(Y13725) Transcription factor [Arabidopsis thaliana] 



40113 Seq. ID 

82952 Strand 
5517 End 
OJ00022 9_25 . 0322 . C37 .'o3 . np Method 
6239 End 
7340884 Score 
6239. .6382 

(AP001551) Similar to Antirrhinum ma jus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



OJ000229_25.0322.C37 
+ 

7646 
AAT/NAP 
6382 
86 





Seq. No. 


40113 








Seq. ID 


OJ000229_25.0322.C37 




Gene No. 


82953 








Strand 






Start 


1415 








End 


4710 




Name 


OJ000229 25 


.0322. 


C37.ol 


.gs 


Method 


GENSCAN 




Start 


1415 








End 


4710 




GI 


none 








Score 


.68 




Exons 


1415. .1574, 


2133. 


.2239, 


2377. 


.2464, 2783.-2859, 2941. .3113, 






4075. .4149, 


4338. 


.4710 










Seq. No. 


40113 








Seq. ID 


OJ000229_25.0322.C37 


sJ 


Gene No. 


82953 








Strand 




Si =1 

Lis 


Start 


1415 








End 


4710 


r : s 

: ii? 


Name 


OJ000229_25 


.0322. 


C37.ol 


.tm 


Method 


TBLASTX: Maize 


~ ^ 


Start 


2563 








End 


3060 




GI 


none 








Score 


148 




Exons 


2563. .2667, 


2565. 


.2666, 


2566. 


.2667, 2567.. 2668, 2568.. 2672, 






2768.-2848, 


2778. 


.2861, 


2778. 


.2861, 2779. .2862, 2782. .2877, 






2941. .3060, 


2941. 


.3057, 


2954. 


.3058 




f I 


Seq. No. 


40113 








Seq. ID 


OJ000229_25.0322.C37 


- n 


Gene No. 


82954 








Strand 






Start 


5580 








End 


. 5864 




Name 


OJ000229 25 


.0322. 


C37.ol 


.tc 


Method 


TBLASTX: Cress 


% ~t 


Start 


5580 








End 


5864 




• GI 


none 








Score 


60 




Exons 


5580: .5618, 


5588. 


.5617, 


5675. 


.5848, 5676.. 5864 




Seq. No. 


40113 








Seq. ID 


OJ000229_25. 0322.C37 




Gene No. 


82954 








Strand 






Start 


5580 








End 


5864 




Name 


OJ000229 25 


.0322. 


C37.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


5580 








End 


5864 




GI 


none 








Score 


61 




Exons 


5580. .5618, 


5676. 


.5864, 


5678. 


.5848 






Seq. No. 


40113 








Seq. ID 


OJ000229_25.0322.C37 




Gene No. 


82954 








Strand 






Start 


5580 








End 


5864 




Name 


OJ000229 25 


.0322. 


C37.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


5586 








End 


5855 




GI 


none 








Score 


52 




Exons 


5586. .5618, 


5676. 


.5855, 


5678. 


.5854 





40024 




Seq. No. 


40114 




Seq. ID 


OJ000229 25.0322.C39 


Gene No. 


82955 




Strand 


+ 


Start 


571 




End 


1056 


Name 


OJ000229 25.0322.C39 


.ol . gs 


Method 


GENSCAN 


Start 


571 




End 


1056 


GI 


none 




Score 


. 61 


Exons 


571. .655, 805. .1056 








Seq. No. 


40115 




Seq. ID 


OJ000229_25 . 0322 . C40 


Gene No. 


82956 




Strand 




Start 


1 




End 


1337 


Name 


OJ000229 25.0322.C40 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


1337 


GI 


6466937 




Score 


621 


Exons 


1..110, 299. .1337 








GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidopsis 



thaliana] 





Seq. No. * 


40115 




Seq. ID 


OJ000229_25.0322 


.C40 




■ Gene No. 


82956 




Strand 


_ 






Start 


1 




End 


1337 






Name 


OJ000229 25.0322.C40.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


23 




End 


657 




~T~ 


GI 


none 




Score 


118 




~ p3 

s. ; H 


Exons 


23. .118, 298. .645, 298. 


. 657 








fiJ 


Seq. No. 


40115 




Seq. ID 


OJ000229 25.0322 


.C40 




Gene No. 


82956 




Strand 


_ 






Start 


1 




End 


1337 






Name 


OJ000229 25.0322.C40.ol 


. gs 


Method 


GENSCAN 






Start 


283 




End 


1275 






GI 


none 




Score 


.64 






Exons 


283. .1275 












Seq. No. 


40115 




Seq. ID 


OJ000229_25.0322 


.C40 




Gene No. 


82956 




Strand 








Start 


1 




End 


1337 






Name 


OJ000229 25.0322.C40.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


298 




End 


747 






GI 


none 




Score 


88 






Exons 


298. .747, 356.-523, 611 


. .688 










Seq. No. 


40115 




Seq. ID 


OJ000229_25.0322 


.C40 




Gene No. 


82956 




Strand 








Start 


1 




End 


1337 






Name 


OJ000229 25.0322.C40.ol 


.ts 


Method 


TBLASTX: Soybean 






Start 


418 




End 


618 






GI 


none 




Score 


100 






Exons 


418. .618, 419. .595, 421 


. .618 










Seq. No. 


40116 




Seq. ID 


OJ000229_25.0322 


.C42 




Gene No. 


82957 




Strand 








Start 


1 




End 


2703 






Name 


OJ000229 25.0322.C42.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


2703 






GI 


7413543 




Score 


805 





40025 




Exons 


1..121, 206. .292, 513. .653, 1100. .1227, 


2160. .2703 


GI Descrip. 


(AL162972) putative protein [Arabidopsis thaliana] 


Seq. No. 


40116 


Seq. ID 


OJ000229_25.0322.C42 


Gene No. 


82957 


Strand 




Start 


1 


End 


2703 


Name 


OJ000229_25.0322 .C42.ol.gs 


Method 


GENSCAN 


Start 


36 


End 


2547 


GI 


none 


Score 


.85 . 


Exons 


36.. 121, 513.. 653, 1100.. 1227 


, 2160. .2547 


Seq. No. 


40116 


Seq. ID 


OJ000229_25.0322.C42 


Gene No. 


82957 


Strand 




Start 


1 


End 


2703 


Name 


OJ000229_25 . 0322 . C42 . ol . tm 


Method 


TBLASTX: Maize 


Start 


2160 


End 


2431 


GI 


none 


Score 


204 


Exons 


2160.. 2417', 2160.. 2207, 2199. 


.2378, 2321. .2431 


Seq. No. 


40117 


Seq. ID 


OJ0002^9 2o.uJz^.C4o 


Gene No. 


82958 


Strand 


+ 


Start 


50 


End 


6347 


Name 


OJ000229 25.0322.C43.ol.gs 


Method 


GENSCAN 


Start " 


50 


End 


6347 


GI 


none 


Score 


.63 


Exons 


50.. 202, 632.. 774, 833.. 929, 


1976. .2125 


i, 2236.-2343, 2381..: 




5118. .5338, 6241. .6347 






Seq. No. 


40117 


Seq. ID 


OJ000229_25.0322.C43 


Gene No. 


82959 


Strand 




Start 


7320 


End 


8139 


Name 


OJ000229 25.0322.C43.ol.gp 


Method 


AAT/GAP 


Start 


7320 


End 


8077 


GI 


LIB3433-051-P1-K1-H7 


Score 


954 


Exons 


7320.. 7537, 7627.. 7750, 7856. 


.8077 




GI Descrip. 


1 4 678222/gb | AAD26967 . 1 1 AC007135_3 1 . Oe- 


-25 (AC007135) unknowi 




protein [Arabidopsis thaliana 


] ' 




Seq. No. 


40117 


Seq. ID 


OJ000229_25.0322.C43 


Gene No. 


82959 


Strand 




Start 


7320 


End 


8139 


Name 


OJ000229 25.0322.C43.ol.np 


Method 


AAT/NAP 


Start 


7325 


End 


8139 


GI 


6006893 


Score 


370 


Exons 


7325.. 7537, 7627.. 7750, 7856. 


.8139 




GI Descrip. 


(AC008153) unknown protein [Arabidopsis thaliana] 


Seq. No. 


40117 


Seq. ID 


OJ000229_25.0322.C43 


Gene No. 


82960 


Strand 




Start 


9075 


End 


11884 


Name 


OJ000229 25.0322.C43.o2.tc 


Method 


TBLASTX: Cress 


Start 


7331 , 


End 


8010 


GI 


none 


Score 


75 


Exons 


7331.. 7624, 7344. .7478, 7612. 


.7752, 7858. .8010, 7862. .8005 


Seq. No. 


40117 


Seq. ID 


OJ000229_25.0322.C43 


Gene No. 


82960 


Strand 





40026 



Start 


9075 


End 


11884 


Name 


OJ000229 25.0322.C43.o2...gp 


Method 


AAT/GAP 


Start 


9075 


End 


11332 


GI 


12252 1.R1084 


Score 


1850 


Exons 


9075.. 9576, 9989.. 10280, 10537 10650, 


11244. .11332 


GI Descrip. 


•3047104 8.0e-25 (AF058919) 


No definition line found 




[Arabidopsis thaliana] 1 






Seq. No. 


40117 


Seq. ID 


OJ000229_25.0322 


Gene No. 


82960 


Strand 




Start 


9075 


End 


11884 


Name 


OJ000229 25.0322.C43.ol.tm 


Method 


TBLASTX: Maize 


Of a r*+- 


9983 


End 


11397 


GI 


none 


. Score 


66 


Exons 


9983.. 10027, 9985.. 10029, 9985.. 10026, 


10029. .10310, 




10030. .10281, 10030. .10311, 


10037. .10282, 10537. .10653, 




10541. .10651, 10542. .10652, 


11244. .11393, 11244. .11393, 




11245.. 11397 






Seq. No. 


40117 


Seq. ID 


OJ000229_25.0322 




82960 


Strand 




Start 


9075 


End 


11884 


Name 


OJ000229 25.0322.C43.ol.tc 


Method 


TBLASTX: Cress 


Start 


10021 


End 


10302 


GI 


none 


Score 


187 


Exons 


10021. .10281, 10056. .10292, 


10087. .10302 


Seq. No. 


40117 


Seq. ID 


OJ000229_25.0322 


Gene No. 


82960 


Strand 






9075 


End 


11884 


Name 


OJ000229 25.0322.C43.o2.np 


Method 


AAT/NAP 


Start 


10041 


End 


11884 


GI 


6633851 


Score 


602 


Exons 


10041. .10280, 10537. .10650, 


11244. .11354, 11771. .11884 


GI Descrip. 


(AC008047) F2K11.13 [Arabidopsis thaliana] 


Seq. No. 


40117 


Seq. ID 


OJ000229_25.0322 


Gene No. 


82960 


Strand 




Start 


9075 


End 


11884 


Name 


OJ000229 25.0322.C43.ol.ts 


Method 


TBLASTX: Soybean 


Start 


10045 


End 


11815 


GI 


none 


Score 


175 


Exons 


10045. .10308, 10056. .10307, 


10534. .10653, 1054 4 .. 10651, 




11244. .11339, 11244. .11405, 


11246. .11407, 11732. .11815, 




11733. .11813 






Seq. No. 


40117 


Seq. ID 


OJ000229_25.0322 


Gene No. 


82960 


Strand 






9075 


End 


11884 


Name 


OJ000229 25.0322.C43.o3.tc 


Method 


TBLASTX: Cress 


Start 


10537 


End 


11882 


GI 


none 


Score 


70 


Exons 


10537. .10653, 10537 10653, 


11^44. .11405, 11245. .11340, 




11732. .11881, 11736.. 11882 






Seq. No. 


40117 


Seq. ID 


OJ000229_25.0322 


Gene No. 


82960 


Strand 





.C43 



40027 





Start 


9075 


* End 


11884 




Name 


OJ000229 25.0322.C43.o2.tm 


Method 


TBLASTX: Maize 




Start 


11717 


End 


11883 




GI 


none 


Score 


118 




Exons 


11717. .11881, 11735. .11875, 


11736. .11882, 11737. .11883, 






11781. .11882 








Seq. No. 


40117 


Seq. ID 


OJ000229_25.0322.C43 




Gene No. 


82960 


Strand 






Start 


9075 


End 


11884 




Name 


mnnnooQ oc; n^oo cal 
UJUUUZ^y ZD . U . U*4 0 . O J . gp 


Method 


AAT/GAP 




Start 


11757 


End 


11884 




GI 


14753 1.R1084 


Score 


256 




Exons 


11757. .11884 








GI Descrip. 


, 3080427/emb|CAA18746.1| 1. 


Oe-79 (AL022604) putative protein 






[Arabidopsis thaliana] ' 








Seq. No. 


40118 


Seq. ID 


OJ00022 9_25.0322.C4 4 




Gene No. 


82961 


Strand 


+ 




Start 


105 


End 


181 




Name 




. Method 


AAT/GAP 




Start 


105 


End 


181 




GI 


14753 1.R1084 


Score 


102 




Exons 


105'. .181 








GI Descrip. 


'3080427/emb|CAA18746.1| 1. 


Oe-79 (AL022604) putative protein 






[Arabidopsis thaliana] 1 






§ y 


Seq. No. 


40118 


Seq. ID 


OJ000229_25.0322.C44 




Gene No. 


82962 


Strand 






Start 


1 


End 


3660 




Name 


OJ000229 25.0322.C44.ol.np 


Method 


AAT/NAP 


if. 


Start 


1 


End 


3437 


i y 


GI 


6633851 


Score 


401 


s 


Exons 


1..284, 1002.. 1279, 3296.-3437 




5= ^ 

: ; 
- 


GI Descrip. 


(AC008047) F2K11.13 [Arabidopsis thaliana] 




Seq. No. 


40118 


Seq. ID 


OJ000229_25.0322.C44 




Gene No. 


82962 


Strand 






Start 


1 


End 


3660 




Name 


OJ000229 25.0322.C44.o2.ts 


Method 


TBLASTX : Soybean 




Start 


92 


End 


263 




GI. 


none 


Score 


93 




Exons 


92. .241, 94. .243, 118. .258, 


119. .259, 


123. .263 




Seq. No. 


40118 


Seq. ID 


OJ000229_25 . 0322 . C44 




Gene No. 


82962 


Strand 






Start 


1 


End 


3660 




Name 


OJ000229 25.0322.C44.ol.tm 


Method 


TBLASTX: Maize 




Start 


116 


End 


1837 




GI 


none 


Score 


40 




Exons 


116. .136, 123. .257, 129. .260, 139. .258 


, 1057.. 1155, 1059.. 1112, 






1112. .1252, 1113. .1271, 1113. .1280, 1114. .1284, 1751. .1801, 






1790. .1837 








Seq. No. 


40118 


Seq. ID 


OJ000229_25.0322.C44 




Gene No. 


82962 


Strand 






Start 


1 


End 


3660 



40028 



Name 

Start 

GI 

Exons 



OJ000229_25 .0322 . C4 4 . ol . gs Method GENSCAN 

123 End 3660 

none Score . 65 

123.. 258, 960.. 1279, 1744.. 1852, 1880.. 2028, 2439.. 2605, 

3479. .3660 



Seq. No. 40118 

Gene No. 82962 

Start 1 

Name OJ000229_25 . 0322 . C4 4 . ol . tc 

Start 172 

GI none 

Exons 172.. 258, 1056.. 1259, 1057. 



Seq. ID OJ000229_25.0322.C44 
Strand 

End 3660 

Method TBLASTX: Cress 

End 1281 

Score 93 
.1281, 1057.. 1242, 1059.. 1277 



Seq. No. 40118 

Gene No. 82962 

Start 1 

Name OJ000229_25 . 0322 . C4 4 . ol . ts 

Start 1059 

GI none 

Exons 1059.. 1274, 1060.. 1275 



Seq. ID OJ000229_25.0322.C44 
Strand 

End 3660 

Method TBLASTX : Soybean 

End 1275 

Score 193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40118 

829£2\ ...... . ■ - ...;'->■ 

1 " ' ' ' • . ~ . - 

OJ000229_25.0322.C44.o2.gp 
1119 ■ 

31993 1.R1084 



Seq. ID OJ000229_25.03.22.C44 
Strand' ' ■/•- . • 

End 3660 

Method ' AAT/GAP 

End 2169 

Score 754 



1119. .1279, 1744. .1852, 2029. .2169 

'3047104 2.0e-13 (AF058919) No definition line found 
[Arabidopsis thaliana] 1 



Seq. No. 


40119 


Seq. ID 


OJ000229_ 


25. 


0322 


.C47 


Gene No. 


82963 


Strand 


+ 








Start 


38 


End 


959 








Name 


OJ000229 25.0322.C47.ol.gs 


Method 


GENSCAN 








Start 


38 


End 


859 








GI 


none 


Score 


.69 








Exons 


38..97, 742. .859 












Seq. No. 


40119 


Seq. ID 


OJ000229_ 


25. 


0322 


.C47 


Gene No. 


82963 


Strand 


+ 








Start 


38 


End 


959 








Name 


OJ000229 25.0322.C47.ol.gp 


Method 


AAT/GAP 








Start 


561 


End 


959 








GI 


none 


Score 


759 








Exons 


561. .959 












Seq. No. 


40120 


Seq. ID 


OJ000209_ 


_25. 


0320 


.C3 


Gene No. 


82964 


Strand 


+ 








Start 


1 


End 


2938 








Name 


OJ000209 25.0320.C3.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2938 








GI 


7523490 


Score 


92 








Exons 


1..57, 2702. .2938 












GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 









40029 





Seq. No. 


40120 




Seq. ID 


OJ000209_ 


25.0320 


.C3 




VJCliC INU • 


O V \J *± 




O L- J- CI 1 L\^L 


+ 








Start 


1 




End 


2938 








Name 


OJ000209 25.0320.C3.ol. 


gs 


Method 


GEN SCAN 








Start 


439 




End 


600 








GI 


none 




Score 


.89 








Exons 


439. .600 














Seq. No. 


40120 




• Seq. ID 


OJ000209_ 


25.0320 


.C3 




UCl iC IN Is ■ 


82965 




Qf rand 

w Li. CXI 1U 


+ 








Start 


8422 




End 


9369 








Name 


OJ000209 25.0320.C3.o4. 


gs 


Method 


GEN SCAN 








Start 


8422 


End 


9369 








GI 


none 




Score 


.46 








Exons 


8422. .9369 














Seq. No. 


40120 




Seq. ID 


OJ000209_ 


25.0320 


.C3 




U" 1 1C - IN (J . 


82966 




rand 










Start 


5273 




End : 


6352 








Name 


OJ000209 25.0320.C3.o3. 


gs 


Method 


GEN SCAN 








Start 


5273 




End 


6352 








GI 


none 




Score 


.87 






=£ 


Exons 


5273.. 5605, 6290.. 6352 














• '. . • • * . ■ 
Seq. No. 


40121 




Seq. ID 


OJ000209_ 


25.0320 


.C4' 




Gene No. 


82967 




Strand 


+ 








Cfarf 


1 




End 


. 4394 








Name 


OJ000209 25.0320.C4.ol. 


np. 


Method 


AAT/NAP 






J 


Start 


1 




End 


2646 








GI 


3549626 




Score 


765 








Exons 


1..33, 460. .1503, 2615. 


.2646 










is? 


GI Descrip. 


(AJ009696) wall-associated kinase 1 [Arabidopsis 


thaliana] 




Seq. No. 


40121 




Seq. ID 


OJ000209_ 


25.0320 


.C4 




Gene No. 


82967 




Strand 


+ 








Start 


1 




End 


4394 






JL 


Name 


OJ000209 25.0320.C4.o4. 


np 


Method 


AAT/NAP 








Start 


608 




End • 


4394 






*? 


GI 


5734709 




Score 


451 






3 


Exons 


608. .1512, 4252. .4394 












=l 


GI Descrip. 


(AC008075) Contains PF| 


00069 


Eukaryotic protein 


kinase 


domain 






[Arabidopsis thaliana] 














Seq. No. 


40121 




Seq. ID 


OJ000209_ 


25.0320 


.C4 




VJCl 1 IH\J . 


82967 




Strand 


+ 








Start 


1 




End 


4394 








Name 


OJ000209 25.0320.C4.ol. 


gs 


Method 


GENS CAN 








Start 


2985 




End 


4087 








GI 


none 




Score 


.75 








Exons 


2985. .3136, 3554. .3698, 


3871. 


.3927, 4028.. 4087 








Seq. No. 


40121 




Seq. ID 


OJ000209_ 


25.0320 


.C4 




Gene No. 


82968- 




Strand 


+ 








Start 


15030 




End 


15104 








Name 


OJ000209 25.0320.C4.o5. 


np 


Method 


AAT/NAP 








Start 


15030 




End 


15104 








GI 


6006359 




Score 


46 







40030 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15030. .15104 

(AP000559) hypothetical protein [Oryza sativa] 



40121 
82969 
48 

OJ000209_25 . 0320 . C4 . o3 . np 
48 

7340884 



Seq. ID OJ000209_25.0320.C4 
Strand 

End 9802 

Method AAT/NAP 

End 34 65 

Score 96 



48. .72, 3033. .3100, 3314. .3465 

(AP001551) Similar to Antirrhinum ma jus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



40121 
82969 
48 

OJ000209_25.0320.C4 .ol.tm 

526 

none 



Seq. ID OJ000209_25.0320.C4 
Strand 

End 9802 

Method TBLASTX : Maize 

End 14 90 

Score 404 



526. .921, 543. .671, 732. .899, 928. .1092, 1064. .1252, 1077. .1490, 
1391. .1471 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start , 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



40121 
v 8-2969 
48 

OJ000209_25.0320.C4.ol.ts 
529 
none 



Seq. ID OJ000209_25.0320.C4 
: -Strand ' ; ; 

End 9802 

Method TBLASTX : Soybean 

End 1331 

Score 198 

529. .750, 598. .765, 772. .924, 783. .899, 934. .1092, 1070. .1249, 
1074.. 1250, 1077.. 1331 



40121 
82969 
48 

OJ000209_25.0320.C4.ol.tc 

538 

none 



Seq. ID OJ000209_25.0320.C4 
Strand 

End 9802 

Method TBLASTX : Cress 

End 9802 

Score 359 



538. .927, 619. .867, 783. .899, 940. .1092, 1064. .1252, 1074. .1490, 
9591.. 9671, 9737.. 9802 



40121 
82969 
48 

OJ000209_25.0320.C4.ol.tw 

622 

none 



Seq. ID OJ000209_25 . 0320 . C4 
Strand 

End ■ 9802 

Method TBLASTX : Wheat 

End 1005 

Score 353 



622. .921, 638. .712, 720. .899, 946. .1005 



40121 
82969 
48 

OJ000209_25 . 0320 . C4 . o2 . tw 

1006 - 

none 



Seq. ID OJ000209_25.0320.C4 
Strand 

End 9802 

Method TBLASTX : Wheat 

End 1279 

Score 66 



1006.. 1068, 1077.. 1271, 1079.. 1279 

40121 Seq. ID OJ000209_25 . 0320 . C4 



40031 




Gene No. 


82969 


Strand 


- 


Start 


48 


End 


9802 


Name 


OJ000209 25.0320.C4.o2.np 


Method 


AAT/NAP 


Start 


2840 


End 


4422 


GI 


7523488 


Score 


83 


Exons 


2840. .3154, 4395. .4422 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


40122 


Seq. ID 


OJ000209_25.0320.C5 


Gene No. 


82970 


Strand 


+ 


Start 


3154 


End 


3846 


Name 


OJ000209 25.0320.C5.o2.np 


Method 


AAT/NAP 


Start 


3154 


End 


3846 


GI 


7489812 


Score 


386 


Exons 


3154. .3188, 3246.. 3418, 3564. 


.3846 




GI Descrip. 


probable cytochrome P450 monooxygenase 


- maize (fragment) 




gi | 2995384 | emb | CAA06156. 1 | (AJ004810) 


cytochrome P450 




monooxygenase [Zea mays] 






Seq. No. 


40122 


Seq. ID 


OJ000209_25.0320-C5 


Gene No. 


82971 


Strand 




Start 


1037 


End 


2536 


Name 


OJ000209 25.0320.C5.ol.np 


Method 


AAT/NAP 


Start 


1037/- •• - • 


End . ■ . 


-2536- 


Gi 


140291 


Score 


321 


Exons 


1037. .1397, 2495.. 2536 






GI Descrip. 


HYPOTHETICAL 21.5 KD PROTEIN 


(ORF 185) 


gi|82541|pir| IS0511 




hypothetical protein 185 - rice chloroplast 




gi 111997 1 emb ICAA33958I (X15901) ORF185 


[Oryza sativa] 




gi I 226618 |prf| I1603356AQ ORF 


185 [Oryza sativa] 


Seq. No. 


40122 


Seq. ID 


OJ000209_25.0320.C5 


Gene No. 


82971 


Strand 




Start 


1037 


End 


2536 


Name 


OJ000209 25.0320.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


1038 


End 


1381 


GI 


none 


Score 


48 


Exons 


1038.. 1118, 1049.. 1117, 1087. 


.1140, 1091. .1141, 1129. .1230 




1135.. 1236, 1136.. 1237, 1219. 


.1374, 1220.. 1381, 1226.. 1378 


Seq. No. 


40122 


Seq. ID 


OJ000209_25.0320.C5 


Gene No. 


82971 


Strand 




Start 


1037 


End 


2536 


Name 


OJ000209 25.0320.C5.o2.tc 


Method 


TBLASTX: Cress 


Start 


1038 


End 


1381 


GI 


none 


Score 


34 


Exons 


1038.. 1109, 1127.. 1237, 1128. 


.1256, 1220.. 1378, 1226.. 1381 




1233. .1379 






Seq. No. 


40122 


Seq. ID 


OJ000209_25.0320.C5 


Gene No. 


82972 


Strand 




Start 


3075 


End 


3845 


Name 


OJ000209 25.0320.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


3075 


End 


3845 


GI 


none 


Score 


165 



Exons 3075.. 3179, 3076.. 3183, 3077.. 3181, 3080.. 3208, 3195.. 3251, 

3195. .3248, 3202. .3249, 3203. .3274, 3246. .3320, 3252. .3407, 



40032 







3254. .3406, 


3392. 


.3439, 


3598. 


.3795, 3598.-3795, 3605. .3820, 






3606. .3821, 


3786. 


.3845, 


3791. 


.3844 






Seq. No. 


40122 








Seq. ID 


OJ000209_25.0320.C5 




Gene No. 


82972 








Strand 






otart 


OU / J 








End 


3845 




Name 


OJ000209 25 


.0320. 


CS.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3075 








End 


3427 




GI 


none 








Score 


288 




. Exons 


3075. .3248, 


3076. 


.3249, 


3077. 


.3250, 3080.. 3256, 3081.. 3251, 






3252. .3320, 


3252. 


.3407, 


3254. 


.3406, 3392.. 3427 




Seq. No. 


40122 








Seq. ID 


OJ000209_25.0320.C5 




Gene No. 


82972 








Strand 






Of a r*+- 


JU / D 








End 


3845 




Name 


OJ000209 25 


.0320. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3075 








End 


3303 




GI 


none 








Score 


258 




Exons 


3075. .3248, 


3080. 


.3250, 


3080. 


.3265, 3081.. 3251, 3082.. 3255, 






3241. .3303, 


3245. 


.3301 










Seq. No. 


40123 








Seq. ID 


OJ000209_25.0320.C7 




kjene jno. 


P9Q7 o 








Strand 


+ 


H - 


Start i'- 


'604 . • 






-.. 


- End 


' 857 


'bar 


Name 


OJ000209 25 


.0320. 


C7.ol. 


gs 


Method 


GENSCAN 




Start 


604 








End 


857 




GI 


none 








Score 


.51 


s y 


Exons 


604. .857 












Lii 


Seq. No. 


• „ 
40123 








Seq. ID 


OJ000209_25.0320.C7 




Gene No . 










Strand 


+ 


*3 


Start 


5200 








End 


11175 


FLJ 


Name 


OJ000209 25 


.0320. 


C7.o3. 


gs 


Method 


GENSCAN 


= 


Start ■ 


5200 








End 


11146 




GI 


none 








Score 


.56 


'"-■J 


Exons 


5200. .6036, 


6399. 


.6497, 


6885. 


.9560, 9713. .10159, 10574. .11146 


£" ™" 


Seq. No. 


40123 








Seq. ID 


OJ000209_25.0320.C7 


2. HI 


Gene No. 


82974 








Strand 


+ 


i : 


Start 


5200 








End 


11175 




Name 


OJ000209 25 


.0320. 


C7.ol. 


np 


Method 


AAT/NAP 




Start 


6614 








End 


11175 




GI 


4680179 








Score 


4453 




Exons 


6614. .7656, 


7759. 


.11175 









GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 


40123 


Seq. ID 


OJ000209_ 


_25. 


0320 


.C7 


Gene No. 


82975 


Strand 










Start 


2389 


End 


2922 








Name 


OJ000209 25.0320.C7.o2.gs 


Method 


GENSCAN 








Start 


2389 


End 


2922 








GI 


none 


Score 


.99 








Exons 


2389.-2922 












Seq. No. 


40123 


Seq. ID 


OJ000209_ 


_25. 


0320 


'.CI 


Gene No. 


82976 


Strand 










Start 


6830 


End 


7478 









40033 



# # 



Name 


OJ000209 25. 


0320 


.C7.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


6830 








End 


7196 




GI 


none 








Score 


72 




Exons 


6830. .6919, 


6918 


. .7196 










Seq. No. 


40123 








Seq. ID 


OJ000209_25.0320. 


C7 


Gene No. 


ozy i d 








otrana 






Start 


6830 








End 


7478 




Name 


OJ000209 25. 


0320 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


. 7077 








End 


7478 




GI 


none 








Score. 


218 




Exons 


7077. .7478 














Seq. No. 


40123 








Seq. ID 


OJ000209_25.0320. 


C7 


Gene No. 


ozy / / 








Strand 






Start 


7787 








End 


8198 




Name 


OJ000209 25. 


0320 


.C7.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


7787 








End 


8113 




GI 


none 








Score 


189 




Exons 


7787. .7900, 


7788 


. .8111, 


7791. 


.7928, 8030.. 8113 




Seq. No. 


40123 








Seq. ID 


OJ000209_25.0320. 


C7 


Gene No . 


o^y / / 








Strand 






Start . 


7787 








End 


8198 




Name 


OJ000209 25. 


0320 


.C7.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


7794 








End 


8198 




GI 


none 








Score 


167 




Exons 


7794. .8015, 


7794 


. .7847, 


7838. 


.8002, 8045. .8143, 8046. .8198 


Seq. No. 


40123 








Seq. ID 


OJ000209_25.0320. 


C7 


Gene No . 


o o m o 








Strand 






Start 


8211 








End 


8408 




Name 


OJ000209 25. 


0320 


.C7.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


8211 








End 


8408 




GI 


none 








Score 


196 




Exons 


8211. .8408, 


8261 


. .8407 










Seq. No. 


40123 








Seq. ID 


OJ000209_25.0320. 


C7 


Gene No . 


o^y / y 








Strand 






Start 


8339 








End 


9158 




Name 


OJ000209 25. 


0320 


,C7.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


8339 








End 


8822 




GI 


none 








Score 


535 




Exons 


8339^.8794, 


8340 


. .8822, 


8367. 


.8813 






Seq. No. 


40123 








Seq. ID 


OJ000209_25.0320. 


C7 


Gene No . 


o^y / y 








Strand 






Start 


8339 








End 


9158 




Name 


OJ000209 25. 


0320 


.C7.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8409 








End 


8876 




GI 


none 








Score 


387 




Exons 


8409. .8876, 


8481 


. .8657 










Seq. No. 


40123 








Seq. ID 


OJ000209_25.0320. 


C7 


Gene No. 


82979 








Strand 






Start 


8339 








End 


9158 




Name 


OJ000209 25. 


0320 


.C7.ol. 


ts 


Method 


TBLASTX : Soybean 





40034 




Exons 8763.. 8795, 8763.. 8795, 8780,. 8875, 8799.. 9158, 8799.. 9107, 

8915. .9130 



Seq. No. 


40123 






Seq. ID 


OJ000209_25.0320 


.C7 


Gene No. 


82979 






Strand 






Start 


8339 






End 


9158 




Name 


OJ000209 25. 


0320. 


C7.o6.tw 


Method 


TBLASTX: Wheat 




ulai. l> 


8871 






End 


9143 




GI 


none 






Score 


322 




Exons 


8871. .9143, 


8871. 


.9137, 8915. 


.9142 






Seq. No. 


40123 






Seq. ID 


OJ000209_25.0320 


.C7 


Gene No. 


. 82980 






Strand 






Start 


9059 






End 


9551 




Name 


OJ000209 25. 


0320. 


C7.o2.tm 


Method 


TBLASTX: Maize 






9059 






End 


9485 




GI 


none 






Score 


442 




Exons 


9059. .9130, 


9060. 


.9485, 9182. 


.9484 






Seq. No. 


40123 






Seq. ID 


OJ000209_25.0320 


.CI 


Gene No. 


829.80 






Strand 






Start . 


9059^-'-- 






End 


9551 




Name 


OJ000209 25. 


0320. 


C7.o3.tw 


Method 


TBLASTX: Wheat 




jLdl L 


9 1 4 4 ' 






FnH 


9551 




GI 


none 






Score 


564 




Exons 


9144. .9551, 


9182. 


.9538 








Seq. No. 


40123 






Seq. ID 


OJ000209_25.0320 


.CI 


Gene No. 


82980 






Strand 






Start 


9059 






End 


9551 




Name 


OJ000209 25. 


0320. 


C7.o3.ts 


Method 


TBLASTX : Soybean 




9f art 


9180 






End 


9425 




GI 


none 






Score 


213 




Exons 


9180. .9425 












Seq. No. 


40123 






Seq. ID 


OJ000209_25.0320 


.CI 


Gene No. 


82981 






Strand 






Start 


9641 






End 


10233 




Name 


OJ000209 25. 


0320. 


C7.o2. tw 


Method 


TBLASTX: Wheat 




^ta rt 


9fi4 1 






End 


10165 




GI 


none 






Score 


575 




Exons 


9641. .10165, 


9715 


. .10161 








Seq. No. 


40123 






Seq. ID 


OJ000209_25.0320 


.CI 


Gene No. 


82981 






Strand 






Start 


9641 






End 


10233 




Name 


OJ000209 25. 


0320. 


C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


9872 






End 


10189 




GI 


none 






Score 


101 




Exons 


9872. .10045, 


9893 


..10045, 10046. .10189, 


10048. .10173 




Seq. No. 


40123 






Seq. ID 


OJ000209_25.0320 


.CI 


Gene No. 


82981 






Strand 






Start 


9641 






End 


10233 




Name 


OJ000209 25. 


0320. 


C7.o2.ts 


Method 


TBLASTX: Soybean 





40035 



Start 


9958 




End 


10213 




GI 


none 




Score 


302 




Exons 


9958. .10212, 9965. . 


10213, 10085.. 10213 






Seq. No. 


40123 




Seq. ID 


OJ000209_25.0320 


.CI 




82981 




Strand 






Start 


9641 




End 


10233 




Name 


OJ000209 25. 0320. C7 


.o4.tm 


Method 


TBLASTX: Maize 




Start 


9972 




End 


10233 




GI 


none 




Score 


105 




Exons 


9972. .10136, 9973. . 


10233, 9974.. 10231 






Seq. No. 


40123 




Seq. ID 


OJ000209_25.0320 


.CI 




82982 




Strand 






Start 


10172 




End 


11131 




Name 


OJ000209 25. 0320. C7 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10172 




End 


10798 




GI 


none 




Score 


648 




Exons 


10172. .10798, 10228 


10674. 


10319. .10747 




Seq. No. 


40123 




Seq. ID 


OJ000209_25.0320 


.CI 


Gene No. 


82982 




Strand 






Start 


10172 




End 


11131 






OJ000209 25 0320 C7 


. o 1 . tm 


Method 


TBLASTX": Maize 




Start 


10351 ' 




End 


10948 




GI 


none 




Score 


80 




Exons 


10351. .10503, 10352 


10504. 


10355. .10513, 10360. .10506, 






10509. .10592, 10510 


. .10692, 


10510. .10653, 10511. .10948, 






10729. .10938 










Seq. No. 


40123 




Seq. ID 


OJ000209_25.0320 


.CI 




82982 




Strand 






Start 


10172 




End 


11131 




Name 


OJ000209 25. 0320. C7 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


10798 




End 


11131 




GI 


none 




Score 


371 




Exons 


10798. .11067, 10799 


. .11131, 


10805. .11110 




Seq. ■ No. 


40123 




Seq. ID 


OJ000209_25.0320 


.CI 




82982 




Strand 






Start 


10172 




End 


ill31 




Name 


OJ000209 25. 0320. C7 


.o7 . tm 


Method 


TBLASTX: Maize 




Start 


10958 




End 


11116 




GI 


none 




Score 


190 




Exons 


10958. .11116 










Seq.. No. 


40124 




Seq. ID 


OJ000209_25.0320 


.C9 


Gene No. 


82983 




Strand 






Start 


1 




End 


985 




Name 


OJ000209 25. 0320. C9 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


985 




GI 


7228442 




Score 


938 




Exons 


1. .985 











GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



40036 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000209_25. 0320. CIO 
+ 

12326 
AAT/NAP 
12326 
43 

5544. .5631, 6066. .6226, 6322. .6544, 12306. .12326 
- human gi | 2358287 | gb | AAC51735 . 1 | (AF010404) ALR 



40125 Seq. ID 

82984 Strand 

3818 . End 
OJ000209_25 . 0320 . C10 . ol . np Method 

3818 End 

7512280 Score 
3818. .3960, 
ALR protein 
[Homo sapiens] 

40125 
82984 
3818 

OJ000209_25. 0320. C10. o2.gp 
7070 
2312838 
7070. .7130 

1420932/gb|U61383|ORU61383 7 
4-coumarate-CoA ligase gene, 



Seq. ID OJ000209_25. 0320. C10 

Strand + 

End 12326 

Method AAT/GAP 

End 7130 

Score 73 

. 0e-21 Oryza rufipogon 

intron 1, partial sequence 





Seq. No. 


40125 




Seq. ID 


OJ000209 


_25.0320 


.C10 




Gene No. 


82984 




Strand 


+ 








Start 


3818 ■ 




End 


12326 








Name 


OJ000209 25.0320. C10. 


o3. gs 


Method 


GENSCAN 








Start 


10334 




End 


11917 








GI 


none 




Score 


.71 








Exons 


10334. .11338, 11456.. 


11917 










^ SET 


Seq. No. 


40125 




Seq. ID 


OJ000209 


_25.0320 


.C10 




Gene No. 


82984 




Strand 


+ 








Start 


3818 




End 


12326 








Name 


OJ000209 25. 0320. C10. 


o2 .np 


Method 


AAT/NAP 








Start 


10415 




End 


12326 








GI 


100484 




Score 


1468 






C3 


Exons 


10415. .10600, 10643.. 


12326 












GI Descrip. 


hypothetical protein 


- garden 


snapdragon 








Seq. No. 


40125 




Seq. ID 


OJ000209 


_25.0320 


.C10 




Gene No. 


82984 




Strand 


+ 








Start 


3818 




End 


12326 








Name 


OJ000209 25. 0320. C10. 


o2.ts 


Method 


TBLASTX : 


Soybean 






Start 


10982 




End 


11392 








GI 


none 




Score 


76 








Exons 


10982. .11092, 11150.. 


11392, 11158.. 11364 







Seq. No. 


40125 




Seq. ID 


OJ000209_25.0320 


.C10 


Gene No. 


82984 




Strand 


+ 




Start 


3818 




End 


12326 




Name 


OJ000209 25. 0320. C10. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


11134 




End 


11473 




GI 


none 




Score 


275 




Exons 


11134. .11280, 11135.. 


11473 








Seq. No. 


40125 




Seq. ID 


OJ000209_25.0320 


.C10 


Gene No. 


82984 




Strand 


+ 




Start 


3818 




End 


12326 




Name 


OJ000209 25. 0320. C10. 


ol.tw 


Method 


TBLASTX: Wheat 





40037 




Start 


11261 




End 


11560 




GI 


none 




Score 


236 




Exons 


11261. .11560, 11318. 


.11560 








Seq. No. 


40125 




Seq. ID 


OJ000209_25.0320 


.C10 


Gene No. 


82984 




Strand 


+ 






JO 1 o 




End 


12326 




Name 


OJ000209 25. 0320. CIO 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


11315 




End 


11760 




GI 


none 




Score 


259 




Exons 


11315. .11560, 11318. 


.11458, 


11326. .11535, 11580. .11759, 






11581. .11760 










Seq. No. 


40125 




Seq. ID 


OJ000209_25.0320 


.C10 


Gene No . 


ot. y o *i 




Strand 


+ 




Start 


3818 




End 


12326 




Name 


OJ000209 25. 0320. C10 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


11602 




End 


11829 




GI 


none 




Score 


208 




Exons 


11602. .11829, 11604. 


.11744 








Seq. No. 


40125 




Seq. ID 


OJ000209_25.0320 


.C10 


Gene No . * 


QOQQyl 




Strand 


+ 




Start 


3818 




' End 


12326 


- 


Name 


OJ000209 25. 0320. C10 


. o2 . tm 


Method 


TBLASTX: Maize ' 




Start 


11761 




End 


12144 




GI 


none 




Score 


57 




Exons 


11761. .11847, 11916. 


.12134, 


11917. .12144, 11989.. 12144 




Seq. No. 


40126 




Seq. ID 


OJ000209_25.0320 


.Cll 


Gene No . 






Strand 


+ 




Start 


213 




End 


1492 




Name 


OJ000209 25.0320.C11 


.ol.gs 


Method 


GENSCAN 




Start 


213 




End 


1492 




GI 


none 




Score 


.75 




Exons 


213. .315, 591. .719, 


788.. 829, 1260.. 1492 




Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320 


.C13 


Gene No. 


82986 




Strand 


+ 




o car t 






End 


18945 




Name 


OJ000209 25.0320.C13 


,o2.gs 


Method 


GENSCAN 




Start 


10828 




End 


13463 




GI 


none 




Score 


.73 




Exons 


10828. .10945, 11371. 


.11498, 


11563. .11746, 12748. .12797, 






12882. .13463 










Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320 


.C13 


Gene No. 


82986 




Strand 


+ 




Start 


10828 




End 


18945 




Name 


OJ000209 25.0320.C13 


. o2 . np 


Method 


AAT/NAP 




Start 


12834 




End 


18945 




GI 


5922631 




Score 


6514 




Exons 


12834. .12958, 13217. 


.13461, 


13720. .13914, 13960. .14546, 






14589. .14739, 14866. 


.15790, 


16397. .17904, 17930.. 18945 





GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 



40038 




gi I 6016864 I dbj IBAA85207.il (AP000570) ESTs 

G26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


40127 








Seq. ID 


OJ000209 


_25.0320.C13 


Gene No. 


82987 








Strand 






Start 


19324 








End 


20243 




Name 


OJ000209 25 


.0320. 


C13.o7. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1598 








End 


'2410 




GI 


none 








Score 


75 




Exons 


loytj . . i / DO/ 




• 1 r JJ/ 


1 fi9ft 
J. OZ 0 • 


.1711, 1690. .1755, 


1 7^Q 1 ft 67 




1739. .1858, 


1743. 


.1865, 


1755. 


.1868, 1755.. 1868, 


1761. .1874, 




1763. .1867, 


1764. 


.1874, 


1769. 


.1876, 1908. .2030, 


1908. .2027, 




1910. .2038, 


1913. 


.2023, 


1916. 


.2053, 1916.. 2029, 


1922. .2023, 




1923. .2072, 


1924. 


.2076, 


1940. 


.2062, 1984. .2073, 


2011. .2103, 




2012. .2104, 


2064. 


.2156, 


2065. 


.2157, 2065. .2157, 


2087. .2164, 




2099. .2245, 


2100. 


.2258, 


2106. 


.2252, 2115. .2249, 


2135. .2245, 




2138. .2224, 


2138. 


.2266, 


2139. 


.2270, 2141. .2266, 


2142. .2267, 




OIK OO Af, 


Z ± H D . 


9970 
• zz / u , 


99 fiQ 
Z Z D . 


.2379, 2278.-2382, 


Z, ^ O .7 • • Z .J O 1 , 




2292.-2372, 


2294. 


.2410, 


2295. 


.2378, 2300.. 2395, 


2302. .2379, 




. 2303. .2410, 


2307. 


.2378 










fi Seq. No. 


40127 








Seq. ID 


OJ000209 


_25.0320.C13 


"I Gene No. 


82987 








Strand 






!;? Start 


19324 








End 


20243 




j|* Name 


OJ000209_25 


.0320. 


C13.o6. 


tm 


Method 


TBLASTX: 


Maize 


i ~ bear u 


4 zlU 








End 


4564 




[3 GI 


none 








Score 


105 




= :| Exons 


4210. .4452, 


4216. 


.4401, 


4217. 


.4522, 4489. .4563, 


4511. .4564 


XL 

lf s Seq. No. 


40127 








Seq. ID 


OJ000209 


_25.0320.C13 


~ E ^ Gene No . 


82987 








Strand 






s Start 


19324 








End 


20243 




[3 Name 


OJ000209_25 


.0320. 


C13.olC 


.tw 


Method 


TBLASTX: 


Wheat 












End 


5289 




U GI 


none 








Score 


182 




? „ Exons 


5035. .5289 














C3 Seq. No. 


40127 








Seq. ID 


OJ000209 


_25.0320.C13 


£3 Gene No. 


82987 








Strand 






Start 


19324 








End 


20243 




Name 


OJ000209_25 


.0320. 


C13.ol. 


tm 


Method 


TBLASTX: 


Maize 












End * 


5715 




GI 


none 








Score 


84 




Exons 


5101. .5715, 


5372. 


.5695 










Seq. No. 


40127 








Seq. ID 


OJ000209 


_25.0320.C13 


Gene No. 


82987 








Strand 






Start 


19324 








End 


20243 




Name 


OJ000209 25 


.0320. 


C13.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


.5350 








End 


5721 




GI 


none 








Score 


223 




Exons 


5350. .5721 














Seq. No. 


40127 








Seq. ID 


OJ000209 


_25.0320.C13 


Gene No. 


82987 








Strand 







40039 




Start 


19324 




End 


20243 




Name 


- OJ000209 25.0320.C13. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


5377 




End* 


5787 




GI 


none 




Score 


223 




Exons 


5377. .5787 










Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320. 


C13 


Gene No . 


oZyo f 




Strand 






Start 


19324 




End 


20243 




Name 


OJ000209 25.0320.C13. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


14151 




End 


14552 




GI 


none 




Score 


255 




Exons 


14151. .14552 










Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320. 


C13 


Gene No. 


ovyo / 




Strand 






Start 


19324 




End 


20243 




Name 


OJ000209 25.0320.C13. 


06 . tw 


Method 


. TBLASTX -.Wheat 




Start 


15163 




End 


15564 




GI 


none 




Score 


315 




Exons 


15163. .15564, 15303.. 


15548 








Seq. No. 


40127 




Seq. ID 


OJ000209__25.0320. 


C13 


Gene No. 






otrana 






Start 


19324 




End 


20243 




Name 


OJ000209 25.0320.C13. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


15807 




End 


16263 




GI 


none 




Score 


462 




Exons 


15807. .16262, 15808.. 


16263 








Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320. 


C13 


Gene No. 


oZ 9o / 




otrana 






Start 


19324 




End 


20243 




Name 


OJ000209 25.0320.C13. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


15937 




End 


16293 




GI 


none 




Score 


365 




Exons 


15937. .16293, 15978.. 


16169 








Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320. 


C13 


Gene No . 


oZ9o A 




Strand 






Start 


19324 




End 


20243 




Name 


OJ000209 25.0320.C13. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


16297 




End 


16590 




GI 


none 




Score 


199 




Exons 


16297. .16590, 16299.. 


16340, 


16425. .16583 




Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320. 


C13 


Gene No. 


oZ3o / 




Strand 






Start 


19324 




End 


20243 




Name 


OJ000209 25.0320.C13. 


o3.tw 


Method 


TBLASTX: Wheat 




Start 


16378 




End 


16779 




GI 


none 




Score 


379 




Exons 


16378. .16779, 16422.. 


16778, 


16516, .16779 




Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320. 


C13 


Gene No. 


82987 




Strand 






Start 


19324 




End 


20243 





40040 




Name 


OJ000209 25.0320.C13 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


16426 




End 


16788 




GI 


none 




Score 


246 




Exons 


16426. .16788, 16473. 


.16616, 


16489. .16617 




Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320 


.C13 


Gene no. 


QOQQT 
0^70 / 




Strand 






Start 


19324 




End 


20243 




Name 


OJ000209 25.0320.C13 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


16596 




End 


16928 




GI 


none 




Score 


233 




Exons 


16596. .16787, 16597. 


.16806, 


16788. .16928 




Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320 


.C13 


bene no. 


Q O QQ *7 




Strand 






Start 


19324 




End 


20243 




Name 


OJ000209 25.0320.C13 


. o7 .tw 


Method 


TBLASTX: Wheat 




Start 


16788 




End 


17084 




GI 


none 




Score 


264 . 




Exons 


16788. .17084, 16791. 


.16910, 


16992. .17069 




Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320 


.C13 


Gene No . 






Strand 






Start 


19324 * ■ 




End 


20243 




Name 


OJ000209 25.0320.C13 


. oS.tw 


Method 


TBLASTX: Wheat 




Start 


17088 




End 


17510 




GI 


none 




Score 


365 




Exons 


17088. .17510, 17093. 


.17434 








Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320 


.C13 


Gene No. 


82987 




Strand 






O 4- -v~ 4_ 

Start 






End 


20243 




Name 


OJ000209 25.0320.C13 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


17526 




End 


17867 




GI 


none 




Score 


134 




Exons 


17526. .17660, 17529. 


.17669, 


17566. .17673, 17714. .17860, 






17727 . .17867 , 17754. 


.17864 








Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320 


.C13 


Gene No . 






Strand 






Start 


19324 




End 


20243 




Name 


OJ000209 25.0320.C13 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


17823 




End 


18210 




GI 


none 




Score 


99 




Exons 


17823. .17903, 17931. 


.18158, 


17932. .18159, 18163.. 18210 




Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320 


.C13 


bene no . 






Strand 






Start 


19324 




End 


20243 




Name 


OJ000209 25.0320.C13 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


17986 




End 


18348 




GI 


none 




Score 


370 




Exons 


17986. .18348, 17991. 


.18332 








Seq. No. 


40127 




Seq. ID 


OJ000209_25.0320 


.C13 


Gene No. 


82987 




Strand 






Start 


19324 




End 


20243 





40041 




Name 


OJ000209 25.0320.C13.o2.tw 


Method 


' TBLASTX: Wheat 


Start 


18355 


End 


18969 


GI 


none 


Score 


351 


Exons 


18355. .18846, 18375 .. 18443, 


18510. .18617, 18832.. 18969 


Seq. No. 


40127 


Seq. ID 


OJ000209_25.0320.C13 


f!ano Mo 


82987 


Strand 




Start 


. 19324 


End 


20243 


Name 


OJ000209 25.0320.C13.o5.tm 


Method 


TBLASTX: Maize 


Start 


18676 


End 


18930 


GI 


none 


Score 


163 


Exons 


18676. .18849, 18828 .. 18929, 


18829. .18930 


Seq. No. 


40127 


Seq. ID 


OJ000209_25.0320.C13 


Gene No. 


82987 


Strand 




Start 


19324 


End 


20243 


Name 


OJ000209 25.0320.C13.o3.np 


Method 


AAT/NAP 


Start 


19324 


End 


20243 


GI 


* 6691716 


Score 


719 


Exons 


19324. .19762, 19836 .. 19956, 


20105. .20243 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 6691717 |dbj |BAA89397.1| 


(AP000570) 


hypothetical protein 




[Oryza sativa] 

■ ,/ Vi ^ 






Seq. No. 


40127 


Seq. ID 


OJ000209_25.0320.C13 


f^oTi o Mo 


82987 


Strand 




Start 


19324 


End 


20243 . 


Name 


OJ000209 25.0320.C13.o4.gs 


Method 


GENSCAN 


Start 


19420 


End 


20200 


GI 


none 


Score 


.98 


Exons 


19420. .19596, 19635 .. 19762, 


20011. .20200 


Seq. No. 


40128 


Seq. ID 


OJ000209_25.0320.C14 




82988 


Strand 


+ 


Start 


3811 


End 


7702 


Name 


OJ000209 25.0320.C14.o2.gs 


Method 


GENSCAN 


Start 


3811 


End 


7702 


GI 


none 


Score 


.66 


Exons 


3811. .3872, 3966. .4423, 6329. .6468, 6566. .6692, 7602. .7702 


Seq. No. 


40128 


Seq. ID 


OJ000209_25.0320.C14 


Gene No. 


82989 


Strand 




Start 


1 


End 


1405 


Name 


OJ000209 25.0320.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1405 


GI 


6691716 


Score 


982 


Exons 


1..110, 189. .368, 423. .517, 


574. .760, 


958. .1405 


GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi| 6691717 Idbj |BAA89397.1| 


(AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


40128 


Seq. ID 


OJ000209_25.0320.C14 


Gene No. 


82989 


Strand 




Start 


1 


End 


1405 


Name 


OJ000209 25.0320.C14.ol.gs 


Method 


GENSCAN 


Start 


189 


End 


1230 


GI 


none 


Score 


.81 . 



40042 



Exons 189.. 340, 582.. 802, 958.. 1230 



Seq. No. 


40128 


Seq. ID 


OJ000209_25.0320.C14 


Gene No. 


82990 


Strand 


- 


Start 


3311 


End 


3746 


Name 


OJ000209 25.0320.C14.ol.gp 


Method 


AAT/GAP 


Start 


3311 


End 


3746 


GI 


none 


Score 


849 


Exons 


3311. .3746 






Seq. No. 


40129 


Seq. ID 


OJ000209_25.0320.C15 


Gene No. 


82991 


Strand 


- 


Start 


480 


End 


2500 


Name 


OJ000209 25.0320.C15.ol.gs 


Method 


GEN SCAN 


Start 


480 


End 


2500 


GI 


none 


Score 


.54 


Exons 


480. .622, 2401. .2500 






5?prr No 


40130 


Seq. ID 


OJ000209 25.0320.C16 


Gene No. 


82992 


Strand 


+ 


Start 


8947 


End 


19679 


Name 


OJ000209 25.0320.C16.o3.np 


Method 


AAT/NAP 


Start 


8947 


End 


19679 


GI 


6175155 


Score 


78 


Exons 


8947.. 9017, 9926.-9987, 10370 10477, 


13216. .13391, 19545.. 19679 


GI Descrip. 


(AC010796) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


40130 


Seq. ID 


OJ000209_25.0320.C16 


Gene No. 


82992 


Strand 


+ 


Start 


8947 


End 


19679 


Name 


OJ000209 25.0320.C16.o4.gs 


Method 


GENSCAN 


Start 


15761 


End 


16757 


GI 


none 


Score 


.77 


Exons 


15761. .15838, 16238 .. 16409, 


16519. .16757 



Seq. No. 40130 Seq. ID 

Gene No. 82992 Strand 

Start 8947 End 

Name OJ000209_25 . 0320 . C16 . o4 . np Method 

Start 19494 End 

GI 6907088 Score 

Exons 19494. .19679 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ000209_25.0320.C16 
+ 

19679 
AAT/NAP 
19679 
214 



Seq. No. 40130 Seq. ID 

Gene No. 82993 Strand 

Start 4519 End 

Name OJ000209_25 . 0320 . C16 . o2 . gs Method 

Start 4519 End 

GI none Score 

Exons 4519.. 5762, 6098.. 6244, 7003.. 7642 



OJ000209_25.0320.C16 

10181 
GENSCAN 
7642 
.5 



Seq. No. 40130 Seq. ID 

Gene No. 82993 Strand 

Start 4519 End 

Name OJ000209_25 . 0320 . C16 . ol . np Method 

Start 4555 End 



OJ000209_25.0320.C16 

10181 

AAT/NAP 

7912 



40043 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3355308 Score 1000 

4555. .5768, 6098. .6244, 7003. .7582, 7615.. 7912 

(AJ009695) wall-associated kinase 4 [Arabidopsis thaliana] 



40130 
82993 
4519 

OJ000209_25.0320.C16.o2.np 

4633 . 

6587820 



Seq. ID OJ000209_25.0320.C16 
Strand 

End 10181 

Method AAT/NAP 

End 10181 

Score 853 



4633. .5798, 6155. .6247, 7012. .7310, 7358.. 7829, 10123. .10181 
(AC010924) Contains similarity to gb|AJ009695 wall-associated 
kinase 4 from Arabidopsis thaliana and contains a protein kinase 
PF | 00069 domain. 



Seq. No. 


40130 








Seq. ID 


OJ000209_25.0320.C16 


Gene No. 


82994 








Strand 




Start 


18942 








End 


19562 


Name 


OJ000209 25 


.0320 


.C16.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4703 








End 


5667 


GI 


none 








Score 


259 


Exons 


4703. .5233, 


4708 


. .5247, 


5251. 


.5667, 5275.. 5601, 5300. .5623 


Seq. No. 


40130 ... 








Seq. ID 


OJ000209_25.0320.C16 


Gene No. 


82994 








Strand 




Start 


18942 








End 


19562 


Name 


OJ000209 25 


.0320.C16.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4708 








End 


7393 


GI 


none 








Score 


206 


Exons 


4708. .5280, 


4946 


. .5233, 


5278. 


.5709, 5300.. 5620, 7022.. 7105, 




7145. .7189, 


7241 


. .7288, 


7352. 


.7393 




Seq. No. 


40130 








Seq. ID 


OJ000209_25.0320.C16 


Gene No. 


82994 








Strand 




Start 


18942 








End 


19562 


Name 


OJ000209 25 


.0320.C16.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


- 4879 








End 


5685 


GI 


none 








Score 


173 


Exons 


4879. .5259, 


4928 


. .5158, 


4933. 


.5244, 5088. .5252, 5278. .5427, 




5300. .5392, 


5302 


. .5427, 


5449. 


.5685, 5450.. 5623 


Seq. No. 


40130 








Seq. ID 


OJ000209_25.0320.C16 


Gene No. 


82994 








Strand 




Start 


18942 








End 


19562 


Name 


"OJ000209 25 


.0320 


.C16.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4894 








End 


5181 


GI 


none 








Score 


81 


Exons 


4894. .5073, 


4952 


. .5068, 


5074. 


.5181 




Seq. No. 


40130 








Seq. ID 


OJ000209_25.0320.C16 


Gene No. 


82994 








Strand 




Start 


18942 








End 


19562 


Name 


OJ000209 25 


.0320 


.C16.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5194 








End 


5596 


GI 


none 








Score 


228 


Exons 


5194. .5253, 


5278 


. .5577, 


5300. 


.5596 





40044 





Seq. No. 


40130 


Seq. ID 


OJ000209_25.0320.C16 




Cpnp No 


82994 


Strand 






Start 


18942 


End 


19562 




Name 


OJ000209 25.0320.C16.o5.gs 


Method 


GENSCAN 




Start 


18942 


End 


19562 




GI 


none 


Score 


.68 




Exons 


18942. .19006, 19508.. 19562 








Seq. No. 


40131 


Seq. ID 


OJ000209_25.0320.C17 




Gene . No . 


82995 


Strand 


+ 




Start 


118 


End 


1338 




Name 


OJ000209 25.0320.C17.ol.np 


Method 


AAT/NAP 




Start 


118 


End 


1338 




GI 


6907086 


Score 


977 




Exons 


118.. 881, 939.. 1338 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


,40131 


Seq. ID 


OJ000209_25,0320,C17 




(2f*ri£* No 


82995 


Strand 


+ 




Start 


118 


End 


1338 




Name 


OJ000209 25.0320.C17.ol.gs 


Method 


GENSCAN 




Start 


331 


End 


864 




GI - 


none 


Score 


.92 . . , : 


fi 


Exons : ' 


"331.. 864 








Seq. No. 


40132 


Seq. ID 


OJ000209_25.0320.C18 


Z t . 


Gene No. 


82996 


Strand 


+ 


: LH 


Start 


1 


End 


8981 


^ K? 


Name 


OJ000209 25.0320.C18.ol.np 


Method 


AAT/NAP 


1 LS 


Start 


1 


End 


8981 




GI 


7228438 


Score 


1544 




Exons 


1..351, 4972.. 5067, 5153.. 5566, 5647.. 


5945, 6050.. 6311, 


5 ~ 




6404. .6554, 7881. .8302, 8916. 


.8981 




5 


GI Descrip. 


(AP001366) EST C28952 (C62945) 


corresponds to a region of the 


CJ 




predicted gene.; Similar to maize transposon MuDR mudrA protein 






isolog (AC003981) [Oryza sativa] 






Seq. No. 


40132 


Seq. ID 


OJ000209_25.0320.C18 




Gpnp No 


82996 


Strand 


+ 




Start 


1 


End 


8981 


C3 


Name 


OJ000209 25.0320.C18.ol.gs 


Method 


GENSCAN 




Start 


44 


End 


1011 




GI 


none 


Score 


.69 




Exons 


44. .166, 590. .1011 








Seq. No. 


40132 


Seq. ID 


OJ000209_25.0320.C18 




Gene No. 


82996 


Strand 


+ 




Start 


1 


End 


8981 




Name 


OJ000209 25.0320.C18.o3.gs 


Method 


GENSCAN 




Start 


4510 


End 


8302 




GI 


none 


Score 


.65 




Exons 


4510. .4661, 4737. .4773, 4915. 


.5067, 5153. .5311, 5448. .5566, 






5799. .5945, 6050.. 6311, 6404. 


.6511,* 6558. .6659, 6775. .6797, 






6855.. 7297, 7361.. 7593, 7982. 


.8302 






Seq. No. 


40132 


Seq. ID 


OJ000209_25.0320.C18 




Gene No. 


82996 


Strand 


+ 



40045 



Start 


1 


End 


8981 


Name 


OJ000209 25.0320.C18.o2.gp 


Method 


AAT/GAP 


Start 


4776 


End 


6990 


GI 


LIB3433-020-P1-K1-A6 


Score 


750 


Exons 


4776. .4818, 6604. .6990 






GI Descrip. 


, 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza s. 




japonica BAC clone 34K24, complete sequence 1 


Seq. No. 


40132 


Seq. ID 


OJUUUzUy 


Gene No. 


82997 


Strand 




Start 


1928 


End 




Name 


OJ000209 25.0320.C18.ol.gp 


Method 


AAT/GAP 


Start 


1928 


End 


2309 


GI 


uC-osflcyp033a04bl 


Score 


ODj 


Exons 


1928. .2309 






GI Descrip. 


■ 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


40132 


Seq. ID 


ojouo20y 


Gene No . 


82998 


Strand 




Start 


2737 


End 


3758 


Name 


OJ000209 25.0320.C18.o2.gs 


Method 


GENSCAN 


Start 


2737 


End 


J / DO 


GI - 


none 


Score 


. 98 


Exons 


2737.. 2822, 3121.. 3293, 3385. 


.3758 




Seq. No. 


40133 


Seq. ID 


/"\ TA A A AAA 

OJ000209 


Gene No. 


82999 


Strand 


+ 


otart 


1 


End 


719 


Name 


OJ000209 25.0320.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


/iy 


GI 


6907086 


Score 


371 


Exons 


1..269, 327. .719 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


40133 


Seq. ID 


/~\ "T A. A A A A A 

OJOOU^Oy 


Gene No . 


82999 


Strand 


+ 


Start 


1 


End 


719 


Name 


OJ000209 25.0320.C20.ol.gs 


Method 


GENSCAN 


Start 


132 


End 


ZD/. 


GI 


none 


Score 


. 74 


Exons 


132. .252 






Seq. No. 


40134 


Seq. ID 


/*"\ Trt A A A A A 

OJ000209 


Gene No. 


83000 


Strand 




Hi.. v4- 

btart 


1 


End 


706 


Name 


OJ000209 25.0320.C24.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


706 


GI 


5852180 


Score 


381 


Exons 


1..256, 308. .425, 587. .706 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


40135 


Seq. ID 


OJ000209 


Gene No. 


83001 


Strand 




Start 


524 


End 


1298 


Name 


OJ000209 25.0320.C31.ol.np 


Method 


AAT/NAP 


Start 


524 


End 


1298 



40046 






GI 


4680179 


Score 


893 




Exons 


524. .1298 








GI Descrip. 


(AF111709) . polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


40135 


Seq. ID 


OJ000209_25.0320.C31 




Gpne No 


83001 


Strand 






Start 


524 


End 


1298 




Name 


OJ000209 25.0320.C31.ol.tm 


Method 


TBLASTX: Maize 




Start 


524 


End 


792 




GI 


none 


Score 


128 




Exons 


524. .742, 532. .792 








Seq. No. 


40135 


Seq. ID 


OJ000209_25.0320.C31 






83001 


Strand 






Start 


524 


End 


1298 




Name 


OJ000209 25.0320.C31.ol.tw 


Method 


TBLASTX : Wheat 




Start 


528 


End 


802 




GI 


none 


Score 


174 




Exons 


528.. 692, 529. .801, 530.. 802 








Seq. No. 


40135 


Seq. ID 


OJ000209_25.0320.C31 




Rpnp Mo 


83001 


Strand 






Start 


524 


End 


, 1298 


f 1 


Name 


OJ000209 25.0320.C31.o2.tW 


Method 


~ : " TBLASTX : Wheat 




Start 


934 


End 


1287 




GI - 


none 


Score 


52 


? = ; s 


Exons 


934. .1287, 1009. .1197 






FLJ 

— aa 


Seq. No. 


40136 


Seq. ID 


OJ000209_25.0320.C33 


H i | 


Gene No. 


83002 


Strand 


+ 


- ~3 


Start 


256 


End 


1699 


ril 


Name 


OJ000209 25.0320.C33.ol.np 


Method 


AAT/NAP 




Start 


256 


End 


1699 




GI 


6063554 


Score 


172 




Exons 


256. .406, 1525. .1699 






* ^ 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04'64 ) , C98611 (E0464 






correspond to a region of the predicted gene.; hypothetical 


W 




protein [Oryza sativa] 






v3 


Seq. No; 


40136 


Seq. ID 


OJ000209_25 . 0320 . C33 




Gene No. 


83003 


Strand 


+ 




Start 


1658 


End 


2284 




Name 


OJ000209 25.0320.C33.ol.gp 


Method 


AAT/GAP 




Start 


1658 


End 


2284 




GI 


3761363 


Score 


908 




Exons 


1658.. 2284 








GI Descrip. 


5852170/emb|AL117265.1 IOST17804 l.Oe- 


151 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 


4, BAC clone:tl7804 




Seq. No. 


40136 


Seq. ID 


OJ000209_25.0320.C33 




Gene No. 


83004 


Strand 






Start 


228 


End 


1512 




Name 


OJ000209 25.0320.C33.ol.gs 


Method 


GENSCAN 




Start 


228 


End 


1512 




GI 


none 


Score 


.89 



Exons 228.. 515, 535.. 653, 1431.. 1512 



40047 



Seq. No. 40136 Seq. ID OJ000209_25 . 0320 . C33 

Gene No. 83005 Strand 

Start . 2092 End 2311 

Name OJ000209_25 . 0320 . C33 . o2 . gp Method AAT/GAP 

Start 2092 End 2311 

GI 61605_1.R1084 Score 365 

Exons 2092.. 2311 

GI Descrip. 1 5852170/emb I AL117265. 1 IOST17804 1.0e-137 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4/ BAC clone : tl7804 1 





Seq. No. 


40137 


Seq. ID 


OJ000229_23.0323.C2 




Gene No. 


83006 


Strand 


- 




Start 


139 


End 


6235 




Name 


OJ000229 23.0323.C2.ol.gs 


Method 


GEN SCAN 




Start 


139 


End 


6235 




GI 


none 


Score 


.87 




Exons 


139.. 2078, 2229.. 2850, 2933.. 


3206, 3303 


\ . .6235 




Seq. No. 


40137 


Seq. ID 


OJ000229_23.0323.C2 




Gene No. 


83006 


Strand 






Start 


139 


End 


6235 




Name 


OJ000229 23.0323.C2.o5.tw 


Method 


TBLASTX: Wheat 




Start . 


151 


End 


765 . 


11 


GI 


none 


Score 


83 , 


t a? 


Exons 


151. .288, 274. .432, 487. .765, 


503. .610, 


656. .745 


i. : 3 


Seq. No. 


40137 


Seq. ID 


OJ000229_23.0323.C2 




Gene No. 


83006 


Strand 






Start 


139 


End 


6235 




Name 


OJ000229 23.0323.C2.ol.np 


Method 


AAT/NAP 




Start 


175 


End 


6235 


F i i 


GI 


5922631 


Score 


6643 




Exons 


175.. 2702, 3295.. 4218, 4345.. 


4496, 4539 


..5110, 5156. .5358, 






5608.. 5852, 6111.. 6235 








GI Descrip. 


(AP000492) ESTs C26347 (C12145 


) ,AU078074 (C12145) correspond 



a 

region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 





predicted gene.; Similar to prpol; Zea 


mays retrotransposon 




Cinful-1. (AF049110) [Oryza 


sativ 




Seq. No. 


40137 


Seq. ID 


OJ000229_23.0323.C2 


Gene No. 


83006 


Strand 




Start 


139 


End 


6235 


Name 


OJ000229 23.0323.C2.o4.tm 


Method 


TBLASTX: Maize 


Start 


188 


End 


423 


GI 


none 


Score 


101 


Exons 


188. .292, 190. .291, 271. .423 






Seq. No. 


40137 


Seq. ID 


OJ000229_23.0323.C2 


Gene No. 


83006 


Strand 




Start 


139 


End ■ 


6235 


Name 


OJ000229 23.0323.C2.o6.tm 


Method 


TBLASTX: Maize 


Start 


535 


End 


808 


GI 


none 


Score 


56 


Exons 


535. .621, 631. .714, 644. .718 


, 701. .808, 


709. .807 



40048 




Seq. No. 


40137 








Seq. ID 


OJ000229_23.0323 


.C2 


Gene No. 


83006 








Strand 






Start 


139 








End 


6235 




Name 


OJ000229_23 


. 0323 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


880 








End 


1267 




GI 


none 








Score 


110 




Exons 


880. . 1071, 


880 . . 


1266, 956.. 1267 






Seq. No. 


40137 








Seq. ID 


OJ000229_23.0323 


.C2 


Gene No. 


83006 








Strand 






Start 


139 








End 


6235 




Name 


OJ000229 23 


.0323 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


910 








End 


1296 




GI 


none 








Score 


67 




Exons 


910.. 957, 911.. 958, 938 


. .1264 


, 949. .1296, 962. .1273 




Seq. No. 


40137 








Seq. ID 


OJ000229_23.0323 


.C2 


Gene No. 


83006 








Strand 






Start 


139 








End 


6235 




Name 


OJ000229 23 


.0323 


.C2.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


1461 








End 


3955 




GI 


none 








Score . 


53 




Exons 


1461. .1544, 


3498 


. .3734, 


3500. 


.3730, 3779.. 3955 




Seq. No. 


40137 








Seq. ID 


OJ000229_23.0323 


.C2 


Gene No. 


83006 








Strand 






Start 


139 








End 


6235 




Name 


OJ000229 23 


.0323 


.C2.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


1501 








End 


1755 




GI 


none 








Score 


193 




Exons 


1501. .1755 














Seq. No. 


40137 








Seq. ID 


OJ000229_23.0323 


.C2 


Gene No. 


83006 








Strand 






Start 


139 








End 


6235 




Name 


OJ000229 23 


.0323 


.C2.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1585 








End 


2007 




GI 


none 








Score 


266 




Exons 


1585. .2007, 


1595 


. .1999 










Seq. No. 


40137 








Seq. ID 


OJ000229_23.0323 


.C2 


Gene No. 


83006 








Strand 






Start 


139 








End 


6235 




Name 


OJ000229 23 


.0323 


.C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1628 








End 


2016 




GI 


none 








Score 


159 




Exons 


1628. .2008, 


1630 


. .1872, 


1912. 


.2016 






Seq. No. 


40137 








Seq. ID 


OJ000229_23.0323 


. C2 


Gene No. 


83006 








Strand 






Start 


139 








End 


6235 




Name 


OJ000229 23 


.0323 


.C2.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


2007 








End 


2293 




GI 


none 








Score 


90 




Exons 


2007. .2105, 


2008 


. .2283, 


2011. 


.2292, 2216.. 2293 





40049 




Seq. No. 


40137 








Seq. ID 


OJ000229_23.0323 


.C2 


Gene No. 


83006 








Strand 






Start 


139 








End 


6235 




Name 


OJ000229 23. 


0323. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2131 








End 


2575 




GI 


none 








Score 


89 




Exons 


2131. .2157, 


2155. 


.2328, 


2168. 


.2299, 2320.. 2550, 2320.. 2574 




2321. .2575 














Seq. No. 


40137 








Seq. ID 


OJ000229_23. 0323 


.C2 


Gene No . 


83006 








Strand 






Start 


139 








End 


6235 




Name 


OJ000229 23. 


0323. 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2242 








End 


2643 




GI 


none 








Score 


41 




Exons 


2242. .2643, 


2315. 


.2446, 


2483. 


.2626 






Seq. No. 


40137 








Seq. ID 


OJ000229_23. 0323 


.C2 


Gene No . 


83006 








Strand 






Start 


139 








End 


6235 




Name 


OJ000229 23. 


0323. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2297 








End 


2721 




GI 


none 








Score 


290 




Exons 


2297. .2677, 


2311. 


.2721^ 










Seq. No. 


40137 








Seq. ID 


OJ000229_23. 0323 


.C2 


Gene No . 


83006 








Strand 






Start 


139 








End 


6235 




Name 


OJ000229 23. 


0323. 


C2.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


2722 








End 


2847 




GI 


none 








Score 


90 




Exons 


2722. .2847, 


2723. 


.2842 










Seq. No. 


40137 








Seq. ID 


OJ000229_23.0323 


.C2 


Gene No . 


83006 








Strand 






Start 


139 








End 


6235 




Name 


OJ000229 23. 


0323. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2806 








End 


3148 




GI 


none 








Score 


50 




Exons 


2806. .2850, 


2816. 


.2875, 


2864. 


.3148, 2880. .3107 




Seq. No. 


40137 








Seq. ID 


OJ000229_23.0323 


.C2 


Gene No- 


83006 








Strand 






Start 


139 








End 


6235 




Name 


OJ000229 23. 


0323. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2849 








End 


3278 




GI 


none 








Score 


171 




Exons 


2849. .3250, 


2849. 


.3277, 


2865. 


.3278 






Seq. No. 


40137 








Seq. ID 


OJ000229_23.0323 


.C2 


Gene No. 


83006 








Strand 






Start 


139 








End 


6235 




Name 


. OJ000229 23. 


0323. 


C2.o3. 


ts 


^Method 


TBLASTX: Soybean 




Start 


2873 








End 


3238 




GI 


none 








Score 


• 139 




Exons 


2873. .3007, 


3014. 


.3238 











40050 



0 • 



Seq. No. 


40137 




Seq. ID 


OJ000229 23.0323 


.C2 


Gene No. 


83006 




Strand 






Start 


139 




End 


6235 




Name 


OJ00022 9_23 . 0323 . C2 . ov 


. tm 


Method 


TBLASTX : Mai ze 




Start 


3455 




End 


3647 




GI 


none 




Score 


114 




Exons 


3455. .3646, 3501. .3647 










Seq. No. 


40137 




Seq. ID 


OJ000229_23 . 0323 


.C2 


Gene No. 


83006 




Strand 






Start 


139 




End 


6235 




Name 


OJ000229 23.0323.C2.o7 


. tw 


Method 


TBLASTX : Wheat 




Start 


4532 




End 


4934 




GI 


none 




Score 


109 




Exons 


4532. .4933, 4665. .4934 










Seq. No. 


40138 




Seq. ID 


OJ000229_23 . 0323 


. C5 


Gene No. 


83007 




Strand 


+ 




Start 


176 




End 


373 




Name 


OJ000229_23. 0323 ,C5.ol 


. gs 


Method 


GENSCAN 




Start 


176 




End 


373 




GI 


none 




Score 


. 68 




Exons 


176. . 373 - 










Seq. No. 


40138 




Seq. ID 


OJ000229_23 . 0323 


.C5 


Gene No. 


83008 




Strand 


+ 




Start 


yyv 




End 


lib y 




Name 


OJ000229 23.0323.C5.ol 


• gp 


Method 


AAT/GAP 




Start 


997 




End 


1189 




GI 


1765 5.R1084 




Score 


298 




Exons 


997. .1189 










GI Descrip. 


, 3288564/emb|CAA65776| 


8.0e- 


43 (X97066) 







1-aminocyclopropane-l-carboxylic acid synthase [Oryza sativa] 1 



Seq. No. 


40138 








Seq. ID 


OJ000229_23.0323 


.C5 


Gene No. 


83009 








. Strand 






Start 


1137 








' End 


2830 




Name 


OJ000229 23 


.0323. 


C5.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


33 








End 


364 




GI 


none 








Score 


58 




Exons 


33. .86, 170 


. .364, 


173. . 


349, 


174. .350, 


178. .360 




Seq. No. 


40138 








Seq. ID 


OJ000229_23.0323 


.C5 


Gene No. 


83009 








Strand 






Start 


1137 








End 


2830 




Name 


OJ000229 23 


.0323. 


C5.o2. 


gs 


Method 


GENSCAN 




Start 


1137 








End 


2746 




GI 


none 








Score 


.98 




Exons 


1137. .1973, 


2074. 


.2502, 


2651 


. .2746 






Seq. No. 


40138 








Seq. ID 


OJ000229_23.0323 


.C5 


Gene No.. 


83009 








Strand 






Start 


1137 








End 


2830 




Name 


OJ000229 23 


.0323. 


C5.ol. 


np 


Method 


AAT/NAP 




Start 


1152 








End 


2830 




GI 


6671932 








Score 


628 




Exons 


1152. .1973, 


2750. 


.2830 











40051 




GI Descrip. (AC016795) unknown protein [Arabidopsis thaliana] 



Seq. No. 


40138 








Seq. ID 


OJ000229_23.0323.C5 


Gene No. 


83009 








Strand 




Start 


1137 








End 


2830 


Name 


OJ000229 23 


.0323 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1158 








End 


1391 


GI 


none 








Score 


78 


Exons 


1158. .1214, 


1171 


. .1215, 


1224. 


.1316, 1225.. 1320, 1362.. 1391 


Seq. No. 


40138 








Seq. ID 


OJ000229_23.0323.C5 


Gene No. 


83009 








Strand 




Start 


1137 








End 


2830 


Name 


OJ000229 23 


.0323 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1392 








End 


1563 


GI 


none 








Score 


180 


Exons 


1392. .1562, 


1392 


. .1562, 


1450. 


.1563 




Seq. No. 


40138 








Seq. ID 


OJ000229_23.0323.C5 


Gene No. 


83009 








Strand 




Start 


1137 








End 


2830 


Name 


OJ000229 23 


.0323 


.C5.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1401 








End 


1802 


GI 


none 








Score 


66 


Exons 


1401. .1520, 


1404 


.-.1511, 


1500. 


.1595, 1599.. 1802, 1600.. 1791 


Seq. No. 


40138 








Seq. ID 


OJ000229_23.0323.C5 


Gene No. 


83009 








Strand 




Start 


1137 








End 


2830 


Name 


OJ000229 23 


.0323.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1579 








End 


1974 


GI 


none 








Score 


248 


Exons 


1579. .1974, 


1599 


. .1973 








Seq. No. 


40138 








Seq. ID 


OJ000229_23.0323.C5 


Gene No. 


83009 








Strand 




Start 


1137 . 








End 


2830 


Name 


OJ000229 23 


.0323 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1638 








End 


1952 


GI 


none 








Score 


185 


Exons 


1638. .1952, 


1639 


. .1941 








Seq. No. 


40139 








Seq. ID 


OJ000229_23.0323.C7 


Gene No. 


83010 








Strand 


+ 


Start 


802 








End 


172 6 


Name 


OJ000229 23 


.0323 


.C7.ol. 


gs 


Method 


GENSCAN 


Start 


802 








End 


1726 


GI 


none 








Score 


.62 


Exons 


802. .865, 1515.. 


1726 








Seq. No. 


40139 








Seq. ID 


OJ000229_23.0323.C7 


Gene No. 


83011 








Strand 




Start 


4687 








End 


6411 


Name 


OJ000229 23 


.0323 


.C7.o2. 


gs 


Method 


GENSCAN 


Start 


4687 








End 


6297 


GI 


none 








Score 


.97 


Exons 


4687. .5584, 


5685 


. .5845, 


5971. 


.6297 





40052 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40139 Seq. ID 

83011 Strand 

4 687 End 

OJ000229_23 . 0323 . C7 . ol . np Method 

4690 End 

7437167 Score 



OJ000229_23.0323.C7 

6411 
AAT/NAP 
6297 
2319 



4690. .5584, 5685. .5845, 5971. .6297 

probable 1-aminocyclopropane-l-carboxylate synthase (EC 
4.4.1.14) - rice gi I 3288564 | emb | CAA65776 . 1 1 (X97066) 
1-aminocyclopropane-l-carboxylic acid synthase [Oryza sativa] 



40139 
83011 
4687 

OJ000229_23.0323.C7.ol.tc 

4738 

none 

4738. .4890, 4742. .4858, 4939. 
5272. .5583, 5321.. 5434, 5501. 
5971. .6024, 6064.. 6246, 6101. 

40139 
83011 
4687 

OJ000229_23.0323.C7.ol.ts 
4742 
none 
4742. 
5312. 
6064, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000229 23. 0323. C7 



6411 

TBLASTX: Cress 
6246 
114 

5253, 5057.. 5152, 5213. 
5584, 5673. .5846, 5684. 
6217 



.5239, 
.5848, 



.4855, 4744. 
.5434, 5519. 
.6246, 6113. 



.4890, 4939. 
,5581, 5684. 
.6235 



Seq. No. 40139 

Gene No. 83011 

Start 4687 

Name OJ000229_23 . 0323 . C7 . o2 . tm 

Start 4744 

GI none 

Exons 4744.. 4860, 4744.. 4890, 4939. 

Seq. No. 40139 

Gene No. 83011 

Start 4687 

Name OJ000229_23 . 0323 . C7 . ol . tm 

Start 5044 

GI none 

Exons 5044.. 5247, 
5684. .5779 



Seq. ID OJ000229_23.0323.C7 
Strand 

End 6411 

Method TBLASTX : Soybean 

End 6246 

Score 85 

.5241, 4946. .5149, 5272. .5583, 
.5845, 5685.. 5846, 5974.. 6024, 



Seq. ID OJ000229_23.0323.C7 
Strand 

End 6411 

Method TBLASTX: Maize 

End 5011 

Score 92 
.5010, 4946. .5011 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_23.0323.C7 
6411 

TBLASTX: Maize 

5779 

64 



5272.. 5583, 5318.. 5431, 5501.. 5581, 5673.. 5777, 



Seq. No. 40139 Seq. ID 

Gene No. 83011 Strand 

Start 4 687 End 

Name OJ000229_23 . 0323 . C7 . ol . gp Method 

Start^ 5456 End 

GI 4881122 Score 

Exons 5456.. 5584, 5685.. 5860 
GI Descrip. 3288564 /emb I CAA6577 6 | 8.0e-43 (X97066) 



OJ000229_23.0323.C7 

6411 
AAT/GAP 
5860 
554 



40053 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1-aminocyclopropane-l-carboxylic acid synthase [Oryza sativa] 



40139 
83011 
4687 

OJ000229_23.0323.C7.ol.tw 

5503 

none 



Seq. ID OJ000229_23.0323.C7 
Strand 

End 6411 

Method TBLASTX : Wheat 

End 6024 

Score 14 6 



5503. .5583, 5684. .5848, 5685. .5849, 5787. .5885, 5971. .6024, 
5987. .6004 



40139 
83011 
4687 

OJ00022 9_23 . 0323 . C7 . o3 . tm 

6064 

none 

6064. .6246, 6104. .6235 



Seq. ID OJ000229_23.0323.C7 
Strand 

End 6411 

Method TBLASTX : Maize 

End 6246 

Score 85 



Seq. ID OJ000229_23.0323.C7 
Strand 

6411 
AAT/GAP 
6411 
451 



40139 
83011 
4687 

OJ000229_23.0323.C7.o2.gp 
6162 

65275_2.R1084 
6162. .6411 

, 3288564/emb|CAA65776| 1.0e-14 (X97066) 

1-aminocyclopropane-l-carboxylic acid synthase [Oryza sativa] 1 



End 

Method 

End 

Score 



40140 
83012 
1 

OJ000229_23.0323.C13.ol.np 
1 

2062176 



Seq. ID OJ000229_23.0323.C13 
Strand 

End 5705 

Method AAT/NAP 

End 2974 

Score 345 



1..47, 1582.. 1776, 1899. .2136, 2608.. 2881, 2912.. 2974 
(AC001645) Myb-related transcription activator (MybStl) isolog 
[Arabidopsis t ha liana] %:v . 



40140 
83012 
1 

OJ000229_23.0323.C13.ol.gs 

1426 

none 



Seq. ID OJ000229_23.0323.C13 
Strand 

End 5705 

Method GENS CAN 

End 5705 

Score .51 



1426. .1794, 1987. .2104, 2608. .3077, 5546. .5705 



40140 
83012 
1 

OJ000229_23.0323.C13.ol.tm 

1923 

none 



Seq. ID OJ000229_23.0323.C13 
Strand 

End 5705 

Method TBLASTX : Mai ze 

End 2974 

Score 119 



1923.. 2123, 1926.. 2123, 1981.. 2124, 2015.. 2140, 2921.. 2974 



40140 
83012 



Seq. ID OJ000229_23.0323.C13 
Strand 



40054 






Start 


1 




End 


5705 




Name 


OJ000229 23.0323.C13.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1923 




End 


2663 




GI 


none 




Score 


162 




Exons 


1923.. 2123, 1981.. 2124, 


2592. 


2663, 2606.. 2662 




Seq. No. 


40140 










uCIlC liU • 






k_> L. J- CtllLi. 






Start 


1 




End 






Name 


OJ000229 23.0323.C13.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1923 




End 


2124 




GI 


none 










Exons 


1923. .2123, 1926.. 2114, 


1981. . 


2124 






Seq. No. 


40140 










UCIlC IN (J • 


OJUlL 




strand 






Start 


1 




End 






Name 


OJ000229 23.0323.C13.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1926 




End 


2124 




GI 


none 




Score 


125 




Exons 


1926. .2123, 1926.. 2123, 


1981. . 


2124 






Seq. No. 


4.0141 




Seq. ID 


OJ000229_23.0323.C14 




VJCllC INw • 


O JUl J 




Strand 






Start 


26 




End 


3446 




Name 


OJ000229 23.0323.C14.ol 


. gs 


Method 


GENSCAN 


[fl 


Start 


26 




End 


3446 


i i=? 


GI 


none 




Score 


.49 




Exons 


26. .189, 582. .701, 2714 


. .2825, 


2847. .3446 


= = 


Seq. No. 


40142 




Seq. ID 


OJ000229_23.0323.C15 




Gene No. 


83014 




Strand 


+ 




Start 


123 




End 


262 


5 


Name 


OJ000229 23.0323.C15.ol 


. np 


Method 


AAT/NAP 


fl 


Start 


123 




End 


262 


~ : 


GI 


7339707 




Score 


92 




Exons 


123.. 262 








r™ 
W 


GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 


r "n 


Seq. No. 


40142 




Seq. ID 


OJ000229_23.0323.C15 




Gene No. 


83015 




Strand 






Start 


2292 




End 


3364 




Name 


OJ000229 23.0323.C15.ol 


• gp 


Method 


AAT/GAP 




Start 


1938 




End 


2726 




GI 


3762465 




Score 


1219 




Exons 


1938. .2513, 2616. .2726 










GI Descrip. 


4191791 3.0e-29 (AC005917) putative sf21 {Helianthus annuus 






protein [Arabidopsis thaliana] 








Seq. No. 


40142 




Seq. ID 


OJ000229_23.0323.C15 




Gene No. 


83015 




Strand 






Start 


2292 




End 


3364 




Name 


OJ000229 23.0323.C15.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2277 




End 


3364 




GI 


none 




Score 


230 




Exons 


2277. .2516, 2305.. 2514, 


2613. . 


2798, 2614.. 2793, 2829.. 2888, 






2843. .2893, 3004. .3060, 


3006. . 


3068, 3146.. 3226, 3151.. 3237, 



40055 




3299.. 3364, 3306.. 3362 



Seq. No. 


40142 








Seq. ID 


OJ000229_23.0323.C15 


Gene No. 


83015 








Strand 




Start 


2292 








End 


3364 


Name 


OJ00022 9_23 . 


0323. 


C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2290 








End 


2881 


GI 


none 








Score 


317 


Exons 


2290 . . 2514 , 


2290. 


. 2514, 


2292 . 


.2543, 2336.-2527, 2607.. 2753, 




2609 . .2782, 


2613. 


.2792, 


2614 . 


.2757, 2741. .2881, 2847. .2879 


Seq. No. 


40142 








Seq. ID 


OJ000229_23.0323.C15 


Gene No. 


83015 








Strand 


- 


Start 


2292 








End 


3364 


Name 


OJ000229_23 . 


0323 . 


C15 . ol 


.gs 


Method 


GENSCAN 


Start 


2292 








End 


3059 


GI 


none 








Score 


.84 


Exons 


2292 . . 2513, 


2616 . 


. 2751, 


3003 . 


.3059 




Seq. No. 


40142 








Seq. ID 


OJ000229_23.0323.C15 


Gene No. 


83015 








Strand 




Start 


2292 








End 


3364 


Name 


OJ00022 9_23. 


0323 . 


C15 .ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2292 








End 


2502 


GI 


none 








Score 


63 


Exons 


2292 . .2483, 


2298 . 


. 2501, 


2311. 


.2502 




Seq. No. 


40142 








Seq. ID 


OJ000229_23.0323.C15 


Gene No. 


83015 








Strand 




Start 


2292 








End 


3364 


Name 


OJ000229 23. 


0323. 


C15.o2 


. np 


Method 


AAT/NAP 


Start 


2295 








End 


3364 


GI 


4191791 








Score 


604 


Exons 


2295. .2513, 


2616. 


.2751, 


2841. 


.2896, 3003.. 3059, 3148.. 3225, 




3308. .3364 












GI Descrip. 


(AC005917) putative SF21 protein {Helianthus annuus} 




[Arabidopsis 


i thaliana] 








Seq. No. 


40142 








Seq. ID 


OJ000229_23.0323.C15 


Gene No. 


83015 








Strand 




Start 


2292 








End 


3364 


Name 


OJ000229 23. 


0323. 


C15.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3004 








End 


3364 


GI 


none 








Score 


73 


Exons 


3004.". 3060, 


3006. 


.3068, 


3111. 


.3227, 3146.. 3226, 3151.. 3237, 




3305. .3364, 


3306. 


.3359 








Seq. No. 


40143 








Seq. ID 


OJ000229_23.0323.C16 


Gene No. 


83016 








Strand 




Start 


1 








End 


4233 


Name 


OJ000229 23. 


0323. 


C16.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1398 


GI 


4191791 








Score 


369 


Exons 


1..123, 218. 


.306, 


404. .: 


501, 598.-697, 


1339. .1398 



GI Descrip. (AC005917) putative SF21 protein {Helianthus annuus} 
[Arabidopsis thaliana] 



40056 



■ 1 



Seq. No. 40143 

Gene No. 83016 

Start 1 

Name OJ000229_23.0323.C16.ol. tm 

Start 58 

GI none 

Exons 58. .123, 63. .128, 64. .123, 217. .309, 220. .303, 234. .326, 

416. .499, 426. .500, 426. .515, 599. .700, 600. .698, 1339. .1377 



Seq. ID OJ000229_23.0323.C16 
Strand 

End 4233 

Method TBLASTX : Mai ze 

End 1377 

Score 92 



Seq. No. 40143 

Gene No. 83016 

Start 1 

Name OJ000229_23 . 0323 . CI 6 . ol . tc 

Start 60 

GI none 
Exons 



Seq. ID OJ000229_23.0323.C16 
Strand 

End 4233 

Method TBLASTX : Cress 

End 700 

Score 68 



60. .128, 64. .120, 208. .303, 217. .309, 401. .499, 411. .515, 
599. .700, - 600. .698 



Seq. No. 40143 

Gene No. 83016 

Start 1 

Name OJ000229_23 . 0323 . CI 6 . ol . ts 

Start 60 

GI none 

Exons 60.. 128, 64.. 114, 217.. 309, 401.. 499, 411.. 515, 599. .700, 
600.. 698 



Seq. ID OJ000229_23.0323.C16 
Strand 

End 4233 

Method TBLASTX : Soybean 

End' 700 

Score 63 





Seq. No. 


40143 


Seq. ID 


OJ000229_23.0323.C16 




Gene No. 


83016 


Strand 






Start 


1 


End 


4233 




Name 


OJ000229 23.0323.C16.ol.gs 


Method 


GENSCAN 




Start 


63 


End 


4233 




GI 


none 


Score 


.43 




Exons 


63. .306, 404. .501, 598. .697, 


1339. .1493, 1731. .1810, 4091.. 




Seq. No. 


40143 


Seq. ID 


OJ000229_23.0323.C16 




Gene No. 


83016 


Strand 




jL 


Start 


1 


' End 


4233 




Name 


OJ000229 23.0323.C16.ol.gp 


Method 


AAT/GAP 




Start 


97 


End 


1456 




GI 


82020 1.R1084 


Score 


604 




Exons 


97. .123, 218. .306, 404. .501, 


598. .697, 


1339. .1456 




GI Descrip. 


'4191791 3.0e-31 (AC005917) 


putative sf21 {Helianthus annuu 






protein [Arabidopsis thaliana] 1 






Seq. No. 


40144 


Seq. ID 


OJ000229_23.0323.C17 




Gene No. 


83017 


Strand 


+ 




Start 


31 


End 


249 




Name 


OJ000229 23.0323.C17.ol.gs 


Method 


GENSCAN 




Start 


31 


End 


249 




GI 


none 


Score 


.73 




Exons 


31. .249 








Seq. No. 


40144 


Seq. ID 


OJ000229_23.0323.C17 




Gene No. 


83018 


Strand 






Start 


1898 


End 


2026 




Name 


OJ000229 23.0323.C17.o2.gs 


- Method 


GENSCAN 



40057 



Start 
GI 

Exons 



1898 
none 

1898. .2026 



End 
Score 



2026 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40145 
83019 
1784 

OJ000229__23, 
1784 
2493240 
1784. .1847/ 



0323.C18.ol.np 



3135. .3389, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4389. .4618, 



OJ000229_23. 
+ 

5300 
AAT/NAP 
5300 
68 

5231. .5300 



0323. C18 



HYPOTHETICAL 29.3 KD PROTEIN (ORF92) gi | 1911338 (U75930) unknown 
[Orgyia pseudotsugata nuclear polyhedrosis virus] 



Seq. No. 


40145 






Seq. ID 


OJ000229_ 


_23.0323.C18 


Gene No. 


83019 






Strand 


+ 




Start 


•1784 






End 


5300 




Name 


OJ000229 23.0323. 


C18 .ol 


.gs 


Method 


GENSCAN 




Start 


1882 






End 


2153 




GI 


none 






Score 


.62 




Exons 


1882. .2037, 2140. 


.2153 










Seq. No. 


40145 






Seq. ID 


OJ000229 


_23.0323.C18 


Gene No. 


83019 






"Strand 


+ 




Start 


1784 






End 


5300 




Name 


OJ000229 23.0323. 


C18.ol 


.gp 


Method 


AAT/GAP 




Start 


3728 






End 


4036 




GI 


none 






Score 


526 




Exons 


3728. .4036 












Seq. No. 


40145 






Seq. ID 


OJ000229_ 


_23.0323.C18 


Gene No. 


83020 






Strand 






Start 


3335 






End 


4290 




Name 


OJ000229 23.0323. 


C18.o2 


. gs 


Method 


GENSCAN 




Start 


3335 






End 


4095 




GI 


none 






Score 


.44 




Exons 


3335. .3419, 3450. 


.3696, 


4023. 


.4095 






Seq. No. 


40145 






Seq. ID 


OJ000229_ 


_23.0323.C18 


Gene No. 


83020 






Strand 






Start 


3335 






End 


4290 




Name 


OJ000229 23.0323. 


C18.o2 


.gp 


Method 


AAT/GAP 




Start . 


3904 






End 


4290 




GI 


uC-osflcypl77b01bl 




Score 


589 




Exons 


3904. .4290 












GI Descrip. 


•4191791 3.0e-29 


(AC005917) putative sf21 {Helianthus annuus} 




protein [Arabidopsis thaliana 


] ' 






Seq. No. 


40145 






Seq. ID 


OJ000229_ 


_23.0323.C18 


Gene No. 


83021 






Strand 






Start 


4463 






End 


5726 




Name 


OJ000229 23.0323. 


C18.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4460 






End 


5687 




GI 


none 






Score 


56 




Exons 


4460. .4507, 4461. 


.4529, 


4512. 


.4601, 4514. .4630, 


4553. .4630, 




4607. .4678, 4659. 


.4688, 


4664. 


.4690, 4718. .4750, 


4803. .4898, 




4808. .4855, 4809. 


.4892, 


4854. 


.4892, 4887..4973, 


4888. .4974, 



40058 






4988. .5029, 


4988. 


.5059, 


4989. 


.5054, 5045.. 5395, 5057.. 5098, 




5061. .5396, 


5465. 


.5527, 


5471. 


.5527, 5555.. 5638, 5565.. 5687 


Seq. No. 


40145 








Seq. ID 


OJ000229_23.0323.C18 


Gene No. 


83021 








Strand 




Start 


4463 








End 


5726 


Name 


OJ000229 23 


.0323. 


C18.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4463 








End 


5395 


GI 


none 








Score 


390 


Exons 


4463. .4621, 


5006. 


.5038, 


5075. 


.5395, 5076.. 5393 


Seq. No. 


40145 








Seq. ID 


OJ000229_23.0323.C18 


Gene No. 


83021 








Strand 




Start 


4463 








End 


5726 


Name 


OJ000229 23 


.0323. 


C18.o3. 


gs 


Method 


GENSCAN 


Start 


4463 








End 


5620 


GI 


none 








Score 


.57 


Exons 


4463. .5620 












Seq. No. 


40145 








Seq. ID 


OJ000229_23.0323.C18 


Gene No. 


83021 








Strand 




Start 


. 4463 








End 


5726 


Name 


OJ000229 23 


.0323. 


C18.o2. 


np 


Method 


AAT/NAP ■ 


Start 


4466 








End 


5642 


GI 


3687237 








Score 


733 


Exons 


4466. .4930, 


4999. 


.5642 








GI Descrip. 


(AC005169) 


putative CCCfl 


-type 


zinc finger protein [Arabidopsis 




thaliana] 












Seq. No. 


40145 








Seq. ID 


OJ000229_23.0323.C18 


Gene No. 


83021 








Strand 




Start 


4463 








End 


5726 


Name 


OJ000229 23 


.0323. 


C18.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5039 








End 


5395 


GI 


none 








Score 


36 


Exons 


5039. .5071, 


5045. 


.5236, 


5091. 


.5237, 5243.. 5395, 5247.. 5393, 




5324. .5395 












Seq. No. 


40145 








Seq. ID 


OJ000229_23 . 0323 . C18 


Gene No. 


83021 








Strand 




Start 


4463 








End 


5726 


Name 


OJ000229 23 


.0323. 


C18.ol. 


tc 


Method 


TBLASTX: Cress 


Start .. 


5081 








End 


5396 


GI 


none - 








Score 


325 


Exons 


5081. .5395, 


5082. 


.5396 








Seq. No. 


40145 








Seq. ID 


OJ000229_23.0323.C18 


Gene No. 


83021 








Strand 




Start 


4463 








End 


5726 


Name 


OJ000229 23 


.0323. 


C18.o3. 


gp 


Method 


AAT/GAP 


Start 


5402 








End 


5726 


GI 


3061151 








Score 


576 


Exons 


5402. .5726 












Seq. No. 


40146 








Seq. ID 


OJ000229_23.0323.C19 


Gene No. 


83022 








Strand 


+ 


Start 


79 








End 


619 



40059 



Name 

Start 

GI 

Exons 



OJ000229_23.0323-C19.ol.gs 
79 

none 

79. .180, 557. .619 



Method GENSCAN 
End 619 
Score .61 



Seq. No. 40146 Seq. ID 

Gene No. 83023 Strand 

Start 757 End 

Name OJ000229_23 . 0323 . C19 . o2 . gs Method 

Start 757 End 

GI none Score 

Exons 757.. 833, 1002.. 1089 



OJ000229_23.0323.C19 

1089 
GENSCAN 
1089 
.66 



Seq. No. 


■ 40146 








Seq. ID 


OJ000229 


Gene No. 


83024 








Strand 




Start 


2101 








End 


3599 


Name 


OJ000229 23 


.0323 


C19.o3 


. gs 


Method 


GENSCAN 


Start 


2101 








End 


3599 


GI 


none 








Score 


.71 


Exons 


2101.. 2200, 


2343 


.2462, 


3454. 


.3599 







Seq. No. 


40147 




Seq. ID 


OJ000229_23.0323.C20 




Gene No. 


83025 




Strand 


+ 


Its? 


Start 


130 




End 


3410 




Name 


OJ000229 23.0323.C20.ol 


. gs 


Method 


GENSCAN 


"~ KS." 

r Hi 


Start 


130 




End 


3410 


= t a 


■ GI 


none 




Score 


.56 




Exons 


130. .186, 491. .640, 670 


. .858, 


940. .1048 


, 3250.. 3292, 3386.. 3410 


^ ef 
\ . : 


Seq. No. 


40147 




Seq. ID 


OJ000229_23.0323.C20 




Gene No. 


83026 




Strand 






Start 


5155 




End 


7044 




Name 


OJ000229 23.0323.C20.o2 


. gs 


Method 


GENSCAN 




Start 


5155 




End 


7044 




GI 


none 




Score 


.61 


~'-4 


Exons 


5155.. 5309, 5375.. 5467, 


7014. 


.7044 




h £- 


Seq. No: 


40148 




Seq. ID 


OJ000229_23.0323.C23 


====: 


Gene No. 


83027 




Strand 






Start 


207 




End 


1029 


r K! 5 


Name 


OJ000229 23.0323.C23.ol 


.gs 


Method 


GENSCAN 




Start 


207 




End 


1029 




GI 


none 




Score 


.45 




Exons 


207. .233, 976. .1029 









Seq. No. 40149 Seq. ID 

Gene No. 83028 Strand 

Start 1001 End 

Name OJ000229_23. 0323.C24 .ol .gs Method 

Start 1001 End 

GI none Score 

Exons 1001.. 1115, 1315.. 1343 



OJ000229_23.0323.C24 
+ 

1343 
GENSCAN 
1343 
.81 



Seq. No. 40149 Seq. ID 

Gene No. 83029 Strand 

Start 4059 End 

Name OJ000229 23 . 0323.C24 .ol .np Method 



OJ000229_23.0323.C24 
+ 

4548 
AAT/NAP 



40060 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4059 End 4548 

4996642 Score 130 

4059. .4180, 4383. .4548 

(AB028130) Dof zinc finger protein [Oryza sativa] 



40149 Seq. ID 

83030 Strand 
1776 End 
OJ000229_23 . 0323 . C24 . o2 . gs Method 
1776 End 
none Score 
1776. .2304, 4152.. 4279 

40150 Seq. ID 

83031 Strand 
52 End 
OJ000229_23 . 0323 . C25 . ol . gs Method 
52 , End 
none Score 
52. .222, 245. .272 

40150 Seq. ID 

83032 Strand 
1423 End 
OJ000229_23 . 0323 . C25 . o2 . gs Method 
1423 End 
none Score 
1423.. 2280, 2340.. 2645 



OJ000229_23.0323.C24 

4279 
GENSCAN 
4279 . 
.57 



OJ000229_23.0323.C25 
+ 

272 

GENSCAN 

272 

.45 



OJ000229_23.0323.C25 
+ 

3755 
GENSCAN 
2645 
.86 



40150 Seq. ID OJ000229 

83032 Strand + 

1423 End 3755 

OJ000229_23 . 0323 . C25 . ol . gp Method AAT/GAP 

2484 End 3755 

2564_1.R1084 Score 2381 

2484.. 2531, 2568.. 3755 

, 3288564/emb|CAA65776| 8.0e-43 (X97066) 

1-aminocyclopropane-l-carbdxylic acid synthase 



23.0323.C25 



[Oryza sativa] 



Seq. No. 40150 

Gene No. 83033 

Start 11575 

Name OJ000229_23 . 0323 . C25 . o5 . gs 

Start 11575 

GI none 
Exons 



Seq. ID OJ000229_23.0323.C25 

Strand + 

End 16527 

Method GENSCAN 

End 16486 

Score . . 67 



11575. .11641, 11679. .11918, 1198 9 .. 12121 , 12267 .. 12354, 
12963. .13113, 13257. .13542, 13955 .. 14084 , 15042 .. 15164 , 
15290. .15385, 15481 15543, 15823 .. 15900, 16433.. 16486 



Seq. No. 40150 

Gene No. 83033 

Start 11575 

Name OJ000229_23 . 0323 . C25 . o2 . np 

Start 15057 

GI 6729048 
Exons 



Seq. ID OJ000229_23.0323.C25 

Strand + 

End 16527 

Method AAT/NAP 

End 16527. 

Score 125 



15057. .15164, 15290. .15388, 15481 .. 15543, 15823 .. 15900, 
16445. .16527 



40061 



GI Descrip. (AC009177) unknown protein, 3* partial [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40150 
83034 
1565 

OJ000229_23.0323.C25.ol.np 

1565 

6523547 



Seq. ID OJ000229_23.0323.C25 
Strand 

End 13746 

Method AAT/NAP 

End 13746 

Score 522 



1565.. 1936, 2411.. 2498, 4814.. 5002, 10169 10363, 104 98 .. 10666, 
11601. .11653, 13558. .13746 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 


40150 




Seq. ID 


OJ000229_23.0323.C25 


Gene No. 


83034 




Strand 


- 


Start 


1565 




End 


13746 


Name 


OJ000229 23 


.0323.C25.o3.gs 


Method 


GENSCAN 


Start 


3207 




End 


5073 


GI 


none 




Score 


.44 


Exons 


3207. .3902, 


4633. .5073 






Seq. No. 


40150 




Seq. ID 


OJ000229_23.0323.C25 


Gene No. 


83034 




Strand 


- 


Start 


1565 




End 


13746 


Name 


OJ000229 23 


.0323.C25.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3696 




End 


4059 


GI 


none 




Score 


194 


Exons 


3696. .4058, 


3712. .4059 






Seq. No. 


40150 




Seq. ID 


OJ000229_23.0323.C25 


Gene No. 


83034 




Strand 




Start 


1565 




End 


13746 


Name 


OJ000229 23 


.0323.C25.o2.gp 


Method 


AAT/GAP 


Start 


6457 




End 


7454 


GI 


LIB3474-002 


-P1-K1-H9 


Score 


842 


Exons 


6457. .6609, 


7070.. 7253, 7351 


. .7454 




GI Descrip. 


'2632987/emb|CAB12493| 5.0e- 


10 (Z99107) 


alternate gene name: 




yerS; similar to RNA methyltrans'f erase 


[Bacillus subtilis] 1 


Seq. No. 


40150 




Seq. ID 


OJ000229_23.0323.C25 


Gene No. 


83034 




Strand 




Start 


1565 




End 


13746 


Name 


OJ000229 23 


.0323.C25.ol.tm 


Method 


TBLASTX: Maize 


Start 


7124 




End 


7762 


GI 


none 




Score 


115 


Exons 


7124. .7252, 


7125.. 7253, 7134 


..7286, 7309. .7482, 7349. .7495, 




7349. .7483, 


7351.. 7485, 7597 


..7758, 7603. .7761, 7605. .7760, 




7607. .7762, 


7613. .7762 







Seq. No. 40150 

Gene No. 83034 

Start 1565 

Name OJ000229_23 . 0323 . C25 . o4 . gs 

Start 7146 

GI none 

Exons 7146.. 7253, 7351.. 7481, 
8557.. 8665, 9140.. 9249, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_23.0323.C25 

13746 
GENSCAN 
10654 
.91 



7606. .7772, 7937. .8052, 8213. .8368, 
9794. .9979, 10064. .10654 



40062 



Seq. No. 40150 

Gene No. 83034 

Start 1565 

Name OJ000229_23 . 0323 . C25 . o2 . tm 

Start 8247 

GI none 

Exons 8247, 



Seq. ID OJ000229_23.0323.C25 
Strand 

End 13746 

Method TBLASTX : Maize 

End 10199 

Score 183 



,8369, 8247. .8360, 8550. .8666, 8554. .8667, 8555. .8668, 

8555.. 8671, 9137.. 9250, 9139.. 9252, 9791.. 9880, 9792.. 9869, 

9794. .9892, 9937. .9978., 9938. .9982, 9945. ,9980, 10015 10161 , 
10047. .10166, 10055. .10198, 10065. .10199 



Seq. No. 40151 Seq. ID 

Gene No. 83035 Strand 

Start 963 End 

Name OJ000229_23 . 0323 . C2 6 . ol . tc Method 

Start 94 9 End 

GI none Score 

Exons 949. .1230, 978. .1232, 982. .1233 



OJ000229_23.0323.C26 
+ 

1233 

TBLASTX: Cress 

1233 

293 



Seq. No. 40151 Seq. ID 

Gene No. ' 83035 Strand 

Start 963 End 

Name OJ000229_23 . 0323 .C26 . ol . gs " Method 

Start ' 963 End 

GI none Score 

Exons 963.. 1224 



OJ000229_23.0323.C26 
+ 

1233 
GENS CAN 
1224 
.51 



Seq. No. 40151 Seq. ID 

Gene No. 83035 Strand 

Start 963 End 

Name 0 JO 0022 9_2 3.0323.C26.ol.np Me t hod 

Start 976 End 

GI 82231 Score 

Exons 976.. 1221 

GI Descrip. hypothetical protein 82 - common tobacco chloroplast 

gi I 225200 Iprf | I1211235AE ORF 82 [Nicotiana tabacum] 



OJ000229_23.0323.C26 
+ 

1233 
AAT/NAP 
1221 
416 



Seq. No. 40151 

Gene No. 83035 

Start 963 

Name OJ000229_23 . 0323 . C26 . ol . tm 

Start 976 

GI none 

Exons 976.. 1224, 977.. 1222, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1077. .1223 



OJ000229_23.0323.C26 
+ 

1233 

TBLASTX: Maize 

1224 

429 



Seq. No. 


40151 






Seq. ID 


OJ000229_23.0323. 


C26 


Gene No. 


83035 






Strand 


+ 




Start 


963 






End 


1233 




Name 


OJ000229 23 


0323.C26.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1093 






End 


1211 




GI 


none 






Score 


184 




Exons 


1093. .1203, 


1093. .1209, 


1095. 


.1211 






Seq. No. 


40151 






Seq. ID 


OJ000229_23.0323. 


C26 


Gene No. 


83036 






Strand 






Start 


1406 






End 


1523 





40063 



Name 

Start 

GI 

Exons 



OJ00022 9_23 . 0323 . C2 6 . o2 . tm Method 
1406 End 
none Score 
1406. .1522, 1406. .1522, 1407. .1523 



TBLASTX : Maize 

1523 

188 



Seq. No. 


40152 


Seq. ID 


OJ000209_23.0320.C1 


Gene No. 


83037 


Strand 


+ 


Start 


1660 


End 


3968 


Name 


OJ000209 23.0320.Cl.ol.gs 


Method 


GEN SCAN 


Start 


1660 


End 


3000 


GI 


none 


Score 


1 


Exons 








Seq. No. 


' 40152 


Seq. ID 


OJ000209_23.0320.C1 


Gene No. 


83037 


Strand 


+ 


Start 


1660 


End 


3968 


Name 


OJ000209 23.0320.Cl.ol.np 


Method 


AAT/NAP 


Start 


1753 


End 


3968 


GI 


3927831 


Score 


1118 


Exons 


1753.. 2925, 3869.. 3968 






GI Descrip. 


(AC005727) putative RING zinc 


finger ankyrin protein 




r 7\ -y- 1»\ "1 /"^ /-\ T"> Ol O ^ n 3 1 T 3 T"\ 3 1 

LnXaulUOpblb Lnallalla J 






Seq. No. 


40152 


Seq. ID 


OJ000209_23. 032.0. CI 


Gene No. 


83038 


Strand 




Start 


4664 


End 


6142 


Name 


OJ000209 23.0320.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


1659 


End 


2799 


GI 


none 


Score 


382 


Exons 


1659. .1730, 1660. .2046, 1789. 


.1980, 1899. .2042, 2097. .2447 




2098. .2460, 2146. .2244, 2177. 


.2269, 2449.-2526, 2604. .2780 




2608. .2799 






Seq. No. 


40152 


Seq. ID 


OJ000209_23.0320.C1 


Gene No. 


83038 


Strand 




Start 


4664 


End 


6142 


Name 


OJ000209 23.0320.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


1696 


End 


2688 


GI 


hone 


Score 


300 



Exons 1696.. 2046, 1804.. 1863, 1899.. 2039, 1903.. 1992, 2100.. 2447, 

2101. .2460, 2146. .-2214, 2152. .2208, 2257. .2355, 2452. .2523, 
2604. .2684, 2608. .2688 



Seq. No. 40152 

Gene No. 83038 

Start 4664 

Name OJ000209_23 . 0320 . CI . ol . ts 

Start 1795 

GI none 

Exons 1795.. 2046, 1795.. 1935, 1804. 

2097.. 2357, 2098.. 2364, 2119. 



Seq.. ID 
Strand 
End 

Method 

End 

Score 
.1863, 
.2220 



OJ000209_23.0320.C1 
6142 

TBLASTX : Soybean 
2364 
291 

1899. .2042, 1903. .1992, 



Seq. No. 40152 Seq. ID 

Gene No. 83038 Strand 

Start 4664 End 

Name OJ000209_23 . 0320 . CI . ol . tw Method 

Start 2147 End 



OJ000209_23.0320.C1 
6142 

TBLASTX: Wheat 
2796 



40064 






GI 


none 








Score 


78 




Exons 


2147. .2269, 


2425 


. .2460, 


2449. 


.2526, 2604. .2783, 2608. .2796 




Seq. No. 


40152 








Seq. ID 


OJ000209_23.0320.C1 






O JyJO 








Strand 






Start 


4664 








End 


6142 




Name 


OJ000209 23 


.0320 


.Cl.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2368 








End 


2790 




GI 


none 








Score 


75 




Exons 


. 23<58. .2460, 


2449 


. .2517, 


2607. 


.2780, 2608.. 2790 




Seq. No. 


40152 








Seq. ID 


OJ000209_23.0320.C1 




Gene No. 


83038 








Strand 






Start 


4664 








End 


6142 




Name 








L.1LI 


Method 


TBLASTX: Maize 




Start 


4640 








End 


5597 




GI 


none 








Score 


150 




Exons 


4640. .4780, 


4662 


. .4778, 


4670. 


.4792, 4677. .4790, 5093. .5254, 






5107. .5265, 


5107 


. .5253, 


5129. 


.5254, 5362. .5475, 5367. .5477, 






5367. .5477, 


5368 


. .5478, 


5553. 


.5597 






Seq. No. 


40152 








Seq. ID 


OJ000209_23.0320.C1 






ft *30^8 

O JU JO 








Strand 




2 3 


Start 


4664 








End 


6142 




Name 


OJ000209 23 


.0320 


.Ci.o2. 


gs 


Method 


GENSCAN 


% .3 


Start 


4664 








End 


5955 


III 


GI 


none 








Score 


.43 


fy 

f 


Exons 


4664. .4789, 


5562 


. .5639, 


5756. 


.5806, 5935.-5955 




Seq. No. 


40152 








Seq. ID 


OJ000209_23.0320.C1 


5 


Gene No. 


83038 








Strand 






Start 


4664 








End 


6142 


ry 


Name 


OJ000209 23 


.0320 


.Cl.o2. 


np 


Method 


AAT/NAP 


s 


Start 


4685 








End 


6142 




GI 


6478931 








Score 


370 




Exons 


4685. .4789, 


5107 


. .5252, 


5369. 


.5474, 5562. .5639, 6114. .6142 




GI Descrip. 


(AC011436) ] 


putative pectinacetylesterase [Arabidopsis thaliana] 




Seq. No. 


40152 








Seq. ID 


OJ000209_23.0320.C1 




Clem a Ma 


O JuJO 








Strand 






Start 


4664 








End 


6142 




Name 


OJ000209 23 


.0320 


.Cl.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4685 








End 


5639 




GI 


none 








Score 


65 




Exons 


4685. .4789, 


4686 


. .4790, 


5140. 


.5277, 5367.. 5480, 5559.. 5639 




Seq. No. 


40152 








Seq. ID 


OJ000209_23.0320.C1 




Gene No. 


83038 








Strand 






JLal L 


4664 








End 


6142 




Name 


OJ000209 23 


.0320 


.Cl.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


4703 








End 


5639 




GI 


none 








Score 


64 




Exons 


4703. .4717, 


4727 


. .4786, 


4727. 


.4786, 5110.. 5253, 5367.. 5480, 






5559. .5639 














Seq. No. 


40152 








Seq. ID 


OJ000209_23.0320.C1 




Gene No. 


83038 








Strand 





40065 



Start' 4664 End 6142 

Name OJ000209_23 . 0320 . CI . ol . gp Method AAT/GAP 

Start 5167 . End 5985 

GI LIB3434-025-P1-K1-F8 Score 681 

Exons 5167. .5252, 5369.. 5474, 5562.. 5639, 5756.. 5806, 5895.. 5985 

GI Descrip. '3355479 3.0e-ll (AC004218) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 40152 Seq. ID 

Gene No. 83038 Strand 

Start 4 664 End 

Name OJ000209_23 . 0320 . CI . o3 . tm Method 

Start 5598 End 

GI none Score 
Exons 



OJ000209_23.0320.C1 
6142 

TBLASTX: Maize 

5969 

68 



5598. .5639, 5599. .5640, 5601. .5642, 5747. .5821, 5756. .5812, 
5757. .5825, 5893. .5955, 5893.-5952, 5895. .5969, 5895. .5954 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000209_23.0320.C2 
Strand + 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



40153 
83039 
2072 

OJ000209_23 . 0320 . C2 . o2 . np 
2072 
121974 
2072. .2265 . 

HISTONE H2A.2.1 gi | 707 10 | pir | | HSWT2A histone H2A.2 - wheat 



End 

Method 

End 

Score 



2265 
AAT/NAP 
2265 
163 



40153 
83040 
2866 

OJ000209_23 . 0320 . C2 . o3 . np 



2866 
730688 
2866. .3048, 



OJ000209_23.0320.C2 
+ 

3258 
AAT/NAP 
3258 
70 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3152. .3258 

40S RIBOSOMAL PROTEIN S19, MITOCHONDRIAL PRECURSOR 
gi|2129722 |pir| IS71114 ribosomal protein S19 precursor, 
mitochondrial - Arabidopsis thaliana gi | 457760 | emb | CAA54 951. 1 1 
(X77989) ribosomal protein S19 [Arabidopsis thaliana] 
gi|459422|emb|CAA54965.1| (X78035) mitochondrial ribosomal 
protein SI 9, nuclear encoded [Arabidopsis thaliana] 

40153 Seq. ID OJ000209_23 . 0320 . C2 

83041 Strand 

1 End 1288 

OJ000209_23 . 0320 . C2 . ol . np Method AAT/NAP 

1 End 1255 

7487999 Score 345 

1..22, 451. .550, 685. .764, 859. .1255 

pectinacetylesterase homolog F14M4.24 - Arabidopsis thaliana 
gi I 3522956 | gb | AAC34238.il (AC004411) putative pectinesterase 
[Arabidopsis thaliana] 



Seq. No. 40153 Seq. ID 

Gene No. 83041 - -Strand 

Start 1 End 

Name OJ000209_23 . 0320 . C2 . ol . gs Method 

Start 859 End 

GI none Score 



OJ000209_23.0320.C2 

1288 
GENSCAN 
1288 
.98 



40066 




Exons 859.. 1288 





Seq. No. 


40153 


Seq. ID 


OJ000209 2o.Uozu 


. CZ 




Gene No. 


83042 


Strand 








Start 


2052 


End 


2825 






Name 


OJ000209 23.0320.C2.ol.tm 


Method 


TBLASTX: Maize 






Start 


464 


End 


1015 






GI 


none 


Score 


100 






Exons 


464. .574, 468. .563, 685. .765, 


692. .766, 


692. .766, .860. . 


101 






861. .1010 










Seq. No. 


40153 


Seq. ID 


OJ000209_23.0320 


.C2 




Gene No. 


83042 


Strand 








Start 


2052 


End 


2825 






Name 


OJ000209 23.0320.C2.ol.ts 


Method 


TBLASTX : Soybean 






Start 


470 


End 


1124 






GI 


none 


Score 


67 






Exons 


470. .541, 691. .765, 692. .766, 


860. .1123, 861. .1124 






Seq. No. 


40153 


Seq. ID 


OJ000209__23.0320 


.C2 




Gene No. 


83042 


Strand 








Start 


2052 


End 


2825 






Name 


OJ000209 23.0320.C2.ol.tc 


Method 


TBLASTX: Cress 






Start 


691 


End 


1117 . 




."^ 


GI 


none 


Score 


77 




in 


Exons 


' 691.. 765, 707.. 757, 860.. 1117 


, 861. .1091 




f Li 


Seq. No. 


. 40153 


Seq. ID 


OJ000209_23.0320 


.C2 


i ~H 


Gene No. 


83042 


Strand 






\ :I 


Start 


2052 


End 


2825 






Name 


OJ000209 23.0320.C2.o2.tm 


Method 


TBLASTX: Maize 






Start 


1022 


End 


1159 






GI 


none 


Score 


143 






Exons 


1022.. 1159, 1023.. 1157 








'- 3 


Seq. No. 


40153 


Seq. ID 


OJ000209_23.0320 


.C2 


H; 


Gene No. 


83042 


Strand 






CI 


Start 


2052 


End 


2825 






Name 


OJ000209 23.0320.C2.o2.gs 


Method 


GENSCAN 






Start 


2052 


End 


2825 




f 'l 


GI 


none 


Score 


.48 






Exons 


2052. .2124, 2737. .2825 










Seq. No. 


40154 


Seq. ID 


OJ000209_23.0320 


.C3 




Gene No. 


83043 


Strand 


+ 






Start 


4684 


End 


6946 






Name 


OJ000209 23.0320.C3.o2.gp 


Method 


AAT/GAP 






Start 


4684 


End 


4997 






GI 


2799415 


Score 


511 






Exons 


4684. .4997 










Seq. No. 


40154 


Seq. ID 


OJ000209_23.0320 


.C3 




Gene No. 


83043 


Strand 


+ 






Start 


4684 


End 


6946 






Name 


OJ000209 23.0320.C3.o3.np 


Method 


AAT/NAP 






Start 


4726 


End 


6946 






GI 


7484780 


Score 


149 





40067 



Exons 4726.. 4977, 5497.. 5705, 6794.. 6946 

GI Descrip. 26S proteasome regulatory particle chain RPN7 homolog F6I7.30 
Arabidopsis thaliana gi | 4678261 | emb I CAB41122 . 1 | (AL049657) 
putative proteasome regulatory subunit [Arabidopsis thaliana] 
gi|7269333|emb|CAB79392.1| (AL161562) putative proteasome 
regulatory subunit [Arabidopsis thaliana] 



Seq. No. 


40154' 


Seq. ID 


OJ000209_23.0320.C3 


Gene No. 


83043 


Strand 


+ 


Start 


4684 


End 


6946 


Name 


OJ000209 23.0320.C3.o4 .gp 


Method 


AAT/GAP 


Start 


6160 


End 


6549 


GI 


3106865 


Score 


753 


Exons 


6160. .6549 






Seq. No. 


40154 


Seq. ID 


OJ000209_23.0320.C3 


Gene No. 


83044 


Strand 




Start 


300 


End 


2116 


Name 


OJ000209 23.0320.C3.ol.np 


Method 


AAT/NAP 


Start 


300 


End 


2116 


GI 


6729513 


Score 


733 


Exons 


300. .339, 414. .495, 818. .938, 


1014.. 1079, 1285.. 1392, 




1481. .1546, 1768. .1796, 1979. 


.2116 




GI Descrip. 


(AL132966) inorganic pyrophosphatase- 


like protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



thaliana] 



40154 
83045 
3275 

OJ000209_23 . 0320 . C3 . ol . gp 
3275 
2280644 
3275.. 3546, 3661.. 3765 

3355479 3.0e-ll (AC004218) unknown protein [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209 23. 0320. C3 



3765 
AAT/GAP 
3765 
693 



40154 
83045 
3275 

OJ000209_23.0320.C3.o2.np 
3472 
7485409 
3472.. 3546, 3661.. 3750 

hypothetical protein F12L6.16 - Arabidopsis thaliana 
gi I 3355479 | gb | AAC27841.il (AC004218) unknown protein 
[Arabidopsis thaliana] 



Seq. ID OJ000209_23.0320.C3 
Strand 

End 3765 

Method AAT/NAP 

End 3750 

Score 139 



40154 
83046 
6433 

OJ000209_23.0320.C3.ol.tm 
247 
: none 



Seq. ID OJ000209_23.0320.C3 
Strand 

End 7550 

Method TBLASTX : Mai ze 

End 2063 

Score 55 



247. .276, 294. .338, 295.-342, 413. .493, 414. .494, 418. .495, 
818..940, 819. .941, 988. .1086, 1014. .1082, 1276. .1395, 
1285. .1395, 1478. .1558, 1479. .1547, 1681. .1719, 1733. .1819, 
1753. .1818, 1977. .2021, 1978. .2022, 2018. .2062, 2019. .2063 



40068 





Seq. No. 


40154 






Seq. ID 


OJ000209_23.0320.C3 




Gene No.. 


83046 






Strand 






Of — 4- 


6433 






End 


7550 




Name 


OJ000209 23. 


0320.C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


291 






End 


2125 




GI 


none 






Score 


69 




Exons 


291. .335, 413. .493, 414 


. .494, 


819. .941, 


820.. 939, 988-. .108' 






1014. .1082, 


1284 . .1388, 


1285. 


.1395, 141 


'8. .1546, 1491. .1547 






1977. .2021, 


1978. .2022, 


2018. 


.2125, 2019.. 2057 




Seq. No. 


40154 






Seq. ID 


OJ000209_23.0320.C3 




Gene No. 


83046 






Strand 






C -t > wf 

otart 


6433 






End 


7550 




Name 


OJ000209 23. 


0320.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


297 






End 


2089 




GI 


none 






Score 


63 




Exons 


297. .338, 413. .535, 413 


. .493, 


819. .941, 


820. .939, 988. .108: 






1014. .1082, 


1283. .1360, 


1285. 


.1395, 1478. .1546, 1479. .1547, 






1956. .2018, 


1977. .2021, 


1978. 


.2022, 2018.. 2089 




Seq. No. 


40154 






oeq. iu 






Gene No. 


83046 






Strand 






Start 


6433 










— 


Name 


OJ000209 23. 


0320.C3.ol. 


tw 




mpT 7\ QTV • TATVicia-H 
1 D.Urio X A . WncaL 


^™ 


Start 


458 






Hi no. 


1^71 
1 j / J. 


ill 


GI 


none 






Score 


56 


I \J 


Exons 


458. .493, 459. .494, 819 


. .941, 


819. .941, 


820. .942, 988. .108' 






1014. .1082, 


1285. .1368, 


1285. 


1 ^71 






oeq. no. 


40154 






oeq. iu 






Gene No. 


83046 






Strand 




iy 


Start 


6433 






End 


7550 


=• 


Name 


OJ000209 23. 


0320.C3.o2. 


tm 


Method 


TBLASTX: Maize 


f i 


Start 


4711 






End 


4965 




GI 


none 






Score 


269 




Exons 


4711. .4965, 


4722. .4904, 


4855. 


.4956 




. 


oeq. iNO • 


40154 






Seq. ID 


OJ000209_23.0320.C3 




Gene No. 


83046 






Strand 






Start 


6433 






End 


7550 




Name 


OJ000209 23. 


0320.C3.o2. 


tc 


Method 


TBLASTX: Cress 




Start . 


4735 






End 


4965 




GI 


none 






Score 


189 




Exons 


4735. .4965 












oeq . iNO . 


40154 






Seq. ID 


OJ000209_23.0320.C3 




Gene No. 


83046 






Strand 






Start 


6433 






End 


7550 




Name 


OJ000209 23. 


0320.C3.o2. 


gs 


Method 


GEN SCAN 




Start 


6433 






End 


7499 




GI 


none 






Score 


.85 




Exons 


6433. .6553, 


6658. .7499 










Seq. No. 


40154 






Seq. ID 


OJ000209_23.0320.C3 




Gene No. 


83046 






Strand 






Start 


6433 






End 


7550 



40069 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000209_23 . 0320 . C3 . o5 . gp Method AAT/GAP 

6703 End 7129 

LIB3433-025-P1-K1-H6 Score 785 

6703. .7129 

, 5852170/emb|AL117265. HOST17804 2.0e-27 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



40154 Seq. ID 

83046 Strand 
6433 End 
OJ000209_23 . 0320 . C3 . o4 . np Method 
7149 End 
4063743 Score 
7149. .7550 

(AC005851) hypothetical protein [Arabidopsis thaliana] 



OJ000209_23.0320.C3 

7550 
AAT/NAP 
7550 
159 



40155 Seq. ID 

83047 Strand 
3893'' : - . End 
OJ000209_23 . 0320 . C4 . ol . gp Method 
3893 End 
2312818 Score 
3893. .4203 . 

5852170/emb|AL117265.1|OST17804 2.0e-27 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4,. BAC clone :tl7804 



OJ000209_23.0320.C4 
+ 

4203 
AAT/GAP 
4203 
546 



40155 Seq. ID 

83048 Strand 
4294 End 
OJ000209_23 . 0320 . C4 . o2 . gp Method 
4294 End 
101153_1.R1084 Score 
4294. .4477, 4800. .5028 

■5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ000209_23.0320.C4 
+ 

5028 
AAT/GAP 
5028 
701 



40155 Seq. ID 

83049 Strand 
504 6 End 
OJ000209_23.0320.C4 .o3.gp Method 
504 6 End 
2428185 Score 
5046.. 5473 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone: tl7804 



OJ000209_23.0320.C4 
+ 

5473 
AAT/GAP 
5473 
837 



40155 Seq. ID 

83050 Strand 

5995 End 

OJ000209_23 . 0320 . C4 . o4 . gp Method 

5995 End 

61605_3.R1084 Score 
5995.. 6304 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



OJ000209_23.0320.C4 
+ 

6304 
AAT/GAP 
6304 
416 



Seq. No. 



40155 



Seq. ID OJ000209_23.0320.C4 



40070 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



83051 Strand 
639 End 
OJ000209_23 . 0320 . C4 .ol -gs Method 
639 End 
none Score 
639. .692, 2296.-2454, 2637. .2639 



40155 Seq. ID 

83051 Strand 

639 End 9778 

OJ000209_23.0320.C4.ol.np Method AAT/NAP 

1721 End 9778 

7228438 Score 2994 
1721. .1981, 2152. .2454, 6708. .6773, 6931. .7113, 
7540.. 7839, 7932.. 8342, 8428. 
(AP001366) EST C28952 (C62945) 



9778 
GENSCAN 
2639 
.58 



OJ000209 23. 0320. C4 



7206. .7463, 



8544, 9698.-9778 
corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 


40155 


Seq. ID 


OJ000209_ 


23. 0320. C4 


Gene No. 


83051 


Strand 






Start 


639 


End 


9778. 




Name 


OJ000209 23.0320.C4.o2.gs 


Method 


GENSCAN 






2896 


End 


9019 




GI 


none 


Score 


.56 




Exons 


2896.. 3026, 4257.-4568, 5690. 


.5794, 6309.. 6334, 


6354. .6401, 




6465.. 6617, 6646.-6668, 6690. 


.6773, 6846.. 6961, 


6993. .7113, 




7206.. 7279, 7304. .7451, 7588. 


.7839, 7932.. 8057, 


8175. .8342, 




8428. .8812, 8865. .9019 








Seq. No. 


40155 


Seq. ID 


OJ000209_ 


23. 0320. C4 


Gene No. 


83051 


Strand 






Start 


639 


End 


9778 




Name 


OJ000209 23.0320.C4.o5.gp 


Method 


AAT/GAP 




Start 


7239 


End 


7713 




GI 


LIB3475-007-P1-K1-G8 


Score 


716 




Exons 


7239. .7463, 7540. .7713 








GI Descrip. 


, 5441880/dbj IBAA82378.il 5.0e 


-75 (AP000367) EST 


C28952(C62945 




corresponds to a region of the predicted gene.; 


Similar . to ma 




transposon MuDR mudrA protein 


; (AC003981) [Oryza 


sativa] 1 


Seq. No. 


40156 


Seq. ID 


OJ000209_ 


23. 0320. C5 


Gene No. 


83052 


Strand 


+ 




Start 


3639 


End 


7751 




Name 


OJ000209 23.0320.C5.o2.gs 


Method 


GENSCAN 




Start 


3639 


End 


7282 




GI 


none 


Score 


.67 




Exons 


3639.. 3918, 5143.. 5291, 5573. 


.5659, 6241. .6505, 


6717. .7282 


Seq. No. 


40156 


Seq. ID 


OJ000209_ 


23. 0320. C5 


Gene No. 


83052 


Strand 


+ 




Start 


3639 


End 


7751 




Name 


OJ000209 23.0320.C5.o3.gp 


Method 


AAT/GAP 




Start 


6162 


End 


7751 




GI 


15546 1.R1084 


Score 


3133 




Exons 


6162. .7751 








GI Descrip. 


•3941480 2.0e-29 (AF062894) putative transcription factor 



40071 



[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40156 Seq. ID 

83052 Strand 

3639 End 

OJ000209_23 . 0320 . C5 . o3 . np Method 

6383 End 

3941480 Score 
6383. .6505, 6717. .7061 

(AF062894) putative transcription factor [Arabidopsis thaliana] 



OJ000209_23.0320.C5 
+ 

7751 
AAT/NAP 
7061 
420 



40156 Seq. ID OJ000209_23 . 0320 . C5 

83053 Strand 

1 End 3861 

OJ000209_23 . 0320 .C5.ol.np Method AAT/NAP 

1 End 2181 

7228442 Score 3700 

1..2181 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 


40156 






Seq. ID 


OJ000209_23.0320 


.C5 


.Gene No. 


83053. 






Strand 






'Start 


. 1 






End 


3861 




Name 


OJ000209 


23. 0320. C5. 


o2 . np 


Method 


AAT/NAP 




Start 


43 






End 


3861 




GI 


6063557 






Score 


410 




Exons 


43. .126, 


3274. .3425, 


3674. .3861 






GI Descrip. 


(AP000615) similar to dJ522J7. 


2 (Z98885) [Oryza sativa] 




Seq. No. 


40156 






Seq. ID 


OJ000209_23.0320 


.C5 


Gene No. 


83053 






Strand 






Start 


1 






End 


3861 




Name 


OJ000209 


23.0320.C5. 


ol .gs 


Method 


GEN SCAN 




Start 


142 






End 


2181 




GI 


none 






Score 


.54 




Exons 


142. .278, 


459. .693, 


769. .905, 


1002.. 1365, 1531.. 2181 




Seq. No. 


40156 






Seq. ID 


OJ000209_23.0320 


.C5 


Gene No. 


83053 






Strand 






Start 


1 






End 


3861 




Name 


OJ000209 


23. 0320. C5. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


4 93 






End 


873 




GI 


none 






Score 


85 




Exons 


493. .669, 


493. .669, 


667. .864, 


679. .873 






Seq. No. 


40156 






Seq. ID 


OJ000209_23.0320 


.C5 


Gene No. 


83053 






Strand 






Start 


1 






End 


3861 




Name 


OJ000209 


23. 0320. C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


571 






End 


1167 




GI 


none 






Score 


144 




Exons 


571. .642, 


706. .1005, 


767. .988, 


1039. .1167, 1061. .1159 




Seq. No. 


40156 






Seq. ID 


OJ000209_23.0320 


.C5 


Gene No. 


83053 






Strand 







,40072 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



3861 
AAT/GAP 
1124 
817 



OJ000209_23 . 0320 .C5.ol.gp 
693 

5701669 
693. .1124 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 

40156 Seq. ID OJ000209_23 . 0320 . C5 

83053 Strand 

1 End 3861 

OJ000209_23 . 0320 . C5 . o2 . gp Method AAT/GAP 

3244 End 3403 

uC-osflcypl69h02bl Score 214 

3244. .3403 

'6063530/dbj | AP000615 . 1 | AP000615 3.0e-33 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 1 



Seq. No. 


40156 








Seq. ID 


OJ000209_23.0320 


.C5 


Gene No . 


83054 








Strand 






Start 


6405 








End 


6918 




Name 


OJ000209 23. 


0320 


,C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


' 6405 








End 


6916 




GI 


none 








Score 


158 




Exons 


6405. .6521, 


6409 


. .6522, 


6713. 


.6916, 6715.. 6912 




Seq. No. 


40156 








Seq. ID 


OJ000209_23.0320 


.C5 


Gene No. 


83054 








Strand 






Start 


6405 








End 


6918 




Name 


OJ000209 23. 


0320 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6406 








End 


6916 




GI 


none 








Score 


153 




Exons 


6406. .6522, - 


6414 


. .6521, 


6709. 


.6912, 6716.. 6916 




Seq. No. 


40156 








Seq. ID 


OJ000209_23.0320 


.C5 


Gene No. 


83054 








Strand 






Start 


6405 








End 


6918 




Name 


OJ000209 23. 


0320 


,C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


6406 








End 


6918 




GI 


. none 








Score 


74 




Exons 


6406. .6510, 


6712 


. .6918, 


6713. 


.6916, 6835.. 6918 




Seq. No. 


40156 








Seq. ID 


OJ000209_23.0320 


.C5 


Gene No. 


83054 








Strand 






Start 


6405 








End 


6918 




Name 


OJ000209 23. 


0320 


,C5.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6409 








End 


6916 




GI 


none 








Score 


150 




Exons 


6409. .6522, 


6414 


. .6509, 


6713. 


.6916, 6715.. 6912 





Seq. No. 40157 Seq. ID 

Gene No. 83055 Strand 

Start 526 End 

Name OJ000209_23 . 0320 . C6 . ol . gs Method 

Start 526 End 

GI none Score 



OJ000209_23.0320.C6 
700 

GENSCAN 

700 

.7 



40073 



Exons 



526. .700 



Seq. No. 40158 Seq. ID 

Gene No. 83056 Strand 

Start 380 End 

Name 0 J000209_23 . 0320 . C7 . ol . gs Method 

Start 380 End 

GI none Score 

Exons 380.. 586 



OJ000209_23.0320..C7 
+ 

586 

GENSCAN 

586 

.59 



Seq. No. 40158 Seq. ID OJ000209_23 . 0320 . C7 

Gene No. 83057 Strand + 

Start 4374 End 7291 

Name OJ000209_23 . 0320 .C7 .ol.np Method AAT/NAP 

Start 4374 End 7291 

GI 4314388 Score 196 

Exons 4374.. 4452, 5956.. 6014, 6089.. 6268, 6341.. 6493, 7211.. 7291 
GI Descrip. (AC006232) hypothetical protein [Arabidopsis thaliana] 





*a \J X J O 


Seq. ID 


OJ000209_23.0320 


Gene No. 


83058 


Strand 




Start 


2518 


End 


6652 


Name 


OJ000209 23.0320.C7.o2.gs 


Method 


GENSCAN 


Start 


2518 


End 


6652 


GI 


none 


Score 


.51 


Exons 


2518. .2610, 2682. .2780, 3041. 


.3233, 3480. .3865, 4435.-4 




5268.. 5647, 6037.. 6136, 6564. 


.6652 




O C *J . 1.1 v • 


40158 


Seq. ID 


OJ000209_23.0320 


Gene No. 


83059 


Strand 




Start 


6941 


End 


7057 


Name 


OJ000209 23.0320.C7.o2.np 


Method 


AAT/NAP 


Start 


6941 


End 


7057 


GI 


5777617 


Score 


83 


Exons 


6941. .7057 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 


Seq. No. 


40159 


Seq. ID 


OJ000209_23.0320 


Gene No. 


83060 


Strand 


+ 


Start 


810 


End 


1111 


Name 


OJ000209 23.0320.C8.ol.gs 


Method 


GENSCAN 


Start 


810 


End - 


1111 


GI 


none 


Score 


.69 


Exons 


810. .872, 1037. .1111 






Seq. No. 


40159 


Seq. ID 


OJ000209_23.0320 


Gene No. 


83061 


Strand 




Start 


1816 


End 


2280 


Name 


OJ000209 23. 0320. C8. ol.np 


Method 


AAT/NAP 


Start 


1816 


End 


2280 


GI 


7510076 


Score 


111 


Exons 


1816.. 2063, 2194.. 2280 






GI Descrip.* 


hypothetical protein Y50E8A.i 


- Caenorhabditis elegans 


Seq. No. 


40160 


Seq. ID 


OJ000209_23.0320 


Gene No. 


83062 


Strand 


+ 


Start 


1542 


End 


3192 



40074 



Name 

Start 

GI 

Exons 



OJ000209_23 . 0320 . C9 . ol . gs Method GENS CAN 

1542 End 2168 

none Score .85 
1542. .2168 



Seq. No. 


40160 


Seq. ID 


OJ000209_23.0320.C9 


Gene No. 


83062 


Strand 


+ 


Start 


1542 


End 


3192 


Name 


OJ000209 23.0320.C9.ol.np 


Method 


AAT/NAP 


Start 


1563 


End 


3192 


GI 


4559367 


Score 


213 ' 


Exons 


1563.. 2031, 3125.. 3192 






GI Descrip. 


(AC006585) putative MADS-box 


protein 


[Arabidopsis thaliana] 


Seq. No. 


40160 


Seq. ID 


OJ000209_23.0320.C9 


Gene No. 


83063 


Strand 




Start 


2743 


End 


3815 


Name 


OJ000209 23.0320.C9.o2.gs 


Method 


GENSCAN 


Start 


2743 


End 


3815 


GI 


none 


Score 


.76 


Exons 


2743.. 2748, 2792.. 2855, 3730 


. .3815 





Seq. No. 40160 Seq. ID 

Gene No. 83064 Strand 

Start 5235 End 

Name OJ000209_23 . 0320 . C9 . o2 . ts Method 

Start 1571 End 

GI none Score 

Exons 1571.. 1792, 1575.. 1793 



OJ000209_23.0320.C9 
5980 

TBLASTX: Soybean 

1793 

197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40160 Seq. ID OJ000209_23 . 0320 .C9 

83064 Strand 

5235 End 5980 

OJ000209_23 . 0320 . C9 . o2 . gp Method AAT/GAP 

4689 End 5980 

717_5.R1084 Score 2347 

4689.. 5695, 5777.. 5980 

'3695375 1.0e-103 (AF096370) contains similarity to the major . 
intrinsic protein domain (Pfam: PF00230 MIP, E-value: 5.7e-lll) 
[Arabidopsis thaliana] 1 



Seq. No. 40160 

Gene No. 83064 

Start 5235 

Name OJ000209_23 . 0320 . C9 . ol . tc 

Start 5071 

GI none 

Exons 5071.. 5121, 
5284. .5652, 



5072.. 5101, 5113. 
5760.. 5909, 5761. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5283, 5153 
.5910 



OJ000209 23. 0320. C9 



5980 

TBLASTX: Cress 
5910 
35 

5284, 5283.. 5693, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40160 Seq. ID 

83064 Strand 

5235 End 

OJ000209_23 . 0320 . C9 . o2 . np Method 

5074 End 

7441257 Score 

5074.. 5695, 5777.. 5909 



OJ000209_23.0320.C9 

5980 
AAT/NAP 
5909 
984 



40075 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 



probable membrane channel protein F1104.1 - Arabidopsis thaliana 
gil 3695375 | gb | AAC62778.il (AF096370) contains similarity to the 
major intrinsic protein domain (Pfam: PF00230 MIP, E-value: 
5.7e-lll) [Arabidopsis thaliana] gi | 7268190 | emb | CAB77717 . 1 | 
(AL1614 92) putative water channel protein [Arabidopsis thaliana] 



40160 
83064 
5235 

OJ00020'9_23. 

5077 

none 

5077. .5283, 
5773. .5925 



0320.C9.ol..ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_23.0320.C9 
5980 

TBLASTX: Soybean 

5925 

177 



5078. .5284, 5283. .5693, 5284. .5652, 5754. .5909, 



Seq. No. 40160 

Gene No. 83064 

Start 5235 

Name OJ000209_23 . 0320 . C9 . ol . tw 

Start 5113 

GI none 

Exons 5113.. 5283, 
5416. .5622,. 



5153.. 5284, 5283. 
5445.. 5693, 5772. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 23. 0320. C9 



5980 

TBLASTX: Wheat 
5895 
142 

5420, 5284. .5418, 5391. .5585, 
5849, 5773.. 5895 



OJ000209 23. 0320. C9 



Seq. No. 40160 Seq. ID 

Gene No. 83064 Strand 

Start 5235 End 

Name OJ000209_23.0320.C9.ol. tm ' Method 

Start 5176 End 

GI none Score 

Exons 5176.. 5283, 5177.. 5284, 5283.. 5693, 5284.. 5655, 5772.. 5909, 
5773.. 5910 



5980 

TBLASTX: Maize 

5910 

177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40160 
83064 
5235 

OJ000209_23.0320.C9.o3.gs 

5235 

none 

5235.. 5695, 5777.. 5909 



Seq. ID OJ000209__23.0320.C9 
Strand 

End 5980 

Method GENSCAN 

End- 5909 

Score .94 



40161 
83065 
573 

OJ000209_23.0320.Cll.o3.gp 
573 

LIB3431-028-P1-N1-A10 
573. .990 

, 4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ000209_23.0320.C11 

Strand + 

End 990 

Method AAT/GAP 

End 990 

Score 832 



40161 
83066 
1 

OJ000209_23.0320.Cll.ol.gp 
1 

342 1.R1084 



Seq. ID OJ000209_23.0320.C11 
Strand 

End 1978 

Method AAT/GAP 

End 1978 

Score 3052 



4007# 




Exons 1..219, 329.. '426, 509.. 528, 564.. 1978 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 


40161 




Seq. ID 


OJ000209_23.0320.C11 


Gene No. 


83066 




Strand 


- 


Start 


1 




End 


1978 


Name 


OJ000209 23.0320.Cll.ol 


.gs 


Method 


GENS CAN 


Start 


636 




End 


1931 


GI 


none 




Score 


.54 


Exons 


636. .1931 








Seq. No. 


40161 




Seq. ID 


OJ000209_23.0320.C11 


Gene No. 


83066 




Strand 




Start 


1 




End 


1978 


Name 


OJ000209 23.0320.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


684 




End 


1978 


GI 


none 




Score 


131 


Exons 


684. .776, 765. .845, 850 


. .930, 


858. .998, 


859. .999, 946. .1041 




978. .1037, 1044. .1088, 


1049. . 


1084, 1082 


S..1448, 1098. .1415, 




IflQQ 1 Q77 1 1 1 S 1 M fi 


1276. 


.1974, 1500.. 1976, 1727.. 1978 


Seq. No. 


40161 




Seq. ID 


OJ000209_23.0320.C11 


Gene No. 


83066 




Strand 




Start 


1 




End 


1978 


Name 


OJ000209 23.0320.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1168 




End 


1978 


GI 


6742729 




Score 


1260 


Exons 


iiDo..iy/o 








GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 




Seq. No. 


40161 




Seq. ID 


OJ000209_23.0320.C11 


Gene No. 


83066 




Strand 




Start 


1 




End 


1978 


Name 


OJ000209 23.0320.Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1266 




End 


1717 




none 




Score 


83 


Exons 


1266.. 1415, 1266.. 1448, 


1270. 


.17.13, 1500.. 1709, 1562.. 1717 


Seq. No. 


40161 




Seq. ID 


OJ000209_23.0320.C11 


Gene No. 


83066 




Strand 




Start 


1 




End 


1978 


Name 


OJ000209 23.0320.Cll.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1644 




End 


1958 


GI 


none 




Score 


70 


Exons 


1£AA *\ QH A "\£AA 1 QCQ 


1672. 


.1947 




Seq. No. 


40162 




Seq. ID 


OJ000209_23.0320.C12 


Gene No. 


83067 




Strand 


+ 


Start 


979 




End 


1154 


Name 


OJ000209 23.0320.C12.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


859 




End 


1154 


GI 


none 




Score 


153 


Exons 


859. ,993, 860.. 991, 962 


. .1150 


, 985.. 1026, 1022.. 1150, 




1027.. 1152, 1029.. 1154, 


1038. 


.1154 




Seq. No. 


40162 




Seq. ID 


OJ000209_23.0320.C12 



40077 




Gene No. 


o *5 n a i 

83067 


Strand 


+ 


Start 


97 9 


End 


1154 


Name 


OJ000209 23.0320.C12.ol.gs 


Method 


GENSCAN 


Start 


97 9 


End 


1126 


GI 


none 


Score 


.61 


Exons 


979. .1126 






Seq. No. 


40163 


Seq. ID 


OJ000209_23.0320.C13 


Gene No. 


O O f\ <1 o 

83068 


Strand 


+ 


Start 


174 


End 


244 


Name 


OJ000209 23.0320.C13.ol.gs 


Method 


GENSCAN 


Start 


174 


End 


244 


GI 


none 


Score 


.83 


Exons 


174. .244 






Seq. No. 


40163 


Seq. ID 


OJ000209_23.032O.C13 


Gene No. 


83069 


Strand 


+ 


Start 


900 


End 


1348 


Name 


OJ000209 23.0320.C13.ol.gp 


Method 


AAT/GAP 


Start 


900 


End 


1348 


GI 


LIB3432-059-P1-K1-D8 


Score 


728 


Exons 


900. .1348 






GI Descrip. 


'5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 ' 




Seq. No. 


40163 


Seq. ID 


OJ000209_23.0320..C13 


Gene No. 


83070 


Strand 




Start 


2089 


End 


2727 


Name 


OJ000209 23.0320.C13.o2.gp 


Method 


AAT/GAP 


Start 


2014 


End 


2727 


GI 


9 1.R1084 


Score 


982 


Exons 


2014.. 2319, 2430.. 2495, 2560. 


.2727 




GI Descrip. 


• 1944204 /dbj IAB002820IAB002820 0.0e+00 


Oryza sativa mRNA for 




RicMT, complete cds 1 






Seq. No. 


40163 


Seq. ID 


OJ000209_23.0320.C13 


Gene No. 


83070 


Strand 




Start 


2089 


End 


2727 


Name 


OJ000209 23.0320.C13.o2.gs 


Method 


GENSCAN 


Start 


2089 


End 


2713 


GI 


none 


Score 


.62 


Exons 


2089.. 2379, 2560.. 2713 






Seq. No. 


40163 


Seq. ID 


OJ000209_23.0320.C13 


Gene No. 


83070 


Strand 




Start 


2089 


End 


2727 


Name 


OJ000209 23.0320.C13.ol.np 


Method 


AAT/NAP 


Start 


2211 


End 


2624 


GI 


7441819 


Score 


421 


Exons 


2211.. 2319, 2430.. 2495, 2560. 


.2624 




GI Descrip. 


metallothionein-like protein 


- rice gi| 19442051 dbj IBAA19661.1 




(AB002820) RicMT [Oryza sativa] 




Seq. No. 


40164 


Seq. ID 


OJ000209_23.0320.C14 


Gene No. 


83071 


Strand 




Start 


708 


End 


1749 


Name 


OJ000209 23.0320.C14.ol.gs 


Method 


GENSCAN 



40078 



Start 


708 


End 


913 


GI 


none 


Score 


.86 


Exons 


708. .913 






Seq. No. 


40164 


Seq. ID 


OJ000209_23.0320.C14 


Gene No. 


83071 


Strand 




Start 


708 


End 


1749 


Name 


OJ000209 23.0320.C14.ol.np 


Method 


AAT/NAP 


Start 


711 


End 


1749 


GI 


7488792 . 


Score " 


258 


Exons 


711. .848, 1308. .1375, 1685. .1749 




GI Descrip. 


core protein - garden pea gi | 1370287 | emb | CAA97910 . 1 | (Z73553) 




core protein [Pisum sativum] 






Seq. No. 


40165 


Seq. ID 


OJ000209_23.0320.C15 


bene lno • 


83072 


Strand 


+ 


Start 


8 


End 


208 


Name 


OJ000209 23.0320.C15.ol.gs 


Method 


GENSCAN 


Start 


8 


End 


208 


GI 


none 


Score 


.95 


Exons 


8. .208 






Seq. No. 


40165 


Seq. ID 


OJ000209_23.0320.C15 


Gene No. 


83073 


Strand 




Start 


1 


End 


127 


Name 


' OJ000209 23.0320.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


127 


GI 


7488792 


Score 


134 


Exons 


1. .127 






GI Descrip. 


core protein - garden pea gi | 


1370287 | emb ICAA97 910.il (Z73553) 




core protein [Pisum sativum] 






Seq. No. 


40165 


Seq. ID 


OJ000209_23.0320.C15 


uene mo . 


83074 


Strand 




Start 


1467 


End 


2896 


Name 


OJ000209 23.0320.C15.ol.gp 


Method 


AAT/GAP ' 


Start 


1467 


End 


2896 • ^ 


GI 


none 


Score 


653 


Exons 


1467.. 1508, 2335.. 2672, 2873. 


.2896 




Seq. No. 


40165 


Seq. ID 


OJ000209_23.0320.C15 


Gene No. 


83075 


Strand 




Of a y+- 

o tart- 


5200 


End 


5524 


Name 


OJ000209 23.0320.C15.ol.tc 


Method 


TBLASTX: Cress 


Start 


831 


End 


2641 


GI 


none 


Score 


107 


Exons 


831. .929, 831. .929, 875. .973, 


1039. .1131, 1040. .1141, 




1392.. 1520, 2335.. 2640, 2348. 


.2641 




Seq. No. 


40165 


Seq. ID 


OJ000209_23.0320.C15 


Gene No. 


83075 


Strand 




Start 


5200 


End 


5524 


Name 


OJ000209 23.0320.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


858 


End 


2613 


GI 


none 


Score 


101 


Exons 


858.. 929, 858.. 929, 875.. 964, 


997. .1131 


, 1039. .1131, 1040. .11 



1040. .1132, 1392. .1520, 1393. .1434, 1394. .1513, 1414. .1521, 



40079 




2332.. 2610, 2334.. 2612, 2335.. 2613 



Seq. No. 


40165 Seq. ID 


OJ000209_23.0320 


.C15 


Gene No. 


83075 Strand 






Start 


5200 End 


5524 




Name 


OJ000209 23.0320.C15.ol.ts Method 


TBLASTX : Soybean 




Start 


1359 End 


2671 




GI 


none Score 


78 . 




Exons 


1359. .1511, 1398. .1514, 2344. .2664, 2353. .2664, 2432. .2671 


Seq. No. 


40165 Seq. ID 


OJ000209_23.0320 


.CIS 


Gene No. 


83075 Strand 






Start 


5200 End 


5524 




Name 


OJ000209 23.0320.C15.o2.np Method 


AAT/NAP 




Start 


5200 End 


5524 




GI 


5042454 Score 


65 




Exons 


5200.. 5253, 5469.. 5524 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


40166 Seq. ID 


OJ000209_23.0320 


.C16 


Gene No. 


83076 Strand 


+ 




Start 


914 End 


4055 




Name 


OJ000209 23.0320.C16.ol.gs Method 


GENSCAN 




Start 


' 914 End - 


4055' 




GI 


none Score 


.88 




Exons 


914. .1240, 1286. .1856, 2007. .2175, 2270. .3593, 3663. .4055 


Seq. No. 


40166 Seq. ID 


OJ000209_23.0320 


• C16 


Gene No. 


83076 Strand 


+ 




Start 


914 End 


4055 




Name 


OJ000209 23.0320.C16.ol.np Method 


AAT/NAP 




Start 


914 End 


4052 




GI 


6907089 Score 


4580 




Exons 


914. .4052 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40166 Seq. ID 


OJ000209_23.0320 


.C16 


Gene No. 


83077 Strand 


+ 




Start 


10828 End 


12275 




Name 


OJ000209 23.0320.C16.o4.np Method 


AAT/NAP 




Start 


10828 End 


12099 




GI 


7523512 Score 


148 




Exons 


10828. .10862, 11978.. 12099 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40166 Seq. ID 


OJ000209_23.0320 


.C16 


Gene No. 


83077 Strand 


+ 




Start 


10828 End 


12275 




Name 


OJ000209 23.0320.C16.o3.np Method 


AAT/NAP 




Start 


10908 End 


12275 




GI 


5922623 Score 


192 




Exons 


10908. .10981, 11528. .11682, 11850 .. 11925, 12221.. 12275 




GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 






gii 6016856 |dbj |BAA85199.1t (AP000570) hypothetical protein 




[Oryza sativa] 






Seq. No. 


40166 Seq. ID 


OJ000209_23.0320 


.C16 




40080 








Gene No. 


o JU /o 








Strand 




Start 


4686 








End 


10830 


Name 


OJ000209 23 


.0320 


.C16.o7 


tw 


Method 


TBLASTX: Wheat 


Start 


1930 








End 


5297 


GI 


none 








Score 


76 


Exons 


1930. .2031, 


4695 


. .4820, 


4699. 


.4821, 5013. .5297, 5014.. 5292 


Seq. No. 


40166 








Seq. ID 


OJ000209_23.0320.C16 


Gene No. 


83078 








Strand 




Start 


4686 








End 


10830 


Name 


OJ000209 23 


.0320 


.C16.02 


np 


Method 


AAT/NAP 


Start 


4686 








End 


10830 


GI 


7228457 








Score 


9647 


Exons 


4686. .6229, 


6296 


. .7447, 


7570. 


.8404, 8468. .10402, 10464. .10830 


GI Descrip. 


(AP001366) 


Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon 


RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 












Seq. No. 


40166 








Seq. ID 


OJ000209_23.0320.C16 


Gene No . 


83078 








Strand 


- 


Start 


4686 








End 


10830 


Name 


OJ000209 23 


.0320 


.C16.04 


tw 


Method 


TBLASTX: Wheat 


Start 


5298 








End 


5675 


GI 


none 








Score 


165 


Exons 


5298. .5675, 


5329 


. .5577, 


5337. 


.5675 




Seq. No. 


40166 








Seq. ID 


OJ000209_23.0320.C16 


Gene No . 


83078 








Strand 




Start 


4686 








End 


10830 


Name 


OJ000209 23 


.0320 


.C16.o3 


tm 


Method 


TBLASTX: Maize 


Start 


5454 








End 


5816 


GI 


none 








Score 


197 


Exons 


5454. .5501, 


5493 


. .5816, 


5506. 


.5787 




Seq. No. 


40166 








Seq. ID 


OJ000209_23.0320.C16 


Gene No. 


83078 








Strand 




Start 


4686 








End 


10830 


Name 


OJ000209 23 


.0320 


.C16.o5 


tw 


Method 


TBLASTX: Wheat 


Start 


6317 








End 


9776 


GI 


none 








Score 


88 


Exons. 


6317. .6466, 


6318 


. .6455, 


6500. 


.6751, 6501.. 6686, 6539.. 6775, 




9723. .9776 












Seq. No. 


40166 








Seq. ID 


OJ000209_23.0320.C16 


Gene No . 


83078 








Strand 




Start 


4686 








End 


10830 


Name 


OJ000209 23 


.0320 


.C16.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


7376 








End 


7747 


GI 


none 








Score 


90 


Exons 


7376. .7747, 


7587 


. .7730 








Seq. No. 


40166 








Seq. ID 


OJ000209_23.0320.C16 


Gene No. 


' 83078 








Strand 




Start 


4686 








End 


10830 


Name 


OJ000209 23 


.0320 


.C16.o2 


tw 


Method 


TBLASTX: Wheat 


Start 


7406 








End 


7826 


GI 


none 








Score 


320 



40081 



End 

Method 
End 
Score 



Exons 7406.. 7825, 7413.. 7826 

Seq. No. 40166 

Gene No. 83078 

Start 4686 

Name OJ000209_23 . 0320 . C16 . o2 . tm 

Start 7499 

GI none 

Exons 7499.. 7882, 7518.. 7883 

Seq. No. 40166 

Gene No. 83078 

Start 4686 

Name OJ000209_23 . 0320 .C16. ol . tm 

Start 7910 

GI none 

Exons 7910.. 8215, 7910.. 8266, 7920.. 8231 



Seq. ID OJ000209_23.0320.C16 
Strand 

10830 

TBLASTX: Maize 
7883 
236 



Seq. ID OJ000209_23.0320.C16 
Strand 

End 10830 

Method TBLASTX: Maize 

End 8266 

Score 119 



Seq. No. 
Gene No. 
Start 
Name 
Start 

E3>; gi 

~=b Exons 



40166 
83078 
4686 

OJ000209_23.0320.C16.ol.tw 

7934 

none 



Seq. ID OJ000209_23.0320.C16 
Strand 

End 10830 
Method TBLASTX : Wheat 
End 8397 
Score - ' 224 



7934. .8395, 7940. .8395, 7941. .8396, 7954. .8397 



[Is 



Seq. No. 40166 

Gene No. 83078 

Start 4686 

Name OJ000209_23. 0320.C16.o2. ts 

Start 7991 

GI none 

Exons 7991.. 8125, 8132.. 8356 



Seq. ID OJ000209_23.0320.C16 
Strand 

End 10830 

Method TBLASTX : Soybean 

End 8356 

Score 113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40166 
83078 
4686 

OJ000209_23.0320.C16.o3.tw 

8561 

none 



Seq. ID OJ000209_23.0320.C16 
Strand 

End 10830 

Method TBLASTX : Wheat 

End 9047 

Score 170 



8561. .9046, 8592. .8852, 8874. .9047 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40166 
83078 
4686 

OJ000209_23.0320.C16.o6.tw 

9784 

none 



Seq. ID OJ000209_23.0320.C16 
Strand 

End 10830 

Method TBLASTX : Wheat 

End 10336 

Score 92 



9784.. 10041, 9818.. 10057, 10024 .. 10122 , 10025 10117 , 
10129. .10176, 10301.. 10336 



Seq. No. 40166 

Gene No. 83078 

Start 4686 

Name OJ000209_23 . 0320.C16 .o4 . tm 

Start 9886 

GI none 



Seq. ID OJ000209_23.0320.C16 
Strand 

End 10830 

Method TBLASTX : Mai ze 

End 10171 

Score 92 



40082 



Exons 



9886.. 10134, 9887.. 10171 



Seq. No. 40167 Seq. ID 

Gene No. 83079 Strand 

Start 1589 End 

Name OJ000209_23 . 0320 . C17 . ol . gs Method 

Start 1589 End 

GI none Score 

Exons 1589.. 1658 



OJ000209__23.0320.C17 

1658 
GENSCAN 
1658 
.5 



Seq. No. 40168 Seq. ID 

Gene No. 83080 Strand 

Start 140 End 

Name OJ000209_23 . 0320 . CI 9 . ol . gs Method 

Start 140 . End 

GI none Score 

Exons 140.. 624, 732.. 948, 1479.. 1787 



OJ000209_23.0320.C19 

1793 
GENSCAN 
1787 
.87 



OJ000209 23.0320.C19 



Seq. No. 40168 Seq. ID 

Gene No. 83080 Strand 

Start 140 End 1793 

Name OJ000209_23 . 0320 .C19. ol . np Method AAT/NAP 

Start 164 . End 1665 

GI 7485'4_"6 Score 605 

Exons 164. .624, 732 .. 975, 1500 .. 1665 

GI Descrip. hypothetical protein F12L6.31 - Arabidopsis thaliana 
gi|2795804|gb|AAB97120.1| (AC003674) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 


40168 






Seq. ID 


OJ000209_23.0320.C19 


Gene No. 


83080 






Strand 




Start 


140 






End 


1793 


Name 


OJ000209 


23.0320.C19.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


338 






End 


828 


GI 


none . 






Score 


79 


Exons 


338. .610, 


730. .828 








Seq. No. 


40168 






Seq. ID 


OJ000209__23.0320.C19 


Gene No. 


83080 






Strand 




Start 


140 






End 


1793 


Name 


OJ000209 


23.0320.C19.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


338 






End 


831 


GI 


none 






Score 


61 


Exons 


338. .577, 


587. .625, 730. 


.831 






Seq. No. 


40168 






Seq. ID 


OJ000209_23.0320.C19 


Gene No. 


83080 






Strand 




Start 


140 






End 


1793 


Name 


OJ000209 


23.0320.C19.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


473 






End 


1613 


GI 


none 






Score 


73 


Exons 


473. .514, 


497. .577, 516.. 


.584, 


593. .625, 


730. .975, 731. .907, 




1545. .1613 








Seq. No. 


40168 






Seq. ID 


OJ000209_23.0320.C19 


Gene No. 


83080 






Strand 




Start 


140 






End 


1793 



40083 



Name 

Start 

GI 

Exons 



OJ000209_23.0320.C19.ol.gp 

1511 

701278 

1511. .1793 



Method AAT/GAP 
End 1793 
Score 518 



Seq. No. 


40169 




Seq. ID 


OJ000209_23.0320 


.C20 


Gene No. 


83081 




Strand 


+ 




Start 


608 




End 


709 




Name 


OJ000209 23.0320.C20. 


ol.gs 


Method 


GENSCAN 






608 




TT ys y-J 


1 HQ 




GI 


none 




Score 


.59 




Exons 


608. .709 










Seq. No. 


40170 




Seq. ID 


OJ000209_23.0320 


.C21 


Gene No. 


83082 




Strand 


+ 




Start 


3820 




End 


5963 




Name 


OJ000209 23.0320.C21. 


o3.gs 


Method 


GENSCAN 




Start 


3820 




End 


5963 




GI 


none 




Score 


.6 




Exons 


3820.. 3856, 5890.. 5963 








Seq. No. 


40170 




Seq. ID 


OJ000209_23.0320 


.C21 


Gene No. 


83083 




Strand 


+ 




Start 


6935 




End 


8099 




Name 


OJ000209 23.0320.C21. 


o2.gp 


Method 


AAT/GAP 




Start 


6935 




End 


7393 




GI 


33368 1.R1084 




Score 


895 




Exons 


6935. .7393 










GI Descrip. 


'4580389/gb|AAD24367. 


1|AC007171_3 8.0e- 


-29 (AC007171) unknown 




protein [Arabidopsis 


thaliana] 1 







Seq. No. 


40170 


Seq. ID 


OJ000209_23.0320 


.C21 


Gene No. 


83083 


Strand 


+ 




Start 


6935 


End 


8099 




Name 


OJ000209 23.0320.C21.o2.np 


Method 


AAT/NAP 




Start 


7024 


" End 


8099 




GI 


4580389 


Score 


1252 




Exons 


7024.. 8099 








GI Descrip. 


(AC007171) legumin-like protein [Arabidopsis thaliana] 




Seq. No. 


40170 


Seq. ID 


OJ000209_23.0320 


.C21 


Gene No. 


83084 


Strand 


+ 




Start 


10399 


End 


13506 




Name 


OJ000209 23.0320.C21.o3.np 


Method 


AAT/NAP 




Start 


10396 


End 


13506 




GI 


7019665 


Score 


2009 




Exons 


10396. .10788, 11542 .. 11602, 


11684. .11859, 11955. .12155, 






12475. .12734, 12815 .. 13125, 


13206. .13506 




GI Descrip. 


(AL132954) P-glycoprotein-like [Arabidopsis thaliana] 




Seq. No. 


40170 


Seq. ID 


OJ000209_23.0320 


.C21 


Gene No. 


83084 


Strand 


+ 




Start 


10399 


End 


13506 




Name 


OJ000209 23.0320.C21.o5.gs 


Method 


GENSCAN 




Start 


10399 


End 


13426 




GI 


none 


Score 


.8 




Exons 


10399. .10776, 11548 11602, 


11684. .11859, 11955. .12051, 





40084 




12101. .12155, 12815. .13125, 13206.. 13426 



Seq. No. 


40170 




Seq. ID 


OJ000209_23.0320 


.C21 


Gene No. 


83085 




Strand 


- 




Start 


322 




End 


917 




Name 


OJ000209 23.0320.C21.ol 


.gp 


Method 


AAT/GAP 




Start 


322 




End 


777 




GI 


none 




Score 


434 




Exons 


322.-387, 492.. 555, 654 


. .777 








Seq. No. 


40170 




Seq. ID 


OJ000209_23.0320 


.C21 


Gene No. 


83085 




Strand 


- 




Start 


322 




End 


917 • 




Name 


OJ000209 23.0320.C21.ol 


.gs 


Method 


GENS CAN 




Start 


401 




End 


917 




GI 


none 




Score 


.7 




Exons 


401. .555, 654. .769, 858 


. .917 








Seq. No. 


40170 




Seq. ID 


OJ000209_23.0320 


.C21 


Gene No. 


83086 




Strand 


- 




Start 


2082 




End 


4840 




Name 


OJ000209 23.0320.C21.o2 


.gs 


Method 


GENSCAN 




Start . 


2082 




End 


2696 




GI 


none 




Score 


1 




Exons 


2082. .2696 










Seq. No. 


40170 




Seq. ID 


OJ000209_23.0320 


. CZ 1 


Gene No. 


83086 




Strand 






Start 


2082 




End 


4840 




Name 


OJ000209 23.0320.C21.ol 


.np 


Method 


AAT/NAP 




Start 


2118 




End 


4840 




GI 


7413649 




Score 


265 




Exons 


2118.. 2346, 2593.. 2652, 


4768 


. .4840 






GI Descrip. 


(AL162971) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


40170 




Seq. ID 


OJ000209_23.0320 


.C21 


Gene No. 


83087 




Strand 






Start 


7854 • 




End 


8299 




Name 


OJ000209 23.0320.C21.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


2136 




End 


2348 




GI 


none 




Score 


51 




Exons 


2136.. 2189, 2137.. 2301, 


2151 


..2348, 2253.. 2309 




Seq. No. 


40170 




Seq. ID 


OJ000209_23.0320 


.C21 


Gene No. 


83087 




Strand 






Start 


7854 




End 


8299 




Name 


OJ000209 23.0320.C21.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


6982 




End 


7464 




GI 


none 




Score 


448 




Exons 


6982.. 7464, 6999.. 7421 










Seq. No. 


40170 




Seq. ID 


OJ000209_23.0320 


.C21 


Gene No. 


83087 




Strand 






Start 


7854 




End 


8299 




Name 


OJ000209 23.0320.C21.o2 


tc 


Method 


TBLASTX: Cress 




Start 


7017 




End 


7619 




GI 


none 




Score 


206 





40085 






Exons 


7017. .7250, 


7018 


. .7269, 


7260. 


.7331, 7261. .7332, 7350. .7409, 






7351. .7464, 


7476 


. .7619, 


7523. 


.7618 






Seq. No. 


40170 








Seq. ID 


r\ *t c\ f\ r\ o c\ n. oo aooa poi 
OJUUU^Uy_z3 .OoZV. CZ1 




Gene No. 


n T AO! 

83087 








Strand 






Start 


7854 








End 


8299 




Name 


OJ000209 23. 


0320 


.C21.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7017 








End 


7332 




GI 


none 








Score 


367 




Exons 


7017. .7331, 


7021 


. .7332 










Seq. No. 


40170 








Seq. ID 


OJ000209_23.0320.C21 




Gene No. 


83087 








Strand 






Start 


i o a a 

78b4 








End 


8299 




Name 


OJ000209 23. 


0320 


.C21.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7023 








End 


7664 




GI 


none 








Score 


197 




Exons 


7023. .7250, 


7024 


. .7269, 


7260. 


.7331, 7261.. 7332, 7347.. 7409, 






7348. .7464, 


7476 


. .7664, 


7505. 


.7663 






Seq. No. 


40170 








Seq. ID 


OJ000209_23.0320.C21 




Gene No. 


83087 








Strand 






Start 


7854 








End 


8299 




Name 


' OJ000209 23. 


0320 


.C21.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


7342 








End 


7595 


%3 


GI 


none 








Score 


113 


[fi 

i U 


Exons 


7342. .7464, 


7347 


. .7421, 


7476. 


.7595, 7490.. 7582 




Seq. No. 


40170 








Seq. ID 


OJ000209_23.0320.C21 




Gene No. 


83087 








Strand 






Start 


7854 








End 


8299 




Name 


OJ000209 23. 


0320 


.C21.ol. 


tm 


Method 


TBLASTX: Maize 


I J 


Start 


7476 








End 


8099 




GI 


none 








Score 


984 


f ^ 


Exons 


7476. .8099, 


7490 


. .8092 








V = 
£ .- 


Seq. No. 


40170 








Seq. ID 


OJ000209_23.0320.C21 


= S3 


Gene No. 


83087 








Strand 




T 55? 


Start 


7854 








End 


8299 


i =5 


Name 


OJ000209 23. 


0320 


.C21.o3. 


ts 


Method 


TBLASTX: Soybean 


fl 


Start 


7668 








End 


8102. 




GI 


none 








Score 


301 




Exons 


7668. .8102, 


7781 


. .8095 










Seq. No. 


40170 








Seq. ID 


OJ000209_23.0320.C21 




Gene No. 


83087 








Strand 






Start 


7854 








End 


8299 




Name 


OJ000209 23. 


0320 


.C21.ol. 


tw 


Method 


TBLASTX .-Wheat 




Start 


7784 








End 


8101 




GI 


none 








Score 


472 




Exons 


7784. .8095, 


7785 


. .8096, 


7991. 


.8101 






Seq. No. 


40170 








Seq. ID 


OJ000209_23'. 0320 . C21 




Gene No. 


83087 








Strand 






Start 


7854 








End 


8299 




Name 


OJ000209 23. 


0320 


.C21.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


7821- 








End, 


8099 



• . - 4,008'6 .< . 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

7821.. 8099, 7823.. 8092 



Score 328 



OJ000209 23.0320.C21 



40170 Seq. ID 

83087 Strand 
7854 End 8299 

OJ000209_23 . 0320 . C2 1 . o3 . gp Method AAT/GAP 
7854 End 8299 

41795_1.R1084 Score 833 

7854. .8299 

»4580389/gb|AAD24367. 1 |AC007171_3 8.0e-18 (AC007171) unknown 
protein [Arabidopsis thaliana] V 





Seq. No. 


4U1 /U 




Seq. ID 


OJ000209_23.0320. 


no i 




Gene No. 


83088 




Strand 








Start 


11545 




End 


13437 






Name 


OJ000209 23.0320.C21 


.ol. tc 


Method 


TBLASTX: Cress 






Start 


11545 




End 


13437 






GI 


none 




Score 


50 






Exons 


11545. .11601, 11638. 


.11820, 


11661. .11777, 11680. .11871, 








11939. .12079, 11955. 


.12158, 


11967. .12149, 12487. .12735, 








12819. .12905, 12879. 


.13127, 


12903. .13136, 12917. .13126, 








i^y4i . . loi Jo, loiyy. 


1 O O / Q 

. 1 Jo4o , 


13201. .13332, 13202. .13348, 








13204. .13350, 13339. 


.13437, 


13340. .13429, 13340. .13429 




~- sz 


Seq. No. 


40170 




Seq. ID 


OJ000209_23.0320. 


C21 




Gene No. 


83088 




Strand 






FLJ 


Start 


11545 




End 


13437 




12 


Name 


OJ000209 23.0320.C21 


.o5. tm 


Method 


TBLASTX: Maize 




hi 


Start 


11704 




End 


12160 






GI 


none 




Score 


121 




ry 


Exons 


11704. .11868, 11954. 


.12160, 


11955. .12155 






Seq. No. 


40170 




Seq. ID 


OJ000209_23.0320. 


C21 


f 1 


Gene No. 


83088 




Strand 








Start 


11545 




End 


13437 




I * 


Name 


OJ000209 23.0320.C21 


.o3.tm 


Method 


TBLASTX: Maize 






Start 


12846 




End 


13423 




% 


GI' 


none 




Score 


62 




x cs. 


• Exons 


12846. .12917, 12915. 


.13136, 


12920. .13126, 13201. .13377, 




r ^ 




13205. .13378, 13367. 


.13423 










Seq. No. 


40170 




Seq. ID 


OJ000209_23.0320. 


C21 




Gene No. 


83088 




Strand 








Start 


11545 




End 


13437 






Name 


OJ000209 23.0320.C21 


.o2. ts 


Method 


TBLASTX : Soybean 






Start 


12921 




End 


13348 






GI 


none 




Score 


196 






Exons 


12921*. .13136, 12923. 


.13126, 


13201. .13347, 13202.. 13348 






Seq. No. 


40.171 




Seq. ID 


OJ000209_23.0320. 


C23 




Gene No. 


83089 




Strand 


+ 






Start 


42 




End 


1251 






Name 


OJ000209 23.0320.C23 


. ol . gs 


Method 


GENSCAN 






Start 


42 




End 


1243 






GI 


none 




Score 


.99 




t 


Exons 


42. .214, 1063. .1243 












' 













40087 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40171 
83089 
42 

OJ000209_23. 
86 

none 

86. .214, 99. 
1060. .1242, 



0320.C23.ol.tm 



.215, 
1060. 



573. . 
1251 



638, 



Seq. ID OJ000209_23.0320.C23 

Strand + 

End 1251 

Method TBLASTX : Maize 

End 1251 

Score 126 

575. .640, 576. .638, 1055.. 1240, 



Seq. No. 


40172 




Seq. ID 


OJ000209_23. 


0320. C25 


Gene No. 


83090 




Strand - 


+ 




Start 


388 




End 


966 




Name 


OJ000209 23.0320.C25.ol 


.gs 


Method 


GENSCAN 




Start 


388 




End 


966 




GI 


none 




Score 


.75 




Exons 


388. .966 










Seq. No. 


40172 




Seq. ID 


OJ000209_23. 


0320. C25 


Gene No. 


83091 




Strand 


+ 




Start 


978 




End 


1041 




Name 


OJ000209 23.0320.C25.ol 


.gp 


Method 


AAT/GAP 




Start 


978 




End 


1041 




GI 


LIB3477-003-P1-K1-E9 




Score 


7 5 




Exons 


978 . .1041 










GI Descrip. 


•24 98586/sp|Q40638|MPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY SI)" 


>gi_1173557 (U31771) Ory s 


1 [Oryza 



sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000209_23.0320.C26 



40173 

83092 Strand + 

70 End 6459 

OJ000209_23 . 0320 . C26 . ol . gs Method GENSCAN 

70 End 2730 

none Score .59 

70. .276, 333. .1149, 1303. .1699, 1875. .2730 



40173 Seq. ID 

83092 Strand 

70 End 
.OJ000209_23 . 0320 . C26 . ol . np Method 

351 End 

7228457 Score 

351. .717, 779. .2667, 2731. .3565, 3688. 



OJ000209_23.0320.C26 
+ 

6459 
AAT/NAP 
6456 
9295 

.4839, 4906. .6456 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 40173 Seq. ID 

Gene No. 83092 Strand 

Start 70 End 

Name OJ000209_23 . 0320 .C26. o2 . gs Method 

Start 2794 End 

GI - none Score 

Exons 2794..64S9 



OJ000209_23.0320.C26 
+ 

6459 
GENSCAN 
6459 
1 



Seq. No. 40173 Seq. ID OJ000209_23 . 0320 . C26 

■ - r - ■"' 40*088- -7 ' 




Gene No. 


83093 


Strand 


+ 




Start 


6620 


End 


7081 




Name 


OJ000209 23.0320.C26.ol.gp 


Method 


AAT/GAP 




Start 


6620 


End 


7081 




GI 


2428323 


Score 


846 




Exons 


6620. .7081 








GI Descrip. 


5803242/dbj | AP000399. 1 1 AP000399 O.Oe+OC 


Oryza sativa genomi 




DNA, chromosome 6, clone : P0535G04 






Seq. No. 


A fil 7 ^ 
tUI / j 




OJ000209_23.0320. 


C26 


Gene No. 


83094 


Strand 


- 




Start 


7089 


End 


10350 




Name 


OJ000209 23.0320.C26.o3.gs 


Method 


o£j IN oL^rUN 




Start ■ 


7089 


End 


10350 




GI 


none 


Score 


.79 




Exons 


7089.. 9088, 9168.. 10350 








Seq. No. 


40173 


Seq. ID 


OJ000209_23.0320. 


C26 


Gene No. 


83094 


Strand 


- 




btart 


7089 


End 


10350 




Name 


OJ000209 23.0320.C26.o2.np 


Method 


AAT/NAP 




Start 


7092 


End 


1 A "3 C A 




GI 


5803259 


Score 


5210 




Exons 


7092.. 8991, 9089.. 10350 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40173 


Seq. ID 


OJ000209_23.0320. 


C26 


Gene No. 


83095 


Strand 


- 




Start 


10988 


End 


11146 




Name 


OJ000209 23.0320.C26.o7.tw 


Method 


TBLASTX : Wheat 




Start 


845 


End 


1261 




GI 


none 


Score 


34 




Exons 


845. .880, 1005. .1052, 1059.. 


1157, 1064. 


.1156, 1124. .1261 






1140. .1259 








Seq. No. 


40173 


Seq. ID 


OJ000209_23.0320. 


C26 


Gene No. 


83095 


Strand 






Start ! . 


10988 


End 


11146 




Name 


OJ000209 23.0320.C26.o4.tm 


Method 


TBLASTX: Maize 




Start 


1010 


End 


1295 




GI 


none 


Score 


195 




Exons 


1010.. 1294, 1047.. 1295 








Seq. No. . 


40173 


Seq. ID 


OJ000209_23.0320. 


C26 


bene No . 


83095 


Strand 






Start 


10988 


End 


11146 




Name 


OJ000209 23.0320.C26.o4.tw 


Method 


TBLASTX: Wheat 




Start 


1262 


End 


5844 




GI 


none 


Score 


375 




Exons 


1262.. 1342, 5463.. 5519, 5464 


..5844, 5565. .5813 




Seq. No. 


40173 


Seq. ID 


OJ000209_23.0320. 


C26 


Gene No. 


83095 


Strand 






Start 


10988 


End 


11146 




Name 


OJ000209 23.0320.C26.o5.tw 


Method 


TBLASTX: Wheat 




Start 


1405 


End 


4818 




GI 


none 


Score 


232 





40089 "■ 






Exons 


1405. .1458, 


4384 


. .4635, 


4384 . 


.4581, 4449. .4625, 4669. .4818,. 






4678. .4815, 


4680 


. .4817 










Seq. No. 


40173 








Seq. ID 


OJ000209_23 . 0320 .C26 




uene ino . 










Strand 






Start 


10988 








End 


11146 




Name 


OJ000209 23. 


0320 


.C26.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2088 








End 


2574 






none 








Score 


403 




Exons 


2088. .2261, 


2089 


. .2574, 


2283. 


.2543, 2353.. 2547 




Seq. No. 


40173 








Seq. ID 


OJ000209_23.0320.C26 




Gene No . 










Strand 






Start 


10988 








End 


11146 




Name 


OJ000209 23. 


0320 


.C26.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2738 








End 


3201 




GI 


none 








Score 


205 




Exons 


2738. .3181, 


2739 


. .3194, 


2740. 


.3201, 2740.. 3195 




Seq. No. 


40173 








Qorr T H 
JCtj ■ ±U 






uene ino . 










Of r2n H 

o uiTcinci 






Start 


10988 








Jiina 






Name 


OJ000209 23. 


0320 


•C26.ol. 


tm 








Start 


2869 










"39 9 ^ 




GI 


none 








Score 


^Q9 


cn 


Exons 


2869. .3225, 


2904 


. .3215, 


2920. 


.3225 




! y 


Seq. No. 


40173 












t: ~ 


Gene No . 










otrana 






Start 


10988 








XT' y-\ 


1 1 1 4 £ 


- ~r 


Name 


OJ000209 23. 


0320 


.C26.o3. 


tm 


xyT/^v /™\ /"J 

rjecnou 


TRT Z1QTY • Ma -1 to 




Start 


3252 








Hi I Id 


jOjO 


i y 


GI 


none 








Score 


jOI 


= 


Exons 


3252. .3617, 


3253 


. .3636 








. s 


Seq. No. 


40173 








Seq. ID 


OJ000209_23.0320.C26 


: s 


bene jno . 


o JUi? D 








Strand 




X CS 
irz. 


Start 


10988 








End 


11146 




Name 


OJ000209 23. 


0320 


,C26.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3309 








End 


3729 


f 1 


GI 


none 








Score 


479 




Exons 


3309. .3722, 


3310 


. .3729 










Seq. No. 


40173 








Seq. ID 


OJ000209_23 . 0320 .C26 




bene ino . 










Strand 






Start 


10988 








End 


11146 




Name 


OJ000209 23. 


0320 


.C26.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3388 








End 


3759 




GI 


none 








Score 


278 




Exons 


3388. .3759, 


3405 


. .3548 










Seq. No. 


40173 








Seq. ID 


OJ000209_23.0320.C26 




Gene No. 


83095 








Strand 






Start 


10988 








End 


11146 




Name 


OJ000209 23. 


0320 


.C26.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


4507 








End 


5073 




GI 


5666795 








Score 


68 



40090 




Exons 


4507. .4605, 4681. .4818, 


4858. 


.5073 






GI Descrip. 


4206306 2.0e-10 (AF049110) prpol [Zea mays] 




Seq. No. 


40173 




Seq. ID 


OJ000209_23. 0320. 


C26 


Gene No. 


83095 




Strand 






Start 


10988 




End 


11146 




Name 


OJ000209 23.0320.C26.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


4821 




End 


5133 




GI 


none 




Score 


199 




Exons 


4821. .4988, 4858. .5133 










Seq. No. 


40173 




Seq. ID 


OJ000209_23. 0320. 


C26 


Gene No. 


83095 




Strand 






Start 


10988 




End 


11146 




Name 


OJ000209 23.0320.C26.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5326 




End 


5649 




GI 


none 




Score 


364 




Exons 


5326.. 5649, 5355.. 5636 , 










Seq. No. 


40173 




Seq. ID 


OJ000209_23.0320. 


C26 


Gene No. 


83095 




Strand 






Start 


10988 




End 


11146 




Name 


OJ000209 23.0320.C26.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


5845 




End 


64 47 




GI 


none 




Score 


259 




Exons 


5845. .6129, 5849. .5920, 


5850. 


.5948, 5985.. 6155, 5985.. 6128, 




6321. .6443, 6322. .6447 










Seq. No. 


40173 




Seq. ID 


OJ000209__23.0320. 


C26 


Gene No . 


83095 




Strand 






Start 


10988 




End 


11146 




Name 


OJ000209 23.0320.C26.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


6316 




End 


6456 




GI 


none 




Score 


183 




Exons 


6316. .6456, 6321. . 6455 










Seq. No. 


40173 




Seq. ID 


OJ000209_23.0320. 


C26 


Gene No. 


83095 - 




Strand 






Start 


10988 




End 


11146 




Name 


OJ000209 23.0320.C26.o3. 


np 


Method 


AAT/NAP 




Start 


10988 




End 


11146 




GI 


7523512 




Score 


109 




Exons 


10988. .11146 










-GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40174 




Seq. ID 


OJ000209_23.0320. 


C27 


Gene No . 


83096 




Strand 


+ 




Start 


333 




End 


5354 




Name 


OJ000209 23.0320.C27.ol. 


gs 


Method 


GENSCAN 




Start 


333 




End 


5354 




GI 


none 




Score 


.89 




Exons 


333.. 419, 655.. 825, 1657 


..3078, 3153.. 


3294, 3420.. 3562, 






3564. .4249, 4359. .4532, 


4629. 


.4739, 4824. .4896, 4991. .5089, 




5169. .5354 










Seq. No. 


40174 




Seq. ID 


OJ000209_23.0320. 


C27 


Gene No. 


83096 




Strand 


+ 





40091 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



333 End 5354 

OJ000209_23 . 0320 . C27 . o2 . np Method AAT/NAP 

1642 End 5336 

4680204 Score 1052 

1642. .3078, 3153. .4249, 4359. .4532, 4629. .4848, 5199. .5336 

(AF114171) hypothetical protein [Sorghum bicolor] 



40174 Seq. ID 

83097 Strand 

8089 End 
OJ000209_23 . 0320 . C27 . o3 . gs Method 

8089 End 

none Score 

8089. .8146, 8654. .8976 



OJ000209_23.0320.C27 
+ 

9178 
GENSCAN 
8976 
.98 



40174 
83097 
8089 

OJ000209_23 . 0320 . C27 . o3 . np 

8089 

7434287 

8089. .8157, 8689..8976, 9057. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9178 

.protein kinase homolog F12L6.32 - Arabidopsis thaliana 
gi I 2795805 | gb | AAB97121.il (AC003674) putative protein kinase 
[Arabidopsis thaliana] 



OJ000209_ 
+ 

9178 
AAT/NAP 
9178 
399 



23.0320.C27 



40174 
83098 
1 

OJ000209_23.0320.C27.ol.np 
1 

5922623 
1..78, 246. .398, 774. .858 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209 23.0320.C27 



858 

AAT/NAP 

858 

236 



Seq. No. 


40174 








Seq. ID 


OJ000209 


Gene No. 


83099 








Strand 




Start 


6439 








End 


7329 


Name 


OJ000209 23 


.0320. 


C27.ol 


.tw 


Method 


TBLASTX: 1 


Start 


2285 








End 


2688 


GI 


none 








Score 


62 


Exons 


2285. .2425, 


2285. 


.2395, 


2287. 


.2523, 2287. .2436, 




2518. .2688 












Seq. No. 


40174 








Seq. ID 


OJ000209 


Gene No. 


83099 








Strand 




Start 


6439 








End 


7329 


Name 


OJ000209 23 


.0320. 


C27.o2 


. gs 


Method 


GENSCAN 


Start 


6439 








End 


7329 


GI 


none 








Score 


.58 


Exons 


6439. .6750, 


6783. 


.7031, 


7033. 


.7329 




Seq. No. 


40174 








Seq. ID 


OJ000209 


Gene No. 


83100 








Strand 




Start 


8034 








End 


9101 



40092 



Name 

Start 

GI 

Exons 



OJ000209_23 . 0320 . C27 . ol . tm Method TBLASTX : Maize 
8034 End 9101 

none Score 72 

8034. .8144, 8086. .8145, 8700. .8819, 8712. .8975, 8734. .8976, 
9042. .9101, 9059. .9100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40174 
83100 
8034 

OJ000209_23.0320.C27.ol.tc 

8733 

none 



Seq. ID OJ000209_23.0320.C27 
Strand 

End 9101 

Method TBLASTX : Cress 

End 9101 

Score 341 



8733. .8984, 8737. .8985, 9042. .9101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40174 
83100 
8034 

OJ000209_23.0320.C27.ol.ts 

8733 

none 



Seq. ID OJ000209_23.0320.C27 
Strand 

End 9101 

Method TBLASTX : Soybean 

End 9101 

Score 353 



8733.-8975, 8734. .8976, 9042. .9101, 9056. .9100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40175 
83101 
1 

OJ000209_23.0320.C30.ol.np 
1 

7522012 



Seq. ID OJ000209_23.0320.C30 
Strand- 
End 1847 
Method AAT/NAP 
End 1350 
Score 114 



1..71, 168. .332, 411. .511, 631. .755, 1022. .1133, 1271. .1350 
hypothetical protein Sand - Fugu rubripes 

gi I 3928166 | emb I CAA09085.il (AJ010317) Sand [Fugu rubripes] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40175 
83101 
1 

OJ000209_23.0320.C30.ol.gp 
197 

uC-osflcypl55el0bl 



Seq. ID OJ000209_23.0320.C30 
Strand 

End 1847 

Method AAT/GAP 

End 1121 

Score 809 



197. .332, 411. .532, 655. .755, 883. .922, 1062. .1121 
, 3928166/emb|CAA09085.1| 8.0e-21 (AJ010317) Sand [Fugu 
rubripes] ' 



Seq. No. . 40175 

Gene No. 83101 

Start 1 

Name OJ000209_23.0320.C30.ol.gs 

Start 811 

GI none 

Exons 811.. 922, 1474.. 1847 



Seq. ID OJ000209_23.0320.C30 
Strand 

End 1847 

Method GENSCAN 

End 1847 

Score . 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40175 
83102 
3081 

OJ000209_23 . 0320 . C30 . ol . tw 

188 

none 



Seq. ID OJ000209_23.0320.C30 
Strand 

End 3354 

Method TBLASTX : Wheat 

End 4 61 

Score 192 



188. .340, 193. .342, 197. .358, 198. .353, 395. .454, 405. .461, 



40093 







409. .453, 411. .455 








Seq. No. 


40175 


Seq. ID 


OJ000209_23.0320 




Gene No. 


83102 


Strand 






Start 


3081 


End 


3354 




Name 


OJ000209 23.0320.C30.ol.tm 


Method 


TBLASTX: Maize 




Start 


3070 


End 


3353 




GI 


none 


Score 


293 




Exons 


3070. .3303, 3078.. 3350, 3078. 


.3353 






Seq. No. 


40175 


Seq. ID 


OJ000209_23.0320 




Gene No. 


83102 


Strand 






Start 


3081 


End 


3354 




Name 


OJ000209 23.0320.C30.ol.ts 


Method 


TBLASTX: Soybean 




Start 


3078 


End 


3353 




GI 


none 


Score 


272 




Exons 


3078.. 3353, 3097.. 3303 








Seq. No. 


40175 


Seq. ID 


OJ000209_23.0320 




Gene No. 


83102 


Strand 






Start 


3081 


End 


3354 




Name 


OJ000209 23.0320.C30.o2.np 


Method 


AAT/NAP 




Start 


3081 


End 


3354 




GI 


7019665 


Score 


384 




Exons 


3081.. 3354 








GI Descrip. 


(AL132954 ) P-glycoprotein-like [Arabidopsis thaliana] 


r! f 

: b? 


Seq. No. 


40176 


Seq. ID 


OJ000229_22.0323 


r ^ 


Gene No. 


83103 


Strand 


+ 


Lli 


Start 


351 


End 


567 




Name 


OJ000229 22.0323.Cl.ol.gs 


Method 


GENS CAN 


? : r 


Start 


351 


End 


567 




GI 


none 


Score 


.4 


s 

C3 


Exons 


351. .567 






S J 


Seq. No. 


40177 


Seq. ID 


OJ000229_22.0323 


h r£z 


Gene No. 


83104 


Strand 


+ 




Start 


5048 


End- 


6584 


'%1 


Name 


OJ000229 22.0323.C2.ol.np 


Method 


AAT/NAP 


c e? 


Start 


5048 


End 


6584 




GI 


3777617 


Score 


143 




Exons 


5048.. 5224, 5303.. 5379, 6342. 


.6584 






GI Descrip. 


(AF097709) serine protease [Homo sapiens] 




Seq. No, 


40178 


Seq. ID 


OJ000229_22.0323 




Gene No. 


83105 


Strand 


+ 




Start 


1341 


End 


5872 




Name 


OJ000229 22.0323.C5.ol.np 


Method 


AAT/NAP 




Start 


1341 


End 


5443 




GI 


7452452 


Score 


1750 




Exons 


1341.. 1388, 2633.. 2973, 3122. 


.3554, 4634.. 5443 




GI Descrip. 


hypothetical protein F6E13.22 


- Arabidopsis thaliana 






gi|3212865|gb|AAC23416.1| (AC004005) unknown protein 






[Arabidopsis thaliana] 








Seq. No. 


40178 


Seq. ID 


OJ000229_22.0323 




Gene No. 


83105 


Strand 


+ 



40094 




Start. 


1341 








End 


5872 


Name 


OJ000229 22. 


0323. 


C5.ol. 


gs 


Method 


GEN SCAN 


Start 


2373 








End 


5428 


GI 


none 








Score 


.69 


Exons 


2373. .2501, 


2558. 


.2973, 


3122. 


.3554, 4634.. 4733, 4905.. 5428 


Seq. No. 


40178 








Seq. ID 


OJ\)vOZZ9 ZZ.UjZ3,Cd 


Gene. No. 


83105 








otrana 


+ 


Start 


1341 








End 


bo 1 Z 


Name 


OJ000229 22. 


0323. 


C5.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


2639 








End 


2842 


GI 


none 








Score 


199 


Exons 


2639.-2842, 


2668. 


.2796 








Seq. No. 


40178 








Seq. ID . 


OJ000229 22. 0323. C5 


Gene No. 


83105 








Strand 


+ 


Start 


1341 








End 


5872 


Name 


OJ000229 22. 


0323. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2741 








End 


5287 


GI 


none 








Score 


67 


Exons 


2741. .2782, 


3485. 


.3550, 


3486. 


.3557, 3488.. 3580, 4623.-4979, 




4628. .5284, 


4629. 


.4841, 


4634. 


.5287, 4930.. 5286 


Seq. No. 


40178 








Seq. ID 


OJ000229_22.0323.C5 


Gene No. 


83105 








Strand 


+ 


Start 


1341 








End 


5872 


Name 


OJ000229 22. 


0323. 


C5.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3115 








End 


3349 


GI 


none 








Score 


72 


Exons 


3115. .3240,. 


3116. 


.3349, 


3117. 


.3347, 3268.-3348 


Seq. No. 


40178 








Seq. ID 


OJ000229_22.0323.C5 


Gene No. 


83105 








Strand 


+ 


Start 


1341 








End 


5872 


Name 


OJ000229 22. 


0323. 


C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3119 








End 


3557 


GI 


none 








Score 


571 


Exons 


3119. .3550, 


3120. 


.3557, 


3120. 


.3554 




Seq. No. 


40178 








Seq. ID 


OJ000229_22.0323.C5 


Gene No . 


83105 








Strand 


+ 


Start 


1341 








End 


5872 


Name 


OJ000229 22. 


0323. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3122 








End 


3484 


GI 


none 








Score 


519 


Exons 


3122. .3484, 


3123. 


.3449, 


3136. 


.3480, 3137.. 3484 


Seq. No. 


40178 








Seq. ID 


OJ000229_22.0323.C5 


Gene No. 


83105 








Strand 


+ 


Start 


1341 








End 


5872 


Name 


OJ000229 22. 


0323. 


C5.ol. 


gp 


Method 


AAT/GAP 


Start 


3204 








End 


5872 


GI 


1171 1.R1084 








Score 


3094 


Exons 


3204. .3554, 


4634. 


.5872 








GI Descrip. 


'3212865 1.0e-146 


(AC004005) 


unknown protein [Arabidopsis 



thaliana] 1 






Seq. No. 


40178 








Seq. ID 


OJ000229_22.0323.C5 




Gene No. 


83105 








Strand 


+ 




Start 


1341 








End 


5872 




Name 


OJ000229 22. 


0323. 


CS.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3350 








End 


5167 




GI 


none 








Score 


292 




Exons 


3350. .3550, 


3351. 


.3557, 


3351. 


.3554, 4633.-4872, 4634. .4978 






4969. .5157, 


4970. 


.5167 










Seq. No. 


40178 








Seq. ID 


OJ000229_22.0323.C5 




Gene No. 


83105 








Strand 


+ 




Start 


1341 








End 


5872 




Name 


OJ000229 22. 


0323. 


CS.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3396 








End 


4889 




GI 


none 








Score 


259 




Exons 


3396. .3557, 


3401. 


.3550, 


3402. 


.3554, 4624. .4872, 4628.-4888 






4629. .4889, 


4634. 


.4840, 


4753. 


.4869 






Seq. No. 


40178 








Seq. ID 


OJ000229_22.0323.C5 




Gene No . 


83105 








Strand 


+ 




Start 


1341 








End 


5872 




Name 


OJ000229 22. 


0323. 


C5.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


4628 








Enc U. 


4866 


ASS 


GI 


none 








Score 


305 


i=J 


Exons 


4628. .4840, 


4633. 


.4866, 


4634. 


. 4840 




%J 


Seq. No. 


40178 








Seq. ID 


OJ000229_22.0323.C5 






83105 








Strand 


+ 




Start 


1341 








End 


5872 


?1 


Name 


OJ000229 22. 


0323. 


C5.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


5107 








End 


5355 


w 


GI 


none 








Score 


227 


5 Li 


Exons 


5107. .5355, 


5108. 


.5344 










Seq. No. 


40178 








Seq. ID 


OJ000229_22.0323.C5 




Gene No 


83105 








Strand 


+ 




Start 


1341 








End 


5872 




Name 


OJ000229 22. 


0323. 


C5.o3. 


ts 


Method 


TBLASTX : Soybean 


h. ~~\ 


Start 


5171 








End 


5437 


if ~E 


GI 


none 








Score 


268 


^ 


Exons 


5171. .5437, 


5173. 


.5421 










Seq. No. 


40179 








Seq. ID 


OJ000229_22.0323.C6 




Gene' No . 


83106 








Strand 


+ 




Start 


348 








End 


452 




Name 


OJ000229 22. 


0323. 


C6.ol. 


gs 


Method 


GENS CAN 




Start 


348 








End 


452 




GI 


none 








Score 


.51 




Exons 


348.-452 














Seq. No. 


40179 








Seq. ID 


OJ000229_22.0323.C6 




Gene No. 


83107 








Strand 






Start 


556 








End 


1469 




Name 


OJ000229 22. 


0323. 


C6.o2. 


gs 


Method 


GENSCAN 




Start 


556 








End 


1400 




GI 


none 








Score 


.66 




Exons 


556. .620, 718. .958, 1371. .1400 





40096 



Seq. No. 


40179 




Seq. ID 


rvTnnnoon oo 


n o o *3 r*c 


Gene No. 


83107 




Strand 






Start 


556 




End 


1469 




Name 


OJ000229 22.0323.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


839 




End 


1469 




GI 


none 




Score 


755 




Exons 


839. .1173, 1371. .1469 










Seq. No. 


40180 




Seq. ID 


OJ000229_22 


.0323. C8 


Gene No. 


83108 




Strand 


+ 




Start 


2005 




End 


4370 




Name 


OJ000229 22.0323.C8.ol. 


gs 


Method 


GENSCAN 




Start 


2005 




End 


4370 




GI 


none 




Score 


.85 




Exons 


2005.. 2206, 2635.. 2659, 


2775. 


.2869, 2896.. 3028, 3082.. 3188, 




3215. .3309, 4251. .4370 










Seq. No. 


40180 




Seq. ID 


OJ000229_22 


.0323.C8 


bene no . 






Strand 


+ 




Start 


2005 




End 


•4370 




Name 


OJ000229 22.0323.C8.ol. 


np 


Method 


AAT/NAP 




Start 


2459 




End 


2974 




GI 


7340909 




Score 


130 




Exons 


2459.. 2730, 2769.. 2974 










GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


40181 




Seq. ID 


OJ000229_22 


.0323. C12 


Gene No.' 


o Jiuy 




Strand 


— 




Start 


3032 




End 


3157 




Name 


OJ000229 22.0323.C12.ol 


.np 


Method 


AAT/NAP 




Start 


3032 




End 


3157 




GI 


7340920 




Score 


138 




Exons 


3032. .3157 










GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


40182 




Seq. ID 


OJ000229_22 


.0323. C13 


Gene No. 


83110 




Strand 


+ 




Start 


804 




End 


1745 




Name 


OJ000229 22.0323.C13.ol 


.gs 


Method 


GENSCAN 




Start 


804 




End 


1745 




GI 


none 




Score 


.9 




Exons 


804. .855, 1438. .1745 










Seq. No. 


40182 




Seq. ID 


OJ000229_22 


.0323. C13 


Gene No. 


83111 




Strand 






Start 


441 




End 


555 




Name 


OJ000229 22 . 0323 . C13 .ol 


.gp 


Method 


AAT/GAP 




Start 


441 




End 


555 




GI 


LIB3477-003-P1-K1-E9 




Score 


104 




Exons 


441. .555 










GI Descrip. 


, 2498586/sp|Q40638|MPOl 


ORYSA 


2.0e-24 1 


4AJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


40182 




Seq. ID 


OJ000229_22 


.0323-C13 


Gene No. 


83112 




Strand 







ORY 



40097 




Start 


4154 




End 


4266 


Name 


OJ000229 22.0323 


.C13.o2.gs 


Method 


GENSCAN 


Start 


4154 




End 


4266 


GI 


none 




Score 


.89 


Exons 


4154. .4266 








Seq. No. 


40183 




Seq. ID 


OJ000229_22.0323.C18 


Gene No. 


83113 




Strand 


+ 


Start 


151 




End 


2466 


Name 


OJ000229 22.0323 


.C18.ol.gs 


Method 


GENSCAN 


Start 


151 




End 


2466 


GI 


none 




Score 


.89 


Exons 


151. .270, 949. .996, 1093. .1161, 2323.. 


,2466 


Seq. No. 


40183 




Seq. ID 


OJ000229_22.0323.C18 


Gene No. 


83113 




Strand 


+ 


Start 


151 




End 


2466 


Name 


OJ000229_22.0323 


.C18.ol.gp 


Method 


AAT/GAP 


Start 


174 




End 


281 


GI 


3768153 




Score 


169 


Exons 


174 . .281 








GI Descrip. 


3212854 4.0e-29 


(AC004005) 


unknown protein [Arabidopsis 




thaliana] 








Seq. No. 


40183 




Seq. ID 


OJ000229_22.0323.C18 


Gene No. 


83113 




Strand 


+ 


Start 


151 




End 


2466 


Name 


OJ000229 22.0323 


.C18.o2.gp 


Method 


AAT/GAP 


Start 


1092 




End 


2466 


GI 


22664_1.R1084 




Score 


387 


Exons 


1092. .1161, 2323 


. .2466 






GI Descrip. 


'3212854 4.0e-29 


(AC004005) 


unknown protein [Arabidopsis 




thaliana] 1 








Seq. No. 


40184 




Seq. ID 


OJ000229_22.0323.C19 


Gene No. 


83114 




Strand 


+ 


Start 


1 




End 


505 


Name 


OJ000229 22.0323 


.C19.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


505 


GI 


22664 1.R1084 




Score 


960 


Exons 


1. .505 








GI Descrip. 


'3212854 4.0e-29 


(AC004005) 


unknown protein [Arabidopsis 




thaliana] 1 








Seq. No. 


40184 




Seq. ID 


OJ000229_22.0323.C19 


Gene No. 


83115 




Strand 




Start 


1183 




End 


1584 


Name 


OJ000229 22.0323 


.C19.ol .gs 


Method 


GENSCAN 


Start 


1183 




End 


1584 


GI 


none 




Score 


1 


Exons 


1183. .1584 








Seq. No. 


40185 




Seq. ID 


OJ000229_22.0323.C20 


Gene No. 


83116 




Strand 




Start 


1304 




End 


1656 


Name 


OJ000229 22.0323 


.C20.ol.gs 


Method 


GENSCAN 


Start 


1304 




End 


1656 



40098 




bl 


none 




Score 


. / y 








Exons 


I^OjI 1/MQ 1 COO i ccc 














oeq. NO. 


4 Ul O O 




oeq. id 


UJUUUzz y 


zz . 


A Q O O 

U 0Z0 


. CZZ 


Gene No. 


83117 




Strand 


+ 








Start 


599 




End 


3982 








Name 


oTnnn99ci 99 0*39*3 P99 


,gs 


Me tnou 










otarc 


. CQQ 

. d y y 




TT T-\ fi 


jy oz 








bl 


none 




Score 


. DO 








Exons 


oyy../z4, o/u4..jyoz 














oeq. wo. 


4 U lo 0 




oeq. id 


uovvkjzz y 


ZZ . 


r\ *a 0 'a 


. CZZ 


Gene No . 


00 1 1 0 




oiirana 










Start 


6003 




End 


6499 








Name 


OJ000229 22.0323.C22.ol 


.np 


Method 


AAT/NAP 










6003 




End 


6499 








bl 


4206204 




Score 


143 








Exons 


6003. .6499 














GI Descrip. 


(AF071527) hypothetical protein [Arabidopsis thaliana] 




o6q. INO . 


40187 




Seq. ID 


OJ000229 


22. 


0323 




Gene No. 


83119 




Strand 


+ 








Start 


885 




End 


1862 








Name 


OJ000229 22.0323.C25.ol 


.gs 


Method 


GEN SCAN 








btart 


885 




End 


1862 








bl 


none 




Score 


.53 








Exons 


885. .1023, 1355. .1450, 


1726. . 


1862 










Seq. No. 


40187 




Seq. ID 


OJ000229 


22. 


0323 


.C25 


Gene No . 


83120 




Strand 


+ 








otar u 


2723 




End 


5552 








Name 


OJ000229 22.0323.C25.ol 


.gp 


Method 


AAT/GAP 








Start 


2723 




End 


5552 








r*T 


331 1.R1084 




Score 


3281 








Exons 


2723.. 2932, 3825.. 4059, 


4146. 


.4516, 4629.. 5552 








GI Descrip. 


1 1136122/emb | CAA62917 | 


0.0e+00 (X91807 


) alfa-tubulin [Oryza 




sativa] 1 














oeq. mo. 


40187 




Seq. ID 


OJ000229_ 


22. 


0323 


.C25 


bene no . 


83120 




Strand 


+ 








Start 


2723 




End 


5552 








Name 


OJ000229 22.0323.C25.ol 


.np 


Method 


AAT/NAP 








O Lalt 


2840 




End 


5282 








PT 
bl 


1136122 




Score 


2269 








Exons 


2840. .2932, 3825. .4059, 


4146. 


.4516, 4629.. 5282 








GI Descrip. 


(X91807) alfa-tubulin [Oryza 


sativa] 










Ca a XI r% 

oeq. no. 


40187 




Seq. ID 


OJ000229_ 


22. 


0323 


.C25 


Gene No. 


83120 




Strand 


+ 








Start 


2723 




End 


5552 








Name 


OJ000229 22.0323.C25.o3 


. gs 


Method 


GENSCAN 








otart 


3837 




End 


5285 








GI 


none 




Score 


.96 








Exons 


3837. .4059, 4146. .4516, 


4629. 


.5285 










Seq. No. 


40187 




Seq. ID 


OJ000229_ 


22. 


0323 


.C25 


Gene No. 


83121 




Strand 











40099 



Start 


2261 








End 


3363 




Name 


OJ000229 22 


.0323. 


C25.o2 


.gs 


Method 


GEN SCAN 




Start 


2261 








End 


3363 




GI 


none 








Score 


.78 




Exons 


2261. .2452, 


2744. 


.3140, 


3320. 


.3363 






Seq. No. 


40187 








Seq. ID 


OJ000229 


_22.0323.C25 


Gene No. 


83122 








Strand 






Start 


6961 








End 


9435 




Name 


OJ000229 22 


.0323. 


C25.o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2743 








End 


4336 




GI 


none 








Score 


183 




Exons 


2743.-2772, 


2833. 


.2928, 


2834. 


.2932, 2840. .2932, 


3819. .4058, 




3819. .4028, 


3824. 


.4060, 


4145. 


.4321, 4147..4308, 


4304. .4336 


Seq. No. 


40187 








Seq. ID 


OJ000229 


_22.0323.C25 


Gene No. 


83122 








Strand 






Start 


6961 








End 


9435 




Name 


OJQQ022y 2.1 


C\ O O *3 


CZd . Ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2828 








End 


5234 




GI 


none 








Score 


176 




Exons 


2828. .2932, 


2839. 


.2928, 


2840. 


.2932, 3819. .4058, 


3819. .4028, 




3824. .4060, 


4142. 


.4522, 


4145. 


.4516, 4610. .4738, 


4611. .4739, 




4734. .4829, 


4739. 


.5152, 


4740. 


.5225, 4899.. 5234 




Seq. No. 


40187 








Seq. ID 


OJ000229 


_22.0323.C25 


Gene No. 


83122 








Strand 






Start 


6961 








End 


•9435 




Name 


OJ000229 22 


. 0323 . 


C25 . ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2830 








End 


5243 




GI 


none 








Score 


166 




Exons 


2830. .2928, 


2831. 


.2932, 


2840. 


.2932, 3818. .4057, 


3819. .4058, 




3822. .4028, 


3824. 


.4057, 


4142. 


.4522, 4144. .4239, 


4145. .4507, 




4291. .4512, 


4611. 


.5225, 


4625. 


.5152, 4905.. 5243 




Seq. No. 


40187 








Seq. ID 


OJ000229 


_22.0323.C25 


Gene No. 


83122 








Strand 






Start 


6961 








End 


9435 




Name 


OJ000229 22 


.0323. 


C25.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2858 








End 


5243 




GI 


none 








Score 


87 




Exons 


2858.. 2908, 


2860. 


.2907, 


2908. 


.2928, 3824. .3862, 


3825. .3863, 




3859.-3879, 


3891. 


.3992, 


3896. 


.3991, 3989. .4042, 


3990. .4043, 




4139. .4522, 


4147. 


.4239, 


4158. 


.4517, 4610. .4672, 


4611. .4673, 




4670. .4858, 


4671. 


.4862, 


4860. 


.4919, 4862. .4918, 


4901. .5152, 




4902. .5225, 


4923. 


.5243 










Seq. No. 


40187 








Seq. ID 


OJ000229 


_22.0323.C25 


Gene No. 


83122 








Strand 






Start 


6961 








End 


9435 




Name 


OJ000229 22 


.0323. 


C25.o3 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


4337 








End 


4522 




GI 


none 








Score*"" 


304 




Exons 


4337..4S22, 


4343. 


.4516, 


4344. 


.4517 






Seq. No. 


40187 








Seq. ID 


OJ000229 


_22.0323.C25 


Gene No. 


83122 








Strand 







40100 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6961 End 

OJ000229_22 . 0323 . C25 . ol . tw Method 

4 654 End 

none Score 



4654. .4701, 4656. .4829, 4658. .5152, 
5331... 5366, 5331.. 5363 



9435 

TBLASTX : Wheat 
5366 
977 

4659. .5225, 4902. .5246, 



40187 Seq. ID 

83122 Strand 

6961 End 

OJ000229_22 . 0323 . C25 . o2 . gp Method 

6760 End 

LIB3431-055-P1-N1-D7 Score 



OJ000229_22.0323.C25 

9435 
AAT/GAP 
8834 
1130 



6760. .7122, 7404. .7448, 7610. .7696, 8727. .8834 

1 38 61104 /emb | CAA15004 | 3.0e-21 (AJ235272) HEMOLYSIN (tlyA) 

[Rickettsia prowazekii] 1 



40187 
83122 
6961 

OJ000229_22.0323.C25.o2.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000229 22.0323.C25 



9435 
AAT/NAP 
9435 
237 



7404.. 7448, 7610. .7696, 8727.. 8855, 8976.. 9132, 



6936 
1731101 
6936. .7122, 
9229. .9435 

HYPOTHETICAL 29.7 KD PROTEIN IN FOLD-AHRC INTERGENIC REGION 
gi 1 7447260 |pir||G69967 hemolysin homolog yqxC - Bacillus 
subtilis gi 11303921 |dbj| BAA12577.il (D84432) YqiF [Bacillus 
subtilis] gi|2634860|emb|CAB14357.1| (Z99116) alternate gene 
name: yqiF; similar to hemolysin-like [Bacillus subtilis] 



40187 
83122 
6961 

OJ000229_22, 

6961 

none 

6961. .7122, 
9229. .9331 



0323.C25.o4.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_22.0323.C25 

9435 
GENSCAN 
9331 
.8 



7404. .7448, 7610. .7696, 8727. .8855, 8976. .9132, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40187 Seq. ID 

83122 Strand 

6961 End 
OJ00022 9_22 . 0323 . C25 . o3 . tm Method 

6974 End 

none Score 

6974. .7114, 6979. .7116, 6997. .7116 



40187 
83122 
6961 

OJ000229_22, 

7398 

none 

7398. .7451, 
8724. .8858, 



OJ000229_22.0323.C25 
9435 

TBLASTX: Maize 

7116 

201 



OJ000229 22.0323.C25 



0323.C25.o2.tm 



7401. .7451, 
8725. .8856, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7595. .7696, 
8727.. 8876, 8970.. 9074, 8975. 



9435 

TBLASTX: Maize 
9074 
78 

7607. .7696, 7638. 



.7712, 
.9073 



40101 






Seq. No. 


40187 








Seq. ID 


OJ000229_22.0323.C25 




Gene No. 


83122 








Strand 






Start 


6961 








End 


9435 




Name 


OJ000229 22 


.0323 


.C25.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


8719 








End 


9348 




GI 


none 








Score 


102 




Exons 


8719. .8859, 


8736 


. .8858, 


8970. 


.9134, 8975. .9073, 9013.. 9081, 






9201. .9326, 


9208 


. .9348, 


9228. 


.9338 






Seq. No. 


40187 








Seq. ID 


OJ000229_22.0323.C25 




Gene No. 


83122 








Strand 






Start 


6961 








End 


9435 




Name 


OJ000229 22 


.0323 


.C25.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


9042 








End 


9338 




GI 


none 








Score 


60 




Exons 


9042. .9134, 


9222 


. .9320, 


9228. 


.9338, 9229.. 9333 




Seq. No. 


40188 








Seq. ID 


OJ000229_22 . 0323 .C27 




Gene No. 


83123 








Strand 


+ 




Start 


3344 








End 


4559 




Name 


OJ000229 22 


.0323 


.C27.ol 


. gs 


Method 


GENS CAN 




Start 


3344 








End 


4559 




GI 


none 








Score 


.84 




Exons 


3344. .3746, 


4462 


. .4559 










Seq. No. 


40188 








Seq. ID 


OJ000229_22.0323.C27 




Gene No. 


83124 








Strand 






Start 


6171 








End 


6299 




Name 


OJ000229 22 


.0323 


.C27.o2 


. gs 


Method 


GENS CAN 


?i 


Start 


6171 








End 


6299 




GI 


none 








Score 


.97 


f ! I 


Exons 


6171. .6299 












= 


Seq. No. 


40189 








Seq. ID 


OJ000229_22.0323.C28 




Gene No. 


83125 








Strand 


+ 




Start 


1989 








End 


4428 


'"-J 


Name 


OJ000229 22 


.0323 


.C28.ol 


. gs 


Method 


GENSCAN 




Start 


1989 








End 


*.-;442'8 




GI 


none 








Score 


.98 


f=3 
~~ 


Exons 


1989. .2553, 


2664 


. .3199, 


3913. 


.4428 






Seq.' No. 


40189 








Seq. ID 


OJ000229_22 . 0323 .C28 




Gene No. 


83125 








Strand 


+ 




Start 


1989 








End 


4428 




Name 


OJ000229 22 


. 0323 


.C28.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2683 








End 


3121 




GI 


none 








Score 


68 




Exons 


2683. .2808, 


2687 


. .2809, 


2864. 


.2989, 2867.. 2995, 3002.. 3118, 






3005. .3121 














Seq. No. 


40190 








Seq. ID 


OJ000229_22.0323.C29 




Gene No. 


83126 








Strand 


+ 




Start 


6923 








End 


7260 




Name 


OJ000229 22 


.0323 


.C29.o2 


.gs 


Method 


GENSCAN 




Start 


6923 








End 


7260 




GI 


none 








Score 


.68 




Exons 


6923.-6998, 


7148 


. .7260 









40102 





Seq. No. 


40190 




Seq. ID 


OJ000229_22.0323.C29 




Gene No. 


83127 




Strand 






Start 


222 




End 


5904 




Name 


OJ000229 22 


.0323.C29.ol.gs 


Method 


GENSCAN 




Start 


222 




End 


5904 




GI 


none 




Score 


.88 




Exons 


222.. 378, 1030.. 1053, 2527.. 


2593, 2689 


..4154, 4244. .5288, 






5479. .5633, 


5747. .5904 








Seq. No. 


40190 




Seq. ID 


OJ000229_22.0323.C29 




Gene No. 


83127 




Strand 






Start 


222 




End 


5904 




Name 


OJ000229 22 


. 0323.C29.ol.np 


Method 


AAT/NAP 




Start 


2702 




End 


5181 




GI 


4063770 




Score 


1355 




Exons 


2702. .4154, 


4244. .5181 








GI Descrip. 


(AB004906) 


transposase [Ipomoea purpurea] 




Seq. No. 


40190 




Seq. ID 


OJ000229_22.0323.C29 




Gene No. 


83127 




Strand 






Start 


222 




End 


5904 




Name 


OJ000229 22 


.0323.C29.o2.tm 


Method 


TBLASTX: Maize 




Start 


2750 




End 


3178 




GI 


none 




Score 


144 


J 

Ft 


Exons 


2750. .3178, 


2774.. 3046, 2823 


. .3155 






Seq. No. 


40190 




Seq. ID 


OJ000229_22.0323.C29 




Gene No. 


83127 




Strand 






Start 


222 




End 


5904 




Name 


OJ000229 22 


.0323.C29.ol.tm 


Method 


TBLASTX: Maize 




Start 


3650 




End 


4054 


y 


GI 


none 




Score 


113 




Exons 


3650. .3742, 


3654.. 3743, 3720 


..4043, 3746. .4054, 3810. .4043 




Seq. No. 


40190 




Seq. ID 


OJ000229_22.0323.C29 




Gene No. 


83127 




Strand 




£3 


Start 


222 




End 


5904 


3 


Name 


OJ000229 22 


.0323.C29.o3.tm 


Method 


TBLASTX: Maize 




Start 


4483 




End 


4953 




GI 


none 




Score 


48 




Exons 


4483. .4545, 


4543.. 4782, 4633 


..4782, 4796. .4891, 4801. .4893, 






4912. .4953, 


4916.. 4951 








Seq. No. 


40191 




Seq. ID 


OJ000229_22.0323.C30 




Gene No. 


83128 




Strand 


+ 




Start 


1 




End 


996 




Name 


OJ000229 22 


.0323.C30.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


996 




GI 


6006359 




Score 


68 




Exons 


1..69, 278. 


.400, 970. .996 








GI Descrip. 


(AP000559) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


40192 




Seq. ID 


OJ000209_18.0313.C2 




Gene No. 


83129 




Strand 


+ 




Start 


1 




End 


3022 




Name 


OJ000209 18 


.0313.C2.ol.np 


Method 


AAT/NAP 



40103 



Start 


1 


End 


2736 




GI 


6692675 


Score 


816 




Exons 


1..127, 775. .872, 965.. 


1002, 1111. .1290, 1338. . 


1566, 1680. 




2140.. 2222, 2355.-2736 








GI Descrip. 


(AC007592) F12K11.2 [Arabidopsis thaliana] 




Seq. No. 


40192 


Seq. ID 


OJ000209 


_18.0313.C2 


Gene No. 


83129 


Strand 


+ 




Start 


1 


End 


3022 




Name 


OJ000209 18.0313.C2.ol. 


gp Method 


AAT/GAP 




Start 


438 


End 


838 




GI 


none 


Score 


745 




Exons 


438. .838 








Seq. No. 


40192 


Seq. ID 


OJ000209 


J.8.0313.C2 


Gene No. 


83129 


Strand 


+ 




Start 


1 


End 


3022 




Name 


OJ000209 18.0313.C2.ol. 


gs Method 


GEN SCAN 




Start 


778 


End 


2739 




GI 


none 


Score 


.9 




Exons 


778. .869, 965. .1002, 1111. .1272, 1657.. 


1847, 2140.. 2222, 




2355.. 2417, 2557.. 2739 








Seq. No. 


40192 


Seq. ID 


OJ000209 


_18.0313.C2 


Gene No. 


83129 


Strand 


+ 




Start 


1 


End 


3022 




Name 


OJ000209 18.0313.C2.o2. 


gp Method 


AAT/GAP 




Start 


1122 


End 


3022 




GI 


4444 1.R1084 


Score 


1889 




Exons 


1122.. 1272, 1362.. 1384, 


1495. .1566, 1680. .1847, 


2140. .2222 




2355.. 2417, 2557.. 3022 








GI Descrip. 


' 1001355/dbj | BAA10842 | 


2.0e-49 (D64006) 


auxin-induced prot 




[Synechocystis sp.]' 








Seq. No. 


40192 


Seq. ID 


OJ000209 


_18.0313.C2 


Gene No. 


83130 


Strand 


+ 




Start 


2953 


End 


7369 




Name 


OJ000209 18.0313.C2.o3. 


np Method 


AAT/NAP 




Start 


2953 


End 


7123 




GI 


6692675 


Score 


1151 




Exons 


2953.. 3012, 3777.. 3959, 


4964. .5058, 5149. .5186, 


5270. .5434 




5478. .5593, 5815. .5919, 


6025. .6192, 6403. .6485, 


6597. .6790 




6905. .7123 








GI Descrip. 


(AC007592) F12K11.2 [Arabidopsis thaliana] 




Seq. No. 


40192 


Seq. ID 


OJ000209 


__18.0313.C2 


Gene No. 


83130 


Strand 


+ 




Start 


2953 


End 


7369 




Name 


OJ000209 18.0313.C2.o2. 


gs Method 


GENSCAN 




Start 


3716 


End 


7126 




GI 


none 


Score 


.76 




Exons 


3716.. 3959, 4964.. 5055, 


5808.. 5883, 6025.. 6192, 


6403. .6659 




6941. .7126 









Seq. No. 
Gene No. 
Start 



40192 
83130 
2953 



Seq. ID OJ000209_18.0313.C2 
Strand + 
End 7369 



40104 



Name OJ000209_18.0313.C2.o3.gp Method AAT/GAP 

Start 3834 End 7369 

GI 10707_1.R1084 Score 2232 

Exons 3834.. 3959, 4964.. 5055, 5149.. 5186, 5270.. 5431, 5517.. 5539, 

5848. .5919, 6025. .6192, 6403. .6485, 6597. .6659, 6941. .7369 

GI Descrip. 1 1001355/dbj | BAA10842 | 5.0e-53 (D64006) auxin-induced protein 
[Synechocystis sp.] 1 



Seq. No. 40192 

Gene No. 83131 

Start 1664 

Name OJ000209_18 . 0313 .C2 . ol . tm 

Start 804 

GI none 
Exons 



Seq. ID OJ000209_18.0313.C2 
Strand 

End 7140 

Method TBLASTX : Maize 

End 6106 

Score 86 



804. .872, 806. .871, 970. .999, 971. .1006, 1099. .1272, 1100. .1273, 
1112. .1273, 1363. .1380, 1497. .1565, 1679. .1759, 1699. .1761, 
4987. .5058, 4989. .5057, 5149. .5190, 5151. .5243, 5267. .5431, 
5268.. 5432, 5307.. 5432, 5515.. 5535, 5518.. 5535, 5850.. 5918, 
6021. .6104, 6056. .6106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40192 
83131 
1664 

OJ000209 

1118 

none 



18.0313.C2.o2.ts 



Seq. ID OJ000209_18.0313.C2 



Strand 
End 

Method 

End 

Score 



7140 

TBLASTX : Soybean 

5547 

186 



1118. .1273, 1130. .1279, 1144. .1311, 1362. .1385, .1363. .1386, 
5277. .5432, 5300. .5431, 5518. .5547 



Seq. No. 40192 

Gene No. 83131 

Start 1664 

Name OJ000209_18 . 0313 . C2 . ol . ts 

Start 1515 

GI none 
Exons 



Seq. ID OJ000209_18.0313.C2 
Strand 

End 7140 

Method TBLASTX : Soybean 

End 7126 

Score 70 



1515. .1565,- 1679. .1849, 1701. .1874, 1714. .1851, 2138. .2224, 

2139. .2225, 2352. .2420, 2554. .2715, 2556. .2708, 5868. .5918, 

6021.. 6200, 6056.. 6193, 6393.. 6518, 6401.. 6511, 6594.. 6707, 

6938.. 7126, 6949.. 7122 



Seq. No. 40192 

Gene No. 83131 

Start . 1664 

Name OJ000209_18 . 0313 .C2 . o2 . np 

Start 1664 

GI 7340860 

Exons 1664.. 1819, 
GI Descrip. 



3213.. 3330, 4416. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4473 



OJ000209_18.0313.C2 

7140 
AAT/NAP 
4473 
63 



(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40192 
83131 
1664 

OJ000209 

2136 

none 



18.0313.C2.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209__18.0313.C2 
7140 

TBLASTX: Maize 

6662 

126 



2136. .2234, 2138. .2224, 2351. .2422, 2352. .2423, 2353.-2424, 



40105 






6399. . 6512, 


6401. 


. 6487, 


6585 


..6662, 6585.. 6662 


Seq. No. 


40192 








Seq. ID 


OJ000209_18.0313.C2 


Gene No. 


83131 








Strand 




Start 


1664 








End 


7140 


Name 


OJ000209 18 


.0313. 


C2.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


2589 








End 


7140 


GI 


none 








Score 


151 


Exons 


2589. .2705, 


2596. 


.2715, 


6973 


..7140, 6980.. 7132 


Seq. No. 


40192 








Seq. ID 


OJ000209_18.0313.C2 


Gene No. 


83131 








Strand 




Start 


1664 








End 


7140 


Name 


OJ000209 18 


.0313. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3716 








End 


3979 


GI 


none 








Score 


52 


Exons 


3716. .3766, 


3726. 


.3767, 


3848 


..3979, 3892.. 3978 


Seq. No. 


40193 








Seq. ID 


OJ000209_18.0313.C3 


Gene No. 


83132 








Strand 


+ 


Start 


1823 








End 


2298 


Name 


OJ000209 18 


.0313. 


C3.ol. 


CIS 


Method 


GENS CAN 


Start 


1823 








End 


2298 


GI 


none 








Score 


.54 


Exons 


1823. .2053, 


2130. 


.2298 








Seq. No. 


40194 








Seq. ID 


OJ000209_18.0313.C4 


Gene No. 


83133 








Strand 


+ 


Start 


1 








End 


8368 - 


Name 


OJ000209 18 


.0313. 


C4.ol. 


np 


Method 


AAT/NAP 


Start 


1 ~~ 








End 


8368 


GI 


7529749 








Score 


157 


Exons 


1..275, 348 


. .419, 


522. . 


587, 


708. .773, 


939. .1091, 8110. .8368 


GI Descrip. 


(AL163527) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


40194 








Seq. ID 


OJ000209_18.0313.C4 


Gene No. 


83133 








Strand 


+ 


Start 


1- ■ 








End 


8368 


Name 


OJ000209 18 


.0313. 


C4.ol. 


gs 


Method 


GEN SCAN 


Start 


74 








End 


1371 


GI 


none 








Score 


.68 


Exons 


74. .419, 522. .587 


, 882. 


.1181 


, 1264.. 1371 


Seq. No. 


40194 








Seq. ID 


OJ000209_18.0313.C4 


Gene No. 


83133 








Strand 


+ 


Start 


1 








End 


8368 


Name 


OJ000209 18 


.0313. 


C4.o2. 


gs 


Method 


GENSCAN 


Start 


4666 








End 


7827 


GI 


none 








Score 


.56 


Exons 


4666. .4895, 


5022. 


.5232, 


5371 


..5501, 6998.. 7057, 7095.. 7177, 




7748. .7827 












Seq. No. 


40194 








Seq. ID 


OJ000209_18.0313.C4 


Gene No. 


83134 








Strand 




Start 


9981 








End 


10067 


Name 


OJ000209 18 


.0313. 


C4.ol. 


gp 


Method 


AAT/GAP 


Start 


9981 








End 


10067 



40106 



\ 

GI LIB3477-003-P1-K1-E9 Score 104 

Exons 9981.. 10067 

GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 40194 

Gene No. 83135 

Start 10982 

Name . OJ000209JL8 . 0313 . C4 . ol . tc 

Start 377 

GI none 
Exons 



Seq. ID OJ000209_18.0313.C4 
Strand 

End 11505 

Method TBLASTX : Cress 

End 764 

Score 36 



377. .418, 381. .425, 396. .425, 514. .588, 516. .587, 519. .596, 
681. .764, 707. .760 



Seq. No. 40194 

Gene No. 83135 

Start 10982 

Name OJ000209JL8 . 0313 . C4 . ol . ts 

Start 396 

GI none 
Exons 



Seq. ID OJ000209_18.0313.C4 

Strand - • 

End 11505 

Method TBLASTX : Soybean 

End 1076 

Score 43 



396. .425, 519. .587, 531. .587, 687. .776, 710. .769, 864. .962, 
873.-956, 875. .958, 1044. .1076 





Seq. No. 


40194 


Seq. ID 


OJ00.0209_18.0313 


.C4 


3 


Gene No. 


83135 


Strand 






?% 


Start 


10982 


End 


11505 






Name 


OJ000209 18.0313.C4.ol.tm 


Method 


TBLASTX: Maize 






Start 


567 


End 


1082 






GI 


none 


Score 


42 






Exons 


567. .587, 702. .776, 705. .803, 


864. .989 


, 875. .985, 1026. 


.1082, 






1026. .1082 










Seq. No. 


40194 


Seq. ID 


OJ000209_18.0313 


.C4 




Gene No. 


83135 


Strand 






. 3 


Start 


10982 


End 


11505 






Name 


OJ000209 18.0313.C4.o4.gs 


Method 


GENSCAN 






Start 


10982 


End 


11505' 




:=j 
=? 


GI 


none 


Score 


.98 






Exons 


10982. .11135, 11366.. 11505 










Seq. No. 


40195 


Seq. ID 


OJ000209_18.0313 


.C5 




Gene No. 


83136 


Strand 








Start 


1213 


End 


1822 






Name 


OJ000209 18.0313.C5.ol.gs 


Method 


GENSCAN 






Start 


1213 


End 


1781 






GI 


none 


Score 


.61 






Exons 


1213.. "1333, 1711.. 1781 










Seq. No. 


40195 


Seq. ID 


OJ000209_18.0313 


.C5 




Gene No. 


83136 


Strand 








Start 


1213 


End 


1822 






Name 


OJ000209 18.0313.C5.ol.gp 


Method 


AAT/GAP . 






Start 


1321 


End 


1822 






GI 


none 


Score 


346 






Exons 


1321. .1419, 1711. .1822 









40107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40195 Seq. ID 

83137 Strand 

3127 End 

OJ000209_18 . 0313 .C5.ol.np Method 

3127 End 

1168863 Score 

3127.. 3393, 4308.. 4557 



OJ000209_18.0313.C5 

7094 
AAT/NAP 
4557 
334 



CADMIUM INDUCED PROTEIN 
cadmium-induced protein 
gi | 534 902 | emb | CAA85363 . 
[Arabidopsis thaliana] 
cadmium- induced protein 
gi I 7268702 | emb | CAB78909 
[Arabidopsis thaliana] 



AS 8 gi|629507|pir| IS47247 
F13C5.230 - Arabidopsis thaliana 
1| (Z36896) cadmium induced protein 
gi (2832634 | emb | CAA16763 ■ 1| (AL021711) 
[Arabidopsis thaliana] 
1| (AL161550) cadmium-induced protein 



40195 
83137 
3127 

OJ000209_18 . 0313. C5 . o2 . tm 

3319 

none 

3319. .3402, 
4304. .4369, 



3321.. 3404, 3324. 
4439.. 4522, 4491. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3404, 3325 
.4523, 4492 



OJ000209 18. 0313. C5 



7094 

TBLASTX: Maize 
4560 
69 

3405, 4303.. 4422, 
4551, 4492. .4560 



Seq. No. 7 40195 

Gene No. 83137 

Start 3127 

Name OJ000209_18 . 0313.C5 . o2 . gs 

Start 4268 

GI none 

Exons 4268.-4636, 4685.. 4836, 4913. 

6419.. 6580, 6695.. 6919, 6995. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5042, 5853 
.7093 



OJ000209 18. 0313. C5 



7094 
GENSCAN 
7093 
.78 

6049, 6129.. 6318, 



Seq. No. 40195 

Gene No. 83137 

Start 3127 

Name OJ000209_18 . 0313 .C5.ol.tm 

Start 5884 

GI none 
Exons 



Seq. ID OJ000209_18.0313.C5 
Strand 

End 7094 

Method TBLASTX : Mai ze 

End 7094 

Score 181 



5884. .5937, 6050. .6127, 6407. .6580, 6417. .6581, 6684. .6920, 
6692.. 6928, 6963.. 7094, 6995.. 7093 



Seq.. No- 


40195 


Seq. ID 


OJ000209JL8.0313 


.C5 


Gene No. 


83137 


Strand 






Start 


3127 


End 


7094 




Name 


OJ000209 18 


. 0313 .C5.o2.np Method 


AAT/NAP 




Start 


5923 


End 


7093 




GI 


3775995 


Score 


611 




Exons 


5923. .6318, 


6419.. 6580, 6695.. 6919, 6995.. 7093 




GI Descrip. 


(AJ010461) 


RNA helicase [Arabidopsis ' 


thaliana] 




Seq. No. 


40195 


Seq. ID 


OJ000209JL8.0313 


.C5 


Gene No. 


83137 


Strand 






Start 


3127 


End 


7094 




Name 


OJ000209 18 


. 0313 .C5.ol.tc Method 


TBLASTX: Cress 




Start 


6407 


End 


7094 




GI 


none 


Score 


140 





40108 




Exons 


6407.. 6580, 6417.. 6581, 6690. 


.6920, 6692.. 6943, 6963.. 7094 




6995.. 7093 






Seq. No. 


40195 


Seq. ID 


OJ000209_18.0313.C5 


Gene No. 


83137 


Strand 




Start 


31Z I 


End 


7094 


Name 


OJ000209 18.0313.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


6407 


End 


7094 


GI 


none 


Score 


55 


Exons 


6407.. 6577, 6407.. 6580, 6417. 


.6581, 6690.. 6920, 6691.. 6921 




6692.. 6928, 6692.. 6940, 6963. 


.7094, 6998.. 7093 


Seq. No. 


40195 


Seq. ID 


ujuuuzuy io.Uj1j.ld 


Gene No. 


O T 1 O T 

o 313 1 


Strand 




Start 


3127 


End 


*7 n Q A 

1 u y4 


Name 


OJ000209 18.0313.C5.ol.tw 


Method 


TBLASTX : Wneat 


Start 


6416 


End 


DO JO 


GI 


none 


Score 


C A 


Exons 


6416. .6580, 6687. .6815, 6692. 


.6838 




Seq. No. 


40196 


Seq. ID 


OJ000209_18.0313.C6 


Gene No. 


O "3 1 o o 

y 31 Jo 


Strand 


+ 


Start 


2835 


End 


3278 


Name 


OJ000209 18.-Q313.C6.ol.gs 


Method 


GEN SCAN 


Start 


2835 


End 


3278 


GI 


none 


Score 


.99 


Exons 


2835. .3278 






Seq. No. 


40196 


Seq. ID 


OJ000209_18.0313.C6 


Gene No. 


83139 


Strand 


+ 


Start 


5982 


End 


9158 


Name 


OJ000209 18.0313.C6.o2.np 


Method 


AAT/NAP 


Start 


5982 


End 


9158 


\jl 


7486309 


Score 


230 


Exons 


5982.. 6025, 8782.. 9158 






GI Descrip. 


hypothetical protein F28M11.120 - Arabidopsis thaliana 




gi I 4538984 |emb| CAB39772.il (AL049487) putative protein 




[Arabidopsis thaliana] gi | 7267716 1 emb | CAB78143 . 1 1 (AL16151 




putative protein [Arabidopsis 


thaliana] 




Seq. No. 


40196 


Seq. ID 


OJ000209_18.0313.C6 


Gene No. 


83140 


Strand 


+ 


btart . 


9145 


End 


10623 


Name 


OJ000209 18.0313.C6.o3.np 


Method 


AAT/NAP 


Start 


9145 


End 


10623 


GI 


7340909 


Score 


142 


Exons 


9145. .9224, 10440. .10623 






GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


40196 


Seq. ID 


OJ000209_18.0313.C6 


Gene No. 


83140 


Strand 


+ 


Start 


9145 


End 


10623 


Name 


OJ000209 18.0313.C6.o3.gs 


Method 


GEN SCAN 


Start 


9530 


End 


9966 


GI 


none 


Score 


.77 


Exons 


9530.. 9707, 9899.. 9966 







40109 



Seq. ID OJ000209_18.0313.C6 
Strand 

End 3058 

Method AAT/NAP 

End 3058 

Score 288 



Seq. No. 40196 
Gene No. 83141 
Start . 1 

Name OJ000209_18.0313.C6.ol.np 
Start 1 
GI 7488180 
Exons 1..193, 267.. 398, 2955.. 3058 

GI Descrip. probable RNA helicase F21E10.1 - Arabidopsis thaliana (fragment) 
gi| 3047077 | gb I AAC13590.il (AF058.914) contains similarity to the 
conserved C-terminal domain of helicases (Pfam: helicase_C . hmm, 
score: 90.11), similar to DEAD-box helicases [Arabidopsis 
thaliana] 



Seq. No. 


40196 








Seq. ID 


OJ000209_18.0313.C6 


Gene No. 


83142 








Strand 




Start 


4400 








End 


8214 


Name 


OJ000209 18 


.0313. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2 








End 


3038 


GI 


none 








Score 


71 


Exons 


2. .91, 3. .80, 92. 


.181, 


93. .176, 294.. 


401, 304. .399, 2934.. 


Seq. No. 


40196 








Seq. ID 


OJ000209_18.0313.C6 


Gene No. 


831.42. 








Strand 




Start 


4 400 








End 


8214 


Name 


OJ000209 18 


.0313. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2 








End 


3044 


GI 


none 








Score 


163 


Exons 


2. .181, 3.. 


185, 274.. 402, 275 


..403, 276. .401, 278. .409, 




2932. .3018, 


2943. 


.3044 








Seq. No. 


40196 








Seq. ID 


OJ000209_18.0313.C6 


Gene No . 


83142 








Strand 




Start 


4400 








End 


8214 


Name 


OJ000209 18 


.0313. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


92 








End 


3047 


GI 


none 








Score 


90 


Exons 


92.. 181, 93 


. .176, 


273. . 


401, 307.. 399, 


2934-. .3047 


Seq. No. 


40196 








Seq. ID 


OJ000209_18.0313.C6 


Gene No. 


83142 








Strand 




Start 


4400 








End 


8214 


Name 


OJ000209. 18 


.0313. 


C6.o2. 


gs 


Method 


GENSCAN 


Start . . .. 


4400 








End 


8214 


GI 


none 








Score 


.56 


Exons 


4400. .4694, 


5563. 


.6227, 


6765. 


.6908, 7424..74S4, 7936. .8049 




8111. .8214 












Seq. No. 


40197 








Seq. ID 


OJ000209_18.0313.C7 


Gene No. 


83143 








Strand 


+ 


Start 


4429 








End 


5358 


Name 


OJ000209 18 


.0313. 


C7.o2. 


gs 


Method 


GENSCAN 


Start 


4429 






End 


5358 


GI 


none 








Score 


.68 


Exons 


4429. .4657, 


4905. 


.5197, 


5239. 


.5358 




Seq. No. 


40197 








Seq. ID 


OJ000209_18.0313.C7 


Gene No. 


83144 








Strand 





40110 




Start 


1 




End 


196 




Name 


OJ000209 18.0313.C7.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


196 




GI 


6587834 




Score 


84 




Exons 


1..196 










GI Descrip. 


(AC006551) Similar to LeOPTl 


[Lycopersicon esculentum] 




[Arabidopsis thaliana] 










Seq. "No. 


40197 




Seq. ID 


OJ000209 18 


.0313. C7 


Gene No. 


83144 




Strand 






Start 


1 




End 


196 




Name 


OJ000209 18.0313.C7.ol. 


as 


Method 


GENSCAN 




Start 


29 ~ 




End 


178 




GI 


none 




Score 


.75 




Exons 


29. .178 










Seq. No. 


40197 




Seq. ID 


OJ000209_18 


.0313. C7 


Gene No. 


83145 




Strand 






Start 


4020 




End 


4087 




Name 


OJ000209 18 . 0313 . C7 .ol . 


gp 


Method 


AAT/GAP 




Start 


4020 ~~ 




End 


4087 




GI 


LIB3477-003-P1-K1-E9 




Score 


95 




Exons 


4020. .4087 










GI Descrip. 


'2498586/sp|Q40638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECDRSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 


1 [Oryza 




q a f -j \tzi 1 1 
o a. l. x v a. j 










Sea. No. 


40197 




Seq. ID 


OJ000209_18 


.0313. C7 


Gene No. 


83146 




Strand 






Start 


6652 




End 


8093 




Name 


OJ000209 18.0313.C7.o3. 


gs 


Method 


GENSCAN 




Start 


6652 




End 


8093 




GI 


none 




Score 


.59 




Exons 


6652. .6670, 6710. .6800, 


7350. 


.7426, 7628.. 7696, 7758. .7792, 




7857 . . 8093 










Seq. No. 


40197 




Seq. ID 


OJ000209_18 


.0313. C7 


Gene No. 


83147 




Strand 






Start 


9887 




End 


10459 




Name 


OJ000209 18.0313.C7.o4. 


gs 


Method 


GENSCAN 




Start 


9887 




End 


10459 




GI 


none 




Score 


.92 




Exons 


9887 . . 10459 










Seq. No. 


40198 




Seq. ID 


OJ000209_18 


.0313. C8 


Gene No. 


83148 




Strand 


+ 




Start 


1040 




End 


1134 




Name 


OJ000209 18.0313.C8.ol. 


gs 


Method 


GENSCAN 




Start 


1040 




End 


1134 




GI 


none 




Score 


.86 




Exons 


1040. .1134 










Seq. No. 


-40198 




Seq. ID 


OJ000209_18 


.0313. C8 


Gene No. 


83149 




Strand 


+ 




Start 


3443 




End 


5101 




Name 


OJ000209 18.0313.C8.ol. 


np 


Method 


AAT/NAP 




Start 


3443 




End 


5101 





40111 



GI 6069646 Score 668 

Exons 3443.. 3635, 4116.. 5101 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


40198 




Seq. ID 


OJ000209_18.0313 


.C8 


Gene No. 


83150 




Strand 


+ 




Start 


7803 




End 


9815 




Name 


OJ000209 18.0313.C8.o3. 


gs 


Method 


GEN SCAN 




Start 


7803 




End 


9815 




GI 


none 




Score 


.89- 




Exons 


7803. .8309, 8323. .8775, 


9019 


. .9081, 917 6. .9453, 9662. .9815 


Seq. No. 


40198 




Seq. ID 


OJ000209_18.0313 


.C8 


Gene No. 


83150 




Strand 


+ 




Start 


7803 




End 


9815 




Name 


OJ000209 18.0313.C8.o2. 


np 


Method 


. AAT/NAP 




Start 


7830 




End 


9475 




GI 


7486343 




Score 


669 




Exons' 


7830. .8276, 8323.-8775, 


8995 


..9107, 9193. .9475 




GI Descrip. 


hypothetical protein F28P10. 


70 - Arabidopsis thaliana 






gi| 4678298 |emb|CAB4 1089 


.11 (AL049655) 


putative protein 






[Arabidopsis thaliana] 










Seq. No. 


40198 




Seq. ID 


OJ000209_18.0313 


.G8 


Gene No. 


83150 




Strand 


+ 




Start 


7803 




End 


9815 




Name 


OJ000209 18.0313.C8.ol. 


gp 


Method 


AAT/GAP 




Start 


9340 




End 


9613 




GI 


3763253 




Score 


494 




Exons 


9340.. 9613 











Seq. No. 


40198 








Seq. ID 


OJ000209_18.0313.C8 


Gene No. 


83151 








Strand 




Start 


3395 








End " 


5902 


Name 


OJ000209 18 


.0313. 


C8.o2. 


gs 


Method 


GEN SCAN 


Start 


3395 








End 


5902 


GI 


none 








Score 


.5 


Exons 


3395. .3748, 


3791. 


.3935, 


4044. 


.4113, 4281. .4313, 4588. .4702 




5900. .5902 












Seq. No. 


40198 








Seq. ID 


OJ000209_18.0313.C8 


Gene No. 


83152 








Strand 




Start 


10027 








End 


23672 


Name 


OJ000209 18 


.0313. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3446 








End 


4069 


GI 


none 








Score 


379 


Exons 


3446. .3871, 


3550. 


.3867, 


4013. 


.4069 




Seq. No. 


40198 








Seq. ID 


OJ000209_18.0313.C8 


Gene No. 


83152 








Strand 




Start 


10027 








End 


23672 


Name 


OJ000209 18 


.0313. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3509 








End 


3969 



40112 





GI 


none 




Score 


170 




Exons 


3509. . 3805, 


3550.. 3699, 3916 


. .3969 






Seq. No. 


40198 




Seq. ID 


OJ000209_18 . 0313. C8 




Gene No. 


83152 




Strand 






Start 


10027 




End 


23672 




Name 


OJ000209_18. 


0313.C8.o3.tm 


Method 


TBLASTX: Maize 




Start 


4513 




End 


15897 




GI 


none 




Score 


76 




Exons 


4513. .4617, 


4629. .4754, 4630 


..4740, 4739. .4870, 4745.-4843 






4906. .4974, 


4933. .4998, 15549 .. 15602, 


15632. .15703, 15781. 




Seq. No. 


40198 




Seq. ID 


OJ000209_18.0313.C8 




Gene No. 


83152 




Strand 






Start 


10027 




End 


23672 




Name 


OJ000209_18 . 


0313.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8344 




End 


8708 




GI 


none 




Score 


210 




Exons 


8344 . .8505, 


8344. .8394, 8412 


..8504, 8494. .8700, 8520. .8708 




Seq. No. 


40198 




Seq. ID 


OJ000209_18.0313.C8 




Gene No. 


83152 




Strand 






Start 


10027 




End 


23672 




" Name 


OJ000209_18. 


0313.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


8454 




End 


8724 




GI 


none 




Score 


204 




Exons 


8454. .8693, 


8455. .8724 






! § 

2 


Seq. No. 


40198 




Seq. ID 


OJ000209_18.0313.C8 


=? 


Gene No. 


83152 




Strand 




y 


Start 


10027 




End 


23672 


3 


Name 


OJ000209 18. 


0313.C8 .o4 .gs 


Method 


GENS CAN 




Start 


10027 




End 


23561 




GI 


none 




Score 


.47 




Exons 


10027. .10282 


, 10793. .12105, 


12301. .12375, 12804. .12904, 






16853. .16894 


, 17035. .17208, 


17840. .18120, 19406. .19511, 






19959. .20132, 20196 .. 20372, 


20438. .20759, 20913 .. 20992, 






21124. .21278 


, 21354. .21427, 


21725. .21753, 21974.. 23561 




Seq. No. 


40198 




Seq. ID 


OJ000209_18.0313.C8 




Gene No. 


83152 




Strand 






Start 


10027 




End 


23672 




Name 


OJ000209 18. 


0313.C8.o5.np 


Method 


AAT/NAP 




Start 


20805 




End 


23672 




GI 


7228442 




Score 


1909 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20805. .20862, 21986.. 23672 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



40198 Seq. ID 

83152 Strand 

10027 End 

OJ000209_18 . 0313 . C8 . o3 . tw Method 

21005 End 

none Score 



OJ000209_18.0313.C8 
23672 

TBLASTX: Wheat 

21187 

100 



21005. .21124, 21006. .21125, 21123 .. 21173, 21134 .. 21187 . . 



40113 



Seq. No. 40198 Seq. ID 

Gene No. 83152 Strand 

Start 10027 End 

Name OJ000209_18 . 0313 -C8.ol.tw Method 

Start 22929 End 

GI none Score 
Exons 



OJ000209_18.0313.C8 
23672 

TBLASTX: Wheat 

23304 

62 



22929. .23093, 22940 .. 23080, 23035 .. 23094 , 23127 23303, 
23152.. 23304 



Seq. No. 40198 Seq. ID 

Gene No. 83152 Strand 

Start 10027 End 

Name OJ000209_18 . 0313 . C8 . o2 . tm Method 

Start 23122 End 

GI none Score 

Exons 23122. .23595, 23133.. 23600 



OJ000209_18.0313.C8 
23672 

TBLASTX: Maize 

23600 

215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40199. Seq. ID 

83153 Strand 

1609 End 

OJ000209_18 . 0313 . C9 . o2 . gs Method 

1609 End 

none Score 



OJ000209_18.0313.C9 
+ 

2479 
GENSCAN 
2479 
.85 



1609. .1737, 1772. .1881, 1886. .1907, 2399. .2479 



40199 
83154 
6113 

OJ000209_18 . 0313 . C9 . o3 . gs 

6113 

none 



Seq. ID OJ000209_18.0313.C9 

Strand + 

End 7158 

Method GENSCAN 

End 7158 

Score .49 



6113.. 6156, 6394.. 6653, 6992.. 7158 



Seq. No. 40199 Seq. ID OJ000209_18 . 0313 . C9 

Gene No. 83155 Strand 

Start 1 End 836 

Name OJ000209_18 . 0313 . C9 . ol .np Method AAT/NAP 

Start 1 End ' 836 

GI 7228442 Score 742 

Exons 1. .836 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 


40199 












Seq. ID 


OJ000209 


Gene No. 


83155 












Strand 




Start 


1 












End 


836 


Name 


OJ000209 


18. 


.0313 


.C9. 


ol 


. gs 


Method 


GENSCAN 


Start 


49 












End 


836 


GI 


none 












Score 


.69 


Exons 


49. .836 
















Seq. No. 


40199 












Seq. ID 


OJ000209 


Gene No. 


83156 












Strand 




Start 


7212 












End 


10546 


Name 


OJ000209 


18. 


,0313 


.C9. 


o2 


.np 


Method 


AAT/NAP 



40114 




Start 


7212 


End 


8367 






GI 


7523486 


Score 


367 






Exons 


7212. .7325, 8057. .8222, 


8269. .8367 








GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


40199 


Seq. ID 


OJ000209_18. 


0313 


.C9 




83156 


Strand 








Start 


7212 


End 


10546 






Name 


OJ000209 18.0313.C9.o4. 


gs Method 


GENSCAN 






Start 


8230 


End ■ 


10546 






GI 


none 


Score 


.7 






Exons 


8230.. 8348, 8617.. 8708, 


9898..9998, 10462. .10546 






Seq. No. 


40200 


Seq. ID 


OJ000209JL8. 


0313 


.C10 


Gene No. 


83157 


Strand 


+ 






Start 


508 


End 


931 






Name 


OJ000209 18. 0313. C10. ol 


.gs Method 


GENSCAN 






Start 


508 


End 


931 






GI 


none . 


Score 


.92 






Exons 


508. .649, 909. .931 











Seq. No. 40200 Seq. ID 

Gene No. 83158 Strand 

Start ' '2301 - , End 

Name OJ000209_18 . 0313 .C10 . o3 . gs Method 

Start 2301 End 

GI none Score 

Exons 2301.. 2819 



OJ000209_18. 0313. C10 

+ • 

2819 

GENSCAN 

2819 

.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40200 
83158 
2301 

OJ000209_18. 0313. C10 
2334 

1432083 . 
2334.. 2813 
(U60981) homolog to 
kinetochore protein 
gi I 3068807 |gb|AAC144 
thaliana] gi 13719209 
thaliana] gi | 6721107 
T4012 . 15 [Arabidopsi 



o2 . np 



Seq. ID OJ000209_18. 0313. C10 

Strand + 

End 2819 

Method AAT/NAP 

End 2813 

Score 442 



Skplp, an evolutionarily conserved 
in budding yeast [Arabidopsis thaliana] 
44.1| (AF059294) Skpl homolog [Arabidopsis 
I gb IAAC63109.il (U97020) UIP1 [Arabidopsis 
| gb | AAF267 61 . 1 | AC007396_10 (AC007396) 
s thaliana] 



Seq. No. 


40200 








Seq. ID 


OJ000209_ 


18. 


0313 


.C10 


Gene No. 


83159 








Strand 


+ 








Start 


4257 








End 


5047 








Name 


OJ000209 18 


.0313 


.C10.O4 


. gs 


Method 


GENSCAN 








Start 


4257 








End 


5047 








GI 


none 








Score 


.94 








Exons 


4257. .4472, 


4580 


..5047 














Seq. No. 


40200 








Seq. ID 


OJ000209_ 


18. 


0313 


.C10 


Gene No. 


83160 








Strand- . 


+ 








Start 


6431 








End 


7115 








Name 


OJ000209 18 


.0313 


.CIO.06 


. gs 


Method 


GENSCAN 








Start 


6431 








End 


7115 








GI 


none 








Score 


.65 









40115 ' 




Exons 


6431 . . 6555, 


*7 A A A 

7022 


. . /llo 










Seq. No. 


a n 0 ft ft 

40200 








Seq. ID 


/"\ Tft ft ft ft ft ft 

OJ000209 


10 nolo /^ift 
_lo . 0313 . CIO 


Gene No. 


83161 








Strand 






Start 


1287 








End 


1760 




Name 


OJ000209 io 


ft O 1 "3 

. 0313 


. C1U . Oz 


. gs 


Method 


GENS CAN 




Start 


1 O O *7 

128 / 








End 


1 *7 C ft 

1 / oU 




GI 


none 








Score 


1 




Exons 


1 "7 ^ ft 

12o 7 . .1/60 














Seq. No. 


a ft 0 ft ft 

40200 








■■ 

Seq. ID 


r\ Tft ft ft O ft ft 

OJ000209 


lo . U313 . CIO 


Gene No. 


0*)1 

83161 








Strand 






Start 


1287 








End 


1760 




Name 


OJ000209JL8 


.0313 


.ClO.ol 


.np 


Method 


AAT/NAP 




Start 


"1 A ft ft 

1290 








End 


1 / Jo 




GI 


a ft c m i r\ 

4 959710 








Score 


A ft A 

424 




Exons 


1 ft ft ft 1 *7 O C 

1290 . . 1736 














GI Descrip. 


(AF135596) 


Skpl 


[Medicago sativa] 






Seq. No. 


x ft 0 ft ft 
40200 * 








Seq. ID 


r\ Tft ft ft ft ft O 


lo . U313 . CIO 


Gene No. 


83162 








Strand 






Start 


5207 








End 


5626 




Name 


r\ Tft ft ft O ft ft 10 

OJ000209 lo 


ft 0 1 0 
. 0313 


. C10.o5 


.gs 


Method 


GENS CAN 




Start 


5207 








End 


5626 




GI 


none 








Score 


. 57 




Exons 


5207 . . 5283, 


5428 


. .5626 










Seq. No. 


40200 








Seq. ID 


OJ000209 


18 . 0313 . C10 


Gene No. 


83163 








Strand 






Start 


6090 








End 


6558 




Name 


OJ000209 18 


.0313 


.ClO.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1281 








End 


2916 




GI 


none 








Score 


47 




Exons 


1281 . . 1331, 


1291 


. .1332, 


1320. 


.1490, 1321.. 1461, 


1CC>i 1 T ft vl 

. 1554 . . 1724 , 




1CCC 1 T A C 

1555 . . 1725, 


2343 


. .2576, 


2348. 


.2545, 2610.. 2813, 


A A A OOlft 

2633 . . 2ol2, 




A A JI A A A 1 /" 

2848 . .2916 














Seq. No. 


40200 








Seq. ID 


OJ000209 


IO A A 1 O /-i 1 ft 

lo . 0313 . C10 


Gene No. 


83163 








Strand 






Start 


C ft ft ft 

6090 








End 


6558 




Name 


OJ000209 18 


.0313 


.ClO.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1284 








End 


2813 




GI 


none 








Score 


47 




Exons 


1 2 0 4,. .1331, 


1 0 ft 1 
1291 


. .1332, 


1320. 


.1496, 1321.. 1491, 


1 C C A 1 /C7 A 

1do4 . . Id /y , 




1555 . . 1680, 


ft 1 A A 

2343 


. .2402, 


2348. 


.2401, 2381.. 2539, 


0000 ft C 1 ft 

23o2 . . 2oly , 




2610 . . 2813, 


2624 


. .2812 










Seq. No. 


40200 








Seq. ID 


OJ000209 


lo . 0313 . C10 


Gene No. 


83163 








Strand 






Start 


6090 








End 


6558 




Name 


OJ000209_18 


.0313 


.ClO.ol 


.tm 


Method 


TBLASTX: 1 


Maize 


OLai L 


1 °ft7 








End 


2813 




GI 


none 








Score 


52 




Exons 


1287. .1331, 


1291 


. .1332, 


1320. 


.1496, 1321.. 1491, 


1515. .1724, 




1555. .1728, 


2331 


. .2570, 


2345. 


.2557, 2610.. 2813, 


2612. .2812 


Seq. No. 


40200 








Seq. ID 


OJ000209 


_18.0313.C10 



40116 



Gene No. 83163 Strand 

Start 6090 End 6558 

Name OJ000209_18. 0313. CIO. o3.np Method . AAT/NAP 

Start 6090 End 6558 

GI 7340884 Score 98 

Exons 6090.. 6155, 6405.. 6558 

GI Descrip. (AP001551) Similar to Antirrhinum ma jus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40201 Seq. ID 

83164 Strand 

57 End 
OJ000209_18 . 0313 . Cll . ol . gs Method 

57 End 

none Score 

57. .117, 253. .529, 557. .630, 713. .840 



OJ000209_18. 0313. Cll 
+ 

840 

GENSCAN 

840 

.88 



Seq. No. 


40201 








Seq. ID 


OJ000209_18. 0313. Cll 


Gene No. 


83165 








Strand 




Start 


4249 








End 


4732 


Name 


OJ000209 18 


.0313. 


Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3071 








End 


3501 


GI 


none 








Score 


294 


Exons 


3071. .3412, 


3086. 


.3412, 


3258. 


.3422, 3412. .3501, 3416. .3496 


Seq. No. 


40201 








Seq. ID 


OJ000209JL8. 0313. Cll 


Gene No. 


83165 








Strand 




Start 


4249 








End 


4732 


Name 


OJ000209 18 


.0313. 


Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3122 








End 


3397 


GI 


none 








Score 


227 


Exons 


3122. .3397, 


3150. 


.3278, 


3151. 


.3297, 3161.. 3352 



Seq. No. 40201 Seq. ID 

Gene No. 83165 Strand 

Start 4249 End 

Name OJ000209_18. 0313. Cll. o2.gs Method 

Start 4249 End 

GI none Score 

Exons 4249.. 4305, 4621.. 4732 



OJ000209_18. 0313. Cll 

4732 
GENSCAN 
4732 
.62 



Seq. No. 40202 Seq. ID OJ000209 18.0313.C12 

Gene No. 83166 Strand 

Start 1 End 

Name 0 J000209_18 . 0313 . C12 . ol . np Method 

Start 1 End 

GI 7267526 Score 

Exons 1..430, 494.. 577, 9891.. 9925 

GI Descrip. (AL161513) putative protein [Arabidopsis thaliana] 

gi|7321072|emb|CAB82119.1| (AL161813) putative protein 
[Arabidopsis thaliana] 



OJ000209_18. 
+ 

9925 
AAT/NAP 
9925 
186 



Seq. No. 40202 Seq. ID 

Gene No. 83167 Strand 

Start 4162 End 

Name OJ000209_18 . 0313 . C12 . o2 . tm Method 

Start 2 End 



OJ000209_18.0313.C12 
9854 

TBLASTX: Maize 
9776 



40117 



GI 


none 




- Score 


39 


Exons 


2. .46, 67. .243, 9526. .9612, 


9535. .9600, 


9612.. 9776, 9679.. 975 


Seq. No. 


40202 




Seq. ID 


OJ000209 18.0313.C12 


Gene No. 


83167 




Strand 


- 


Start 


A 1 C 1 

4162 




End 


9854 


Name 


OJ000209_18 .0313.C12.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7 




End 


9854 


GI 


none 




Score 


126 


Exons 


7. .87, 63. .191, 67. .219, 


223 


..393, 288. 


.380, 9340. .9489, 




9541. .9615, 9609. .9740, 


9810 


. .9854 




Seq. No. 


40202 




Seq. ID 


OJ000209 18.0313.C12 


Gene No. 


83167 




Strand 


- 


Start 


4162 




End 


9854 


Name 


r\ T A a a o a a TO A O 1 "O pi o o 

OJ000209 18 . 0313 . C12 . OZ . 


tw 


Method 


TBLASTX: Wheat 


Start 


70 




End 


9716 


GI 


none 




Score 


204 


Exons 


70. .378, 261. .371, 469.. 


567, 


9166. .9264 


, 9310.. 9348, 9355.. 95 




9413. . 9502, 9612 . .9716 








Seq. No. 


40202 




Seq. ID 


OJ000209_18.0313.C12 


Gene No. 


83167 




Strand 




Start 


4162 




End 


9854 


Name 


OJ000209 18.0313.C12.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4 65 




End 


9268 


GI 


none 




Score 


190 


Exons 


465. .653, 466. .726, 845. 


. 940 


, 8796. .8882, 8796. .8882, 




8797. .8886, 8895. .8957, 


8895 


..9026, 9034.. 9267, 9080.. 9268 


Seq. No. 


40202 




Seq. ID 


OJ000209_18.0313.C12 


Gene No. 


83167 




Strand 




Start 


4162 




End 


9854 


Name 


OJ000209_18 .0313. CI 2. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


826 




End 


9035 


GI 


none 




Score 


129 


Exons 


826.. 957, 866.. 970, 8703 


..9035, 8709. .8861 


Seq. No. 


40202 




Seq, ID 


OJ000209_18.0313.C12 


Gene No. 


83167 




Strand 




Start 


4162 




End 


9854 


Name 


OJ000209 18.0313.C12.o2. 


np 


Method 


AAT/NAP 


Start 


4162 




End 


6235 


GI 


5042463 




Score 


192 


Exons 


4162. .4252, 4305. .4475, 


5140 


..5323, 5416.. 5527, 6115.. 6235 


GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 


Seq. No. 


40203 




Seq. ID 


OJ000209_18 .0313.C13 


Gene No. 


83168 




Strand 


+ 


Start 


588 




End 


1082 


Name 


OJ000209 18.0313.C13.ol. 


gs 


Method 


GENSCAN 


Start 


588 




End 


1082 


GI 


none 




Score 


.67 


Exons 


588. .1082 








Seq. No. 


40203 




Seq. ID 


OJ000209_18.0313.C13 


Gene No. 


83169 




Strand 





40118 



Start 1 End 4 908 

Name OJ000209_18 . 0313 .C13.ol .np Method AAT/NAP 

Start ' 1 End 4 908 

GI 7486968 Score 1262 

Exons 1..77, 3109.. 3485, 3817.. 4908 

GI Descrip. hypothetical protein T13K14.100 - Arabidopsis thaliana 
gi|5262784|emb|CAB45889.1| (AL080282) putative protein 
[Arabidopsis thaliana] gi | 7268891 1 emb | CAB7 9094 . 1 1 (AL161554) 
putative protein [Arabidopsis thaliana] 



Seq. No. 40203 

Gene No. 83169 

Start 1 

Name OJ000209_18 . 0313 .C13.o2 . tm 

Start 641 

GI none 
Exons 



Seq. ID OJ000209_18.0313.C13 
Strand 

End 4908 

Method .TBLASTX: Maize 

End 1082 

Score 191 



641. .814, 645.-824, 840. .1082, 867. .980, 875. .1081 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



40203 
83169 
1 

OJ000209_18.0313.C13.ol.tc 

644 
none 



Seq. ID OJ000209_18.0313.C13 
Strand 

End 4908 

Method TBLASTX: Cress 

End 1084 

Score 207 



644. .814, 645. .839, 822. .1082, 866. .1084 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40203 
83169 
1 

OJ000209_18 . 0313.C13.o2 . ts 

689 

none 



Seq. ID OJ000209_18.0313.C13 
Strand 

End 4 908 

Method TBLASTX : Soybean 

End 1088 

Score 142 



689. .814, 690. .824, 837. .1088, 875. .1081 



Seq. ID OJ000209_18.0313.C13 
Strand 

4908 

TBLASTX: Wheat 
1031 
63 



End 

Method 

End 

Score 



Seq. No. 40203 

Gene No. 83169 

Start 1 

Name OJ000209_18 . 0313.C13.ol . tw 

Start 693 

GI none 

Exons 693.. 815, 837.. 1031, 867.. 968 

Seq. No. 40203 

Gene No. 83169 

Start 1 

Name OJ000209_18 . 0313.C13.o2.gs 

Start 1716 

GI none 

Exons 1716. .1972, 2601. .2729, 3162. .3581, 3733. .4617 



Seq. ID OJ000209_18.0313.C13 
Strand 

End 4 908 

Method GENSCAN 

End 4617 

Score . 5 



Seq. No. 40203 Seq. ID OJ000209_18 . 0313 . C13 

Gene No. 83169 Strand 

Start 1 . End 4 908 

Name OJ000209_18 . 0313 .C13 .o3. tm "'. Method TBLASTX :Maize 

Start 2817 End 3263 

GI none Score 53 

Exons 2817. .2888, 2856. .2924, 2872. .2925, 2995.. 3099, 2996. .3103, 



40119 



2996.. 3115, 3013.. 3129, 
3216.. 3263, 3232.. 3261 

Seq. No. 40203 

Gene No. 83169 

Start 1 

Name OJ000209_18 . 0313 . C13 . o3 . 

Start 3002 

GI none 

Exons 3002.. 3292, 3013.. 3285 



3112.. 3195, 3113.. 3196, 3116.. 3196, 



Seq. ID OJ000209_18.0313.C13 
Strand 

End 4908 

ts Method TBLASTX : Soybean 

End 3292 

Score 230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



40203 
83169 
1 

OJ000209_18.0313.C13.ol 

3382 

none 

3382.. 3582, 3386.. 3583, 
4166. .4243, 4167. .4244, 

40203 
83169 
1 

OJ000209_18.0313.C13;o2 

3439 

none 

3439. .3555, . 3734. .3790, 



Seq. ID OJ000209_18.0313.C13 
Strand 

End 4908 

, tm Method TBLASTX : Maize 

End 4245 

Score 255 
3732. .4166, 3734. .4189, 3735. .4178, 
4183,. 4245 

Seq. ID OJ000209_18.0313.C13 
Strand 

End 4908 

, tc Method TBLASTX : Cress 

End 4060 

Score 92 
3779. .4060, 3861. .4055 



Seq. ID OJ000209_18.0313.C13 
Strand 

End 4908 

Method AAT/GAP 

End 4026 

Score 802 



40203 
83169 
1 

OJ000209_18 . 0313 . C13 . ol . gp 
3446 

LIB3433-018-Q6-K6-C3 
3446.. 3581, 3733.. 4026 

'4996642/dbj IBAA78573.il 1.0e-108 (AB028130) Dof zinc finger 
protein [Oryza sativa] 1 



40203 
83169 
1 

OJ000209_18.0313.C13.ol, 

3767 

none 

3767.. 3994, 3768.-3995, 
3992.. 4165, 3993.. 4166 

40203 
83169 
1 

OJ000209_18.0313.C13.o4. 

4175 

none 

4175. .4369, 4182. .4262, 

40203 
83169 



Seq. ID OJ000209_18.0313.C13 
Strand 

End 4 908 

ts Method TBLASTX : Soybean 

End 4166 

Score 261 
3829. .4002, 3893. .4000, 3977. .4156, 



Seq. ID OJ000209_18.0313.C13 
Strand 

End 4908 

ts Method TBLASTX : Soybean 

End 4681 

Score .59 
4454. .4669, 4502. .4681, 4503. .4679 

Seq. ID OJ000209_18.0313.C13 
Strand 



40120 



Start 
Name 
Start. 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No, 



OJ000209_18.0313.C13.o4.tm 

4415 

none 



End 

Method 

End 

Score 



4908 ' 

TBLASTX: Maize 

4612 

61 



4415. .4474, 4446. .4475, 4475. .4612, 4476. .4550, 4502. .4612 



Seq. ID 

Strand 

End 

Method 

End 

Score 



40204 
83170 
1 

OJ000209_14.0316.C2.ol.np 
1 

7487567 
1..83, 398. .548, 718. .780 

hypothetical protein T30B22.21 - Arabidopsis thaliana 
gi|2529678|gb|AAC62861.1| (AC002535) putative mitochondrial 
carrier protein [Arabidopsis thaliana] 



OJ000209_14. 
+ 

780 

AAT/NAP 

780 

63 



0316. C2 



14.0316.C2.ol.gs 



40204 
83170 
1 

OJ000209 

408 

none 

408. .520 



40205 
83171 
1 

OJ000209_14 .0316.C3.ol.np 
1 

7487567 
1..65, 799. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_14.0316.C2 
+ 

780 

GEN SCAN 

520 

.64 



OJ000209_14, 
+ 

2022 
AAT/NAP 
2022 
411 



0316. C3 



.919, 1026. 



1125, 1216.. 1299, 1787.. 2022 
hypothetical protein T30B22.21 - Arabidopsis thaliana 
gi I 2529678 | gb |AAC62861.1| (AC002535) putative mitochondrial 
carrier protein [Arabidopsis thaliana] 



40205 Seq. ID 

83171 Strand 

1 End 

OJ000209_14.0316.C3.ol.gs Method 

834 End 

none Score 

834. .900, 1046. .1114, 1761. .2008 



14. 0316. C3 



14.0316.C3.o2.ts 



40205 
83172 
1908 

OJ000209_ 
791 

5677649 

791. .919, 819. .926, 825. 
1203.. 1232, 1204.. 1230 

2529678 4.0e-42 (AC002535) unknown protein [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209 
+ 

2022 
GEN SCAN 
2008 
.82 



OJ000209 14. 0316. C3 



2346 

TBLASTX : Soybean 

1232 

112 



.917, 1023. .1088, 1024. .1113, 



40205 
83172 



Seq. ID 
Strand 



OJ000209 14. 0316. C3 



40121 



Start 


1908 








End 


2346 


Name 


OJ000209 14. 


0316. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


825 








End 


2002 


GI 


none 








Score 


108 


Exons 


825. .917, 830. .919, 1017. .1106, 1024.. 


1113, 1203.. 1310, 




1204. .1302, 


1807. 


.1974, 


1829. 


.1987, 1834. .1974, 1841. .2002, 




1841. .1978 












Seq. No. 


40205 








Seq. ID 


OJ000209_14.0316.C3 


Gene No. 


83172 








Strand 




Start 


1908 








End 


2346 


Name 


OJ000209 14. 


0316. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1069 








End 


2002 


GI 


none 








Score 


63 


Exons 


1069. . 1125, 


1213 . 


. 1302, 


1784 . 


.1816, 1811. .2002, 1846. .1980 


Seq. No. 


40205 








Seq. ID 


OJ000209_14 .0316.C3 


Gene No. 


83172 








Strand 




Start 


1908 








End 


2346 


Name 


OJ000209 14. 


0316. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1246 








End 


2002 


GI 


none 








Score 


64 


Exons 


1246. . 1302, 


1780. 


. 1815, 


1784. 


.1816, 1784.. 1816, 1786.. 1815, 




1811. .2002, 


1811. 


.1882, 


1841. 


.1984, 1846.. 1872, 1846.. 2001, 




1880. .2002, 


1885. 


.2001 








Seq. No. 


40205 








Seq. ID 


OJ000209_14.0316.C3 


Gene No. 


83172 








Strand 




Start 


1908 








End 


2346 


Name 


OJ000209 14. 


0316. 


C3.ol. 


gp 


Method 


AAT/GAP 


Start 


1908 








End 


2346 


GI 


none 








Score 


865 


Exons 


1908. .2346 












Seq. No. 


40206 








Seq. ID 


OJ000209_14.0316.C4 


Gene No. 


83173 








Strand 


+ 


Start 


39 








End 


1088 


Name 


OJ000209 1-4. 


0316. 


C4.ol. 


gs 


Method 


GENSCAN 


Start 


39 








End 


1088 


GI 


none 








Score 


.94 


Exons 


39.. 87, 503. 


.582, 


879. . 


1088 







Seq. No. 


40206 






Seq. ID 


OJ000209_ 


14 


.0316 


.C4 


Gene No. 


83174 






Strand 


+ 








Start 


2262 






End 


6223 








Name 


OJ000209 14 


.0316.C4 


. ol .np 


Method 


AAT/NAP 








Start 


1503 






End 


1622 








GI 


5852084 






Score 


85 








Exons 


1503. .1622 
















GI Descrip. 


(AL117264) 


zwh0007 . 


1 [Oryza 


sativa] 










Seq. No. 


40206 






Seq. ID 


OJ000209_ 


14 


.0316 


.C4 


Gene No. 


83174 






Strand 


+ 








Start 


2262 






End 


6223 








Name 


OJ000209 14 


.0316.C4 


.o2.gs 


Method 


GENSCAN 








Start 


2262 






End 


6223 








GI 


none 






Score 


.88 









40122 






Exons 


2262. .2639, 


3063. 


.3183, 


3325. 


.3478, 4284.-4347, 4531. .4656 






4799. .5031, 


6208. 


.6223 










Seq. No. 


40206 








Seq. ID 


OJ000209_14.0316.C4 




Gene No. 


83174 








Strand 


+ 




Start 


2262 








End 


6223 




Name 


OJ000209 14. 


0316. 


C4.o2. 


np 


Method 


AAT/NAP 




Start 


2304 








End 


5035 




GI 


6714350 








Score 


1058 




Exons 


2304. .2397, 


2479. 


.2609, 


,3063. 


.3234, 3325. .3478,, 4025. .4088, 






4240. .4347, 


4531. 


.4656, 


4799. 


.5035 






GI Descrip. 


(AC015986) putative protein phosphatase [Arabidopsis thali< 




Seq. No. 


40206 








Seq. ID 


OJ000209_14.0316.C4 




Gene No. 


83174 








Strand 


+ 




Start 


2262 








End 


6223 




Name 


OJ000209 14. 


0316. 


C4.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2355 








End 


4302 




GI 


none 








Score 


52 




Exons 


2355. .2402, 


2490. 


.2570, 


3048. 


.3227, 3063.. 3236, 3065.. 3241, 






3323. .3430, 


3324 . 


.3479, 


3333. 


.3494, 3990. .4094, 4026. .4091, 






4237. .4302, 


4239. 


.4301 










Seq. No. 


40206 








Seq. ID 


OJ000209_14.0316.C4 




Gene No. 


83174 








Strand 


+ 


3S. 
%J 


Start 


2262 








End 


6223 


jz sat 
L : H 


Name 


OJ000209 14. 


0316. 


C4.ol. 


tm 


Method 


T BLAS TX : Ma i z e 


fy 


Start 


3081 








End 


5034 




GI 


none 








Score 


189 




Exons 


3081. .3236, 


3089. 


.3241, 


3323. 


.3430, 3324.. 3479, 3348. .3491, 






3397. .3480, 


4014 . 


.4091, 


4237. 


.4317, 4242. .4316, 4245. .4346, 


5=; 




4475. .4501, 


4527. 


.4655, 


4531. 


.4656, 4787. .4915, 4790. .4918, 






4886. . 4993, 


4973. 


.5032, 


4981. 


.5034 






Seq. No. 


40206 








Seq. ID 


OJ000209_14.0316.C4 


^ i 


Gene No. 


83174 








Strand 


+ 




Start 


2262 








End 


6223. 


= s=: 


Name 


OJ000209 14. 


0316. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4242 








End 


4915 




GI 


none 








Score 


136 


?i 


Exons 


4242. .4310, 


4243. 


.4317, 


4249. 


.4347, 4254. .4346, 4524. .4619, 






4527. .4655, 


4531. 


.4656, 


4766. 


.4915, 4790. .4915 




Seq. No. 


40206 








Seq. ID 


OJ000209_14.0316.C4 




Gene No. 


83174 








Strand 


+ 




Start 


2262 








End 


6223 




Name 


OJ000209 14. 


0316. 


C4.ol. 


gp 


Method 


AAT/GAP 




Start 


4286 








End 


4962 




GI 


LIB3434-027- 


Pl-Kl 


-GI 




Score 


609 




Exons 


4286. .4347, 


4531. 


.4656, 


4799. 


.4962 






GI Descrip. 


, 4521193/dbj 


IAB013450.1IAB013450 l.Oe- 


99 Oryza sativa DNA, 






similar sequence 


to Pib 


gene ■ 








Seq. No. 


40206 








Seq. ID 


OJ000209_14.0316.C4 




Gene No. 


83174 








Strand 


+ 




Start 


2262 








End 


6223 




Name 


OJ000209 14. 


0316. 


C4.o3. 


ts 


Method 


TBLASTX : Soybean 



40123 



Start 
GI 

Exons 



4524 End 4658 

none Score 78 

4524. .4613, 4527. .4658, 4531. .4656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40206 Seq. ID 

83174 Strand 

2262 End 

OJ000209_14 . 0316 . C4 . ol . tc Method 

4527 End 

none Score 



OJ000209_14.0316.C4 
+ 

6223 

TBLASTX : Cress 

5049 . 

161' 



4527.-4658, 4531. .4656, 4787. .5032, 4790. .4885, 4798. .5049 



Seq. No. 40206 Seq. ID 

Gene No. 83174 Strand 

Start 2262 End 

Name OJ000209_14 . 0316.C4 ,o2 . ts Method 

Start 4798 End 

GI none * Score 

Exons 4798.. 5046, 4799.. 5032 



OJ000209_14 .0316.C4 
+ 

6223 

TBLASTX : Soybean 

5046 

239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



40207 Seq. ID 

83175 Strand 

1 End 

OJ000209_14.0316.C5.ol'.np Method 

1 End 

2811226 Score 



OJ000209_14.0316.C5 

9597 
AAT/NAP 
5616 
1617 



1..128, 449. .545, 782. .939, 1339. .1538, 1626. .1781, 2810. .3024, 
3469. .3585, 3681. .3749, 3844. .3882, 4621. .4792, 4904. .5105, 
5145. .5311, 5474. .5616 

(AF042669) fimbrin 2 [Arabidopsis thaliana] 

gi|2811232|gb|AAB97847.1| (AF042671) fimbrin 2 [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40207 
83175 
1 

OJ00020 9_14 .0316 . C5 . o3 . tm 
81 

none 



Seq. ID OJ000209_14.0316.C5 
Strand 
End 

Method 
End 
Score 



9597 

TBLASTX: Maize 

937 

81 



81. .125, 83. .130, 83. .130, 448.-546, 449. .547, 450. .560, 
450. .548, 451. .561, 803. .937, 804. .923 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40207 
83175 
1 

OJ000209_14.0316.C5.ol.tc 
82 

none 

82. .132, 454. .567, 456. .548, 
1340. .1543, 1340. .1543, 1341 
1625.. 1783, 1625.. 1792, 1755 
2809.. 2967, 2975.. 3025, 2980 
3669.. 3752, 3712.. 3750, 3841 
4906.. 5079, 4913.. 5056, 5533 



Seq. ID OJ000209_14.0316.C5 
Strand 

End 9597 

Method TBLASTX : Cress 

End 5598 

Score 93 
780. .941, 782. .940, 1337. .1561, 
,.1559, 1609. .1788, 1623. .1697, 
,.1784, 2803. .2952, 2807. .2968, 
..3030, 3469. .3588, 3476. .3586, 
.3879, 4621. .4791, 4622. .4792, 
. .5598 



Seq. No. 
Gene No. 



40207 
83175 



Seq. ID OJ000209_14.0316.C5 
Strand 



40124 



Start 
Name 
Start 
GI 

Exons 



1 End 9597 

OJ000209_14 . 0316 . C5 . ol . gs Method GENSCAN 

449 End 9597 

none Score .83 

449. .545, 782. .939, 1339. .1538, 1626. .1781, 2810. .3024, 

3469.. 3585, 3681.. 3749, 4621.. 4792, 4904.. 5415, 5530.. 5677, 

5874.. 5937, 7409.. 7444, 9396.. 9597 



Seq. No. 40207 

Gene No. 83175 

Start 1 

Name OJ000209_14 . 0316.C5.ol. ts 

Start 757 

GI none 
Exons 



OJ000209 14. 0316. C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

757. .936, 769. .936, 780. .947, 782. .940, 1340. .1537, 1341. .1538, 
1342. .1539, 1346. .1543, 1617. .1670, 1625. .1669 



9597 

TBLASTX : Soybean 

1670 

91 



Seq." No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40207 Seq. ID 

83175 Strand 

1 End 

OJ000209_14 . 0316 . C5 . ol . gp Method 

777 . End 

23858 1.R1084- Score 



OJ000209_14.0316.C5 

9597 
AAT/GAP 
3589 
1561. 



777. .939, 1339. .1538, 1626. .1781, 2810. .3024, 3469. .3589 

' 2811226 1.0e-118 (AF042669) fimbrin 2 [Arabidopsis thaliana] 

>gi 2811232 (AF042671) fimbrin 2 [Arabidopsis thaliana] f 



Seq. No. 40207 

Gene No. 83175 

Start 1 

Name OJ000209_14 . 0316 . C5 . ol . tm 

Start 1370 

GI none 
Exons 



Seq. ID OJ000209_14.0316.C5 
Strand 

End 9597 

Method TBLASTX: Maize 

End 4695 

Score 254 



1370. .1537, 1371. .1538, 1377. .1538, 1620. .1784, 1625. .1792, 

1628. .1780, 2798. .3022, 2807. .3031, 2809. .3030, 3467. .3580, 

3468.-3578, 3469. .3591, 3657. .3752, 3680. .3754, 3681. .3752, 

3841. .3885, 3845 .. 3898, ' 4558 .. 4695, 4609. . 4692, . 4622 4693 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40207 Seq. ID OJ000209_14 . 0316 . C5 

83175 Strand . - 

1 End 9597 

0 J000209_14 . 0316 . C5 . o2 . ts Method TBLASTX : Soybean 

1670 End 4810 

none Score 103 

1670. .1792, 2809. .2931, 2809. .2967, 2828. .2971, 2980.:3030, 

3469. .3588, 3476. .3586, 3669. .3752, 3669. .3752, 3841. .3885, 

4570. .4791, 4622. .4810 



Seq. No. 40207 Seq. ID 

Gene No. 83175 Strand 

Start 1 End 

Name OJ000209_14 . 0316.C5 . o2 . tm . Method 

Start 4697 End 

GI none Score 

Exons 4697.. 4792, 4699.. 4791, 4904.. 5047, 4904 

5040.. 5066, 5156.. 5275, 5158.. 5277 



OJ000209_14.0316.C5 
9597 

TBLASTX: Maize 
5277 
72 

4984, 4906.. 5079, 



40125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40207 
83175 
1 

OJ000209_14.0316.C5.ol.tw 

5239 

none 



Seq. ID OJ000209_14.0316.C5 
Strand 

End 9597 

Method TBLASTX: Wheat 

End 5619 

Score 103 



5239.-5346, 5314.. 5418, 5530.. 5616, 5530.. 5619 



Seq. No. 40207 Seq. ID 

Gene No. 83175 Strand 

Start 1 End 

Name OJ000209_14 . 0316 . C5 . o4 . tm Method 

Start 5347 End 

GI none Score 
Exons 



OJ000209_14.0316.C5 
9597 

TBLASTX: Maize 

5619 

102 



5347.. 5418, 5530.. 5616, 5530.. 5619 



Seq. No. 


40208 








Seq. ID 


OJ000209_ 


_14 


.0316, 


■ C6 


Gene No. 


83176 








Strand 


+ 








Start 


7228 








End 


8676 








Name 


OJ000209 14 


.0316 


,C6.o3. 


gs 


Method 


GENSCAN 








Start 


7228 








End 


8676 








GI 


none 








Score 


.47 








Exons 


7228. .7349, 


7717 


. .8238, 


8433. 


.8676 










Seq. No. 


40208 








Seq. ID 


OJ0'00209_ 


14 


.0316. 


,C6 


Gene No. 


83177 








Strand 


+ 








Start 


8752 








End 


9191 








Name 


OJ000209 14 


.0316 


.C6.ol. 


gp 


Method 


AAT/GAP 








Start 


8752 








End 


9191 








GI 


none 








Score 


873 








Exons 


8752. .9191 


















Seq. No. 


40208 








Seq. ID 


OJ000209_ 


14 


.0316. 


■ C6 


Gene No. 


83178 








Strand 










Start 


4464 








End 


8994 








Name 


OJ000209 14 


.0316 


.C6.o2. 


gs 


Method 


GENSCAN 








Start 


4464 








End 


5604 








GI 


none 








Score 


.8 








Exons 


4464. .5343, 


5462 


. .5604 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000209JL4 . 0316. C6 
Strand 

End 8994 

Method AAT/NAP 

End 8994 

Score 353 
.8994 

- Arabidopsis thaliana 



40208 
83178 
4464 

OJ000209_14.0316.C6.ol.np 
4505 
7485695 

4505.. 5235, 5493.. 5666, 8965. 
hypothetical protein F18A5.40 

gi|4455294|emb|CAB36829.1| (AL035528) putative protein 
[Arabidopsis thaliana] gi | 7268069 1 emb | CAB78407 . 1 1 (AL161537] 
putative protein [Arabidopsis thaliana] 



Seq. No. 40208 Seq. ID 

Gene No. 83179 Strand 

Start 9049 End 

Name OJ000209_14 . 031 6 . C6 . o4 . tm Method 

Start 4506 End 



OJ000209_14 .0316.C6.;*, 
14758 

TBLASTX: Maize 
5667 . 



40126 




GI 


none 






Score 


81 




Exons 


4506. . 4703, 


4746. 


.4925, 4762 


..4920, 4767.. 4979, 4850.. 4 


975 




4941. .5105, 


4941. 


.5177, 4944 


..5249, 4944. .5105, 4945. .5109 




4981. .5196, 


5572. 


.5667 








Seq. No. 


40208 






Seq. ID 


OJ000209_14.0316 


.C6 


Gene No. 


83179 






Strand 






Start 


9049 






End 


14758 




Name 


OJ000209 14 . 


0316. 


C6.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


4737 






End 


5039 




GI 


none 






Score 


92 




Exons 


4737. .4919, 


4747. 


.4938, 4944 


..5039, 4944.. 5039 




Seq. No. 


40208 






Seq. ID 


OJ000209_14.0316 


.C6 


Gene No. 


83179 






Strand 






Start 


9049 






End 


14758 




Name 


OJ000209 14. 


0316. 


C6.ol. tc 


Method 


TBLASTX: Cress 




Start 


4741 






End 


5051 




GI 


none 






Score 


' 111 




Exons 


4741. .4926, 


4746. 


.4925, 4938 


. .5051, 4981. .5049 




Seq. No. 


40208 






Seq. ID 


OJ000209_14.0316 


.C6 


Gene No . 


83179 






Strand 






Start 


9049 






End 


14758 




Name 


OJ000209 14. 


0316. 


C6.o4 .gs 


Method 


GENSCAN 




Start 


9049 






End 


14752 




GI 


none 






Score 


.92 




Exons 


9049. .9425, 


10629 


..10731, 11040.. 11180 


, 11299. .11404, 






11502. .11703, 11792. .11930, 


12026. .12143, 124 62. .12685, 






12767. .12919, 13110 .. 13319, 


13399. .13473, 13596 .. 13724 , 






14008. .14424 


, 14582.. 14752 








Seq. No. 


40208 






Seq. ID 


OJ000209_14.0316 


.C6 


Gene No. 


83179 






Strand 






Start 


9049 






End 


14758 




Name 


OJ000209 14. 


0316. 


C6.o3.tc 


Method 


TBLASTX : Cress 




Start 


9058 






End 


9349 




GI 


none . 






Score 


74 




Exons 


9058. .9135, 


9190. 


.9342, 9190 


. .9348, 9200. .9349 




Seq. No. 


40208 






Seq. ID 


OJ000209_14.0316 


.C6 


Gene No. 


83179 






Strand 






Start 


9049 






End 


14758 




Name 


OJ000209' 14. 


0316. 


C6.o5. tm 


Method 


TBLASTX: Maize 




Start 


9067 






End 


9327 




GI 


none 






Score 


70 




Exons 


9067. .9327, 


9068. 


.9130, 9081 


..9323, 9181.. 9327 




Seq. No. 


40208 






Seq. ID 


OJ000209_14.0316 


.C6 


Gene No. 


83179 






Strand 






Start 


9049 






End 


14758 




Name 


OJ000209 14. 


0316. 


C6.o2.ts 


Method 


TBLASTX: Soybean 




Start 


9185 






End 


10710 




GI 


none 






Score 


187 




Exons 


9185. .9277, 


9190. 


.9438, 9197 


..9445, 10621.. 10710 




Seq. No. 


40208 






Seq. ID 


OJ000209_14.0316 


.C6 



40127 



Gene No. 83179 Strand 

Start 904 9 End 

Name OJ000209_14 . 0316.C6.ol . ts Method 

Start 10829 End 

GI none Score 

Exons 10829. .10963, 10831 10965, 11037 11141, 11040 11123, 
11041. .11142 



14758 

TBLASTX : Soybean 

11142 

131 



Seq. No. 40208 
Gene No. 83179 
Start 9049 

Name OJ000209_14 . 0316.C6.ol . tm 

Start 10876 
GI none 

Exons 10876. .10965, 10878 .. 10967 , 

11040. .11186, 11292. .11399, 
11341. .11403, 11493. .11714, 
11782. .11931, 11783. .11932, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209__14.0316.C6 
14758 

TBLASTX: Maize 

12163 

120 



11037. .11180, 11038. .11184, 

11297. .11413, 11297. .11395, 

11504. .11704, 11781. .11930, 

12026. .12163, 12027. .12149 



Seq. No. 40208 Seq. ID 

Gene No. 83179 Strand 

Start 9049 End 

Name OJ000209_1 4 . 031 6 . C6 . o2 . tc Method 

Start 11040 End 

GI none Score 

Exons 11040. .11174, 11040 11180, 11041 

11344. .11400, 11504. .11539, 11579 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11181, 
11701 ' 



OJ000209_14 .0316.C6 
14758 

TBLASTX: Cress 

11701 • 

87 

11297. ..11404, 



Seq. No. 40208 Seq. ID 

Gene No. 83179 Strand 

Start 9049 End 

Name OJ000209_14 . 0316 . C6 . o3 . tm Method 

Start 12527 End 

GI none Score 

Exons 12527. .12754, 12531 12692, 12762 .. 12920, 

12767. .12922, 12767 .. 12919, 12886.. 12921 



OJ000209_14.0316.C6 
14758 

TBLASTX: Maize 
12922 
208 

12762. .12833, 



40208 
83179 
9049 

OJ000209 
14161 
none 
14161. 
14364. 
14559. 
14585. 



14 .0316.C6.o2.tm 



14331, 
14516, 
14753, 
14755 



14196. 
14364. 
.14579. 



,14324, 
.14501, 
.14758, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14218. .14331, 
14365. .14508, 
14583. .14678, 



OJ000209 14. 0316. C6 



14758 

TBLASTX: Maize 
14758 
81 

14220. .14339, 
14369. .14518, 
14584. .14730, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40208 Seq. ID 

83179 Strand 

9049 End 

OJ000209_14 .0316.C6.o3.ts Method 

14420 End 

none Score 



OJ000209_14.0316.C6 
14758 

TBLASTX : Soybean 

14758 

105 



14420. .14521, 14422. .14502, 14429 .. 14509, 14573 .. 14758, 
14580. .14678 



40128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40209 Seq. ID 

83180 Strand 
2353 End 
OJ000209_14.0316.C7.ol.gp Method 
2353 End 
18859_2.R1084 Score 
2353. .2397, 2491. .2628 
•2344898 7.0e-52 (AC002388) 
[Arabidopsis thaliana] ' 

40209 

83181 Strand 
2548 End 
OJ000209JL4 .0316.C7.ol.np Method 
2548 End 
7440779 Score 
2548. .2648, 3991. .4024 
ribosomal protein L24 homolog T13E15. 
gi|2344898|gb|AAC31838.1| (AC002388) 
[Arabidopsis thaliana] 



14. 0316. C7 



OJ000209 
+ 

2628 
AAT/GAP 
2628 
309 



60S ribosomal protein L30 isplog 



Seq. ID OJ000209_14.0316.C7 
+ 

4024 
AAT/NAP 
4024 
124 

,13 - Arabidopsis thaliana 
60S ribosomal protein L30 



Seq. No. 40209 Seq. ID 

Gene No. 83182 Strand 

Start 999 End 

Name OJ000209_14 .0316.C7 .ol.gs Method 

Start 999 End 

GI none Score 

Exons 999. .1157, 1730.. 1955 



OJ000209_14.0316.C7 

1955 
GEN SCAN 
1955 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40209 
83182 
999 

OJ000209_14. 

1005 

none 

1005. .1157, 
1741. .1950 



0316.C7.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_14.0316.C7 
1955 

TBLASTX: Maize 

1955 

124 



1005.. 1157, 1007.. 1159, 1007.. 1159, 1737.. 1955, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40210 



Seq. ID OJ000209_14 .0316.C8 



83183 Strand 
483 End 
OJ000209_14 .0316.C8.ol.np Method 
483 End 
7440779 Score 
483. .674, 780. .926, 1008. .1142 
ribosomal protein L24 homolog T13E15. 
gi I 2344898 | gb | AAC31838.il (AC002388) 
[Arabidopsis thaliana] 



+ 

2240 
AAT/NAP 
1142 
315 

13 - Arabidopsis thaliana 
60S ribosomal protein L30 



Seq. No. 40210 Seq. ID 

Gene No. 83183 Strand 

Start 483 End 

Name OJ000209JL4 . 0316 . C8 . ol . gs Method 

Start 489 End 

GI none Score 
Exons 



OJ000209_14.0316.C8 
+ 

2240 
GENSCAN 
1907 
.91 



489. .527, 561. .674, 780. .916, 998. .1156, 1721. .1907 



40129 



Seq. No. 


40210 


Seq. ID 


OJ000209JL4.0316 


,C8 


Gene No. 


83183 


Strand 


+ 




Start 


483 


End 


2240 




Name 


OJ000209 14.0316.C8.ol.gp 


Method 


AAT/GAP 




Start 


559 


End 


1053 




GI 


18859 2.R1084 


Score 


535 




Exons 


559.-674, 780. .917, 998. .1053 








GI Descrip. 


•2344898 7.0e-52 (AC002388) 60S ribosomal protein L30 isolog 




[Arabidopsis thaliana] 1 








Seq. No. 


40210 


Seq. ID 


OJ000209_14.0316 


.C8 


Gene No. 


83183 


Strand 


+ 




Start 


483 


End 


2240 




Name 


OJ000209 14.0316.C8.o2.np 


Method 


AAT/NAP 




Start 


1676 


End 


2240 




GI 


4680183 


Score 


56 . 




Exons 


1676. .1938, 2177. .2240 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


40210 


Seq. ID 


OJ000209JL4.0316 


.C8 


Gene No . 


83184 


Strand 


+ 




Start 


5200 


End 


5571 




Name 


OJ000209 14 0316 C8 o3 an 


Method 


AAT /GAP 




Start.. 


5200 _ 


End 


5571 




GI 


3106549 


Score 


251 




Exons 


5200 5355 5437 5571 








Seq. No. 


40210 


Seq. ID 


OJ000209_14.0316 


.C8 


Gene No. 


83185 


Strand 






Start 


2267 


End 


12640 




Name 


OJ000209 14 0316 C8 o2 tm 


Mpt hod 


TBLASTX : Maize 




Start 


558 ~~ 


End 


1195 




GI 


none 


Score 


209 




Exons 


558. .674, 560. .676, 560. .670, 


777. .917, 


779. .907, 993.. 


1076, 




994. .1074, 1095. .1163, 1097.. 


1192, 109"? 


. .1195 




Seq. No. 


40210 


Seq. ID 


OJ000209_14.0316 


.C8 


Gene No. 


83185 


Strand 






Start 


2267 


End 


12640 




Name 


OJ000209 14.0316.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


558 


End 


920 




GI 


none 


Score 


199 




Exons 


558. .674, 560. .676, 560. .670, 


777. .920, 


779. .919 




Seq. No. 


40210 


Seq. ID 


OJ000209_14.0316 


.C8 


Gene No . 


83185 


Strand 






Start 


2267 


End 


12640 




Name 


OJ000209 14.0316.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


558 


End 


920 




GI 


none 


Score 


206 




Exons 


558. .674, 560. .685, 560. .670, 


776. .904, 


777. .920 




Seq. No. 


40210 


Seq. ID 


OJ000209_14.0316 


.C8 


Gene No. 


83185 


Strand 






Start 


2267 


End 


12640 




Name 


OJ000209 14.0316.C8.o2.gs 


Method 


GENSCAN 




Start 


2267 


End 


12640 





40130 



GI 

Exons 



none Score- .76 

2267. .2384, 2954. .3292, 3631. .3956, 4051. .4935, 5051. .5143, 
5222.. 5353, 5434.. 5632, 6286.. 6410, 6489.-6548, 6636.. 6703, 
6833. .6914, 7008. .7121, 7223. .7323, 7409.. 7498, 7653. .7930, 
8874. .8991, 9010. .9154, 11674 .. 11870 , 12063 .. 12083, 
12324. .12467, 12595. .12640 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



40210 
83185 
2267 

OJ000209_14 .0316.C8.o3.np 

2968 

6714288 

2968.. 3292, 3631 
5434.. 5682, 6278 



Seq. ID 
Strand 

End 12640 
Method AAT/NAP 
End 7896 
Score 24 92 
3956, 4051. .4937, 5044.. 5143, 
6410, 6636.. 6703, 6833.. 6914, 
7409. .7498, 7653. .7896 

(AC013354) F15H18.12 [Arabidopsis thaliana] 



OJ000209 14. 0316. C8 



5243. 
7008. 



.5353, 
,7323, 





' Seq. No. 


40210 




Seq. ID 


OJ000209_14.0316.C8 




Gene No. 


83185 




Strand 






Start 


2267 




End 


12640 




Name 


OJ000209 14.0316.C8.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


2992 




End 


3294 


i 


GI 


hone 




Score 


96 




Exons 


2992.-3294, 3032.. 3238, 


3040. 


.3294 






Seq. No. 


40210 




Seq. ID 


OJ000209_14.0316.C8 


y 


Gene No. 


83185 




Strand 






Start 


2267 




End 


12640 


: = 


Name 


OJ000209 14.0316.C8.o2. 


gp 


Method 


AAT/GAP 


=5 


Start 


3015 




End 


3825 


=7 


GI 


LIB3434-040-P1-K1-A6 




Score 


878 


J 


Exons 


3015.. 3292, 3631.. 3825 










GI Descrip. 


f 4539314/emb|CAB38815.1| l.Oe 


-33 (AL035679) kinesin like protein 






[Arabidopsis thaliana] ' 








r 


Seq. No. 


40210 




Seq. ID 


OJ000209_14.0316.C8 




Gene No. 


83185 




Strand 






Start 


2267 




End 


12640 




Name 


OJ000209 14.0316.C8.o5. 


ts 


Method 


TBLASTX : Soybean 


^3 
«? 


Start 


3031 




End 


3310 




GI 


none 




Score 


78 




Exons 


3031.. 3294, 3032.. 3310 










Seq. No. 


40210 




Seq. ID 


OJ000209JL4.0316.C8 




Gene No. 


83185 




Strand 






Start 


2267 




End 


12640 




Name 


OJ000209 14.0316.C8.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


3155 




End 


3834 




GI 


none 




Score 


119 




Exons 


3155.. 3295, 3157.. 3294, 


3645. 


.3830, 3654.. 3824, 3667.. 3834 




Seq. No. 


40210 




Seq. ID 


OJ000209_14.0316.C8 




Gene No . ' 


83185 




Strand 






Start 


2267 




End 


12640 




Name 


OJ000209 14.0316.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3658 




End 


4189 



40131 



GI none Score 266 

Exons 3658.. 3891, 3663.. 3902, 3663.. 3959, 3921.. 3959, 4045.. 4188, 

4049. .4189 



til 

r ; 3 



Seq. No. 


40210 








Seq. ID 


OJ000209 


_14.0316.C8 


Gene No. 


83185 








Strand 






Start 


2267 








End 


12640 




Name 


OJ000209 14 


.0316. 


C8.o3. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


3804 








End 


4149 




GI 


none 








Score 


64 




Exons 


3804. .3908, 


3805. 


.3867, 


3933. 


.3971, 4045. .4149, 


4049. .4147 


Seq. No. 


40210 








Seq. ID 


OJ000209 


__14.0316.C8 


Gene No. 


83185 








Strand 






Start 


2267 








End 


12640 




Name 


OJ000209 14 


.0316. 


C8.o3. 


tm 


Method 


TBLASTX : 


Maize 


Start 


4789 








End 


5326 




GI 


none 








Score 


71 




Exons 


4789. .4845, 


4791. 


.4859, 


4805. 


.4867, 4839. .4931, 


4840. .4935, 




4850. .4936, 


4851. 


.4949, 


5047. 


.5145, 5051. .5110, 


5061. .5144, 




5219. .5320, 


5219. 


.5326, 


5224. 


.5325 






Seq. No. 


40210 








Seq. ID 


OJ000209 


_14 .0316.C8 


Gene No. 


83185 








Strand 






Start 


2267 








End 


12640 




Name 


OJ000209 14 


.0316. 


C8.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5285 








End 


6357 




GI 


none 








Score 


75 




Exons 


5285. .5353, 


5289. 


.5354, 


5417. 


.5623, 5425. .5631, 


6286. .6357, 




6288. .6356 

















Seq. No. 


40210 




Seq. ID 


OJ000209_14.0316.C8 




Gene No. 


83185 




Strand 






Start 


2267 




End 


12640 




Name 


OJ000209 14.0316. 


C8.o5.tm 


Method 


TBLASTX: Maize 




Start 


6639 




End 


7324 




GI 


none 




Score 


116 




Exons 


6639.. 6701, 6834. 


.6917, 7008 


..7115, 7229. .7324 




Seq. No. 


40210 




Seq. ID 


OJ000209_14.0316.C8 




Gene No. 


83185 




Strand 






Start 


2267 




End 


12640 




Name 


OJ000209 14.0316. 


C8.o4.ts 


Method 


TBLASTX : Soybean 




Start 


7008 




End 


7449 




GI 


none 




Score 


77 




Exons 


7008. .7115, 7009. 


.7116, 7223 


..7318, 7226. .7327, 7396. .7449 




Seq. No. 


40210 




Seq. ID 


OJ000209_14.0316.C8 




Gene No. 


83185 




Strand 






Start 


2267 




End 


12640 




Name 


OJ000209 14.0316. 


C8 .o4 .np 


Method 


AAT/NAP 




Start 


U704 




End 


12522 




GI 


6539570 




Score 


137 




Exons 


11704. .11796, 12063. .12117, 


12308. .12522 



GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 
Seq. No. 40211 Seq. ID OJ000209_14 . 0316 . C9 

40132 




Gene No. 


83186 




Strand 


+ 








Start 


801 




End 


1368 








Name 


OJ000209 14.0316.C9.ol. 


np 


Method 


AAT/NAP 








Start 


801 




End 


1368 








GI 


6539580 




Score 


94 








Exons 


801.. 921, 1012.. 1107, 1158.. 


1368 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


4 091 1 
ft J. J. 




q prT t n 
Oc^J • ±u 


OJ000209_ 


14 


.0316 


,C9 


ucllc vtvj • 


ft 11 R7 
O JiO / 






-j- 








Start 


1308 




End 


1362 








Name 


OJ000209 14.0316.C9.ol. 


gs 


Method 


GENS CAN 








Start 


1308 




End 


1362 








GI 


none 




Score 


.68 








Exons 


1308. .1362 














Seq. No. 


40212 




Seq. ID 


OJ000209_ 


14 


.0316 


.C10 


Gene No. 


83188 




Strand 


+ 








Start 


1 




End 


764 








Name 


OJ000209 14. 0316. C10. ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


764 








GI 


6539580 




Score 


262 








Exons 


1..274, 582. .764 














GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


40212 




Seq. ID 


OJ000209 


14 


.0316 


.CIO 


Gene No. 


83189 




Strand 


+ 








o tar t 


2407 




End 


5556 








Name 


OJ000209 14. 0316. CIO. ol 


.gs 


Method 


GENS CAN 








Start 


2407 




End 


5556 








GI 


none 




Score 


.89 








Exons 


2407.. 2796, 2864.. 3067, 


3391 


..3636, 3722.-3958, 


4110. .4175, 




4267.. 4370, 5019.. 5119, 


5534 


. .5556 










Seq. No. 


40212 




Seq. ID 


OJ000209 


14 


.0316 


.C10 


Gene No. 


83189 




Strand 


+- 








Start 


2407 




End 


5556 








Name 


OJ000209 14. 0316. C10. ol 


.gp 


Method 


AAT/GAP 








Start 


2567 




End 


3067 








GI 


71192 1.R1084 




Score 


752 








Exons 


2567.. 2769, 2864.. 3067 















GI Descrip. ' 5295936/dbj | AB026295 . 2 | AB026295 1.0e-15 Oryza sativa genomic 



DNA, chromosome 6, clone: P0681F10, complete sequence 1 



Seq. No. 


40212 


Seq. ID 


OJ000209_14. 0316. C10 


Gene No. 


83189 


Strand 


+ 


Start 


2407 


End 


5556 


Name 


OJ000209 14 


. 0316 . C10 . o2 . np Method 


AAT/NAP 


Start 


2882 


End 


5032 


GI 


7300355 


Score 


243 


Exons 


2882. .3067, 


3391. .3636, 3722. .3963, 4110. .4181, 4893. .5032 


GI Descrip. 


(AE003721) 


CG7993 gene product [Drosophila melanogaster] 


Seq. No. 


40212 


Seq. ID 


OJ000209_14. 0316. C10 


Gene No. 


83190 


Strand 


+ 


Start 


7166 


End 


9393 


Name 


OJ000209 14 


. 031 6 . C10 . o2 . gp Method 


AAT/GAP 



40133 



Start 


7166 




End 


7448 




GI 


2442368 




Score 


538 




Exbns 


7166. .7448 










GI Descrip. 


4836927/gb|AAD30629.1|AC006085 2 2.0e- 


11 (AC006085) Unknown 




protein [Arabidopsis thaliana 


] 






Seq. No. 


40212 




Seq. ID 


OJ000209 


_14 .0316. C10 


Gene No. 






Strand 


+ 




Start 


71oo 




End 


9393 




Name 


ojooo^oy 14 


.0316. C10. o3.np 


Method 


AAT/NAP 




Start 


7255 




End 


9393 




GI 


4836927 




Score 


537 




Exons 


7255. .7478, 


8250.. 8364, 8504. 


.8622, 9345.. 9393 




GI Descrip. 


(AC006085) 


Unknown protein [Arabidopsis thaliana] 


Seq. No. 


40212 




Seq. ID 


OJ000209 


14 . U Jlo . C1U 


Gene No. 


83191 




Strand 


+ 




Start 


12824 




End 


14473 




Name 


OJ000209 14 


.0316. C10. oS.np 


Method 


AAT/NAP 




Start 


12824 




End 


14473 




GI 


4539658 




Score 


169 




Exons 


12824. .13059, 14159. .14473 








GI Descrip. 


(AF061282) 


serine carboxypepti'dase-like protein 


[Sorghum 




bicolor] 










Seq. No. 


40212 




Seq. ID 


OJ000209 


_14. 0316. C10 


Gene No. 


83192 




Strand 






Start 


9730 




End 


11586 




Name 


OJ000209 14 


.0316. C10. o4.np 


Method 


AAT/NAP 




Start 


9730 




End 


11586 




GI 


5852093 




Score 


61 




Exons 


9730. .9775, 


11445. .11586 








GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza sativa] 






Seq. No. 


40212 




Seq. ID 


OJ000209 


14 . UjId . U1U 


Gene No. 


83193 




Strand 






Start . 


16566 




End 


18591 




Name 


OJ000209 14 


.0316. C10. ol. tin 


Method 


TBLASTX: 


Maize 


Start 


2583 




End 


4486 




GI 


none 




Score 


39 




Exons 


2583. .2603, 


2653.. 2676, 2680. 


.2769, 2691. .2771, 


2692. .2772, 




2853. .2999, 


2863.. 3066, 2864. 


.3067, 2996.. 3067, 


3389. .3637, 




3390. .3638, 


3390.. 3638, 3391. 


.3639, 3707.. 3961, 


3719. .3970, 




3721. .3963, 


4107. .4178, 4109. 


.4174, 4264. .4356, 


4272. .4337, 




4448. .4486, 


4449. .4472 








Seq. No. 


40212 




Seq. ID 


OJ000209 


_14. 0316. C10 


Gene No. 


83193 




Strand 






Start 


16566 




End 


18591 




Name 


OJ000209 14 


.0316. C10. ol.tc 


Method 


TBLASTX: 


Cress 


Start 


2695 




End 


3067 




GI 


none 




Score 


58 




Exons 


2695. .2772, 


2863.. 3066, 2864. 


.3067 






Seq. No. 


40212 




Seq. ID 


OJ000209 


_14. 0316. C10 


Gene No. 


83193 




Strand 






Start 


16566 




End 


18591 





40134 



Name 


OJ000209 14. 


Start 


2710 


GI 


none 


Exons 


2710. .2778, 


Seq. No. 


40212 




ft ^1 


Start 


16566 


Name 


OJ000209 14. 


Start 


3748 


GI 


none 


Exons 


3748.-3939, 


Seq. No. 


40212 


Gene No. 


83193 




IDJOD 


Name 


OJ000209 14. 


Start 


7195 


GI 


none 


Exons 


7195. .7347, 




8251. .8367, 


Seq. No. 


40212 


bene inu . 


ft ^1 Q*3 


Start 


16566 


Name 


OJ000209 14. 


Start 


7317 


GI 


none 


Exons 


7317. .7478, 


Seq. No. 


40212 




OJl 


Start 


16566 


Name 


OJ000209 14. 


Start 


7318 


GI 


none 


Exons 


7318. .7479, 


Seq. No. 


40212 


Gene No. 


83193 


Start 


16566 


Name 


OJ000209 14. 


Start 


16566 - 


GI 


none 


Exons 


16566. .16623 




18509. .18577 



End 
Score 



3516 
57 



Seq. ID OJ000209_14. 0316. C10 
Strand 

End 18591 



End 
Score 



4341 
241 



Seq. ID OJ000209_14. 0316. C10 
Strand 

End 18591 

Method TBLASTX : Mai ze 

End 8628 

Score 91 



Seq. ID OJ000209JL4. 0316. C10 
Strand 

End 18591 

6.C10.o2.tc Method TBLASTX: Cress 

End 8623 

Score 219 

7317. .7478, 7318. .7473, 8235. .8369, 8251. .8367, 8516. .8623 

Seq. ID OJ000209_14. 0316. C10 
Strand 

End 18591 



End 
Score 



8340 
230 



Seq. ID OJ000209JL4. 0316. C10 
Strand 

End 18591 



End 
Score 



18577 
.63 



Seq. No. 40212 Seq. ID OJ000209JL4 . 0316 . C10 

Gene No. 83193 Strand 

Start 16566 End 18591 

Name OJ000209_14 . 0316 .C10 . 06 . np Method AAT/NAP 

Start 17185 End 18549 

GI 6899649 Score 339 

Exons 17185. .17417, 18052 .. 18134 , 18225 .. 18310, 18383.. 18549 

GI Descrip. (AC012189) T15D22.8 [Arabidopsis thaliana] 



Seq. No. 



40212 



Seq. ID OJ000209_14. 0316. C10 



40135 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



83193 Strand 

16566 End 

OJ000209_14. 0316. CIO. o3.tm Method 

18053 End 

none Score 



18591 

TBLASTX: Maize 

18591 

89 



18053. .18133, 18054. .18134, 18222 .. 18308 , 18224 .. 18307, 
18347. .18478, 18380 .. 184 99, 18502. .18591 



40212 
83193 ' 
16566 

OJ000209_14. 0316. C10. o2.ts 

18059 

none 



Seq. ID OJ000209_14. 0316. C10 
Strand 

End 18591 

Method TBLASTX : Soybean 

End 18499 

Score 96 



18059. .18133, 18066. .18134, 18074 .. 18 136, 18216 18281, 
18222. .18290, 18223 .. 18303, 18224 .. 18313, 18375 .. 184 91, 
18383. .18499 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40213 
83194 
1 

OJ000209_14.0316.Cll.ol.np 
1 

4262233 

1. .102, 222. .482 .. . 

(AC006200) hypothetical protein* [Arabidopsis thaliana] 



Seq. ID OJ000209_14 .0316.C11 
Strand 

End 482 

Method AAT/NAP 

End 4 82 

Score 113 



40213 
83194 
1 

OJ000209JL4 .0316.Cll.ol.gs 

222 

none 

222. .479 



Seq. ID OJ000209_14 .0316. Cll 
Strand 

End 482 

Method GEN SCAN 

End 479 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID. OJ000209_14. 0316. Cll 
Strand' - 

5828 
AAT/NAP 
5828 
2196 



40213 
83195 
4483 

OJ000209_14 .0316. Cll. o2.np 
4483 
6630696 
4483. .5828 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



End 

Method 

End 

Score 



40213 
83195 
4483 

OJ000209_14. 0316. Cll. ol.tw 

4619 

none 



Seq. ID OJ000209_14. 0316. Cll 
Strand 

End 5828 

Method TBLASTX : Wheat 

End 5094 

Score 408 



4619.. 5005, 4620.. 5003, 4621.. 5004, 5020.. 5094, 5021.. 5089, 
5034. .5093 



Seq. No. 
Gene No. 



40213 
83195 



Seq. ID OJ000209_14. 0316. Cll 
Strand 



40136 



Start 


4483 








End 


5828 


Name 


OJ000209 14 


.0316 


.Cll.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4732 








End 


5103 


GI 


none 








Score 


52 


Exons 


4732. .4956, 


4826 


. .4957, 


4975. 


.5100, 4975.. 5103 


Seq. No. 


40213 








Seq. ID 


OJ000209 14.0316.C11 


Gene No . 


83195 








Strand 




Start 


4483 








End 


5828 


Name 


OJ000209 14 


.0316 


.Cll.ol 


.tm - 


Method 


TBLASTX: Maize 


Start 


4950 








End 


5322 


GI 


none 








Score 


117 


Exons 


4950. .5282, 


4951 


. .5322, 


4952. 


. 5299 




Seq. No. 


40213 








Seq. ID 


OJ000209 14.0316.C11 


Gene No . 


83195 








Strand 




Start 


4483 








End 


5828 


Name 


OJ000209 14 


,.0316 


.Cll.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


5110 








End 


5421 


GI 


none 








Score 


88 


Exons 


5110. .5289, 


5117 


. .5290, 


5290. 


. 5421 




Seq. No. 


40213 








Sea ID 


OJ000209 14 0316 Cll 


Gene No 


83195 








Strand 




Start 


4483 








End 


5828 


Name 


OJ000209 14 


.0316 


.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


- 5302 








End 


5827 


GI 


none 








Score 


61 


Exons 


5302. .5508, 


5503 


. .5826, 


5666. 


.5827 




Seq. No. 


40213 








Seq. ID 


OJ000209JL4. 0316. Cll 




83195 








Strand 




Start 


4483 








End 


5828 


Name 


OJ000209 14 


.0316 


.Cll.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


5383 








End 


5828 


GI 


none 








Score 


58 


Exons 


5383. .5826, 


5486 


. .5596, 


5632. 


.5712, 5775.. 5828 


Seq. No. 


40213 








Seq. ID 


OJ000209_14. 0316. Cll 


Gene No # 


83195 








Strand 




Start 


4483 








End 


5828 


Name 


OJ000209 14 


.0316 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


5422 








End 


5811 


GI 


hone 








Score 


82 


Exons 


5422. .5811, 


5528 


. .5596 








Seq. No. 


40213 








Seq. ID 


OJ000209JL4. 0316. Cll 


Gene No. 


83195 








Strand 




Start 


4483 








End 


5828 


Name 


OJ000209 14 


.0316 


.Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


5629 








End 


5827 


GI 


none 








Score 


76 


Exons 


5629. .5826, 


5717 


. .5827 









Seq. No. 
Gene No. 
Start 



40214 
83196 
796 



Seq. ID OJ000209_14.0316.C12 
Strand + 
End 927 



40137 



Name 

Start 

GI 

Exons 



OJ000209_14 .0316.C12.ol.gs Method GENSCAN 

796 End 927 

none Score .99 
796. .927 



Seq. No. 40214 Seq. ID 

Gene No. 83197 Strand 

Start 5916 End 

Name OJ00020 9_14 . 0316 . C12 . o3 . gs Method 

Start . 5916 End 

GI none Score 

Exons 5916.. 5961, 6693.. 6835 



OJ000209_14.0316.C12 
+ 

6835 
GENSCAN 
6835 
.64" 



Seq. No. 40214 Seq. ID OJ000209_14 . 0316 . C12 

Gene No. 83198 Strand 

Start 1 End 3145 

Name OJ000209_14 . 0316 .C12 . ol .np Method AAT/NAP 

Start 1 End 2203 

GI 6630696 Score 3745 

Exons 1..2203 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 





Seq. No. 


40214 




Seq. ID. 


OJ000209_ 


14. 


0316 


.CI 2 


Ji 


Gene No. 


83198 




Strand 










Fj 


Start 


1 




End - 


3145 










Name 


OJ000209 14 


.0316 


.C12.o2.gs Method 


GENSCAN 










Start 


1197 




End 


3145 










GI 


none 




Score 


.69 










Exons 


1197. .1345, 


1588 


..2541, 2547.. 2781, 3062.. 3145 










Seq. No. 


40214 




Seq. ID 


OJ000209_ 


14. 


0316 


.C12 




Gene No. 


83198 




Strand 












Start 


1 




End 


3145 










Name 


OJ000209 14 


.0316 


.C12.ol.gp Method 


AAT/GAP 










Start . 


1271 




End 


2161 










GI 


101595 1.R1084 


Score 


1407 








cs. 


Exons 


1271. .1345, 


1461 


. .2161 












GI Descrip. 


'3047066 3. 


Oe-15 


(AF058825) contains similarity 


to 










retrovirus- 


related POL polyproteins [Arabidopsis 


thaliana] T 




Seq. No. 


40214 




Seq. ID 


OJ000209_ 


14. 


0316 


.C12 




Gene No. 


83199 




Strand 












Start 


4969 




End 


5396 










Name 


OJ000209 14 


.0316 


.C12.o2.np Method 


AAT/NAP 










Start 


4969 




End 


5396 










GI 


6539570 




Score 


203 










Exons 


4969. .5034, 


5194 


..5396 












GI Descrip. 


(AP000836) 


hypothetical protein [Oryza 


sativa] 










Seq. No. 


40214 




Seq. ID 


OJ000209_ 


14. 


0316 


.CI 2 




Gene No. 


83200 




■ Strand 












Start 


5523 




End ' 


6867 










Name 


OJ000209 14 


.0316 


.C12.o3.np Method 


AAT/NAP 










Start 


5523 




End 


6867 










GI 


6630699 




Score 


80 









40138 




Exons 5523.. 5603, 6845.-6867 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj |BAA89566il| (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


40214 




Seq. ID 


OJ000209_14 .0316 


.C12 


Gene No. 


83201 




Strand 


- 




Start 


7748 




End 


7834 




Name 


OJ000209_ 


14.0316.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


23 




End 


CIA 

574 




GI 


none 




Score 


313 




Exons 


23. .574, 


28. .564, 69. .566 








Seq. No. 


40214 




Seq. ID 


OJ000209_14 .0316 


.C12 


Gene No. 


83201 




Strand 


- 




Start 


7748 




End 


7834 




Name 


OJ000209_ 


14.0316.C12.ol.ts 


Method 


TBLASTX: Soybean 




Start 


224 




T-l -J 

End 


c o o 




GI 


none 




Score 


79 




Exons 


224. .397, 


401. .622, 405. .551 








Seq. No. 


40214 




Seq. ID 


OJ000209_14.0316 


.C12 


Gene No. 


83201 




Strand 


- 




Start 


7748 




End 


7834 




Name 


OJ000209_ 


14.0316.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


410 




End 


874 




GI 


none 




Score 


75 




Exons 


410. .874, 


417. .635 








Seq. No. 


40214 




Seq. ID 


OJ000209_14.0316 


.C12 


Gene No. 


83201 




Strand 


- 




Start 


7748 




End 


7834 . 




Name 


OJ000209_ 


14.0316.C12.o3.tw 


Method 


TBLASTX: Wheat 




Start 


575 




End 


7 67 




GI 


none 




Score 


103 




Exons 


575. .718, 


575.-766, 585.. 767 








Seq. No. 


40214 




Seq. ID 


OJ000209_14.0316 


.C12 


Gene No. 


83201 




Strand 


- 




Start 


7748 




End 


7834 




Name 


OJ000209_ 


14.0316.C12.o2.ts 


Method 


TBLASTX : Soybean 




Start 


632 




End 


1012 




GI 


none 




Score 


83 




Exons 


632. .880, 


863. .1012 








Seq. No. 


40214 




Seq. ID 


OJ000209_14 .0316 


.C12 


Gene No. 


83201 




Strand 






Start 


7748 




End 


7834 




Name 


OJ000209 


14.0316.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


986 




End 


1330 




GI 


none 




Score 


363 




Exons 


986. .1027 


, 1056.. 1328, 1056.. 


1328, 1057.. 1329, 1058.. 1330 


Seq. No. 


40214 




Seq. ID 


OJ000209_14.0316 


.C12 


Gene No. 


83201 




Strand 






Start 


7748 




End 


7834 




Name 


OJ000209 


14.0316.C12.o2.tm 


Method 


TBLASTX: Maize 





40139 



Start 1853 End 2161 

GI none Score 139 

Exons 1853..2161, .1856.. 2047, 1932.. 2114 



Seq. No. 40214 

Gene No. 83201 

Start 7748 

Name OJ000209_14 .0316. C12 . o2 . tw 

Start 1913 

GI none 
Exons 



Seq. ID OJ000209_14 .0316.C12 



Strand 
End 

Method 

End 

Score 



7834 

TBLASTX: Wheat 

2309 

135 



1913. .2044, 1913. .2197, 1932. .2123, 2174. .2308, 2211. .2309 



Seq. No. 


40214 




Seq. ID 


OJ000209_14.0316.C12 


Gene No. 


83201 




Strand 


- 


Start 


7748 




End 


7834 


Name 


OJ000209 14. 


0316.C12.o4 ,gs 


Method 


GEN SCAN 


Start 


7748 




End 


7834 


GI 


none 




Score 


.94 


Exons 


7748. .7834 








Seq. No. 


40215 




Seq. ID 


OJ000209_14 .0316.C13 


Gene No. 


83202 




Strand 


+ 


Start 


1 




End 


2809 


Name 


OJ000209 14. 


0316.C13.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


318 


GI 


hone 




Score 


514 


Exons 


1. .318 








Seq. No. 


40215 




Seq. ID 


OJ000209_14.0316.C13 


Gene No. 


83202 




Strand 


+ 


Start 


1 




End 


2809 


Name 


OJ000209 14. 


0316.C13.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2809 


GI 


6322185 




Score 


64 


Exons 


1..45, 394.. 


485, 1829.. 1949, 


2744. .2809 


GI Descrip. 


Yil006wp gi| 


731775 |sp|P40556|YIA6_YEAST PUTATIVE MITOCHONDRIAL 



CARRIER YIL006W gi | 626359 1 pir | I S48451 probable membrane protein 
YIL006w - yeast (Saccharomyces cerevisiae) 

gi|558398|emb|CAA86245.1| (Z38113) orf, len: 373aa, CAI: 0.10, 
similar to S36081 INTERNAL MEMBRANE PROTEIN - YEAST 
[Saccharomyces cerevisiae] 



Seq,. No. 40215 Seq. ID 

Gene No. 83202 Strand 

Start 1 End 

Name OJ000209_14 . 0316 . C13 . ol . gs Method 

Start 187 End 

GI none Score 

Exons 187.. 268, 400.. 506 



OJ000209_14 .0316.C13 
+ 

2809 
GEN SCAN 
506 
.58 



Seq. No. 40216 

vGene No. 83203 

Start 8022 

Name OJ000119_18 . 0309 . CI . o2 . np 

Start 8022 

GI 6911870 
Exons 



Seq. ID OJ000119_18.0309.C1 



Strand 
End 

Method 

End 

Score 



+ 

10229 
AAT/NAP 
10229 
384 



8022. .8190, 8865. .9017, 9391. .9483, 10040. .10229 



40140 



GI Descrip. (AL138655) putative protein [Arabidopsis thaliana] 

Seq. No. 40216 Seq. ID OJ000119J.8 . 0309 . CI 

Gene No. 83204 Strand 

Start 200 End 1779 

Name OJ000119_18 . 0309. CI . ol .np Method AAT/NAP 

Start 200 End 1779 

GI 7485877 Score 258 

Exons 200.. 284, 357.. 475, 698.-859, 1690.. 17.79 

GI Descrip. hypothetical protein F20D22.9 - Arabidopsis thaliana 

gi|3142301|gbiAAC16752.1| (AC002411) Contains similarity to 
neural cell adhesion molecule 2, large isoform precursor 
gb|M76710 from Xenopus laevis, and beta transducin from S. 
cerevisiae gb|Q05946. ESTs gb|N65081 gb|Z30910, gb|Z34190, 
gb|Z34611, gb|R30101, gb|H36304, and gb|N> 





Seq. No. 


40216 




Seq. ID 


OJ000119_18.0309.C1 




Gene No. 


83204 




Strand 






Start 


200 




End 


1779 




Name . 


OJ000119 18. 0309. CI 


.ol.gs 


Method 


GENSCAN 




Start 


357 




End 


1734 




GI 


none 




Score 


.6 




Exons 


357. .410, 705. .854, 


1249. .1357, 1674.. 


1734 


tat 


Seq. No. 


40216 




Seq. ID 


OJ000119_18.0309.C1 




Gene No. 


83205 




Strand 




n 


Start 


10036 




End 


10229 


u 


Name 


OJ000119 18. 0309. CI 


.o2.tm 


Method 


TBLASTX: Maize 


j 


Start 


260 




End 


859 




GI 


none 




Score 


175 


~ 


Exons 


260.. 283, 357.. 473, 


359. .472, 


367. .483, 704. .778, 780. .857, 


j 
y 




782. .856, 784. .858, 


785. .859 








Seq. No. 


40216 




Seq. ID 


OJ000119_18.0309.C1 




Gene No. 


83205 




Strand 






Start 


10036 




End 


10229 




Name 


OJ000119 18. 0309. CI 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


8916 




End 


10195 




GI 


none 




Score 


143 




Exons 


8916.. 9017, 8928.. 9017, 9339. 


.9479, 9391.. 9483, 9400.. 9483, 






10031. .10195, 10031 


..10183, 10039.. 10191 




Seq. . No. . 


. 40216 




Seq. ID 


OJ000119_18.0309.C1 




Gene No. 


83205 




Strand 






Start 


10036 




End 


10229 




Name 


OJ000119 18. 0309. CI 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8958 




End 


10195 




GI 


none 




Score 


71 




Exons 


8958.. 9023, 9391.. 9483, 9402. 


.9479, 10031. .10183, 10037.. 10 






10042. .10191 










Seq. No. 


40216 




Seq. ID 


OJ000119_18.0309.C1 




Gene No. 


83205 




Strand 






Start 


10036 




End 


10229 




Name 


OJ000119 18. 0309. CI 


.ol.gp 


Method 


AAT/GAP 




Start 


10036 




End 


10229 




GI 


1109 1.R1084 




Score 


* 279 



40141 




Exons 10036.. 10229 

GI Descrip. • 1077413/pir | | S51431 2.0e-34 hypothetical protein YLR186w - 

yeast (Saccharomyces cerevisiae) >gi_577197 (U17246) Ylrl86wp 
[Saccharomyces cerevisiae] 1 



Seq. No. 


40216 


Seq. ID 


OJ000119_18.0309.C1 


Gene No. 


83205 


Strand 




Start 


10036 


End 


10229 


Name 


OJ000119 18.0309.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


10043 


End.; 


10195 


GI 


none 


Score 


203 


Exons 


10043. .10195, 10045. .10176 






Seq. No. 


40217 


Seq. ID 


OJ000119_18.0309.C2 


Gene No . 


83206 


Strand 


+ 


Start 


1 


End 


1364 


Name 


OJ000119 18.0309.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1046 


GI 


6911870 


Score 


111 


Exons 


1..103, 181. .263, 352. .409, 


970. .1046 




GI Descrip. 


(AL138655) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


40217 


Seq. ID 


OJ000119JL8.0309.C2 


Qfane No 


83206 


Strand 


+ ■ 


Start 


1 


End 


1364 


Name 


OJ000119 18.0309.C2.ol.gp 


Method 


AAT/GAP 


Start 


178 


End 


1364 


GI 


1109 1.R1084 


Score 


965 


Exons 


178. .263, 352. .409, 970. .1364 




GI Descrip. 


•1077413/pirl IS51431 2.0e-34 


hypothetical protein YLR18 6w 




yeast (Saccharomyces cerevisiae) >gi_ 


577197 (U17246) Ylrl8 




[Saccharomyces cerevisiae] 1 






Seq. No. 


40217 


Seq. ID 


OJ000119_18.0309.C2 


Gene No . 


83206 


Strand 


+ 


Start 


1 


End 


1364 


Name 


OJ000119 18.0309.C2.ol.gs 


Method 


GENSCAN 


Start 


181 


End 


1049 


GI 


none 


Score 


.83 


Exons 


181. .263, 352. .409, 970. .1049 




Seq. No. 


40217 


Seq. ID 


OJ000119_18.0309.C2 


Gene No . 


83207 


Strand 




Start 


2155 


End 


2884 


Name 


OJ000119 18.0309.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


2104 


End 


2563 


GI 


none 


Score 


56 


Exons 


2104.. 2166, 2170.. 2550, 2174 


..2563, 2182.. 2556 


Seq. No. 


40217 


Seq. ID 


OJ000119_18.0309.C2 


Gene No. 


83207 


Strand 




Start 


2155 


End 


2884 


Name 


OJ000119 18.0309.C2.o2.gs 


Method 


GENSCAN 


Start 


2155 


End 


2547 


GI 


none 


Score 


.95 


Exons 


2155. .2547 







40142 




Seq. No. 


40217 




Seq. ID 


OJ000119_18.0309.C2 


Gene No. 


83207 




Strand 




Start 






End 


2884 


Name 


OJ000119 18 


.0309.C2.o2.np 


Method 


AAT/NAP 


Start 


2170 




End 


2884 


GI 


4415931 




Score 


415 


Exons 


2170. .2563, 


2822. .2884 






GI" Descrip. 


(AC006418) 


putative ubiquitin 


[Arabidopsis thaliana] 


Seq. No. 


40217 




Seq. ID 


OJ000119_18.03Q9.C2 


Gene No. 


83207 




Strand 




Start 


2155 




End 


2884 


Name 


OJ000119 18 


.0309.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


2179 




End 


2563 


GI 


none 




Score 


145 


Exons 


2179. .2475, 


2180. .2473, 2482. 


.2556, 2483.. 2563 


Seq. No. 


40217 




Seq. ID 


OJ000119_18.0309.C2 


Gene No. 


83207 




Strand 




Start 


2155 




End 


2884 


Name 


OJ000119 18 


.0309.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2188 




End 


2563 


GI 


none 




Score 


263 


Exons 


2188. .2553, 


2189.. 2563 






Seq. No. 


40218 




Seq. ID 


OJ000119_18.0309.C3 


Gene No. 


83208 




Strand 




Start 


1 




End 


9427 


Name 


OJ000119 18 


.0309.C3.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1207 


GI 


6633833 




Score 


728 


Exons 


1..416, 621 


. .1207 






GI Descrip. 


(AC009519) 


F1N19.4 [Arabidopsis thaliana] 


Seq. No. 


40218 




Seq. ID 


OJ000119_18.0309.C3 


Gene No. 


83208 




Strand 




Start ~ 


1 




End 


9427 


Name 


OJ000119 18 


.0309.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


1237 


GI 


none 




Score 


139 


Exons 


1..123, 1.. 


90, 3. .122, 121. .519, 131.. 


448, 132. .518, 513. .647, 




520. .567, 573. .1124, 579. .767 


, 602. .967, 766. .1131, 1151. .1237 




1152. .1214 








Seq. No. 


40218 




Seq. ID 


OJ000119_18.0309.C3 


Gene No. 


83208 




Strand 




Start 


1 




End 


9427 


Name 


OJ000119 18 


.0309.C3.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


552 


GI 


none 




Score 


125 


Exons 


1..144, 3.. 


143, 20.. 148, 135. 


.194, 193 


..552, 196. .435, 198. .53 


Seq. No. 


40218 




Seq. ID 


OJ000119_18.0309.C3 


Gene No . 


83208 




Strand 




Start 


1 




End 


9427 


Name 


OJ000119 18 


.0309.C3.ol.gs 


Method 


GENSCAN 


Start 


13 




End 


9316 



40143 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .53 

13. .1287, 2037. .2090, 2798. .2970, 4397. .4454, 4736. .5226, 

6196. .7308, 7389. .7418, 8190. .8384, 9157. .9316 



40218 
83208 
1 

OJ000119_18.0309.C3.ol.tc 

219 

none 

219. .530, 223. .528 



Seq. ID OJ000119_18.0309.C3 
Strand 

End 9427 

Method TBLASTX : Cress 

End 530 

Score 205 



Seq. ID OJ000119_18.0309.C3 
Strand 

9427 
AAT/GAP 
812 
1144 



40218 
83208 
1 

OJ000119_18.0309.C3.ol.gp 
225 

5607405 
225. .812 

4415931/gb|AAD20161| 8.0e-42 (AC006418) unknown protein 
[Arabidopsis thaliana] >gi_4559393_gb_AAD23053 . 1_AC006526_18 
(AC006526) unknown protein [Arabidopsis thaliana] 



End 

Method 

End 

Score 



40218 
83208 
1 

OJ000119_18.0309.C3.o2.tc 

798 

none 

798.. 1082, 811.. 1083 

40218 
83208 
1 

OJ000119_18.0309.C3.o4.ts 

879 

none 

879.. 1079, 922.. 1059 

40218 
83208 
1 

OJ000119_18.0309.C3.o2.tm 

4510 

none 



Seq. ID OJ000119_18.0309.C3 

Strand - , ' 

End 9427 

Method TBLASTX: Cress 

End 1083 

Score 151 



Seq. ID OJ000119_18 .0309.C3 
Strand 

End 9427 

Method TBLASTX : Soybean 

End 1079 

Score 80 



Seq. ID OJ000119_18.0309.C3 
Strand 

End 9427 

Method TBLASTX : Mai ze 

End 6367 

Score 71 



4510. .4575, 4585. .4617, 4 675 4743, 4679 .. 4744 , 4744. .5232, 
4744. .5232, 5096. .5242, 6146. .6367, 6193. .6366 



40218 
8320,8 
1 

OJ000119_18.0309.C3.o3.ts 

4675 

none 

4675. .4992, 4678.-4992 



Seq. ID OJ000119_18.0309.C3 
Strand 

End 9427 

Method TBLASTX: Soybean 

End 4 992 

Score 204 



Seq. No. 



40218 



Seq. ID OJ000119_18.0309.C3 



40144 



Gene No. 83208 Strand 

Start 1 End 9427 

Name OJ000119_18 . 0309.C3 .o2 .np Method AAT/NAP 

Start 4682 End 9427 

GI 2120736 Score 685 

Exons 4682. .5226, 6196. .7308, 7389. .7423, 8198. .8384, 9097. .9427 

GI Descrip. X-Pro dipeptidyl-peptidase (EC 3.4.14.11) - Xanthomonas 
maltophilia gi | 1753197 | dbj I BAA11872 | (D83263) dipeptidyl 
peptidase IV [Stenotrophomonas maltophilia] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40218 Seq. ID 

83208 Strand 

1 End 

OJ000119_18.0309.C3.o4.np Method 

4 682 End 

2120736 Score 



OJ000119_18.0309.C3 

9427 
AAT/NAP 
8316 
673 



4682. .5226, 6196. .7308, 7389.-7423, 8198. .8316 
X-Pro dipeptidyl-peptidase (EC 3.4.14.11) - Xanthomonas 
maltophilia gi 1 1753197 | dbj | BAA11872 | (D83263) dipeptidyl 
peptidase IV [Stenotrophomonas maltophilia] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40218 
83208 
1 

OJ000119_18 . 0309 . C3 . ol . tw 

5020 

none 



Seq. ID OJ000119_18.0309.C3 
Strand 
End 

Method 
End 
Score 



9427 

TBLASTX: Wheat 

6292 

203 



5020.. 5232, 5023.. 5232, 5096.. 5242, 6143.. 6292, 6193.. 6291 



40218 
83208 
1 

OJQ00119_18.0309.C3.ol.ts 

5044 

none 



Seq. ID OJ000119_18.0309.C3 
Strand 

End 9427 

Method TBLASTX : Soybean 

End 8307 

Score 91 



5044. .5232, 5044. .5232, 6193. .6846, 6196. .6315, 6197. .6835, 
6523. .6843, 6639. .6845, 6845. .7309, 6850. .7317, 6850. .7308, 
6852.. 7310, 7372.. 7413, 7380.. 7415, 8193.. 8306, 8194.. 8307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



Seq. ID OJ000119_18.0309.C3 
Strand 

9427 
AAT/GAP 
6882 
1001 



40218 •>-■■ 
83208 
1 

OJ000119_18.0309.C3.o2.gp 
6364 

uC-osflcyp071gl0bl 
6364. .6882 

, 4415931/gb|AAD20161| 8.0e-42 (AC006418) unknown protein 
[Arabidopsis thaliana] >gi_4559393_gb_AAD23053 . 1_AC006526_18 
(AC006526) unknown protein [Arabidopsis thaliana] ' 



End 

Method 

End 

Score 



40218 
83208 
1 

OJ000119_18.0309.C3.o5.tm 

6388 

none 



Seq. ID OJ000119_18.0309.C3 



Strand 
End 

Method 

End 

Score 



9427 

TBLASTX: Maize 

6546 

42 



6388.. 6429, 6389.. 6427, 6409.. 6546, 6440.. 6541, 6471.. 6545 



40145 



Seq. No. 40218 

Gene No. 83208 

Start 1 

Name 0 JO 00 1 1 9_1 8.0309.C3.o3.tm 

Start 6547 

GI none 

Exons 6547.. 6840, 6548.. 6841, 



Seq. ID OJ000119_18 .0309.C3 
Strand 
End 

Method 
End 
Score 
6548. .'6841 



Seq. No. 40218 
Gene No. 83208 
Start 1 

Name OJ000119_18 . 0309 . C3 . o2 . tw 

Start 7114 
GI none 

Exons 7114.. 7308, 7115.. 7309, 7184. 

7393. .7416, 8187.. 8255, 8189. 
8257.. 8298 



9427 

TBLASTX: Maize 

6841 

405 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7309, 7260 
.8275, 8233 



OJ000119 18. 0309. C3 



9427 

TBLASTX: Wheat 
8298 
249 

7310, 7380. 
8298, 8253. 



.7421, 
.8297, 



Seq. No. 40218 Seq. ID 

Gene No. 83208 Strand 

Start 1 End 

Name OJ000119_18 . 0309.C3.o4 . tm Method 

Start 8211 End 

GI none Score 
Exons 



OJ000119__18.0309.C3 
9427 

TBLASTX: Maize' 

9312 

185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8211. .8381, 8212. .8382, 8220. .8384, 8225.-8386, 9031. .9114, 
9077. .9112,- 9121. .9276, 9235. .9273, 9289. .9312 



Seq. ID OJ000119_18.0309.C4 
Strand + 
End 6998 
Method AAT/NAP 
End 6998 
Score 278 

1..64, 4426. .4593, 5795. .5835, 5866. .5979, 6765. .6998 
hypothetical protein F8M12.9 -Arabidopsis thaliana 
gi|3513738|gb|AAC33954.1| (AF080118) similar to the GDSL family 
of lipolytic enzymes [Arabidopsis thaliana] 



40219 
83209 
1 

OJ000119_18.0309.C4.ol.np 
1 

7486718 



Seq. No. 


40219 








Seq. ID 


OJ000119_18.0309. 


C4 


Gene No. 


83209 








Strand 


+ 




Start 


1 








End 


6998 




Name 


OJ000119 18 


.0309. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1340 








End 


1685 




GI 


none 








Score 


144 




Exons 


1340. .1480, 


1569. 


.1685 










Seq. No. 


40219 








Seq. ID 


OJ000119_18.0309. 


C4 


Gene No. 


83209 








Strand 


+ 




Start 


1 








End 


6998 




Name 


OJ000119 18 


.0309. 


C4.ol. 


gs 


Method 


GENSCAN 




Start 


1387 








End 


3727 




GI 


none 








Score 


.51 




Exons 


1387. .1409, 


1460. 


.1595, 


3000. 


.3215, 3587. .3727 




Seq. No. 


40219 








Seq. ID 


OJ000119_18.0309. 


C4 


Gene No. 


83209 








Strand 


+ 





40146 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . . 

Exons 



OJ000119_18.0309.C4.o2.tm 

2584 

none 



End 

Method 

End 

Score 



6998 

TBLASTX: Maize 

4638 

126 



2584. .2844, 2674. .2802, 4429. .4638, 4449. .4604 



40219 
83209 
1 

OJ000119_1.8.0309.C4 .ol.ts 

2656 

none 



Seq. ID OJ000119__18.0309.C4 

Strand + 

End 6998 

Method TBLASTX : Soybean 

End 4 605 

Score 94 



2656.-2748, 2664. .2747, 2743. .2844, 4429. .4512, 4449. .4511, 
4503. .4592, 4504. .4605 



40219 
83209 

1 • . 

OJ000119_18.0309.C4.o2.gs 

4279 

none 

4279.. 4597, 5787.. 6010 



Seq. ID OJ000119_18.0309.C4 

Strand + 

End 6998 

Method GEN SCAN 

End 6010 

Score .71 



Seq. ID OJ000119_18.0309.C6 
Strand + 

798 

AAT/NAP 
798 
369 



End 

Method 

End 

Score 



40220 
83210 
1 

OJ000119_18.0309.C6.ol.np 
1 

7485877 
1..202, 306. .366, 642. .798 

hypothetical protein F20D22.9 - Arabidopsis thaliana 
gi | 3142301 | gb | AAC16752 . 1| (AC002411) Contains similarity to 
neural cell adhesion molecule 2, large isoform precursor 
gb|M76710 from Xenopus laevis, and beta transducin from S. 
cerevisiae gb|Q05946. ESTs gb|N65081 gb|Z30910, gb|Z34190, 
gb|Z34611, gb|R30101, gb|H36304, and gb|N> 



40220 
83210 
1 

OJ000119_18.0309.C6.ol.tc 
2 

none 



Seq. ID OJ000119_18.0309.C6 

Strand + 

End 798 

Method TBLASTX: Cress 

End 767 

Score 131 



2. .79, 3. .113, 114. .197, 306. .365, 307. .366, 627. .767, 640. .726, 
641. .766 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



40220 
83210 
1 

OJ000119_18.0309.C6.ol.ts 

2 

none 



Seq. ID OJ000119_18.0309.C6 

Strand + 

End 798 

Method TBLASTX : Soybean 

End 767 

Score 144 



2. .109, 3. .110, 105. .203,. 307. .366, 627. .767, 641. .766 



40220 
83210 
1 



Seq. ID OJ000119_18.0309.C6 
Strand + 
End 7 98 



40147 



Name OJ000119_18.0309.C6.ol.gs 

Start 3 

GI none 

Exons 3.. 202, 306.. 366, 642.. 755 

Seq. No. 40220 

Gene No. 83210 

Start 1 

Name OJ000119_18 . 0309 . C6 . ol . tm . 
Start . 303 

GI none 
Exons 



Method GENSCAN 
End 755 
Score .74 



Seq. ID OJ000119_18.0309.C6 

Strand + 

End 7 98 

Method TBLASTX : Mai ze 

End 767 

Score 57 



303. .362, 306. .362, 307. .366, 307. .366, 627. .767, 631. .765, 
641. .766 



Li 3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40221 Seq. ID 

83211 Strand 

482 End 

OJ000119_18. 0309.C7 .ol.np Method 

482 End 

5922628 Score 
482. .714 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6016861 1 dbj IBAA85204 .il (AP000570) hypothetical protein 

[Oryza sativa] 



OJ000119_18.0309.C7 
+ 

714 

AAT/NAP 

714 

215 



40222 
83212 
534 

OJ000119_18.0309.C8. 

534 

none 

534. .647, 537. .644, 
568. .651, 570. .647, 
714. .809, 714. .845, 
729. .827, 794.-886, 
875. .952, 876. .1028, 
921. .1043, 924. .1043 
930.. 1031, 931.. 1053 
1078.. 1182, 1078.. 11 
1090.. 1212, 1197.. 13 
1274. .1318 



Seq. ID OJ000119_18.0309.C8 
Strand 

End 1325 
Method TBLASTX : Maize 
End 1325 
Score 84 
546. .665, 552. .647, 555. .653, 555. .656, 
847, 705. .836, 711. .851, 713. .814, 
814, 716. .850, 719. .859, 728. .847, 
886, 842. .1030, 847. .939, 848. .940, 
.1027, 878. .1042, 890. .1042, 909. .1049, 
, 926.. 1021, 927.. 1073, 928.. 1053, 
, 1054. .1317, 1075. .1182,. 1077. .1187, 
97, 1083. .1190, 1083. .1196, 1086. .1208, 
16, 1197. .1325, 1198. .1323, 1200. .1319, 



ol . tm 



668. 
716. 
794. 
878 



Seq. No. 


40223 








Seq. ID 


OJ000119_ 


18. 0309. C9 


Gene No. 


83213 








Strand 


+ 




Start 


1119 








End 


1228 




Name 


OJ000119 18 


.0309 


.C9.ol. 


gs 


Method 


GENSCAN 




Start 


1119 








End 


1228 




GI 


none 








Score 


1 




Exons 


1119. .1228 














Seq. No. 


40223 








Seq. ID 


OJ000119_ 


18. 0309. C9 


Gene No. 


83214 








Strand 


+ 




Start 


2008 








End 


11758 




Name 


OJ000119 18 


.0309 


.C9.ol. 


gp 


Method 


AAT/GAP 




Start 


1913 








End 


5967 




GI 


none 








Score 


1795 




Exons 


1913.. 2329, 


3858 


. .3956, 


5179. 


.5277, 5393.. 5494, 


5598. .5705, 



40148 



5779. .5967 



Seq. No. 40223 . Seq. ID 

Gene No. 83214 Strand 

Start 2008 End 

Name OJ000119_18 . 0309.C9.o2 .gs Method 

Start 2008 End 

GI none . Score 

Exons 2008.12329, 2623.. 2711 



OJ000119_18.0309.C9 
+ 

11758 
GENS CAN 
2711 
.99 



Seq. No. 40223 
Gene No. 83214 

Start • 2008 

Name : OJ000119_18.0309.C9.o3.gs 
Start 3858 
GI none 

Exons 3858.. 3956, 4304.. 4703, 5179. 

5785. .6488 



OJ000119_18.0309.C9 
+ 

11758 
GENSCAN 
6488 
. 65 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,5277, 5393. .5494, 5598. .5705, 



Seq. No. 40223 Seq. ID 

Gene No. 83214 Strand 

Start 2008 End 

Name OJ000119_18 . 0309. C9 . ol .np Method 

Start 5420 End 

GI 6063554 Score 

Exons 5420.. 5451, 8846.. 9061, 9186.. 9404, 
GI Descrip. 



OJ000119_18.0309.C9 
+ 

11758 
AAT/NAP 
11758 
265 

10922. .10949, 



11578. .11758 



(AP000615) ESTs AU075609 {C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



f=3 



Seq. No. 


40223 


Seq. ID 


OJ000119_18.0309.C9 


Gene No. 


83214 


Strand 


+ 


Start 


2008 


End 


11758 


Name 


OJ000119 18.0309.C9.o3.gp 


Method 


AAT/GAP 


Start 


8924 


End 


9280 


GI 


428878 


Score 


444 


Exons 


8924. .9280 






GI Descrip. 


•6063530/dbj | AP000615 . 1 | AP000615 2.0e- 


15 Oryza sativa genomic 




DNA, chromosome 3, clone : P0043E01 




Seq. No. 


40223 


Seq. ID 


OJ000119_18.0309.C9 


Gene No. 


83215 


Strand 


+ 


Start 


15921 


End 


18231 


Name 


OJ000119 18.0309.C9.o2.np 


Method 


AAT/NAP 


Start 


15921 


End 


18231 


GI 


2316016 


Score 


547 


Exons 


15921. .1597 6, 174 93. .18231 






GI Descrip. 


(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 


Seq. No. 


40223 


Seq. ID 


OJ000119_18.0309.C9 


Gene No. 


83216 


Strand 




Start 


6329 


End 


6674 


Name 


OJ000119 18.0309.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


5783 


End 


6431 


GI 


none 


Score 


70 


Exons 


5783.. 5863, 5802.. 5861, 5907. 


.6038, 5925.. 6020, 6087.. 6158, 



6137.. 6244, 6156.. 6245, 6224.. 6361, 6225.. 6365, 6348.. 6431, 



40149 



6363. .6422 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40223 
83216 
6329 

OJ000119_18.0309.C9.ol.ts 

5910 

none 



Seq. ID OJ000119_18.0309.C9 
Strand 

End 6674 

Method TBLASTX : Soybean 

End 64 97 

Score 7 9 



5910. .6044, 6060. .6182, 6204. .6341, 6360. .6398, 6441. .6497 



Seq. No. 40223 

Gene No. 83216 

Start 6329 

Name OJ0001 19_18 . 0309 . C9 . o2 . gp 

Start 6329 

GI uC-osflcypl77c09al 

Exons 6329.. 6674 

GI Descrip. * ■ 6063530/dbj | AP000615 . 1 | AP000615 2.0e-15 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 1 



Seq. ID OJ000119_18.0309.C9 
Strand 

End 6674 

Method AAT/GAP 

End 6674 

Score 574 



Seq. No. 


40223 


Seq. ID 


OJ000119_18.0309. 


C9 


Gene No. 


83217 


Strand 






Start 


17483 


End 


18231 




Name 


OJ000119 18.0309.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


17483 


End 


18231 




GI 


none 


Score 


117 




Exons 


17483. .17776, 17539 17700, 


17704. .18231, 17705. .18175, . 






17905. .18228 








Seq. No. 


40224 


Seq. ID 


OJ000119 18.0309. 


Cll 


Gene No. 


83218 


Strand 


+ 




Start 


218 


End 


1473 




Name 


OJ000119 18.0309.Cll.ol.gs 


Method 


GENSCAN 




Start 


218 


End 


1473 




GI 


none 


Score 


.6 




Exons 


218. .313, 1370. .1473 








Seq. No. 


40224 


Seq. ID 


OJ000119_18.0309. 


Cll 


Gene No. 


83219 


Strand 


+ 




Start 


1845 


End 


5455 




Name 


OJ000119 18.0309.Cll.ol.np 


Method 


AAT/NAP 




Start 


1845 


End 


5455 




GI 


2316016 


Score 


1716 




Exons 


1845.. 1899, 3534.. 5262, 5434 


. .5455 






GI Descrip. 


(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 




Seq. No. 


40224 


Seq. ID 


OJ000119_18.0309. 


Cll 


Gene No. 


83220 


Strand 






Start 


1672 


End 


3329 




Name 


OJ000119 18.0309.Cll.o2.gs 


Method 


GENSCAN 




Start 


1672 


End 


3329 




GI 


none 


Score 


.56 




Exons 


1672.. 2324, 2507.. 2587, 2736 


..2883, 3270.. 3329 




Seq. No. 


40224 


Seq. ID 


OJ000119_18.0309. 


Cll 


Gene No. 


83221 


Strand 






Start 


3583 


End 


5270 





40150 




Name 


OJ000119 18 


.0309 


.Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3583 








End 


5270 


GI 


none 








Score 


108 


Exons 


3583. .3753, 


3591 


. .3752, 


3756. 


.4307, 3757. .4068, 3865. .4416, 




4129. .4227, 


4158 


. .4415, 


4294. 


.4416, 4419. .5270, 4420. .5262, 




4819. .4956, 


4851 


. .5264, 


4877. 


.5269 




Seq. No. 


40224 








Seq. ID 


OJ000119_18.0309.C11 


Gene No. 


83221 








Strand 




Start 


3583 








End 


5270 


Name 


OJ000119 18 


.0309 


.Cll.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4600 








End 


4971 


GI 


none 








Score 


96 


Exons 


4600. .4749, 


4786 


. .4971, 


4812. 


.4970 




Seq. No. 


40224 








Seq. ID 


OJ000119_18.0309.C11 


Gene No. 


83221 








Strand 




Start 


3583 








End 


5270 


Name 


OJ000119 18 


.0309 


.Cll.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


4864 








End 


5223 


GI 


none 








Score 


499 


Exons 


4864. .5223, 


4868 


. .5071, 


4869. 


.5222 




Seq. No. 


40224 








Seq. ID 


OJ000119_18.0309.C11 


Gene No. 


83221 








Strand 




Start 


3583 








End 


5270 


Name 


OJ000119 18 


.0309 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5011 








End 


5270 


GI 


none 








Score 


345 


Exons 


5011. .5268, 


5011 


. .5262, 


5055. 


.5264, 5064. .5270 


Seq. No. 


40225 








Seq. ID 


OJ000119_18.0309.C12 


Gene No . 


83222 








Strand 


+ 


Start 


1 








End 


5166 


Name 


OJ000119 18 


.0309 


.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


4178 


GI 


2316016 








Score 


2184 


Exons 


1..199, 654 


. .740 


, 826 . . 


1456, 


1576.. 1740, 2222.. 2516, 2621.. 2835, 




3202. .3507, 


3596 


. .3659, 


3748. 


.3987, 4072.. 4178 


GI Descrip. 


(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 


Seq. No. 


40225 








Seq. ID 


OJ000119_18. 0309.C12 


Gene No. 


83222 








Strand 


+ 


Start 


1 








End 


5166 


Name 


OJ000119 18 


.0309 


.C12.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1 








End 


4163 


GI 


none 








Score 


306 


Exons 


1..207, 2\. 


199, 


19. .201 


, 645. 


.743, 647 


..745, 825. .896, 825.-896, 




826. .978, 1043.. 


1462, 1075.. 1455, 1115 


..1456, 1576.. 1752, 




2219. .2446, 


2224 


. .2460, 


2625. 


.2840, 2626.-2838, 2641. .2859, 




3196. .3507, 


3198 


. .3509, 


3201. 


.3512, 3232.-3369, 3593.. 3658, 




3743. .3988, 


3747 


. .3989, 


4056. 


.4163 




Seq. No. 


40225 








Seq. ID 


OJ000119_18.0309.C12 


Gene No. 


83222 








Strand 


+ 


Start 


1 








End 


5166 


Name 


OJ000119 18 


.0309 


.C12.ol 


.tm 


Method 


TBLASTX: Maize 



40151 






Start 


62 


End 


4163 




GI 


none 


Score 


75 




Exons 


62.. 181, 1579.. 1752, 2216.. 2446, 2224. 


.2520, 2622.. 2840, 






2626.. 2838, 3196.. 3507, 3222. 


.3506, 3593.. 3655, 3746.-3988, 






3747. .3989, 3753.-3989, 4056. 


.4163, 4071. .4154 




Seq. No. 


40225 


Seq. ID 


OJ000119_18.0309.C12 




Gene No. 


83222 


Strand 


+ 






1 


End 


5166 




Name 


OJ000119 18.0309.C12.o2.ts 


Method 


TBLASTX: Soybean 




Start 


107 


End 


1213 




GI 


none 


Score 


153 




Exons 


107. .199, 109. .204, 109. .207, 


645. .743, 647. .745, 816. .884, 






826.. 990, 1060.. 1209, 1061.. 1213, 1077 


. .1211 




Seq. No. 


40225 


Seq. ID 


OJ000119_18.0309.C12 




Gene No. 


83222 


Strand 


+ 






1 


End 


5166 




Name 


OJ000119 18.0309.C12.ol.gs " 


Method 


GEN SCAN 




Start 


654 


End 


4172 




GI 


none 


Score 


.67 




Exons 


654. .740, 826. .997, 1011. .1276, 1406.. 


1456, 2222.. 2516, 






3239.. 3507, 3596.. 3659, 3748. 


.3987, 4072.. 4172 


: 5 


0 Seq. No. 


40225 


Seq. ID 


OJ000119_18.0309.C12 




oene wo . 


83222 


Strand 


+ 




Start 


1 


End 


5166 


r LJ 


Name 


OJ000119 18.0309.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


1154 


End 


1458 




GI 


none 


Score 


385 




Exons 


1154. .1456, 1156. .1458, 1156. 


.1455 






Seq. No. 


40225 


Seq. ID 


OJ000119_18.0309.C12 






83222 


Strand 


+ 




Start 


1 


End 


5166 




Name 


OJ000119 18.0309.C12.o3.ts 


Method 


TBLASTX : Soybean 




Start 


1214 


End 


1462 


feds 


GI 


none 


Score 


206 


\ J 


Exons 


1214. .1462, 1216. .1458 








Seq. No. 


40225 


Seq. ID 


OJ000119_18.0309.C12 




Gene No. 


83222 


Strand . 


+ 




Start 


1 


End 


5166 




Name 


OJ000119 18.0309.C12.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1636 


End 


3965 




GI 


none 


Score 


118 



Exons 1636.. 1752, 1644.. 1739, 2180.. 2446, 2197.. 2334, 2392.. 2514, 

2568. .2615, 2625. .2840, 2626.-2838, 2645. .2842, 3196. .3507, 

3199.. 3504, 3209.. 3508, 3210.. 3512, 3414.. 3512, 3593.. 3655, 

3743.. 3964, 3744.. 3965, 3747.. 3965 



Seq. No. 40225 Seq. ID 

Gene No. 83222 Strand 

Start 1 End 

Name OJ000119_18 . 0309 . C12 . o2 . np Method 

Start 3364 End 

GI 7340909 Score 



OJ000119_18.0309.C12 
+ 

5166 
AAT/NAP 
5166 
132 



40152 



Exons 


3364..3386, 4720. .5166 












GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 








Seq. No. 


40226 


Seq. ID 


OJ000119 


_18 


.0309 


.C13 


Gene No. 


83223 


Strand 










o Lai <- 


1 


End 


1805 








Name 


OJ000119 18.0309.C13.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1805 








GI 


7340909 


Score 


137 








Exons 


1..95, 248. .507, 1760. .1805 












GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 








Seq. No. 






OJ000119 


_18 


.0309 


.C13 


uene cmo . 




otranu 










Start 


1 
1 




1805 








Name 


ninnmiQ 1ft n^no pi ^ ni rre 

UJUUUIIj 10 . U jU j . LI j . OI . y S 


\/l f~\ 4- V\ /— \ /~J 

LYietnoa 


GEN SCAN 








Start 






516 








GI 


none 


Score 


.95 








Exons 


150. .291, 404. .516 












Seq. No. 


40227 


Seq. ID 


OJ000119 


_18 


.0309 


.C14 


bene lno • 


83224 


Strand 


_l_ 








Start 


1832 


End 


2489 








Name 


OJ000119 18.0309.C14.ol.gs 


Method 


GENSCAN 








Start 


1832 


End 


2489 








GI 


none 


Score 


.4 








Exons 


1832.. 1963, 2126.. 2255, 2353. 


.2489 










Seq. No. 


40227 


Seq. ID 


OJ000119 


_18 


.0309 


.C14 


Gene No. 


83225 


Strand 


- 








Start 


2643 


End 


2845 








Name 


OJ000119 18.0309.C14.ol.gp 


Method 


AAT/GAP 








Start 


2643 


End 


2845 








GI 


85013 1.R1084 


Score 


373 








Exons 


2643. .2845 












GI Descrip. 


'6063530/dbj | AP000615 . 1 | AP000615 2 . Oe- 


15 Oryza : 


sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



DNA, chromosome 3, clone: P0043E01 1 



Seq. ID OJ000119_18.0309.C15 

Strand + 

End 3218 

Method AAT/NAP 

End 3218 

Score 104 



40228 
83226 
1931 

OJ000119_18.0309.C15.ol.np 
1931 
100210 
1931.. 2082, 2791.. 3218 

extensin precursor (clone Tom L-4) - tomato gi 1170444 (M76671) 
extensin (class II) [Lycopersicon esculentum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119 18.0309.C15 



40228 
83227 
1566 

OJ000119_18.0309.C15.ol.gp 
1533 

85013_1.R1084 
1533. .1834 

1 6063530/dbj | AP000615.il AP000615 2.0e-15 Oryza sativa genomic 
DNA, chromosome 3, clone: P0043E01 ' 



3302 
AAT/GAP 
1834 
551 



40153 




Seq. No. 


40228 








Seq. ID 


OJ000119_18.0309.C15 


Gene No. 


83227 








Strand 




Start 


1566 








End 


3302 


Name 


OJ000119 18 


.0309 


.CIS.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1565 








End 


1773 


GI 


none 








Score 


128 


Exons 


1565. .1744, 


1566 


. .1757, 


1566. 


.1769, 1567. .1773 


Seq. No. 


40228 








Seq. ID 


OJ000119_18.0309.C15 


Gene No. 


83227 








Strand 




Start 


1566 








End 


3302 


Name 


OJ000119 18 


.0309 


.CIS.ol 


. gs 


Method 


GENSCAN 


Start 


1566 








End 


3302 


GI 


none 








Score 


1 


Exons 


1566. .3302 












Seq. No. 


40228 








Seq. ID 


OJ000119_18.0309.C15 


Gene No. 


83227 








Strand 




Start 


1566 








End 


3302 


Name 


OJ000119 18 


.0309 


.C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1878 








End 


2765 


GI 


none 








Score 


75 


Exons 


1878. .1979, 


1889 


. .1996, 


1893. 


.1979, 1898. .1981, 1949. .2014, 




1977. .2126, 


2112 


. .2186, 


2119. 


.2163, 2232..2294, 2246. .2302, 




2358. .2591, 


2409 


. .2480, 


2520. 


.2765, 2523.-2687, 2527. .2697 


Seq. No. 


40228 








Seq. ID 


OJ000119_18.0309.C15 


Gene No. 


83227 








Strand 




Start 


1566 








End 


3302 


Name 


OJ000119 18 


.0309 


.C15.o2 


. gp 


Method 


AAT/GAP 


Start 


1964 








End 


2361 


GI 


3763520 








Score 


750 


Exons 


1964. .2361 












Seq. No. 


40229 








Seq. ID 


OJ000119_18.0309.C16 


Gene No. 


83228 








Strand 


+ 


Start 


1 








End 


3148 


Name 


OJ000119 18 


.0309 


.C16.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


3145 


GI 


6723392 








Score 


1237 


Exons 


1..104, 391 


..1078, 2436 


. .3145 






GI Descrip. 


(AL132956) 


pectinesterase-like protein 


[Arabidopsis thaliana 


Seq. No. 


40229 








Seq. ID 


OJ000119_18.0309.C16 


Gene No. 


83228 








Strand 


+ 


Start 


1 








End 


3148 


Name 


OJ000119 18 


.0309 


.C16.ol 


.gs 


Method 


GENSCAN 


Start 


127 








End 


3148 


GI 


none 








Score 


.93 


Exons 


127. .1078,. 


1628. 


.1732, 


2436. . 


3148 




Seq. ' No. 


40229 








Seq. ID 


OJ000119_18.0309.C16 


Gene No. 


83229 








Strand 


+ 


Start 


4465 








End 


5703 


Name 


OJ000119 18 


.0309 


.C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


759 








End 


3118 



40154 



GI 


none 






Score 


50 


Exons 


759. .794, 760. .798, 823. 


.1077 


, 834. .1076, 2435. .2785, 




2437. .2505, 


2563. .2781, 


2846. 


.3052, 2848..2937, 3052. .3117, 




3053. .3118 










Seq- No. 


40229 






Seq. ID 


OJ000119_18.0309.C16 


Gene No. 


83229 






Strand 


+ 




4465 






End 


5703 


Name 


OJ000119 18 


.0309.C16.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


760 






End 


3141 


GI 


none 






Score 


52 


Exons 


760. .798, 831. .1073, 832 


!..1074, 2434.. 


2505, 2435.-2785, 




£.0 t c. . • ~j y 0 f 


2626. .2772, 


2842. 


.2985, 2846. .3118, 3037. .3141 


Seq. No. 


40229 






Seq. ID 




bene no • 


83229 






Strand 




Start 


4465 






End 


*j ( \j *j 


Name 


OJ000119 18 


.0309.C16.o2. 


tw 


Method 


l Dijnj ± /\ . wiled L. 


Start 


781 






End 


1074 ' 


GI 


none 






Score 


175 


Exons 


TOI 1 f|7 A 
/Oi . . ±U / ft 










Seq. No. 


40229 






Seq. ID 


OJ000119_18.0309.C16 


Gene No. 


83229 






Strand 


+ 


Of 3 y-4- 


4465 






End 


5703 


Name 


OJ000119 18 


.0309.C16.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


832 






End 


3121 


GI 


none 






Score 


244 


Exons 


000 1 rj7 a 

O .J£ . • X U / ft , 


840. .1073, 2434. .2769, 2435 


..2785, 2846. .3121, 




2848. .2952 










Seq. No. 


40229 






Seq. ID 


OJ000119_18.0309.C16 


bene no • 


83229 






Strand 


+ 


Start 


4465 






End 


5703 


Name 


OJ000119 18 


.0309.C16.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2476 






End 


2905 


GI 


none 






Score 


303 


Exons 


2476. .2772, 


2480. .2785, 


2846. 


.2905, 2848. .2904 


Seq. No. 


40229 






Seq. ID 


OJ000119_18.0309.C16 




83229 






Strand 


-+ 


Start 


4465 






End 


5703 


Name 


OJ000119 18 


.0309.C16.o2. 


gs 


Method 


GENSCAN 


Start 


4465 






End 


5703 


GI 


none 






Score 


.88 


Exons 


4465.^5703 










Seq. No. 


40230 






Seq. ID 


OJ000119_18.0309.C17 


oene wo. 


83230 






Strand 


+ 


Start 


1031 






End 


10561 


Name 


OJ000119 18 


.0309.C17.ol. 


gs 


Method 


GENSCAN 


Start 


1031 






End 


2293 


GI 


none 






Score 


.76 


Exons 


1031. .2293 










Seq. No. 


40230 






Seq. ID 


OJ000119_18.0309.C17 


Gene No. 


83230 






Strand 


+ 



40155 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



1031 End 10561 

OJ000119_18 . 0309. C17 . ol.np Method AAT/NAP 
1108 End 9890 

2274845 Score 126 

1108.. 1226, 1418.. 1527, 6172.. 6394, 9637.. 9890 
(D88461) N-WASP [Rattus rattus] 





Seq. No. 


40230 




Seq. ID 


OJ000119_ 


_18 . 0309. C17 




Gene No. 


83230 




Strand • 


+ 






Start 


1031 




End 


10561 






Name 


OJ000119 18 


.0309. 


C17.o4.gs Method 


GEN SCAN 






Start 


9600 




End 


10561 






GI 


none 




Score 


. 66 






Exons 


9600. . 9974, 


9985. 


.10140, 10415.. 10561 








Seq. No. 


40231 




Seq. ID 


OJ000119_ 


18 . 0309. C18 




Gene No. 


83231 




Strand 








Start 


1 




End 


766 






Name 


OJ000119_18 


.0309. 


C18. ol.np Method 


AAT/NAP 






Start 


1 




End 


766 






GI 


7523517 




Score 


409 






Exons 


1..23, 268. 


.322, 


467. .766 








GI Descrip. 


(AP001633) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


40232 




Seq. ID 


OJ000119_ 


_18.0309.C19 


EE. 


Gene No. 


83232 




Strand 


+ 




n 


Start 


1695 




End 


6665 




LI 


Name 


OJ000119 18 


.0309. 


C19.ol.gs Method 


GENSCAN 






Start 


1695 




End 


6535 






GI 


none 




Score 


.64 






Exons 


1695. .1879, 


2036. 


.2140, 2783.-2826, 3020. .3144, 


3211. .3408, 






3478. .3536, 


3619. 


.3928, 3989. .4101, 47* 


36. .4819, 


5943. .6055, 



6427. .6535 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40232 
83232 
1695 

OJ000119_18. 0309. C19. ol.np 

1780 

672155.8 

1780.. 1879, 3020. .3144, 3660. 
(AP001073) hypothetical 
gi| 6815083 | dbj [BAA90369 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3880 



OJ000119_ 
+ 

6665 
AAT/NAP 
3880 
272 



18.0309.C19 



protein [Oryza sativa] 
1| (AP001081) hypothetical protein 



40232 Seq. ID 

83232 Strand 

1695 End 

OJ000119_18.0309.C19.o2.np Method 

2934 End 

6721561 Score 



OJ000119_18.0309.C19 
+ 

6665 
AAT/NAP 
4056 
761 



2934. .3002, 3211. .3408, 3478. .3536, 3619. .4056 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 

gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 

corresponds to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



40156 






Seq. No. 


40232 






Seq. ID 


OJ000119_18.0309 


.C19 




Gene No. 








Strand 


+ 






Start 


1695 






End 


6665 






Name 


OJ000119 18 


.0309.C19.o4 


.np 


Method 


AAT/NAP 






Start 


6427 






End 


6665 






GI 


4680179 






Score 


328 






Exons 


6427. .6665 














GI " Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


40232 






Seq. ID 


OJ000119_18.0309 


.C19 




bene mo. 


QOO'5'3 






Strand 








Start 


5654 






End 


6665 






Name 


OJ000119 18 


.0309.C19.o3 


.np 


Method 


AAT/NAP 






Start 


5654 






End 


6665 






GI 


6815053 






Score 


497 






Exons 


5654. .5890, 


5940. .6116, 


6585. 


.6665 








GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


40232 






Seq. ID 


OJ000119_18.0309 


. C19 




Gene No. 


83233 






Strand 








Start 


5654 






End 


6665 






Name 


OJ000119 18 


.0309.C19.ol 


. tw 


Method 


TBLASTX: Wheat 




L = 


Start 


6394 






End 


6664 




•a ss- 


GI 


none 






Score 


109 




\ J 

Lil 


Exons 


6394. .6663, 


6399. .6641, 


6430. 


.6663, 6431.. 6664 






Seq. No. 


40232 






Seq. ID 


OJ000119JL8.0309 


. C19 




Gene No. 


83233 






Strand 








Start 


5654 






End 


6665 






Name 


OJ000119 18 


.0309.C19.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


6464 






End 


6664 






GI 


none 






Score 


261 




= 


Exons 


6464. .6664, 


6472. .6657 










I J 


Seq. No. 


40232 






Seq. ID 


OJ000119_18.0309 


. ciy 




Gene No. 


83233 






Strand 






_ 


Start 


5654 






■ End 


6665 




^ a? 


Name 


OJ000119 18 


.0309.C19.ol 


.ts 


Method 


TBLASTX: Soybean 




-S| 
- cr 


Start 


6472 






End 


6664 




C3 


GI 


none 






Score 


206 






Exons 


6472. .6660, 


6473. .6664, 


6485. 


.6664 








Seq. No. 


40233 






Seq. ID 


OJ000119_18.0309 


.C20 




Gene No. 


83234 






Strand 


+ 






Start 


1 






End 


1149 






Name 


OJ000119 18 


.0309.C20.ol 


. np 


Method 


AAT/NAP 






Start 


1 






End 


1149 






GI 


6983859 






Score 


1478 






Exons 


1. .1149 














GI Descrip. 


(AP001168) 


Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 






(AF061282) 


[Oryza sativa] 










Seq. No. 


40233 






Seq. ID 


OJ000119_18.0309 


.C20 




Gene No. 


83235 






Strand 








Start 


1357 






End 


1908 






Name 


OJ000119 18 


.0309.C20.ol 


.ts ' 


Method 


TBLASTX : Soybean 





40157 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1 

none 

1..216, 2. .217 

40233 
83235 
1357 

OJ000119_18 . 0309 . C20 . o3 . tw 
1 

none 

1..159, 2. .163 

40233 
83235 
1357 

OJ00011 9_18 . 0309 . C20 . o2 . tm 
18 

none 

18. .158, 19. .306, 20. .310, 200. .307 



217 
202 



Seq. ID OJ000119_18.0309.C20 
Strand 

1908 

TBLASTX: Wheat 
163 
244 



End 

Method 
End 
Score 



Seq. ID OJ000119_18.0309.C20 
Strand 

1908 

TBLASTX : Maize 
310 
59 



End 

Method 
End 
Score 



40233 
83235 
1357 

OJ000119_18.0309.C20.ol.tw 

194 

none 



Seq. ID OJ000119_18.0309.C20 
Strand 

End 1908 

Method TBLASTX : Wheat 

End 804 

Score . 158 



194. .346, 235.-333, 325. .804, 340. .768, 345. .803 



40233 
83235 
1357 

OJ000119_18.0309.C20.ol.tm 

361 

none 



Seq. ID OJ000119_18.0309.C20 
Strand 

End 1908 

Method TBLASTX : Maize 

End 945 

Score 222 



361. .519, 363. .515, 389. .523, 505. .699, 516. .587, 516. .944, 
517. .945 



Seq. No. 40233 

Gene No. 83235 

Start 1357 

Name OJ000119_18.0309.C20.o2.tw 

Start 804 

GI none 

Exons 804.. 1028, 805.. 1137 

Seq. No. 40233 

Gene No. 83235 

Start 1357 

Name OJ000119_18 . 0309.C20.o3. tm 

Start 945 

GI none 

Exons 945. .1073, 946.. 1191 

Seq. No. 40233 

Gene No. 83235 

Start 1357 

Name OJ000119_18 . 0309 .C20 . o2 . gs 



Seq. ID OJ000119_18.0309.C20 
Strand 

End 1908 

Method TBLASTX : Wheat 

End 1137 

^Score 356 



Seq. ID OJ000119_18.0309.C20 
Strand 

End 1908 

Method TBLASTX : Maize 

End 1191 

Score 179 



Seq. ID OJ000119_18.0309.C20 
Strand 

End 1908 

Method GEN SCAN 



40158 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1357 
none 

1357.. 1369, 1751.. 1908 



End 
Score 



1908 
.87 



40234 Seq. ID 

83236 Strand 
1669 End 
OJ000119_18 . 0309 . C21 . ol . gp Method 
1669 End 
LIB3434-038-P1-K1-F1 Score 
1669. .2188 

f 5257255/dbj | AP000364 . 1 1 AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8,. clone : P0026F07 • 



OJ000119_18.0309.C21 
+ 

2188 
AAT/GAP 
2188 
774 



40234 Seq. ID 

83237 Strand 
3002 End 
OJ000119_18.0309-C21.ol.np Method 
3002 End 
5257279 Score 
3002. .3547, 3896.-4266, 4507. .5612 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



OJ000119_18.0309.C21 
+ 

5612 
AAT/NAP 
5612 
2240 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119_18.0309.C21 
+ 



40234 
83238 
11166 

OJ00011 9_18 . 0309 . C21 . o3 . gp 
11092 

857_1.R1084 

11092. .11224, 11357. .11462, 
12602. .12802, 13708.. 14012 

'4079800 1.0e-124 (AF052503) S-phase-specif ic ribosomal protein 
[Oryza sativa] 1 



19687 
AAT/GAP 
14012 
1946 



12075. .12212, 12308. .12493, 



40234 Seq. ID 

83238 Strand 

11166 * , End 19687 
OJ00011 9_18 . 0309 . C21 . o3 . gs Method GENSCAN 

11166 End 19013 

none Score . 6 

11166. .11224, 11357. .11462, 12075 .. 12212, 12308, 

12602. .12802, 13708 .. 13735, 14225 .. 14400, 14906, 

16045. .16176, 18398. .18426, 18644 .. 18848, 18915, 



OJ000119_18.0309.C21 
+ 



,12493, 
,15085, 
,19013 



40234 
83238 
11166 

OJ000119_18.0309.C21.o3.np 
11166 
7441116 

11166. .11224, 11357. .11462, 
12602. .12802, 13708.. 13800 
ribosomal protein S3a, cytosolic - rice 

gi I 4079800 | gb | AAC98779.il (AF052503) S-phase-specif ic ribosomal 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119_18, 
+ 

19687 
AAT/NAP 
13800 
1149 



0309. C21 



12075. .12212, 12308. .12494, 



40159 




Seq. No. 


40234 


Seq. ID 


OJ000119 


JL8. 


0309 


.C21 


Gene No. 


83238 


Strand 


+ 








Start 


11166 


End 


i y bo / 








Name 


OJ000119 18.0309.C21.o4.np 


Method 


AAT/NAP 








Start 


14831 


End 


16314 








GI 


6979320 


Score 


282 








Exons 


14831. .15159, 16015. .16314 












GI Descrip. 


(AF172282) hypothetical protein [Oryza 


sativa] 








Seq. No. 


40234 


Seq. ID 


OJ000119 


JL8. 


0309 


.C21 


Gene No. 


83238 


Strand 


+ 








Start 


11166 


End 


i y do / 








Name 


OJ000119 18.0309.C21.o5.np 


Method 


AAT/NAP 








Start 


18327 


End 


19687 








GI 


6979320 


Score 


234 








Exons 


18327. .19059, 19454.. 19687 












GI Descrip. 


(AF172282) hypothetical protein [Oryza 


sativa] 








Seq. No. 


40234 


Seq. ID 


OJ000119 


_18. 


0309 


.C21 


Gene No. 


83239 


Strand 


- 








Start 


1 


End 


13776 








Name 


OJ000119 18.0309.C21.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


11458 








GI 


7228457 


Score 


1336 








Exons 


1..47, 5614.. 6231, 6286.-7859 


, 11405.. 


11458 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 


type 





retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 40234 

Gene No. 83239 

Start 1 

Name OJ000119_18 . 0309.C21 . o3. tm 

Start 5168 

GI none 

Exons 5168.. 5491, 5215.. 5316, 5429. 

Seq. No. 40234 

Gene No. 83239 

Start 1 

Name OJ000119_18 . 0309.C21.o5. tw 

Start 5173 

GI none 

Exons 5173.. 5295, 5174.. 5395, 5393. 

Seq. No. 40234 

Gene No. 83239 

Start 1 

Name 0 JO 0 0 1 1 9_1 8 . 0 3 0 9 . C2 1 . o2 . tm 

Start 5657 

GI none 

Exons 5657.. 5815, 5751.. 5948, 5814. 

Seq. No. 40234 

Gene No. 83239 

Start 1 

Name OJ000119 18 . 0309.C21.o2.tw 



Seq. ID OJ000119_18.0309.C21 
Strand 

End 13776 

Method TBLASTX : Maize 

End 5491 

Score 198 
.5491 

Seq. ID OJ000119_18.0309.C21 
Strand 

End 13776 

Method TBLASTX : Wheat 

End 5551 

Score 135 

.5545, 5429. .5551, 5440. .5550 

Seq. ID OJ000119_18.0309.C21 
Strand 

End 13776 

Method TBLASTX : Maize 

End 6010 

Score 140 

.5966, 5816.. 5956, 5816.. 6010 

Seq. ID OJ000119_18.0309.C21 
Strand 

End 13776 

Method TBLASTX : Wheat 



40160 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. * 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5688 
none 



End 
Score 



6140 
108 



5688. .5816, 5699. .5815, 5822. .6139, 5822. .6139, 5823. .6140 



40234 
83239 
1 

OJ000119_18.0309.C21.o3.tw 

6171 

none 



Seq. ID OJ000119_18.0309.C21 
Strand 

End 13776 

Method TBLASTX : Wheat 

End 6787 

Score 40 



6171. .6230, 6332. .6568, 6342. .6407, 6347. .6556, 6450. .6566, 
6605. .6787, 6678. .6779 



40234 
83239 
1 

OJ000119_18.0309.C21.o4.tw 

7370 

none 



Seq. ID OJ000119_18.0309.C21 
Strand 

End 13776 

Method TBLASTX : Wheat 

End 7768 

Score 59 



7370. .7768, 7500. .7643, 7716. .7754 



40234 
83239 
1 

OJ000119_18 . 0309 . C21 . o2 . gp 
9934 

LIB3477-003-P1-K1-E9 
9934. .10042 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ000119_18.0309.C21 
Strand 

End 13776 

Method AAT/GAP 

End 10042 

Score 7 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



40234 
83239 
1 

OJ000119_18 . 0309. C21 . ol . tm 

11354 

none 



Seq. ID OJ000119_18.0309.C21 
Strand 

End 13776 

Method TBLASTX: Maize 

End 13776 

Score 184 



11354. .11473, 11355. .11471, 12078 .. 12212, 12081 .. 12212, 
12304. .12492, 12307 .. 12489, 12308 .. 124 99, 12589. . 12804, 
12599. .12805, 13699 .. 13755, 13705.. 13776 



40234 
83239 
1 

OJ000119_18.0309.C21.ol.tc 

11355 

none 



Seq. ID OJ000119_18.0309.C21 
Strand 

End 13776 

Method TBLASTX : Cress 

End 12805 

Score 166 



11355. .11471, 11357. .11473, 12078 .. 12212, 12081 .. 12212, 
12179. .12226, 12304 .. 12492 , 12307 .. 124 89, 12308 .. 124 99, 
12589. .12804, 12599 12805, 12599.. 12805 



40234 
83239 
1 

OJ000119_18.0309.C21.ol.tw 
11355 



Seq. ID OJ000119_18.0309.C21 
Strand 

End 13776 

Method TBLASTX : Wheat 

End 12805 



40161 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
'GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



163 



11355. .11471, 11358. .11465, 12078 .. 12212 , 12084 .. 12212, 
12164. .12226, 12304 .. 12468, 12307 .. 124 92 , 12308 .. 12499, 
12599. .12685, 12601 .. 12804, 12686 .. 12736, 12728.. 12805 



11471, 11360. .11473, 

,12226, 12303. .12437, 

.12499, 12589. .12804, 

13077, 13699.. 13755 



Seq. ID 
Strand 
End 

Method. 
End 
Score 

12078 

12304 



13776 

TBLASTX : Soybean 
13755 
172 

12212, 12081. .12212, 
12486, 12307. .12492, 



40234 
83239 
1 

OJ000119_18.0309.C21.ol.ts 
11355 
none 
11355. 
12179. 
12308. 
12994. 

40235 

83240 Strand + 

1 End 353 

OJ000119_18.0309.C22.ol.np Method AAT/NAP 

1 End 353 

6979320 Score 265 
1. .353 

(AF172282) hypothetical protein [Oryza sativa] 



OJ000119 18.0309.C21 



12599. .12805, 12868 .. 12912, 



Seq. ID OJ000119_18.0309.C22 



Seq. ID 

Strand 

End 

Method 

End 

Score 



40235 
83241 
4983 

OJ000119_18.0309.C22.o2.gs 
4983 
none 

4983.. 5093, 5313.. 5571, 5604.. 5803, 8628.. 8749, 10232 .. 10274 , 
10882. .10962 



OJ000119_ 
+ 

11439 
GENSCAN 
10962 
.62 



18.0309.C22 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



40235 Seq. ID 

83241 Strand 

4 983 End 

OJ000119_18.0309.C22.o3.np Method 

7635 End 

6721547 ' Score 

7635. .7728, 11379. .11439 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



OJ000119_18.0309.C22 
+ 

11439 
AAT/NAP 
11439 
81 



40235 
83242 
4874 

OJ000119_18.0309.C22.o2.np 
4874 
6630691 
4874.. 5063, 6279.. 6309 

(AP000969) ESTs AU082078 (C53435) , C28061 (C53848 ) 
region of the predicted gene.; Similar to PGP224 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119 18.0309.C22 



6309 
AAT/NAP 
6309 
94 



correspond to a 
, (AF049928) 



40235 
83242 
4874 



Seq. ID 

Strand 

End 



OJ000119 18.0309.C22 



6309 



40162 



Name 


OJ000119 18.0309.C22.ol 


.gp 


Method 


AAT/GAP 




Start 


4983 




End 


5731 




GI 


702381 




Score 


576 




Exons 


4983. .5119, 5426.-5497, 


5593. 


.5731 






Seq. No. 


40236 




Seq. ID 


OJ000119_18.0309. 


C24 


Gene No. 


83243 




Strand 






Start 


1 




End 


6077 




in chug 


OJ000119 18 0309 C24 ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


3591 




GI 


6587849 




Score 


253 




Exons 


1..507, 3545.. 3591 










GI Descrip. 


(AC006551) Very similar 


to retrotransposon reverse transcript. 




[Arabidopsis thaliana] 










Seq. No. 


40236 




Seq. ID 


OJ000119_18.0309. 


C24 


bene lno . 






Strand 


- 




Start 


1 




End 


6077 




Name 


OJ000119 18.0309.C24.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


322 




End 


515 




GI 


none 




Score 


O *3 




Exons 


322.. 513, 336.. 515 










Seq. No. 


40236 




Seq. ID 


OJ000119JL8.0309. 


C24 


Gene No. 


83243 




Strand 


- 




q-t- a -rt 

O U Cti. u 


1 




End 


6077 




Name 


OJ000119 18.0309.C24.o2 


. np 


Method 


AAT/NAP - v-.. 




Start 


1517 




End 


6077- 




GI 


5042447 




Score 


z / 




Exons 


1517.. 1537, 4101.. 6077 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


40236 




.Seq. ID 


OJ000119_18.0309. 


C24 


bene ino. 


83243 




Strand 


- 




Start 


1 




End 


6077 




Name 


OJ000119 18.0309.C24.o2 


. gs 


Method 


GENS CAN 




Start 


4052 




End 


JO / J 




GI 


none 




Score 


.88 




Exons 


4052.. 5311, 5405.. 5875 










Seq. No. 


40236 




Seq. ID 


OJ000119_18.0309. 


C24 


UCllC LNO. 


83243 




Strand 






Start 


1 • 




End 


6077 




Name 


OJ000119 18.0309.C24.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4103 




End 


4465 




GI 


none 




Score 


217 




Exons 


4103. .4465, 4104. .4361, 


4109. 


.4426 






Seq. No. 


40236 




Seq. ID 


OJ000119_18.0309. 


C24 


bene ino . 


83243 




Strand 






Start 


1 




End 


6077 




Name 


OJ000119 18.0309.C24.ol 


.tm . 


Method 


TBLASTX: Maize 




Start 


4164 




End 


4453 




GI 


none 




Score 


174 




Exons 


4164. .4355, 4166. .4453 










Seq. No. 


40236 




Seq. ID 


OJ000119_18.0309. 


C24 



40163 




uc i iCi nu ■ 


83243 








Strand 






Start 


1 








End 


6077 




Name 


OJ000119 18 


.0309 


.C24.o3 


,tw 


Method 


TBLASTX: Wheat 




Start 


4640 








End 


5044 




GI 


none 








Score 


54 




Exons 


4640. .4813, 


4671 


. .4739, 


4700. 


.4780, 4817. .5044, 4875. .5009 


Seq. No. 


40236 








Sea ID 


OJ000119 18 0309 


.C24 


f!pno Mo 


8324 3 








Strand 






Start 


1 








End 


6077 




Name 


OJ000119 18 


.0309 


.C24.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4727 








End 


5047 




GI 


none 








Score 


82 




Exons 


4727. .5047, 


4902 


. .5003 










Seq. No. 


40236 








Seq. ID 


OJ000119 18.0309 


.C24 




83243 








Strand 






Start 


1 








End . 


6077 




Name 


OJ000119 18 


.0309 


.C24.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5372 








End 


5701 




GI 


none 








Score 


60 




Exons 


5372. .5701, 


5514 


. .5618 










Seq. No. 


40236 








Seq. ID 


OJ000119 18 0309 


. C24 


nnnp Mo 

UC11C LNVJ. 


83243 








St rand 






Start . 


1 








End 


6077 




Name 


OJ000119 18 


.0309 


.C24 .o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


5582 








End 


5965 
<j ^ \j -j 




GI 


none 














Exons 


5582. .5965, 


5583 


. .5942 










Seq. No. 


40237 








Seq. ID 


OJ000119 18 0309 


.C25 




83244 








Strand 


+ _ 




Start 


103 








End 


363 




Name 


OJ000119 18 


.0309 


.C25.ol 


. gs 


Method 


GENSCAN 




Start 


103 






End 


363 




GI 


none 








Score 


. 65 




Exons 


. 103. .363 














Seq. No. 


40238 








Sea ID 


OJ000119 18 0309 


. C28 


cpnfi Mn 


83245 








Strand 


+ 




Start 


1489 














Name 


OJ000119 18 


.0309 


,C28.ol 


. gs 


Method 


GENSCAN 




Start 


1489 








End 


27 63 . 




GI 


none 








Score 


.71 




Exons 


1489. .2763 














Seq. No. 


40239 








Seq. ID 


OJ000119_18.0309 


.C29 


Gene No. 


83246 








Strand 


+ 




Start 


2365 








End 


4357 




Name 


OJ000119 18 


.0309 


.C29.ol 


.np 


Method 


AAT/NAP 




Start 


2365 








End 


4357 




GI 


7488319 








Score 


1004 - 




Exons 


2365. .4357 















GI Descrip. RNA-directed DNA polymerase homolog T13L16.7 - Arabidopsis 
thaliana ( fragment ) 

40164 





Seq. No. 


40239 








Seq. ID 


OJ000119_18.0309.C29 




Gene No. 


83246 








Strand 


+ 




Start 


2365 








End 


4357 




Name 


OJ000119 18 


.0309. 


C29.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2481 








End 


2853 




GI 


none 








Score 


85 




Exons 


2481. .2576, 


2536. 


.2658, 


2653. 


.2853, 2667.. 2804 




Seq. No. 


40239 








Seq. ID 


OJ000119 18.0309.C29 




Gene No . 


83246 








Strand 


+ ~~ 




Start 


2365 








End 


4357 




Name 


OJ000119 18 


.0309. 


C29.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3325 








End 


3732 




GI 


none 








Score 


99 




Exons 


3325. .3450, 


3433. 


.3732 










Seq. No. 


40239 








Seq. ID 


OJ000119 18. 0309. C2 9 




Gene No . 


83246 . 








Strand 


+ ~~ 




Start 


2365 








End 


4357 




Name 


OJ000119 18 


.0309. 


C29.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3907 








End 


4341 




GI 


none 








Score 


103 




Exons 


3907. .4062, 

- 


4096. 


.4341 










Seq. No. 


40239 








Seq. ID 


- OJ000119_18.0309.C29 




Gene No. 


83246 








Strand 


+ 


f n 


Start 


2365 








End 


4357 


F!I 


Name 


OJ000119 18 


.0309. 


C29.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3951 








End 


4332 




GI 


none 








Score 


71 




Exons 


3951. .4166, 


3951. 


.4166, 


3952. 


.4170, 3961. .4173, 4158. .4331, 






4164. .4316, 


4165. 


.4332 








i y 


Seq. No. 


40239 








Seq. ID 


OJ000119_18.0309.C29 




Gene No . 


83246 








Strand 


+ 




Start 


2365 








End 


4357 


Hi 


Name 


OJ000119 18 


.0309. 


C29.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


4084 








End 


4356 ■ 




GI 


none 








Score 


185 


f ^ 


Exons 


4084. .4356 














Seq. No. 


40240 








Seq. ID 


OJ000119_18.0309.C30 




Gene No. 


83247 








Strand 


+ 




Start 


1 








End 


1535 




Name 


OJ000119 18 


.0309. 


C30.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1349 




GI 


6996258 








Score 


541 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..1229, 1279. .1349 

(AL138657) putative protein [Arabidopsis thaliana] 



40240 
83247 
1 

OJ000119_18.0309.C30.ol.tm 
2 

none 

2. .313, 6. .323 



Seq. ID OJ000119_18.0309.C30 

Strand + 

End : 1535 

Method TBLASTX : Maize 

End 323 

Score 192 



40165 




Qprr No 


4,0240 




Seq. ID 


OJ000119 18.0309. 


C30 


Gene No. 


83247 




Strand 


+ ~~ 




Start 


1 




End 


1535 




Name 


OJ000119 18.0309.C30 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12 




End 


352 




GI 


none 




Score 


51 




Exons 


12.. 59, 59.. 352, 60,. 


,344 








Seq. No. 


40240 




Seq. ID 


OJ000119_18.0309. 


C30 


Gene No. 


83247 




Strand 


+ 




Start 


1 




End 


1535 




Name 


OJ000119 18.0309.C30 


.ol.gs 


Method 


GEN SCAN 




Start 


27 




End 


1535 




GI 


none 




Score - 


.55 




Exons 


27. .183, 349. .1535 











Seq. No. 40240 

Gene No. 83247 Strand 

Start 1 End 

Name 0 JO 00119_18.0309.C30.ol.tw Method 

Start 741 End 

GI none . . Score 

Exons .741.. 1022, 759.. 1160, 1064.. 1147 



Seq. ID OJ000119_18.0309.C30 



+ 

1535 

TBLASTX: Wheat 

1160 

339 



Seq. No. 40241 Seq. ID OJ000119 18.0309.C31 

Gene No. 8324 8 Strand 

Start 1 End 

Name 0 JO 0011 9_1 8.0309.C31.ol.np Method 

Start 1 End 

GI 5257263 Score 

Exons 1..65, 335.. 925 

GI Descrip. (AP000364) EST AU029260 (E30024 ) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana rd22 gene. 
(D10703) [Oryza sativa] 



OJ000119_18. 
+ 

925 

AAT/NAP 

925 

230 



Seq. No. 40241 Seq. ID 

Gene No. 83248 Strand 

Start 1 End 

Name OJ000119_18 . 0309 . C31 . ol . gs Method 

Start 244 End 

GI none Score 

Exons 244.. 453, 527.. 910 



OJ000119_18.0309.C31 
+ 

925 

GEN SCAN 

910 

.88 



Seq. No. 40241 

Gene No. 8324 9 

Start 791 

Name OJ000119_18 . 0309 .C31 . ol . gp 

Start 791 

GI uC-osflcypl77c09al 

Exons 791.. 999 

GI Descrip. 1 6063530/dbj I AP000615 . 1 | AP000615 2.0e-15 Oryza sativa genomic 
DNA, chromosome 3, clone: P0043E01 1 



Seq. ID OJ000119_18.0309.C31 
Strand 

999 

AAT/GAP 
999 
304 



End 

Method 

End 

Score 



Seq. No. 
Gene No. 
Start 



40241 
83250 
2746 



Seq. ID OJ000119_18.0309.C31 
Strand 

End 10507 



40166 



Name 

Start 

GI 

Exons 



OJ000119_18.0309.C31.o6.tm Method TBLASTX: Maize 

279 End 853 

none Score 99 

279. .473, 367. .477, 493. .567, 559. .666, 578. .667, 646. .741, 

647. .745, 656.-784, 785. .844, 794 . .853 



Seq. No. 40241 Seq. ID OJ000119JL8 . 0309 . C31 

Gene No. 83250 Strand 

Start 2746 End 10507 

Name OJ000119_18 . 0309. C31 . o2 . np Method AAT/NAP 

Start 2349 End 7759 

GI 4512618 Score 1671 

Exons 2349.. 2500, 2770.. 4366, 4618.. 6182, 6412.. 7106, 7659. .7759 

GI Descrip. (AC004793) Strong similarity to gi 13600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAC gb|AF080119 and is a 
member of the reverse transcriptase family PF 100078. 



Seq. No. 40241 Seq. ID 

Gene No. 83250 Strand 

Start 2746 End 

Name OJ000119_18 . 0309 . C31 . o2 . gs Method 

Start 2746 End 

GI none Score 
Exons 



OJ000119_18.0309.C31 

10507 
GENS CAN 
7114 
.61 



2746. .3308, 3412. .3480, 3511. .4296, 4399. .4530, 4762. .4887, 
5127. .5263; 5688. .5840, 5965. .6159, 6603. .6757, 6884. .7114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40241 
83250 
2746 

OJ000119_18.0309.C31.o3.np 

2764 

7521950 



Seq. ID OJ000119_18.0309.C31 
Strand 

End 10507 

Method AAT/NAP 

End 10507 

Score 403 



2764. .4183, 8199. .8351, 10482. .10507 
hypothetical protein - Saccharomyces paradoxus 

gi|2865202|gb|AAC02631.1| (U19263) ORF [Saccharomyces paradoxus] 



Seq. No. 


40241 








Seq. ID 


OJ000119_18.0309.C31 


Gene No. 


83250 








Strand 




Start 


2746 








End 


10507 


Name 


OJ000119 18 


.0309. 


C31.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2776 








End 


3108 


GI 


none 








Score 


43 


Exons 


2776. .2814, 


2780. 


.2812, 


2854. 


.3108, 2855.. 3055, 2866.. 3108 


Seq. No. 


40241 








Seq. ID 


OJ000119_18.0309.C31 


Gene No. 


83250 








Strand 




Start 


2746 








End 


10507 


Name 


OJ000119 18 


.0309. 


C31.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2890 








End 


3384 


GI 


none 








Score 


95 


Exons 


2890. .3384, 


2893. 


.3171, 


3101. 


.3220 




Seq. No. 


40241 








Seq. ID 


OJ000119_18.0309.C31 


Gene No. 


83250 








Strand 




Start 


2746 








End 


10507 


Name 


OJ000119 18 


.0309. 


C31.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3109 








End 


3433 



40167 






GI 


none 








Score 


109 




Exons 


3109. .3231, 


3109. 


.3384, 


3122. 


.3235, 3268.. 3384, 3398.. 3433 




Seq. No. 


40241 








Seq. ID 


ujuuuiiy io.ujuy.ooi 




Gene No. 


83250 








Strand 






Start 


2746 








End 


lUOu / 




Name 


OJ000119 18. 


0309. 


C31.o2 


. tw 


Method 


i bixAb 1 a : wneat 




Start 


3181 








End 






GI 


none 








Score 


bo 




Exons 


3181. .3384, 


3253. 


!3372 










Seq. No. 


40241 








beq. id 


ninnm 1 q i q nona f^i 
ujuuuiiy io . u ouy .L-oi 




Gene No. 


83250 








Strand 






Start 


2746 








End 


1UOU / 




Name 


OJ000119 18. 


0309. 


C31.ol 


. tm 


Method 


i riiiAb i a : Mai ze 




Start 


3440 








hna 


JOO / 




GI 


none 








Score 


1 CT 

IO / 




Exons 


3440. .3880, 


3440. 


.3886, 


3453. 


.3887 






Seq. No. 


40241 








Seq. ID 


OJ000119_18.0309.C31 




Gene No. 


83250 








Strand 






Start 


2746 








End 


10507 




Name 


OJ000119 18. 


0309. 


C31.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3473 








End 


4019 




GI 


none 








Score 


35 


r n 


Exons 


3473. .3688, 


3489. 


.3524, 


3582. 


.3632, 3674. .4018, 3675. .4019 


r i s 


Seq. No. 


40241 








Seq. ID 


OJ000119_18.0309.C31 


? » 


Gene No. 


83250 








Strand 






Start 


274o 








End 


10507 




Name 


OJ000119 18. 


0309. 


C31.o2 


.ts 


Method 


TBLASTX : Soybean 


^ :=? 


Start 


3687 








End 


4282 




GI 


5509260 








Score 


90 


= 


Exons 


3687. .3860, 


3689. 


.4282 










GI Descrip. 


- 














Seq. No. 


40241 








Seq. ID 


OJ000119_18.0309.C31 


r 


Gene No . ' 


o n O C f\ 

83250 








Strand 




. ^ 

I. s 


Start 


2746 








End 


10507 


[3 


Name 


OJ000119 18. 


0309. 


C31.ol 


.tc 


Method 


TBLASTX: Cress 


r i 


Start 


3800 








End 


4052 




GI 


none 








Score 


61 




Exons 


3800. .4051, 


3822. 


.3962, 


3987. 


.4052 






Seq. No. 


40241 








Seq. ID 


OJ000119_18.0309.C31 




Gene No. 


83250 








Strand 






Start 


2746 








End 


10507 




Name 


OJ000119 18. 


0309. 


C31.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


3887 








End 


4139 




GI 


none 








Score 


187 




Exons 


3887. .4138, 


3888. 


.4139, 


3981. 


.4139 






Seq. No. 


40241 








Seq. ID 


OJ000119_18.0309.C31 




Gene No. 


83250 








Strand 






Start 


2746 








End 


10507 




Name 


OJ000119 18. 


0309. 


C31.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


4799 








End 


5224 



40168 




GI 


none 


Score 


95 




Exons 


4799. .4879, 4876. .4941, 4945 


..5031, 5020. .5157, 5117. .5224, 




5119. .5220 








Seq. No. 


40241 


Seq. ID 


OJ000119JL8.0309. 


C31 


Gene No. 


83250 


Strand 






Start 


2746 


End 


10507 




Name 


OJ000119_18.0309.C31.o8.tm 


Method 


TBLASTX: Maize 




Start 


5324 


End 


5734 




GI 


none 


Score 


83 




Exons 


5324. .5449, 5343. .5450, 5453 


..5506, 5540.. 5599, 5583.. 5600, 




5648. .5734, 5657. .5728 








Seq. No. 


40241 


Seq. ID 


OJ000119_18.0309. 


C31 


Gene No. 


83250 


Strand 






Start 


2746 


End 


10507 




Name 


OJ000119_18 .0309.C31.o7 . tm 


Method 


TBLASTX: Maize 




Start 


6608 


End 


7045 




GI 


none 


Score 


105 




Exons 


6608.. 6877, 6681.. 6860, 6923 


..6988, 7007. .7045 




Seq. No. 


40241 


Seq. ID 


OJ000119_18.0309. 


C31 


Gene No. 


83250 


Strand 






Start 


2746 


End 


10507 




Name 


OJ000119_18 .0309.C31 .o3.gs 


Method 


GENSCAN 




Start 


■ 794 4 


End 


9754 




GI 


none 


Score 


.93 




Exons 


7944 . . 8351, 9698. . 9754 








Seq. No. 


40242 


Seq. ID 


OJ000119_18.0309. 


C32 


Gene No. 


83251 


Strand 


+ 




Start 


13124 


End 


27788 




Name 


OJ000119 18.0309.C32.o3.gs 


Method 


GENSCAN 




Start 


13124 


End 


27788 




GI 


none 


Score 


.56 




Exons 


13124 13168, 1347 9. .13855, 


17247. .17342, 17691 17787, 






17895. .17939, 18079. . 18207, 


18533. .18656, 19997 .. 22642, 






23000. .23281, 26161. .26264, 


26470. .26542, 27592.. 27788 




Seq. No. 


40242 


Seq. ID 


OJ000119_18.0309. 


C32 


Gene No. 


83251 


Strand 


+ 




Start 


13124 


End 


27788 




Name 


OJ000119_18.0309.C32.ol.np 


Method 


AAT/NAP 




Start 


20288 


End 


26612 




GI 


6522552 


Score 


781 




Exons 


20288. .20880, 21684 . .22642, 


26540. .26612 




GI Descrip. 


(AL132967) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


40242 


Seq. ID 


OJ000119_18.0309. 


C32 


Gene No. 


83251 


Strand 


+ 




Start 


13124 


End 


27788 




Name 


ujuuuiiy io . u ou y . uoz . o o . gp 


Method 


AAT/GAP 




Start 


23511 


End 


23617 




GI 


427308 


Score 


171 




Exons 


23511. .23617 








Seq. No. 


40242 


Seq. ID 


OJ000119_18.0309. 


C32 



40169 




bene wo . 


o 09 c o 




C+- ranr ) 


+ 






Start 


30070 




End " 


31808 






Name 


OJ000119 18.0309.C32 


.o4 . gs 


Method 


GEN SCAN 






Start 


30070 




End 


31808 






GI 


none 




Score 


.62 






Exons 


30070. .30279, 31650. 


.31808 










Seq. No. 


40242 




Seq. ID 


OJ000119_ 


18.0309 


.C32 


bene wo. 


p 0 9 c 0 




OLIdllU 








Start 


5606 




End 


8982 






Name 


OJ000119 18.0309.C32 


. ol . gp 


Method 


AAT/GAP 






Start 


5606 




End 


6302 






GI 


6012799 




Score 


1276 






Exons 


5606.. 6302 












Seq. No. 


40242 




Seq. ID 


OJ000119_ 


18.0309 


.C32 


bene ino . 


83253 




OL.I ctlltJ. 








Start 


5606 . 




End 


8982 






Name 


OJ000119 18.0309.C32 


. o2 . gs 


Method 


GENS CAN 






Start 


5988 




End 


8982 






GI 


none 




Score 


.5 






Exons 


5988.. 6115, 6226.. 6452, 8852 


!. .8982 








Seq. No. 


AC\0 AO 




Seq. ID 


OJ000119_ 


18.0309 


.C32 


Gene No. 






Strand 








Start 


30690 




End 


30969 






Name 


OJ000119_18.0309.C32 


.ol. tC- 


Method 


TBLASTX: Cress 




Start 






End 


22296 






bl 


none 




Score 


116 






Exons 


20217. .20474, 20218. 


.20454, 


20230. .20361, 20329. 


.20469, 






20518. .20637, 20524. 


.20637, 


20647. .20784, 20860. 


.21075, 






20863. .21072, 21088. 


.21171, 


21220. .21336, 21460. 


.21885, 






21481. .21699, 21667. 


.21774, 


21784. .21861, 21805. 


.21897, 






21907. .22083, 21997. 


.22167, 


22096. .22206, 22210. 


.22296 




Seq. No. 


40242 




Seq. ID 


OJ000119^ 


18.0309 


.C32 


Gene No. 


83254 




Strand 








Start 


30690 




End 


30969 






Name 


OJ000119 18.0309.C32 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


20218 




End 


22086 






GI 


none 




Score 


88 






Exons 


20218. .20397, 20518. 


.20637, 


20650. .20718, 20650. 


.20841, 






20860. .21024, 20944. 


.21192, 


21463. .21633, 21553. 


.21690, 






21658. .21894, 21946. 


.22086 










Seq. No. 


40242 




Seq. ID 


OJ000119_ 


18.0309 


.C32 


Gene No. 


83254 




Strand 








Start 


30690 




End 


30969 






Name 


OJ000119 18.0309.C32 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


20518 




End 


22224 






GI 


none 




Score 


90 






Exons 


20518. .20637, 20860. 


.21141, 


21055. .21192, 21220. 


.21348, 






21460. .21705, 21610. 


.21846, 


21757. .21903, 21925. 


.22224, 






21946. .22224 












Seq. No. 


40242 




Seq. ID 


OJ000119_ 


18.0309 


.C32 


Gene No. 


83254 




Strand 









40170 



Start 


30690 




End 


30969 




Name 


OJ000119 18 0309 C32 


o2 tm 


Method 


TBLASTX: Maize 




Start 


20548 




End 


22128 




GI 


none 




Score 


60 




Exons 


20548. .20637, 20689. 


.20823, 


20689. .20826, 20863 .. 21174 , 






20998. .21195, 21193. 


.21336, 


21445. .21699, 21694 .. 21906, 






21907. .22128 










Seq. No. 


40242 




Seq. ID 


OJ000119_18.0309 


.C32 


Gene No . 


83254 




Strand 






Start 


30690 




End 


30969 




Name 


OJ000119 18.0309.C32 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


22099 




End 


22626 




GI 


none 




Score 


168 




Exons 


22099. .22299, 22128. 


.22274, 


22324. .22626, 22329.. 22565 




Seq. No. 


40242 




Seq. ID 


OJ000119_18.0309 


.C32 


Gene No . 


83254 




Strand 






Start 


30690 




End 


30969 




Name 


OJ000119 18.0309.C32 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


22129 




End 


22578 




GI 


none 




Score 


137 




Exons 


22129. .22299,. 22137. 


.22298, 


22300. .22578, 22419.. 22577 




Seq. No. 


40242 




Seq. ID 


OJ000119_18.0309 


.C32 




83254 




Strand 






Start 


30690 




End 


30969 




Name 


OJ000119 18.0309.C32 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


22324 




End 


22626 




GI 


none 




Score 


189 




Exons 


22324. .22626 










Seq. No. 


40242 




Seq. ID 


OJ000119_18.0309 


.C32 


Gene No 


83254 




Strand 






Start 


30690 




End 


30969 




Name 


OJ000119 18.0309.C32 


. o4 .gp 


Method 


AAT/GAP 




Start 


30690 




End 


30969 




GI 


2798372 




Score 


519 




Exons 


30690. .30969 










Seq. No. 


40243 




Seq. ID 


OJ000119_18.0309 


.C36 


Gene No. 


83255 




Strand 


+ 




Start 


23 




End 


336 




Name 


OJ000119 18.0309.C36 


. ol.np 


Method 


AAT/NAP 




Start 


23 




End 


336 




GI 


103076 




Score 


140 




Exons 


23. .336 










GI Descrip. 


Bkm-like sex-determining region hypothetical protein CS314 - 




fruit fly (Drosophila melanogaster) (fragment) 




Seq. No. 


40243 




Seq. ID 


OJ000119J.8.0309 


.C36 


Gene No. 


83255 




Strand 


+ 




Start 


23 




End 


336 




Name 


OJ000119 18.0309.C36 


. ol .gp 


Method 


AAT/GAP 




Start 


87 




End 


333 




GI 


LIB3477-003-P1-K1-E9 




Score 


146 




Exons 


87. .124, 236. .333 











40171 




GI Descrip. ' 2498586/sp I Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
- S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 40244 Seq. ID 

Gene No. 83256 Strand 

Start 248 End 

Name OJ000209_10 . 0317 . C4 . ol . gs Method 

Start 248 End 

GI none Score 

Exons 248.. 326 



OJ000209_10.0317.C4 
326 

GENSCAN 

326 

.73 



Seq. No. 40245 Seq. ID 

Gene No. 83257 Strand 

Start 441 End 

Name OJ000209_10 . 0317 .C5.ol.gs Method 

Start 441 End 

GI none Score 

Exons 441.. 611 



OJ000209_10.0317.C5 
611 

GENSCAN 

611 

.82 





Seq. No. 


40246 


Seq. ID 


OJ000209_10.0317. 


C6 




Gene No. 


83258 


Strand 


+ 






Start 


1 


End 


4630 






. Name 


OJ000209 10.0317.C6.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


592 






GI 


LIB3477-003-P1-K1-C7 


Score 


905 




k : a 


Exons 


1..184, 283. .592 










GI Descrip. 


, 1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 




^ nf 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence ' 






Seq. No. 


40246 


Seq. ID 


OJ000209_10.0317. 


C6 


?! a 


Gene No. 


83258 


Strand 


+ 




I y 


Start 


1 


End 


4630 






Name 


OJ000209 10.0317.C6.ol.gs 


Method 


GENSCAN 




13 


Start 


74 


End 


4630 






GI 


none 


Score 


.96 






Exons 


74. .184, 283. .2224, 4185. .4630 








Seq. No. 


40246 


Seq. ID 


OJ000209_10.0317. 


C6 




Gene No. 


83258 


Strand 


+ 






Start 


1 


End 


4630 






Name 


OJ000209 10.0317.C6.ol.np 


Method 


AAT/NAP 






Start 


77 


End 


4615 






GI 


3914365 


Score 


3013 






Exons 


77. .184, 283. .2224, 4185. .4615 








GI Descrip. 


PHOSPHOLIPASE D 2 PRECURSOR 


(PLD 2) (CHOLINE PHOSPHATASE 


- 2) 



(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 2) 

git 1902901 1 dbj |BAA19466| (AB001919) phospholipase D [Oryza 

sativa] 



Seq. No. 40246 Seq. ID 

Gene No. 83258 Strand 1 

Start 1 End 

Name OJ000209_10 . 0317 . C6 . ol . tm Method 

Start 83 End 

GI none Score 
Exons 



OJ000209_10.0317.C6 
+ 

4630 

TBLASTX: Maize 

4594 

113 



83. .187, 97. .192, 288. .542, 289. .594, 649. .1056, 702. .1031, 



40172 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1008. .1235, 1057. .1236, 1201. .1569, 1323. .1373, 1419. .1556, 

1575.. 1805, 1576.. 1824, 1825.. 2223, 1837.. 2223, I860.. 2231, 

1934. .2224, 4157. .4291, 4183. .4290, 4187. .4291, 4304. .4363, 

4309. .4386, 4363. .4587, 4364. .4594 

Seq. ID OJ000209_10.0317.C6 



40246 

83258 Strand 

1 End 

OJ000209_10.0317.C6.ol.ts Method 

289 End 

none Score 
289. .648, 702. .1058, 703. .1056, 1008. 
1201.. 1296, 1239.. 1277 



+ 

4630 

TBLASTX : Soybean 

1296 

375 

,1166, 1057.. 1236, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40246 
83258 
1 

OJ000209_10.0317.C6.ol.tc 

294 

none 



Seq. ID OJ000209_10.0317.C6 

Strand + 

End 4 630 

Method TBLASTX: Cress 

End 4594 

Score 344 



294. .524, 295. .648, 702. .1058, 703. .1056, 1008. .1166, 
1057. .1311, 1206. .1277, 1311. .1517, 1312. .1569, 1575. .1805, 
1576. .1824, 1825. .2223, 1837. .2220, 1851. .2231, 1935. .2225, 
4157. .4294, 4183. .4284, 4184. .4291, 4304. .4363, 4309. .4368, 
4363. .4584, 4376. .4594 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40246 
83258 
1 

OJ000209_10.0317.C6.o2.tw 

594 

none 



Seq. ID OJ000209_10.0317.C6 
Strand 
End 

Method 
End 
Score 



+ 

4630 

TBLASTX: Wheat 

1020 

74 



594. .641, 595. .648, 700. .747, 702. .770, 702. .1019, 703. .1020 



Seq. No. , 40246 
Gene No. " 83258 

Start 1 

Name OJ000209_10 . 0317 .C6 .o3 . ts 

Start 1296 

GI none 

Exons 1296.. 1376, 1297.. 1506, 1422.. 1508 



Seq. ID OJ000209 10. 0317. C6 



Strand 
End 

Method 
End 
Score 



+ 

4630 

TBLASTX : Soybean 

1508 

335 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40246 
83258 
1 

OJ000209 10.0317.C6.o2.ts 



Seq. ID 
Strand 
End 

_ Method 
1575 End 
none Score 
1575. .1805, 1576.. 1827, 1825.. 2223, 
2176. .2235, 4157. .4291, 4173. .4268, 
4304. .4363, 4304. .4357, 4309. .4368, 



OJ000209_10.0317.C6 
+ 

4630 

TBLASTX: Soybean 
4594 
322 

1837. .2148, 1851. .2231, 
4183. .4272, 4184. .4291, 
4363. .4584, 4364. .4594 



Seq. No. 40246- Seq. ID 

Gene No. 83258 Strand 

Start 1 End 

Name OJ000209_10 . 0317 . C6 . o3 . tw Method 

Start 1726 End 



OJ000209_10.0317.C6 
+ 

4630 

TBLASTX: Wheat 
1961 



40173 



Score 147 

,1956, 1837. .1953, 1863. .1961 



Seq. ID OJ000209_10.0317.C6 
Strand + 

4630 

TBLASTX: Wheat 
2145 
200 



End 

Method 

End 

Score 



.2145, 1976.. 2137 
Seq. ID OJ000209_10.0317.C6 



Strand 
End 

Method 

End 

Score 



+ 

4630 

TBLASTX: Wheat 
4594 
96 

2223, 4157. .4363, 4173. .4376, 
4584, 4364. .4594 



Seq. ID OJ000209_10.0317.C8 
Strand 

1843 
GEN SCAN 
1843 
.69 



End 

Method 

End 

Score 



GI none 

Exons 1726.. 1824, 1731.. 1805, 1825, 

Seq. No. 40246 

Gene No. 83258 

Start 1 

Name OJ000209_10 . 0317 . C6 . o4 . tw 

Start 1962 

GI none 

Exons ' 1962.. 2135, 1963.. 2136, 1975. 

Seq. No. 40246 

Gene No. 83258 

Start 1 

Name OJ000209_10 . 0317 . C6 . ol . tw 

Start 2146 

GI none 

Exons 2146.. 2223, 2153.. 2275, 2164, 
4183.. 4383, 4191.. 4385, 4363, 

Seq. No. 40247 

Gene No. 83259 
Start . 505 

Name OJ000209_10 . 0317 .C8 . ol . gs" 

Start 505 

GI none 

Exons 505. .522, 1750.. 1843 

Seq. No. 40247 

Gene No. 83259 

Start 505 

Name OJ000209_10 . 0317 . C8 . ol . gp 

Start 586 

GI 2312838 

Exons 586. . 656 

GI Descrip. 1420932/gb) U61383 | ORU61383 7, 
4-coumarate-CoA ligase gene, 

Seq. No. 40248 

Gene No. 83260 

Start 2693 

Name OJ000209__10.0317.C9.ol.gs 

Start 2693 

GI none 

Exons 2693.. 2775, 3008.. 3202 

Seq. No. 40248 

Gene No. 83260 

Start 2693 

Name OJ000209_10 . 0317 . C9 . ol . np 

Start 2696 

GI 5103834 

Exons 2696.. 2775, 3008.. 3244 

GI Descrip. (AC007591) Similar to gb|AB008104 ethylene responsive element 
binding factor 2 from Arabidopsis thaliana and contains an 
PF| 00847 AP2 domain. EST gb|AA728476 comes from this gene. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_10.0317.C8 

1843 
AAT/GAP 
656 
76 



0e-21 Oryza rufipogon 
intron 1, partial sequence 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_10.0317.C9 
+ 

3244 
GENSCAN 
3202 
.51 



OJ000209_ 
+ 

3244 
AAT/NAP 
3244 
284 



10. 0317. C9 



40174 



Seq. No. 40249 Seq. ID 

Gene No. 83261 Strand 

Start 24 End 

Name OJ000209_10 . 0317 . CIO . ol . gp Method 

Start 24 End 

GI 3769248 Score 

Exons 24.. 432 



OJ000209_10. 0317. CIO 
+ 

2882 
AAT/GAP 
432 
756 



Seq. No. 


40249 ' 




Seq. ID 


OJ000209_10. 


0317. CIO 


Gene No. 


83261 




Strand 


+ • 




Start 


24 




End 


2882 




Name 


OJ000209 10. 0317. CIO. ol 


.gs 


Method 


GEN SCAN 




Start 


31 




End 


2882 




GI 


none 




Score 


.49 




Exons 


31. .107, 467. .513, 2728 


. .2882 








Seq. No. 


40250 




Seq. ID 


OJ000209_10. 


0317. Cll 


Gene No. 


83262 




Strand 


+ 




Start 


3211 




End 


3332 




Name 


OJ000209 10.0317.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


3211 




End 


3332 






/ J 1 \J o u o 




Score 


90 




Exons 


3211.. 3332 










GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


40251 




Seq. ID 


OJ000209_10. 


0317. C12 


Gene No. 


83263 




Strand 


+ 




Start 


2746 




End 


2835 




Name 


OJ000209 10.0317.C12.ol 


.gp 


Method 


AAT/GAP 




Start 


2746 




End 


2835 




GI 


LIB3477-003-P1-K1-E9 




Score 


97 




Exons 


2746. .2835 










GI Descrip. 


'2498586/sp|Q40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I)" 


>gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 










Seq. No. 


40252 




Seq. ID 


OJ000209_10. 


0317. C13 


Gene No. 


83264 




Strand 


+ 




Start 


75 




End 


235 




Name 


OJ000209 10.0317.C13.ol 


.gs 


Method 


GENSCAN 




Start 


75 




End 


235 




GI 


none 




Score 


.68 




Exons 


75. .153, 186. .235 











Seq. No. 40253 Seq. ID 

Gene No. 83265 Strand 

Start 1957 End 

Name OJ000209_10 . 0317 .C14 .o2 .gs Method 

Start 1957 End 

GI none Score 

Exons 1957.. 2382 



OJ000209_10.0317.C14 
+ 

2382 
GENSCAN 
2382 
1 



Seq. No. 40253 Seq. ID 

Gene No. 83266 Strand 

Start 1861 End 

Name OJ000209_10 . 0317 . C14 .ol .np Method 

Start 1861 End 



OJ000209_10.0317.C14 

2515 

AAT/NAP 

2515 



40175 



GI 7441828 Score 136 

Exons 1861.. 2515 

GI Descrip. extensin-like cell wall protein - sea-island cotton 

gi 1451544 | gb| AAA79364.il (U04267) proline-rich cell wall protein 
[Gossypium barbadense] 



Seq. No. 40254 Seq. ID 

Gene No. 83267 Strand 

Start' 144 . End 

Name OJ000209_10.0317.C15.ol.gp Method 

Start 144 End 

GI 43448_1.R1084 Score 

Exons 14 4.. 598 

GI Descrip. ' 2760832/gb | AAB95300 . 1 | 3.0e-12 (AC003105) similar vto barley 
ids-4 gene product [Arabidopsis thaliana] 1 



OJ000209_10.0317.C15 
+ 

4320 
AAT/GAP 
598 
830 



Seq. No. 40254 

Gene No. 83267 

Start 144 

Name OJ000209_10 . 0317 .C15 . ol .gs 

Start 290 

GI none 
Exons 



Seq. ID OJ000209_10.0317.C15 



Strand 
End 

Method 

End 

Score 



+ 

4320 
GEN SCAN 
4320 
.88 



290. .586, 646. .820, 1510. .1535, 3013. .3058, 3863. .4320 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



40254 
83267 
144 

OJ000209_10.0317.C15.ol.np 
290 

2760832 

290. .586, 688. .820, 3863. .4317 

(AC003105) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000209_10.0317.C15 

Strand + 

End 4320 

Method AAT/NAP 

End 4317 

Score 743 



Seq. No. 


40254 




Seq. ID 


OJ000209_10.0317 


.C15 


Gene No. 


83268 




Strand 


+ 




Start 


4222 




End 


4686 




Name 


OJ000209 


10.0317.C15.o2.gp 


Method 


AAT/GAP 




Start 


4222 




End 


4686 




GI 


4715604 




Score 


890 




Exons 


4222. .4686 








Seq. No. 


40254 




Seq. ID 


OJ000209_10.0317 


.C15 


Gene No. 


83269 




Strand 


+ 




Start 


5588 




End 


5767 




Name 


OJ000209 


10.0317.C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


289 




End 


4026 




GI 


none 




Score 


157 




Exons 


289. .360, 


290. .394, 290. .373 


, 502. .567, 


503. .568, 733.. 


822, 




768. .824, 


3844.. 4002, 3858.. 


3974, 3964. 


.4026 




Seq. No. 


40254 




Seq. ID 


OJ000209_10.0317 


.C15 


Gene No. 


83269 




Strand 


+ 




Start 


5588 




End 


5767 




Name 


OJ000209 


10.0317.C15.o2.ts 


Method 


TBLASTX : Soybean 




Start 


289 




End * 


714 




GI 


none 




Score 


166 




Exons 


289. .360, 


290. .433, 290. .373 


, 503. .586, 


517. .576, 529.. 


588, 



40176 



685. .714, 687. .713 



Seq. No. 


40254 






Seq. ID 


OJ000209_10.0317.C15 


Gene No. 


83269 






Strand 


+ 


Start 


5588 






End 


5767 


Name 


OJ000209 10 


.0317.C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


529 






End 


4554 


GI 


none 






Score 


98 


Exons 


529.. 615, 530.. 586, 685 


. .822, 


687. .824 


, 3844. .4275, 3858. .4256, 




4076. .4258, 


4263. .4322, 


4264. 


.4320, 4363.-4386, 4373. .4420, 




4396.-4473, 


4407. .4472, 


4418. 


.4474, 4419. .4478, 4476.'. 4553, 




4482. .4553, 


4501. .4554 








Seq. No. 


40254 






Seq. ID 


OJ000209_10.0317 .C15 


Gene No. 


83269 






Strand 


+ 


Start 


5588 






End 


5767 


Name 


OJ000209 10 


.0317.C15.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


760 






End 


4245 


GI 


none 






Score 


107 


Exons 


760. .822, 3850. .4044, 3858. .4001, 3859 


..4011, 4122. .4244, 




4123. .4245 










Sea No. 


40254 






Seq. ID 


OJ000209_10.0317.C15 


Gene No. 


83269 






Strand 


+ 


Start 


5588 






End 


5767 


Name 


OJ000209 10 


.0317.C15.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


778 






End 


4240 


GI 


none 






Score 


76 


Exons 


778. .822, 778. .819, 779 


. .820, 


3844. .4239, 3858. .4019, 




3868. .4239, 


3872. .4240 








Seq. No. 


40254 






Seq. ID 


OJ000209_10.0317.C15 


Gene No. 


83269 






Strand 


+ 


Start 


5588 






End 


5767 


Name 


OJ000209 10 


.0317.C15.o3 


.gp 


Method 


AAT/GAP 


Start 


5588 






End 


5767 


GI 


none 






Score 


317 


Exons 


5588. .5767 










Seq. No. 


40254 






Seq. ID 


OJ000209_10.0317.C15 


Gene No. 


83270 






Strand 




Start 


5733 






End 


5996 


Name 


OJ000209 10 


.0317.C15.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


5733 






End 


5996 


GI 


none 






Score 


209 


Exons 


5733. .5996, 


5760. .5996 








Seq. No. 


40254 






Seq. ID 


OJ000209_10.0317.C15 


Gene No. 


83271 






Strand 




Start 


6006 






End 


6238 


Name 


OJ000209 10 


.0317.C15.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


6006 






End 


6238 


GI 


none 






Score 


85 


Exons 


6006. .6074, 


6023. .6073, 


6050. 


.6103, 6080.. 6238, 6081.. 6233 


Seq. No. 


40255 






Seq. - ID 


OJ000209_10.0317.C17 


Gene No. 


83272 






Strand 


+ 



40177 




Start 


1227 






End 


2707 






Name 


OJ000209 10 


.0317 


.C17.ol.gp 


Method 


AAT/GAP 






Start 


.1227 






End 


1696 






GI 


none 






Score 


885 






Exons 


1227. .1696 














Seq. No. 


40255 






Seq. ID 


OJ000209_10. 


0317 


.C17 


Gene No. 


83272 






Strand 


+ 






Start 


1227 






End 


2707 






Name 


OJ000209 10 


.0317 


.C17.ol.np 


Method 


AAT/NAP 






Start 


1254 






End 


2707 






GI 


6553934 






Score 


78 






Exons 


1254. .1465, 


2665 


. .2707 










GI Descrip. 


(AC011915) 


unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


40255 






Seq. ID 


OJ000209_10. 


0317 


.C17 


Gene No. 


83273 






Strand 


— 






Start 


1231 






End 


2250 






Name 


OJ000209 10 


.0317 


.C17.ol.gs 


Method 


GENSCAN 






Start 


1231 






End 


1953 






GI 


none 






Score 


.47 






Exons 


1231. .1953 














Seq. No.. 


40255 






Seq. ID 


OJ000209_10. 


0317 


.C17 


Gene No. 


83273 






Strand 








Start 


1231 






End 


2250 






Name 


OJ000209 10 


.0317 


.C17.o2.gp 


Method 


AAT/GAP 






Start 


1769 ~~ 






End 


2250 






GI 


none 






Score 


915 






Exons 


1769. .2250 














Seq. No. 


40255 






Seq. ID 


OJ000209_10. 


0317 


.C17 


Gene No. 


83274 






Strand 








Start 


3512 






End 


3616 






Name 


OJ000209 10 


.0317 


.C17.o2.np 


Method 


AAT/NAP 






Start 


3512 






End 


3616 






GI 


6691203 






Score 


78 






Exons 


3512. .3616 














GI Descrip. 


(AC007508) 


F1K23 


.7 [Arabidopsis thaliana] 






Seq. No. 


40256 






Seq. ID 


OJ000209_10. 


0317 


.C18 


Gene No. 


83275 






Strand 


+ 






Start 


67 






End 


1948 






Name 


OJ000209 10 


.0317 


.C18.ol.g_s 


Method 


GENSCAN 






Start 


67 ' 






End 


1948 






GI 


none 






Score 


.7 






Exons 


67.. 73, 283 


. .423 


, 1872.. 1948 








Seq. No. 


40256 






Seq. ID 


OJ000209_10. 


0317 


.C18 


Gene No. 


83276 






Strand 


+ 






Start 


2917 






End 


4032 






Name 


OJ000209 10 


.0317 


.C18.ol.np 


Method 


AAT/NAP 






Start 


2917 






End 


4002 






GI 


4530591 






Score 


205 






Exons 


2917. .3074, 


3742 


. .4002 










GI Descrip. 


(AF132475) 


heme 


oxygenase 1 


[Arabidopsis thaliana] 







gi|4530593|gb|AAD22108.1| (AF132476) heme oxygenase 1 



40178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] gi | 4877362 | dbj | BAA77758 . 1 1 (AB021857) 
plastid heme oxygenase [Arabidopsis thaliana] 
gi|4877397|dbj IBAA77759.il (AB021858) plastid heme oxygenase 
[Arabidopsis thaliana] gi | 4883666 | gb|AAB95301 . 2 | (AC003105) heme 
oxygenase 1 (HOI) [Arabidopsis thai 



OJ000209_10.0317.C18 
+ 

4032 
AAT/GAP 
4008 
1398 



40256 Seq. ID 

83276 Strand 
2917 End 
OJ000209_10 . 0317 . C18 . ol . gp Method 
3266 End 
4144_1.R1084 Score 
3266.. 4008 

M530591/gb|AAD22107.1| 1.0e-90 (AF132475) heme oxygenase 1 
[Arabidopsis thaliana] >gi_4 5305 93_gb_AAD22 108 . 1_ (AF13247 6) 
heme oxygenase 1 [Arabidopsis thaliana] 

>gi_4877362_dbj_BAA77758.1_ (AB021857) plastid heme oxygenase 
[Arabidopsis thaliana] >gi_4877397_dbj_BAA77759. 1_ (AB021858) 
plastid heme oxygenase [Arabidopsis thaliana] 
>gi_4883666_gb_AAB95301.2_ (AC003105) heme oxygenase 1 (' 



40256 Seq. ID 

83276 Strand 

2917 End 
OJ000209_10 . 0317 . C18 . o2 . gs Method 

3560 End 

none Score 
3560. .4012 



OJ000209_10.0317.C18 
+ 

4032 
GENSCAN 
4012 
.86 



Seq. No. 40256 Seq. ID 

Gene No. 83276 Strand 

Start 2917 End 

Name OJ000209JL0 . 0317 . C18 . ol . tm Method 

Start 3803 End 

GI none Score 

Exons 3803.. 4003, 3805.. 4032 



OJ000209_10.0317.C18 
+ 

4032 

TBLASTX: Maize 

4032 

325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



40257 Seq. ID OJ000209_10 . 0317 . C19 

83277 Strand + 

1 End 3537 

OJ000209_10.0317.C19.ol.np Method AAT/NAP 

1 End 2207 

4530591 Score 518 

1..117, 1134. .1357, 1896. .2003, 2118. .2207 

(AF132475) heme oxygenase 1 [Arabidopsis thaliana] 

gi|4530593|gb|AAD22108.1| (AF132476) heme oxygenase 1 

[Arabidopsis thaliana] gi | 4877362 | dbj | BAA77758 . 1 | (AB021857) 

plastid heme oxygenase [Arabidopsis thaliana] 

gi|4877397|dbj IBAA77759.il (AB021858) plastid heme oxygenase 

[Arabidopsis thaliana] gi | 4883666 | gb | AAB95301 . 2 | (AC003105) heme 

oxygenase 1 (HOI) [Arabidopsis thai 



40257 
83277 
1 

OJ000209_10.0317.C19.ol.gp 
1134 



Seq. ID OJ000209_10.0317.C19 

Strand + 

End 3537 

Method AAT/GAP 

End 2368 



40179 



GI 

Exons 

GI Descrip. 



w 

4144_1.R1084 Score 1085 

1134. .1357, 1896. .2003, 2118. .2368 

'4530591/gb|AAD22107.1| 1.0e-90 (AF132475) heme oxygenase 1 
[Arabidopsis thaliana] >gi_4530593_gb_AAD22108 . 1_ (AF132476) 
heme oxygenase 1 [Arabidopsis thaliana] 

>gi_4877362_dbj_BAA77758.1_ (AB021857) plastid heme oxygenase 
[Arabidopsis thaliana] >gi_4 877397_dbj_BAA77759. 1_ (AB021858) 
plastid heme oxygenase [Arabidopsis thaliana] 
>gi_4883666_gb_AAB95301.2_ (AC003105) heme oxygenase 1 (■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40257 Seq. ID 

83277 Strand 

1 End 

OJ000209_10 . 0317 . C19 . ol . gs Method 

1134 End 

none Score 



OJ000209_10.0317.C19 
+ 

3537 
GEN SCAN 
3537 
.63 



1134. .1357, 1896. .2003, 3074. .3220, 3376. .3537 



Seq. ID OJ000209_10.0317.C19 

Strand + 

End 5521 

Method TBLASTX : Mai ze 

End 2003 

Score 390 
1121.. 1360, 1125.. 1361, 1894. .2001, 1895. .2002, 



40257 
83278 
4987 

OJ000209_10.0317.C19.ol.tm 
1117 
none 

1117. .1359, 
1896. .2003 



Seq. No. 40257 

Gene No. 83278 

Start 4 987 

Name OJ000209_10 . 0317 .C19. ol . ts 

Start 1119 

GI none 

Exons 1119.. 1358, 1128.. 1358, 1135, 
1895. .1999, 1896. .2000, 2115. 



Seq. ID OJ000209_10.0317.C19 

Strand + 

End 5521 

Method TBLASTX : Soybean 

End 2210 

Score 125 

.1365, 1136. .1360, 1893. .1997, 
.2210 



Seq. No. 40257 

Gene No. 83278 

Start 4987 

Name OJ000209_10 . 0317 .C19. ol . tw 

Start 1134 

GI none 

Exons 1134.. 1358, 1135.. 1365, 1136.. 1360, 1895.. 2002, 1896.. 2003, 
2118. .2147 



Seq. ID OJ000209_10.0317.C19 

Strand + 

End 5521 

Method TBLASTX : Wheat 

End 2147 

Score 274 



Seq. No. 40257 

Gene No. 83278 

Start 4987 

Name OJ000209_10.0317.C19.ol.tc 

Start 1135 

GI none 

Exons 1135.. 1248, 1136.. 1360, 
1896. .2000, 2115. .2210 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1196. .1360, 



OJ000209_10.0317.C19 
+ 

5521 

TBLASTX: Cress 
2210 
336 

1288. .1383, 1895. .2005, 



Seq. No. 
Gene No. 
Start 



40257 
83278 
4987 



Seq. ID OJ000209_10.0317.C19 
Strand + 
End 5521 



40180 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000209_10.0317.C19.o2.gs 

4987 

none 

4987. .5409, 5440. .5521 

40257 
83278 
4987 

OJ000209_10.0317.C19.o2.tm 

5191 

none 



Method 

End 

Score 



GEN SCAN 

5521 

.49 



Seq. ID OJ000209__10.0317.C19 
Strand 
End 

Method 
End 
Score 



+ 

5521 

TBLASTX: Maize 

5379 

250 



5191. .5379, 5191. .5229, 5214. .5378, 5296.-5379 



Seq. ID OJ000209_10.0317.C20 

Strand + 

End 2141 

Method AAT/NAP 

End 2141 -y ■ 

Score 383 



40258 
83279 
1 

OJ000209_10.0317.C20.ol.np 
1 

6714428 

1..42, 1261. .1343, 1766. .2141 

(AC012328) putative NADP-dependent oxidoreductase [Arabidopsis 
thaliana] 



■st ~ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



Seq. ID OJ000209_10.0317.C20 

Strand + 

End 2141 

Method GEN SCAN 

End 2138 

Score .95 



Seq. ID OJ000209_10.0317.C20 
Strand 

End 5866 

Method TBLASTX : Mai ze 

End M 2135 

Score 110 



40258 
83279 
1 

OJ000209_10.0317.C20.ol.gs 
1206 
none 

1206. .1343, 1766. .2138 

40258 
83280 
3208 

OJ000209_10.0317.C20.o2.tm 
1248 
none 

1248. .1337, 1249. .1344, 1749. .1886, 1769. .1894, 1890. .2135, 
2040. .2126 



40258 
83280 
3208 

OJ000209_10.0317.C20.o2.ts 

1248 

none 



Seq. ID OJ000209_10.0317.C20 
Strand 

End 5866 

Method TBLASTX : Soybean 

End 2149 

Score 114 



1248. .1343, 1249. .1344, 1758. .2141, 1763. .1972, 2024. .2149 



40258 
83280 
3208 

OJ000209_10.0317 .C20.ol.tc 

1249 

none 



Seq. ID OJ000209_10.0317.C20 
Strand 

End 5866 

Method TBLASTX : Cress 

End 2143 

Score 117 



1249. .1344, 1260. .1343, 1757. .2143, 1758. .2141 

40258 Seq. ID OJ000209_10 . 0317 . C20 



40181 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



83280 Strand 

3208 End 

OJ0002.09_10 . 0317 . C20 . ol . gp Method 

2760 End 

16693_1.R1084 Score 
2760. .3722, 4886. .4919 

•2809251 2.0e-51 (AC002560) F21B7.20 



40258 
83280 
3208 

OJ000209 10.0317.C20.ol.tm 



2953 
none 

2953. .3030, 
3325. .3705, 



2954. 
3326. 



.3031, 
.3694, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2961. .3032, 3205. .3342, 
3339. .3707 



5866 
AAT/GAP 
4919 
1872 

[Arabidopsis thaliana] ' 
OJ000209 10.0317.C20 



5866 

TBLASTX: Maize 
3707 
104 

3209. .3316, 



Q /-» /-» M/-\ 

oeq . iNo • 


JO 








Seq. ID 


OJ000209_10.0317.C20 


OCllti LNU . 


ft "3?an 








Strand 




Start 


3208 








End 


5866 


Name 


OJ000209 10. 


0317. 


C20.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3178 








End 


5847 


GI 


none 








Score 


52 


Exons 


;*3178. .3297, 


3209. 


.3316, 


3358 


..3723, 3358.-3723, 3362. .3724, 




3425. .3724, 


4872. 


.5000, 


4885 


..4992, 5075. .5170, 5078. .5170, 




5769. .5846, 


5770. 


.5847 








Seq. No. 


40258 








Seq. ID 


OJ000209_10.0317.C20 


Gene No. 


83280 








Strand 




Start 


3208 








End 


5866 


Name 


OJ000209 10. 


0317. 


C20.o2 


. gs 


Method 


GEN SCAN 


Start 


3208 








End 


5771 


GI 


none 








Score 


.52 


Exons 


3208. .3611, 


4886. 


.5001, 


5079 


..5154, 5768. .5771 


Seq. No. 


40258 








Seq. ID 


OJ000209_10.0317.C20 


Gene No. 


83280 








Strand 




Start 


3208 








End 


5866 


Name 


OJ000209 10. 


0317. 


C20.o2 


.np 


Method 


AAT/NAP 


Start 


3211 








End 


5866 


GI 


7486258 








Score 


743 


Exons 


3211. .3697, 


4882. 


.5001, 


5079 


..5154, 5768.-5866 


GI Descrip. 


hypothetical 


protein F27G19. 


80 - Arabidopsis thaliana 



gi|4972073|emb|CAB43880.1| (AL078467) putative protein 
[Arabidopsis thaliana] gi I 7269602 | emb | CAB81398 . 1 1 (AL161571) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


40258 




Seq. ID 


OJ000209_10.0317 


.C20 


Gene No. 


83280 




Strand 






Start 


3208 




End 


5866 




Name 


OJ000209 10 


.0317.C20.o2.tc 


Method 


TBLASTX: Cress 




Start 


3379 




End 


3643 




GI 


none 




Score 


198 




Exons 


3379. .3642, 


3389.-3643 








Seq. No. 


40258 




Seq. ID 


OJ000209_10.0317 


.C20 


Gene No. 


83280 




Strand 







40182 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3208 End 

OJ000209_10 . 0317 . C20 . ol . tw Method 

3583 End 

none Score 



5866 

TBLASTX: Wheat 

5813 

115 



3583. .3726, 3584. .3724, 4872. .5000, 4885.-4998, 5075. .5173, 
5078. .5155, 5769.. 5813 



Seq. ID OJ000209_10.0317.C20 
Strand 

End 58 66 

Method TBLASTX : Mai ze 
End 58 65 

none Score 113 

4872. .4967, 4885.-4956, 4888. .4971, 4905. .5000, 4906. .5001, 
5067. .5156, 5068. .5154, 5076. .5159, 5078. .5170, 5769. .5846, 
5770. .5865 



40258 
83280 
3208 . 

OJ000209_10 . 0317 . C20 . o3 . tm 
4872 



Seq. ID OJ000209_10.0317.C20 
Strand 

End 5866 

Method TBLASTX : Cress 

End 584 6 

none Score 59 

4875.-4997, 4885.-4989, 5078. .5191, 5079. .5210, 5769. .5846 



40258 
83280 
3208 

OJ000209_10.0317.C20.o3.tc 
4875 



40259 
83281 
1 

OJ000209_10 . 0317 . C21 . ol . np 
1 

6997181 
1..532 

(AC023839) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000209_10.0317.C21 
Strand 

End 580 

Method AAT/NAP 

End 532 

Score 307 



40259 
83281 
1 

OJ000209_10.0317.C21.ol.gs 
7 

none 
7. .580 

40259 
83281 
1 

OJ000209_10.0317.C21.ol.tm 
11 

none 

11. .298, 14. .142, 198. .299, 348. .407 



Seq. ID OJ000209_10.0317.C21 
Strand 

End 580 

Method GENSCAN 

End 580 

Score 1 



Seq. ID OJ000209_10.0317.C21 
Strand 

End 580 

Method TBLASTX: Maize 

End 4 07 

Score 83 



40259 
83281 
1 

OJ000209_10.0317.C21.ol.ts 
11 

none 

11. .295, 42. .71, 195. .296 



Seq. ID OJ000209_10.0317.C21 
Strand 

End 580 

Method TBLASTX : Soybean 

End 296 

Score 54 



40183 




Seq. No. 


40260 


Seq. ID 


OJ000209 10.0317 


.C22 


Gene No. 


83282 


Strand 


+ — 




Start 


1260 


End 


1452 




Name 


OJ000209 10.0317.C22.ol.gs 


Method 


GENSCAN 




Start 


1260 


End 


1452 




GI 


none 


Score 


.82 




Exons 


1260.. 1361, 1420.. 1452 








Seq. No. 


40260 


Seq. ID 


OJ000209 10.0317 


.C22 


Gene No. 


83283 


Strand 


+ 




Start 


13565 


End 


16064 




Name 


OJ000209 10.0317.C22.ol.gp 


Method 


AAT/GAP 




Start 


13554 


End 


14083 




GI 


28381 1.R1084 


Score 


1016 




Exons 


13554. .14083 








GI Descrip. 


, 4138581/emb|CAA67107 | 8 . Oe- 


14 (X98474! 


I mitochondrial energy 




transfer protein [Solanum tuberosum] f 






Seq. No. 


40260 


Seq. ID 


OJ000209_10.0317 


.C22 


Gene No. 


83283 


Strand 


+ 




Start 


13565 


End 


16064 




Name 


OJ000209 10.0317.C22.o4.gs 


Method 


GENSCAN 




Start 


13565 


End 


15919 




GI 


none 


Score 


.63 





Exons ■ 13565. .14185, 15207 .. 15368 , 15443.. 15919 



Seq. No. 40260 

Gene No. 83283 

Start ' 13565 

Name OJ000209_10 . 0317 . C22 . ol . np 

Start 13659 

GI 4138581 

Exons 13659. .14185, 15207. 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ0002Q9_ 
+ 

16064 
AAT/NAP 
15913 
1138 



10.0317.C22 



15443. .15913 



15368, 

(X98474) mitochondrial energy transfer protein [Solanum 
tuberosum] 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40260 Seq. ID 

83283 Strand 
13565 End 
OJ000209_10.0317.C22.o2.gp Method 
15659 End 
LIB3475-001-P1-K2-H4 Score 
15659. .16064 

'231654/spl P29518 |BT1_MAIZE 2.0e-36 BRITTLE-1 PROTEIN PRECURSOR 

>gi_82676_pir JQ1459 Btl protein precursor - maize >gi_168426 

(M79333) brittle-1 protein [Zea mays] ' 



OJ000209_10.0317.C22 

+ " — 

16064 

AAT/GAP 

16064 

791 



40260 
83284 
2811 

OJ000209_10.0317.C22.o2.gs 

2811 

none 

2811. .2979, 3138. .3174, 
7637.. 7691, 8527.. 8574 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_10.0317.C22 

8574 
GENSCAN 
8574 
.6 



3391. .3476, 5202. .5228, 6228. .6303, 



40184 



Seq. No. 


40260 




Seq. ID 


OJ000209_10.0317.< 


Gene No. 


83285 




Strand 




Start 


16588 




End 


18453 


Name 


OJ000209 10.0317.C22. 


ol.tm 


Method 


TBLASTX: Maize 


Start 


13547 




End 


15928 


GI 


none 




Score 


109 


Exons 


13547. .13633, 13552.. 


13629, 


13592. .13633, 13637 13891, 




13639. .13860, 13646.. 


13891, 


13869. .14078, 13874 .. 14185, 




13892. .14188, 13918. . 


14187, 


13970. .14074, 15200 .. 15367 , 




15201. .15368, 15422. . 


15583, 


15437. .15922, 15442 .. 15921 , 




15455. .15592, 15695.. 


15928, 


15711. .15923 


Seq. No. 


40260 




Seq. ID 


OJ000209_10.0317. 


Gene No. 


83285 




Strand 




Start 


16588 




End 


18453 


Name 


OJ000209 10.0317.C22. 


ol. tc 


Method 


TBLASTX: Cress 


Start 


13970 




End 


15913 


GI 


none 




Score 


74 


Exons 


13970. .14068, 15282.. 


15365, 


15449. .15595, 15620 .. 15913, 




15622. .15888, 15698.. 


15913 






Seq. No. 


40260 




Seq. ID 


OJ000209_10.0317. 


Gene No. 


83285 




Strand 




Start 


16588 




End 


18453 


Name 


OJ000209 10.0317.C22. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


13991 




End 


15910 


GI 


none 




Score 


62 


Exons 


13991. .14074, 15443. . 


15595, 


15614. .15910, 15616. .15888, 




15695. .15910 








Seq. No. 


40260 




Seq. ID 


OJ000209_10.0317. 


Gene No. 


83285 




Strand 




Start 


16588 




End 


18453 


Name 


OJ000209 10.0317.C22. 


ol . ts 


Method 


TBLASTX : Soybean 


Start 


14086 




End 


15916 


GI 


none 




Score 


153 


Exons 


14086. .14187, 14087. . 


14188, 


15201. .15368, 15206. .15361, 




15443. .15619, 15455.. 


15499, 


15479. .15910, 15506. .15580, 




15529. .15888, 15695.. 


15916 






Seq. No. 


40260 




Seq. ID 


OJ000209_10.0317. 


Gene No. 


83285 




Strand 




Start 


16588 




End 


18453 


Name 


OJ000209 10.0317.C22. 


o3.gp 


Method 


AAT/GAP 


Start 


16588 




End 


18453 


GI 


14911 2.R1084 




Score 


1318 


Exons 


16588. .16829, 16912.. 


16976, 


17074. .17136, 17678. .17726, 




18140. .18453 








GI Descrip. 


'2342735 5.0e-41 (AC002341) 


unknown protein [Arabidopsis 




thaliana] ' 








Seq. No. 


40260 




Seq. ID 


OJ000209_10.0317. 


Gene No. 


83285 




Strand 




Start 


16588 




End 


18453 


Name 


OJ000209 10.0317.C22. 


o5 . gs 


Method 


GENSCAN 


Start 


16725 




End 


18256 


GI 


none 




Score 


.98 



40185 





Exons 


16725. .16829, 16912. .16976, 


17074. .17202, 17 678 .. 17726, 








18140. .18256 










Seq. No. 


40260 


Seq. ID 


OJ000209_10.0317 


.C22 




Gene No. 


83285 


Strand 








Start 


16588 


End 


18453 






Name 


OJ000209 10.0317.C22.o2.np 


Method 


AAT/NAP 






Start 


16737 


End 


18256 






GI 


2342735 


Score 


360 






Exons 


16737. .16829, 16912. .16976, 


17074. .17136, 17678. .17726, 








18140.. 18256 










GI Descrip. 


(AC002341) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


40260 


Seq. ID 


OJ000209JL0.0317 


.C22 




Gene No. 


83285 


Strand 








Start 


16588 


End 


18453 






Name 


OJ000209 10.0317.C22.o2.tm 


Method 


TBLASTX: Maize 






Start 


16764 


End 


18257 






GI 


none 


Score 


100 






Exons 


167 64. .16838, 16781. .16831, 


16892. .16975, 16903 .. 1 698 6, 








16909. .16986, 17070. .17138, 


17072. .17137, 17674. .17727, 








17 679. .17729, 18140. .18214, 


18141. .18215, 18215. .18256, 








18219.. 18257 








. ■ 


Seq. No. 


40261 


Seq. ID 


OJ000209 10.0317 


.C24 




Gene No. 


83286 


Strand 


+ 






Start 


4517 


End 


6015 




flj 


Name 


OJ000209 10.0317.C24.o2.np 


Method 


AAT/NAP 






Start 


4517 


End 


6015 






GI 


5852093 


Score 


60 






Exons 


4517. .4542, 5897. .6015 










GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 








Seq. No. 


40261 


Seq. ID 


OJ000209_10.0317 


.C24 




Gene No. 


83287 


Strand 


+ 




- 3 

'"•4 


Start 


8765 


End 


8986 




i. -s. 


Name 


OJ000209 10.0317.C24.o2.gp 


Method 


AAT/GAP 






Start 


8765 


End ' 


8986 




% J 


GI 


uC-osflM202031cllal 


Score 


281 






Exons 


8765. .8986 










GI Descrip. 


' 1902900/dbj | AB001919 | AB001919 4.0e-43 


Oryza sativa DNA 


for 






phospholipase D, complete cds' 








Seq. No. 


40261 


Seq. ID 


OJ000209_10.0317 


.C24 




Gene No. 


83288 


Strand 








Start 


703 


End 


4721 






Name 


OJ000209 10.0317.C24.ol.gp 


Method 


AAT/GAP 






Start 


703 


End 


1362 






GI 


LIB3477-010-P1-K1-E11 


Score 


902 






Exons 


703.. 945, 1024.. 1114, 1206. 


.1362 








GI Descrip. 


'2352427 2.0e-31 (AF004161) 


peroxisomal 


. Ca-dependent solute 






carrier -[Oryctolagus cuniculus] ' 








Seq. No. 


40261 


Seq. ID 


OJ000209_10.0317 


.C24 




Gene No. 


83288 


Strand 








Start 


703 


End 


4721 






Name 


OJ000209 10.0317.C24.ol.gs 


Method 


GENSCAN 





40186 



Start 


791 




End 


4721 




GI 


none 




Score 


.66 




Exons 


791. .945, 1206. .1991, 4244. .4721 






Seq. No. 


40261 




Seq. ID 


OJ000209_10.0317 


.C24 


Gene No. 


83288 




Strand 






Start 


703 




End 


4721 




Name 


OJ000209 10.0317.C24.ol 


.np 


Method 


AAT/NAP 




Start 


1005 




End 


2005 




GI 


6841066 




Score 


487 




Exons 


1005.. 1117, 1206.. 2005 










GI Descrip. 


(AF123303) calcium-binding transporter 


[Homo sapiens] 




Seq. No. 


40261 




Seq. ID 


OJ000209_10.0317 


.C24 


Gene No. 


OOOpQ 




Strand 






Start 


DZOO 




End 


12113 




Name 


oTnnnona in noi*7 c*oa ^o 


. tin 


Method 


TBLASTX: Maize 




Start 


DUD 




End 


1398 




GI 


none 




Score 


64 




Exons 


cni; C7Q COQ "71Q £00 
DUO. . D / D^y../l0, Djj 


T1 Q 


634. .720, 


634. .738, 738.. 


947, 




739. .948, 739. .945, 741 


. .947, 


774. .878, 


1023. .1115, 1024. .1116, 




1177. .1398, 1178. .1396, 


1207. 


.1398, 1240.. 1344 




Seq. No. 


a no ci 




Seq. ID 


OJ000209_10.0317 


.C24 


Gene No. 






Strand 






O Lai L 


£OQ ^ 




End 


12113 




Name 


ujuuuzuy 1 U . UOl / . 4 . O j 




Method 


TBLASTX: Soybean 




Start 


do y 




End 


1353 




GI 


none 




Score 


44 




Exons 


689. .721, 700. .720, 733 


. .912, 


735. .932, 


752. .919, 1023. 


.1109, 




i c\oa 1 1 1 £ i n"3£ 1 1 1 ^ 

1UZ4 • . HID, IUjD. • ± ± ± D , 




.1123, 1240.. 1353 




Seq. No. 


a no £i 

ft UZ D X 




Seq. ID 


OJ000209_10.0317 


-C24 




OOOp Q 




Strand 






Start 


DZOJ 




End 


12113 




Name 


mnnnonQ in noiT r'O^i «o 




Method 


TBLASTX: Maize 




Start 


1399 




End 


4335 




GI 


none 




Score 


64 9 




Exons 


1399. .1992, 1399. .2007, 


1781. 


.1996, 4240. .4314, 4240. .4335 


Seq. No. 


40261 




Seq. ID 


OJ000209JL0.0317 


.C24 




83289 




Strand 






Start 


6285 




End 


12113 




Name 


OJ000209 10.0317.C24.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


1519 




End 


2007 




GI 


none 




Score 


124 




Exons 


1519.. 1713, 1528.. 2007, 


1777. 


.1983, 1781. .1996 




Seq. No. 


40261 




Seq. ID 


OJ000209_10.0317 


.C24 


OCllc IN (J . 


83289 




Strand 






Start 


6285 




End 


12113 




Name 


OJ000209 10.0317.C24.o6 


.ts 


Method 


TBLASTX : Soybean 




Start 


4233 




End 


4478 




GI 


none 




Score 


112 




Exons 


4233.-4478, 4237.. 4311 










Seq. No. 


40261 




Seq. ID 


OJ000209JL0.0317 


.C24 



40187 



Gene No. 


83289 








Start 


6285 








Name 


OJ000209 10. 


0317 


C24.o2. 


gs 




6285 








OX 


none 








Exons 


6285. .6367, 


6685 


. .6748, 


9109. 


Con Mr* 


40261 








Gene No. 


83289 








Start 


6285 








Name 


OJ000209 10 


0317 


.C24.ol 


tw 


Start 


8970 








rij 


none 








V vnn 


8970. . 9380, 


8995 


. .9426, 


9004. 




9777. .9887, 


9786 


. .9869, 


9787. 


Qorr Mr* 

O C VJ • 1- » \s • 


40261 








Gene No. 


83289 








Start 


6285 








Name 


OJ000209 10 


.0317 


.C24.ol 


.tm 


Start 


8983 








GI 


none 








Exons 


8983. .9018, 


8995 


. .9300, 


9029. 



Strand 
End 

Method 

End 

Score 



12113 
GEN SCAN 
11959 
.72 



.9425, 9809.. 11720, 11801. .11959 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 10.0317.C24 



12113 

TBLASTX: Wheat 
9892 
102 

9153, 9026.. 9427, 9030, 
9891, 9788.. 9892, 9811, 



,9437, 
.9891 



Seq. ID OJ000209_10.0317.C24 
Strand 

End 12113 

Method TBLASTX : Mai ze 

End 12113 

Score 4 6 



9777-. 10469, 9810 .. 10460,, 9838. .10467, 10512.. . 10817 , 
10513. .10755, 10782. .10961, 10783 .. 10965, 10969 .. 11340 , 
10977. .11360, 11088. .11360, 11409 .. 11723, 11448 .. 11522 , 
11479. .11667, 11682. .11735, 11849 .. 11959, 11850 .. 11960, 
12027.. 12113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



40261 
83289 
6285 

OJ000209_10.0317.C24.ol.tc 
8995 
none 



Seq. ID OJ000209_10.0317.C24 
Strand 

12113 

TBLASTX: Cress 
11705 
90 



End 

Method 
End 
Score 

8995.. 9141, 8995.. 9300, 9102.. 9287, 9221.. 9301, 9316.. 9426, 
9341.. 9427, 9777.. 10469, 9790.. 9972, 10027 104 67 , 10512 10706, 
10513. .10707, 10707. .10961, 1074 1 .. 11010, 10968 .. 11345, 
10969. .11340, 11349. .11705, 11479.. 11601 



Seq. ID OJ000209_10.0317.C24 
Strand 

End 12113 
Method AAT/NAP 
End 11959 
Score 4211 
8995. .9425, 9809. .11720, 11852. .11959 

PHOSPHOLIPASE D 2 PRECURSOR { PLD 2) (CHOLINE PHOSPHATASE 2) 

(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 2) 

gil 1902901 |dbj IBAA19466I (AB001919) phospholipase D [Oryza 

sativa] 



40261 
83289 
6285 

OJ000209_10.0317.C24.o3.np 
8995 
3914365 



40261 Seq. ID 

83289 Strand 

6285 End 

OJ000209_10.0317 .C24.o2.ts Method 

8995 End 



OJ000209_10 . 0317 . C24 
12113 

TBLASTX : Soybean 
10469 



40188 




GI 


none 


Score 


193 


Exons 


8995.. 9300, 9029.. 9301, 9310. 


.9426, 9338.-9427, 9777. .10469 




9787. .10464, 9897. .10469 






Seq. . No. 


40261 


Seq. ID 


OJ000209_10.0317.C24 


Gene No. 


83289 


Strand 


- 


Start 


6285 


End 


12113 


Name 


OJ000209 10.0317.C24.o4.tw 


Method 


TBLASTX: Wheat 


Start 


9897 


End 


10071 


GI 


none 


Score 


101 


Exons 


9897. .10067, 9898.. 10071 






Seq. No. 


40261 


Seq. ID 


OJ000209_10.0317.C24 


Gene No. 


83289 


Strand 




Start 


6285 


End 


12113 


Name 


OJ000209 10.0317.C24 .o3.gp 


Method 


AAT/GAP 


Start 


10027 


End 


10353 


GI 


uC-osflM202071gl2bl 


Score 


630 


Exons 


10027. .10353 






GI Descrip. 


1 3914365/sp | P93844 | PLD2 ORYSA 


2.0e-54 


PHOSPHOLIPASE D 2 



PRECURSOR (PLD 2) (CHOLINE PHOSPHATASE 2) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 2) 
>gi_1902901_dbj_BAA194 66_ (AB001919) phospholipase D [Oryza 
sativa] * 



Seq. No. 


40261 




Seq. ID 


OJ000209_10.0317 


.C24 


Gene No. 


83289 




Strand 






Start 


6285 




End 


12113 




Name 


OJ000209 10.0317.C24 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


10072 




End 


10304 




GI 


none 




Score 


267 




Exons 


10072. .10299, 10072. 


.10296, 


10077. .10304 




Seq. No. 


40261 




Seq. ID 


OJ000209JL0.0317 


.C24 


Gene No. 


83289 




Strand 






Start 


6285 




End 


12113 




Name 


OJ000209 10.0317.C24 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start . 


10512 




End 


10722 




GI 


none 




Score 


221 




Exons 


10512. .10721, 10513. 


.10722 








Seq. No. 


40261 




Seq. ID 


OJ000209_10.0317 


.C24 


Gene No. 


83289 




Strand 






Start 


6285 




End 


12113 




Name 


OJ000209 10.0317.C24 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


10722 




End 


11959 




GI 


none 




Score 


127 




Exons 


10722. .10817, 10782. 


.10961, 


10783. .11010, 10977. .11345, 






10978. .11316, 11349. 


.11735, 


1147 9. .11598, 11897. . 11959 




Seq. No. 


40261 




Seq. ID 


OJ000209_10.0317 


C24 


Gene No. 


83289 




Strand 






Start 


6285 




End 


12113 




Name 


OJ000209 10.0317.C24 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


10989 




End 


11408 




GI 


none 




Score 


559 




Exons 


10989. .11405, 10990. 


.11406, 


11097. .11408 





40189 



Seq. No. 40261 

Gene No. 83289 

Start 6285 

Name OJ000209_10. 0317 .C24 .o5 . tw 

Start 11652 

GI none 

Exons 11652. .11684, 11661 .. 11693, 
11852. .11965, 11853.. 11966 



Seq. ID OJ000209_10.0317.C24 
Strand 

End 12113 

Method TBLASTX : Wheat 

End 11966 

Score 4 6 
11679. .11729, 11691. .11720, 



Seq. No. 40262 Seq. ID 

Gene No. 83290 Strand 

Start - 835 End 

Name OJ000209JL0 . 0317 . C25 . ol . gp Method 

Start 835 End 

GI uC-osroM202010d01al Score 

Exons 835.. 1277 

GI Descrip. 1 4867803/emb | CAB43062 . 1 | 4.0e-19 (AJ133000) phospholipase D2 
[Craterostigma plantagineum] ' 



OJ000209_10.0317 .C25 
+ 

1277 
AAT/GAP 
1277 
865 





Seq. No. 


40262 




Seq. ID 


OJ000209_10.0317.C25 




Gene No. 


83291 




Strand 






Start 


1039 




End 


3763 


■cr 


Name 


OJ000209 10.0317.C25.ol, 


.gs 


Method 


GEN SCAN 




Start 


1039 




End 


3763 


ox 


GI 


none 




Score 


.87 




Exons 


1039. .1484, 1574. .3065, 


3080 


..3547, 3656.. 3763 


=2. 

5 
=? 


Seq. No. 


40262 




Seq. ID 


OJ000209_10 . 0317 .C25 


; 

I : 


Gene No. 


83291 




Strand 






Start 


1039 




End 


3763 




Name 


OJ000209 10.0317.C25.ol, 


.np 


Method 


AAT/NAP 




Start 


1042 




End 


3763 




GI 


3914365 




Score 


2924 




Exons 


1042. .1484, 1574. .3529, 


3650 


. .3763 






GI Descrip. 


PHOSPHOLIPASE D 2 PRECURSOR 


(PLD 2) (i 


CHOLINE PHOSPHATASE 2) 



(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 2) 
gi|1902901|dbj IBAA19466I (AB001919) phospholipase D [Oryza 
sativa] 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



40262 
83292 
4293 

OJ000209_10, 

1081 

none 

1081. .1146, 
1385. .1486, 
1993. .2199, 
2527. .2562, 
2938. .3030, 
3231. .3482, 



0317.C25.ol.tc 



1082.. 1147, 1147 

1560.. 1961, 1560 

2230.. 2301, 2247 

2565.. 2660, 2670 

2939.. 2995, 3024 
3260. .3523 



Seq. ID OJ000209_10.0317.C25 
Strand 

End 6972 
Method TBLASTX : Cress 
End 3523 
Score 62 

.1365, 1148.. 1366, 1375.. 1494, 
.1970, 1777.. 1971, 1971.. 2198, 
.2492, 2287.. 2493, 2493.. 2561, 
.2744, 2763.. 2936, 2767.. 2937, 
.3074, 3028.. 3072, 3095.. 3127, 



Seq. No. 40262 Seq. ID 

Gene No. 83292 Strand 

Start 4293 End 

Name OJ000209 10. 0317 .C25.ol.tw Method 



OJ000209_10 . 0317 . C25 
6972 

TBLASTX: Wheat 



40190 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1082 
none 

1082. .1147, 1084. .1146, 1147, 
1560.. 1628, 1560.. 1652, 1588, 



40262 
83292 
4293 

OJ000209_10. 

1084 

none 

1084. .1146, 
1370. .I486, 
1971. .2198, 
2298. .2558, 
2670. .2744, 
3020. .3082, 
3260. .3535, 



End 1656 
Score 71 

.1494, 1148. .1486, 1341. .1487, 
.1656 



0317.C25.ol.tm 



1085.. 1147, 1144. 

1378.. 1494, 1560. 

1972. .2199, 2218. 

2370.. 2396, 2431. 

2763.-2936, 2791. 

3024.. 3074, 3078. 
3653. .3784 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 10.0317.C25 



6972 

TBLASTX: Maize 
3784 
61 

1275, 1147.. 1365, 1148.. 1366, 

1961, 1560. .1970, 1768. .1971, 

2301, 2226.. 2309, 2287.. 2385, 

2481, 2577. .2654, 2578. .2619, 

2937, 2938.. 3030, 2939.. 2995, 

3128, 3095.. 3127, 3240.. 3482, 





Seq. No. 


40262 








Seq. ID 


OJ000209_10.0317.C25 




Gene No. 


83292 








Strand 






Start 


4293 








End 


6972 




Name 


OJ000209 10 


0317 


.C25.ol 


.ts 


Method 


TBLASTX : Soybean 


f ~ 


Start 


1084 








End 


2309 




GI 


none 








Score 


64 




Exons 


1084. .1146, 


1097 


. .1147, 


1147. 


.1365, 1148. .1366, 1378. .1494, 






1397. .1486, 


1560 


. .1961, 


1560. 


.1967, 1768.. 1965, 1983.. 2198, 


f l i 




1993. .2199, 


2226 


. .2309 










Seq. No. 


40262 








Seq. ID 


OJ000209_10.0317.C25 




Gene No. 


83292 








Strand 






Start 


4293 








End 


6972 




Name 


OJ000209 10 


.0317 


.C25.o4 


.tw 


Method 


TBLASTX: Wheat 


3 


Start 


1662 








End 


1833 


o 


GI 


none 








Score 


95 




Exons 


1662. .1826, 


1663 


. .1833 










Seq. No. 


40262 








Seq. ID 


OJ000209_10.0317.C25 




Gene No. 


83292 








Strand 






Start 


4293 








End 


6972 




Name 


OJ000209 10 


.0317 


.C25.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1837 








End 


2072 




GI 


none 








Score 


157 




Exons 


1837. .1971, 


1842 


. .1970, 


1971. 


.2072, 1972.. 2067 




Seq. No. 


40262 








Seq. ID 


OJ000209_10.0317.C25 




Gene No. 


83292 








Strand 






Start 


4293 








End 


6972 




Name 


OJ000209 10 


.0317 


.C25.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2310 








End 


2508 




GI 


none 








Score 


98 




Exons 


2310. .2507, 


2314 


. .2382, 


2428. 


.2508 






Seq. No. 


40262 








Seq. ID 


OJ000209_10. 0317.C25 




Gene No. 


83292 








Strand 






Start 


4293 








End 


6972 




Name 


OJ000209 10 


.0317 


.C25.o2 


.ts 


Method 


TBLASTX : Soybean 



40191 




Start 2508 
GI none 

Exons . 2508.. 2564,. 2577.. 2660, 

2938.. 3030, 2939.. 2995, 
3095.. 3127, 3188.. 3535, 




End 3763 

Score 99 
2670.. 2744, 2763.. 2936, 2800.. 2937, 
3024.. 3074, 3028.. 3072, 3078.. 3125, 
3704.. 3763 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40262 
83292 
4293 

OJ000209_10.0317.C25.o2.tw 

2799 

none 

2799.. 2936, 2800.. 2937, 2938, 
3024.. 3074, 3025.. 3072, 3075. 
3188.. 3223, 3189.. 3224 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3030, 



OJ000209 10.0317.C25 



6972 

TBLASTX: Wheat 
3224 
178 

2939.. 3031, 2998, 



.3110, 3078.. 3125, 3095. 



.3063, 
.3127, 



Seq. ID OJ000209_10.0317.C25 
Strand 

End 6972 

Method GENS CAN 

End 6972 

Score .5 



40262 
83292 
4293 

OJ000209_10.0317.C25.o2.gs 
4293 
none 

4293. .4402, 4539. .4668, 4699. .4864, 5057. .5100, 5476. .5621, 
6668. .6972 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ000209_10.0317.C29 
+ 

897 

AAT/NAP 

897 

331 



40263 Seq. ID 

83293 Strand 
274 End 
OJ000209_10 . 0317 . C29 . ol . np Method 
274 End 
1346396 Score 

274. . 897 

PUTATIVE RECEPTOR PROTEIN KINASE ZMPK1 PRECURSOR 

gi 1 100913 Ipir | | S10930 probable receptor protein kinase (EC 

2.7.1. -) precursor - maize gi | 22432 | emb | CAA36611 | (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf | | 1611404A receptor protein kinase [Zea 
mays] 



OJ000209_10.0317.C29 
+ 

897 

AAT/GAP 

554 

516 



40263 Seq. ID 

83293 Strand 
274 End 
OJ000209_10.0317.C29.ol.gp. Method 
281 End 
uC-osflcyp04 9hl2bl Score 
281. .554 

' 134 6396/sp|P17801|KPRO_MAIZE 8.0e-10 PUTATIVE RECEPTOR PROTEIN 

KINASE ZMPK1 PRECURSOR >gi_100913_pir S10930 probable receptor 

protein kinase (EC 2.7.1.-) precursor - maize 

>gi_22432_emb_CAA36611_ (X52384) precursor protein (AA -26 to 
791) .[Zea mays] >gi_22436_emb_CAA47962_ (X67733) receptor-like 

protein kinase [Zea mays] >gi_22 6927_prf 1611404A receptor 

protein kinase [Zea ma' 



Seq. No. 
Gene No. 



40263 
83293 



Seq. ID OJ000209_10.0317.C29 
Strand + 



40192 




Start 


274 




End 


897 


Name 


OJ000209 10.0317.C29.ol.gs 




Method 


GEN SCAN 


Start 


.345 




End 


693 


GI 


none 




Score 


.49 


Exons 


345. .693 








Seq. No. 


40264 




Seq. ID 


OJ000209_10.0317.C35 


Gene No. 


83294 




Strand 


- 


Start 


1 




End 


704 


Name 


OJ000209 10.0317.C35.ol.gp 




Method 


AAT /fiAP 


Start 


1 




End 


704 


GI 


6055 1.R1084 




Score 


694 


Exons 


1.-33, 224. .469, 617. .704 








GI Descrip. 


M966352/gb|AAD34683.1|AC006341 11 7. 


0e-58 (AC006341) >F309.11 




[Arabidopsis thaliana] 1 








Seq. No. 


40264 




Seq. ID 


OJ000209_10.0317.C35 


Gene No. 


83294 




Strand 


- 


Start 


1 




End 


704 


Name 


OJ000209 10.0317.C35.ol.np 




Method 


AAT /MAP 


Start 


1 




End 


704 


GI 


4835757 




Score 


373 


Exons 


1..33, 224. .469, 617. .704 








GI Descrip. 


(AC007202) EST gb|AA404917 


comes from 


this gene. [Arabidopsis 




thaliana] 








Seq. No. 


40264 




Seq. ID 


OJ00.0209_10.0317 .C35 


Gene No • 


83294 




Strand 




Start 


1 




End 


704 


Name 


OJ000209 10.0317.C35.ol.ts 




Method 


TBLASTX : Soybean 


Start 


219 




End 


469 


GI 


none 




Score 


154 


Exons 


219. .452, 219. .431, 224. .469 






Seq. No. 


40264 




Seq. ID 


OJ000209_10.0317.C35 


uciic LNO . 


83294 




Strand 




Start 


1 




End 


704 


Name 


OJ000209 10.0317.C35.ol.gs 




Method 


GENS CAN 


Start 


224 




End 


667 


GI 


none 




Score 


.81 


Exons 


224. .469, 617.' 1667 








Seq. No. 


40265 




Seq. ID 


OJ000209_10.0317.C49 


Gene No. 


83295 




Strand 




Start 


1 




End 


105 


in ante 


OJ000209 10.0317.C49.ol.gp 




Method 


AAT /GAP 


Start 


1 




End 


105 


GI 


5771216 




Score 


149 


Exons 


1. .105 








GI Descrip. 


1888550/gb|U89895|OSU89895 


4. 


Oe-36 Oryza sativa 




pathogenesis-related protein 


class 1 


(PR-1) gene, complete cds 


Seq. No. 


40266 




Seq. ID 


OJ000209_13.0316.C1 


Gene No. 


83296 




Strand 


+ 


Start 


1338 




End 


2079 


Name 


OJ000209 13.0316.Cl.ol.gs 




Method 


GEN SCAN 


Start 


1338 




End 


2079 



40193 




GI 


none 






Score 


.62 




Exons 


1338. .2079 












Seq. No. 


40266 






Seq. ID 


OJ000209_13.0316 


.CI 


Gene No. 


83296 






Strand 


+ 




Start 


1338 






End 


zu i y 




Name 


OJ000209 13 


.0316 


.Cl.ol.np 


Method 


AAT/NAP 




Start 


1615 






End 


2073 




GI 


4959710 






Score 


357 




Exons 


1615. .2073 












GI Descrip. 


(AF135596) Skpl 


[Medicago sativa] 






Seq. No. 


40266 






Seq. ID 


OJ000209_13.0316 


.CI 


Gene No. 


83297 






Strand 


+ 




Start 


3917 






End 


3997 




Name 


OJ000209 13 


.0316 


.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


458 






End 


2019 




GI 


none 






Score 


56 




Exons 


458. .568, 1855.. 


1950, 1867.. 


2019, 1896 


..1991 




Seq. No. 


40266 






Seq. ID 


OJ000209_13.0316 


.CI 


Gene No. 


83297 






Strand 


+ 




Start 


3917 -^V' 






End 


3997 




Name 


OJ000209_13 


.0316 


.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


1612 






End 


2073 




GI 


none 






Score 


68 




Exons 


1612. .1710, 


1735 


..1800, 1867 


..2073, 1896. .2072 




Seq. No. 


40266 






Seq. ID 


OJ000209_13.0316 


.CI 


Gene No. 


83297 






Strand 


+ 




Start 


3917 






End 


3997 




Name 


OJ000209 13 


. 0316 


.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


1618 






End 


2073 




GI 


none 






Score 


59 




Exons 


1618. .1710, 


1735 


..1800, 1867 


..2073, 1896. .1991 




Seq. No. 


40266 






Seq. ID 


OJ000209_13.0316 


.CI 


Gene No . . 


83297 






Strand 


+ 




Start 


3917 






End 


3997 




Name 


OJ000209 13 


.0316 


.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1621 






End 


2073 




GI 


none 






Score 


43 




Exons 


1621. .1680, 


1735 


..1800, 1867 


. .2073, 1896. .2072 




Seq. No. 


40266 






Seq. ID 


OJ000209JL3.0316 


.CI 


Gene No. 


83297 






Strand 


+ 




Start 


3917 






End 


3997 




Name 


OJ000209 13 


.0316 


.Cl.o2.gs 


Method 


GEN SCAN 




Start 


3917 






End 


3997 




GI 


none 






Score 


.53 




Exons 


3917. .3997 












Seq. No. 


40267 






Seq. ID 


OJ000209_13.0316 


.C2 


Gene No. 


83298 






Strand 


+ 




Start 


1 






End 


6527 




Name 


OJ000209 13 


.0316 


.C2.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


443 





40194 



Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



3551838 Score 232 

1. .443 

(AF070967) SKPl-like protein [Nicotiana clevelandii] 



40267 



Seq. ID OJ000209_13.0316.C2 



83298 Strand + 

1 End 6527 

OJ000209_13 . 031 6 . C2 . o2 . np Method AAT/NAP 

1 End 6527 

6069646 Score 977 

1..23, 4434. .5256, 5539.-6527 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 





Seq. No. 


40267 


Seq. ID 


OJ000209_ 


13. 


0316. C2 






83298 


Strand 


+ 








Of art" 


1 


End 


6527 










OJ000209 13.0316.C2.ol.gs 


Method 


GENSCAN 










51 


End 


452 










none 


Score 


.99 






txr- 


Exons 


51.. 452 










f 


Seq. No. 


40267 


Seq. ID 


OJ000209_ 


13. 


0316. C2 


ii 


Gene No. 


83299 


Strand 


+ 








Start 


10389 


End 


11054 






ST 


Name 


OJ000209 13.0316.C2.o3.gs 


Method 


GENSCAN 










10389 


End 


11054 






J 




none 


Score 


.97 






: a 
~~ 


P. von <? 


10389. .11054 












Sea. No. 


40267 


Seq. ID 


OJ000209_ 


13. 


0316. C2 


a 


Gene No. 


83300 


Strand 


+ 








Start 


12614 


End - 


17856 








Name 


OJ000209 13.0316.C2.o4.gs 


Method 


GENSCAN 








Start 


12614 


End 


13892 








GI 


none 


Score 


.51 








Exons 


12614. .12781, 13027. .13130, 13769.. 13892 








Seq. No. 


40267 


Seq. ID 


OJ000209_ 


13. 


0316. C2 




Gene No. 


83300 


Strand 


+ 








Start 


12614 


End 


17856 - 








Name 


OJ000209 13.0316.C2.o2.gp 


Method 


AAT/GAP 








Start 


12816 


End 


12925 








GI 


uC-osflcyp082b07al 


Score 


158 








Exons 


12816. .12925 












GI Descrip. 


•218221/dbj |D10675|RICSINE1R6 


3.0e-30 


Oryza sativa 


p-SINEl 






gene, repeat sequence' 












Seq. No. 


40267 


Seq. ID 


OJ000209_ 


13. 


0316. C2 




Gene No. 


83300 


Strand 


+ 








Start 


12614 


End 


17856 








Name 


OJ000209 13.0316.C2.o3.np 


Method 


AAT/NAP 








Start 


13271 


End 


16494 








GI 


4699927 


Score 


45 







40195 




Exons 13271. .13350, 14426 .. 14 657 , 16468.. 16494 

GI Descrip. (AC007125) putative transposon protein [Arabidopsis thaliana] 
gi I 7267448 | emb | CAB81145.il (AL161509) putative transposon 
protein [Arabidopsis thaliana] 



Seq. No. 


40267 




Seq. ID 


OJ000209_JL3.0316.C2 


Gene No. 


83300 




Strand 


+ 


Start 


12614 




End 


17856 


Name 


OJ000209 13. 0316. C2. 


o5 . gs 


Method 


GEN SCAN 


Start 


14425 




End 


15182 


GI 


none 




Score ; 


.97 


Exons 


14425. .15020, 15104. 


.15182 






Seq. No. 


40267 




Seq. ID 


OJ000209_13.0316.C2 


Gene No. 


83300 




Strand 


+ 


Start 


12614 




End 


17856 


Name 


OJ000209 13. 0316. C2. 


o4 .np 


Method 


AAT/NAP 


Start 


14643 




End 


17850 


GI 


7378764 




Score 


229 


Exons 


14643. .14922, 17579. 


.17850 






GI Descrip. 


(AJ277096) putative 


kinetochore protein [Hordeum vulgare] 


Seq. No. 


40267 




Seq. ID 


OJ000209_13.0316.C2 


Gene No. 


83300 




Strand 


+ 


Start 


12614 




End 


17856 


Name 


OJ000209 13. 0316. C2. 


o 3 . gp 


Method 


AAT/GAP 


Start 


17109 




End 


17433 


GI 


2428772 




Score 


602 


Exons 


17109. .17433 









Seq. No. 40267 Seq. ID 

Gene No. 83300 Strand 

Start 12614 End 

Name OJ000209_13.0316.C2.o4.gp Method 

Start 17252 End 

GI none Score 

Exons 17252. .17697 



OJ000209_13.0316.C2 
+ 

17856 
AAT/GAP 
17697 
750 



Seq. No. 40267 Seq. ID OJ000209_13 . 0316 . C2 

Gene No. 83300 Strand + 

Start 12614 End 17856 

Name OJ000209_13. 0316 . C2 . o5 . np Method AAT/NAP 

Start 17350 End 17850 

GI 7488906 Score 160 

Exons 17350. .17426, 17593.. 17850 

GI Descrip. f imbriata-associated protein - sweet orange (fragment) 

gi | 2759997 | emb | CAA05891 . 1 1 (AJ003134 ) f imbriata-associated 
protein [Citrus sinensis] 



Seq. No. 40267 Seq. ID 

Gene No. 83300 Strand 

Start 12614 End 

Name OJ000209_13 . 0316 .C2 . 06 . gs " Method 

Start' 17362 End 

GI none Score 

Exons 17362.. 17856 



OJ000209_13.0316.C2 
+ 

17856 
GENS CAN 
17856 
.55 



40196 





Seq. No. 


40267 




Seq. ID 


OJ000209_13.0316 


.C2 




Gene No. 


83301 




Strand 


+ 






Start 


18425 




End 


18759 






Name 


OJ000209 13. 0316. C2. 


ol. tc 


Method 


TBLASTX : Cress 






Start 


2 




End 


17850 






GI 


none 




Score 


106 






Exons 


2. . 154, 3. . 155, 210. 


.374, 10677.. 10865 


, 10689. .10823, 








14677. .14772, 14788. 


.14859, 


17464. .17598, 174 67 .. 17562 , 








17481. .17573, 17749. 


.17850 










Seq. No. 


40267 




Seq. ID 


OJ000209_13.0316 


.C2 




Gene No . 


83301 




Strand 


+ 






Start 


18425 




End 


18759 






Name 


OJ000209 13. 0316. C2. 


ol . ts 


Method 


TBLASTX -.Soybean 






Start 


3 




End 


17574 






GI 


none 




Score 


117 






Exons 


3. .161, 147. .221, 240. .362, 


10683. .10859, 10686. .10823, 








10851. .10925, 14677. 


.14772, 


14 680. .14766, 14 788. .14 874, 








14851. .14925, 17464. 


.17574, 


17467. .17574 






Seq. No. 


40267 




Seq. ID 


OJ000209_13.0316 


.C2 




Gene No . 


83301 




Strand 


+ 






Start 


18425 




- End 


18759 




CSS? " 


Name 


OJ000209 13. 0316. C2. 


06. tm 


Method 


TBLASTX: Maize 






Start 


3 




End 


17850 




%~ 

In 


GI 


none 




Score 


117 




? i : 


Exons 


3. .161, 3. .119, 147. 


.221, 240. .374, 10683 .. 10859, 10686 


. . 10823, 






10851. .10925, 14677. 


.14772,. 


14680. .14766, 14788 .. 14874 , 








14851. .14925, 17464. 


.17574, 


17467. .17574, 17749. .17850 






Seq. No. 


40267 




Seq. ID 


OJ000209_13.0316 


.C2 




Gene No. 


83301 




Strand 


+ 




ru 


Start 


18425 




End 


18759 




E 


Name 


OJ000209 13. 0316. C2. 


o8.tm 


Method 


TBLASTX: Maize 




f 1 


Start 


3376 




End 


3621 




* f 


GI 


none 




Score 


133 




r ~~ 


Exons 


3376. .3513, 3517. .3621 








i ^Jj 
f ^ 


Seq. No. 


40267 




Seq. ID 


OJ000209_13.0316 


.C2 




Gene No. 


83301 




Strand 


+ 




f ^ 


Start 


18425 




End 


18759 






Name 


OJ000209 13. 0316. C2. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


3835 




End 


4266 






GI 


none 




Score 


297 






Exons 


3835. .4266 












Seq. No. 


40267 




Seq. ID 


OJ000209_13.0316 


.C2 




Gene No. 


83301 




Strand 


+ 






Start 


18425 




End 


18759 






Name 


OJ000209 13. 0316. C2. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


4423 




End 


4859 






GI 


none 




Score 


434 






Exons 


4423. .4803, 4449. .4799, 4809 


. .4859 








Seq. No. 


40267 




Seq. ID 


OJ000209_13.0316 


,C2 




Gene No. 


83301 




Strand 


+ 






Start 


18425 




End 


18759 





40197 



Name 


OJ000209 13 


.0316. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4862 








End 


5471 


GI 


none 








Score 


229 


Exons 


4862. .5233, 


5235. 


.5471 








Seq. No. 


40267 








Seq. ID 


OJ000209_13.0316.C2 


Gene No. 


83301 








Strand 


+ 


Start 


18425 








End 


18759 


Name 


OJ000209 13 


.0316. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5114 








End 


5552 


GI 


none 








Score 


100 


Exons 


- 5114.. 5233, 


5235. 


.5408, 


5394. 


.5552 




Seq. No. 


40267 








Seq. ID 


OJ000209_13.0316.C2 


Gene No. 


83301 








Strand 


+ 


Start 


18425 








End 


18759 


Name 


OJ000209 13 


.0316. 


C2.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


5483 








End 


5708 


GI 


none 








Score 


227 


Exons 


5483. .5707, 


5484. 


.5708 








Seq. No. 


40267 








Seq. ID 


OJ000209 13. 0316. C2 


Gene No. 


83301 








Strand 


+ 


Start 


18425 








End 


18759 


Name 


OJ000209 13 


.0316. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6045 








End 


12568 


GI - 


none 








Score 


316 


Exons 


6045. .6320, 


6045. 


.6320, 


6047. 


.6325, 12491. .12568 


Seq. No. 


40267 








Seq. ID 


OJ000209 13. 0316. C2 


Gene No. 


83301 








Strand 


+ 


Start 


18425 








End 


18759 


Name 


OJ000209 13 


.0316. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6054 








End. 


6401 


GI 


none 








Score 


162 


Exons 


6054. .6239, 


6354. 


.6401 








Seq. No. 


40267 








Seq. ID 


OJ000209_13.0316.C2 


Gene No. 


83301 








Strand 


+ 


Start 


18425 








End 


18759 


Name 


OJ000209 13 


.0316. 


C2.o7.tm 


Method 


TBLASTX: Maize 


Start 


7611 








End 


7864 


GI 


none 








Score 


132 


Exons 


7611. .7727, 


7612. 


.7713, 


7631. 


.7729, 7719.. 7742, 7742.. 7801, 




7743. .7784, 


7785. 


.7835, 


7794. 


.7862, 7820.. 7864 


Seq. No. 


40267 








Seq. ID 


OJ000209__13.0316.C2 


Gene No. 


83301 








Strand 


+ 


Start 


18425 








End 


18759 


Name 


OJ000209 13 


.0316. 


C2.o5. 


gp 


Method 


AAT/GAP 


Start 


18425 








End 


18759 


GI 


15591 1.R1084 






Score 


461 



Exons 18425. .18575, 18621.. 18759 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 2. 

DNA, chromosome 8, clone: P0026F07 



0e-14 Oryza sativa genomic 



Seq. No. 



40268 



Seq. ID OJ000209_13.0316.C3 



40198 




Gene No. 


83302 




Strand 


+ 






Start 


118 




End 


717 






Name 


OJ000209 13. 0316. C3 


.ol.gp 


Method 


AAT/GAP 






Start 


118 




End 


523 






GI 


73514 1.R1084 




Score 


794 






Exons 


118. .523 












GI Descrip. 


M959710/gb|AAD34458.1| 5. 


Oe-12 (AF135596) Skpl 


[Medicago 




sativa] 1 












Seq. No. 


40268 




Seq. ID 


OJ000209_ 


13.0316. 


C3 


Gene No. 


83302 




Strand 


+ 






Start 


118 




End 


717 






Name 


OJUUUzUy lo.Uolo.Co 


.ol.gs 


Method 


GENSCAN 






Start- . 


190 




End 


714 






GI 


none 




Score 


1 






Exons 


190. .714 












Seq. No. 


40268 




Seq. ID 


OJ000209_ 


13.0316. 


C3 


Gene No. 


83302 




Strand 


+ 






Start 


118 




End 


717 






Name 


OJ000209 13. 0316. C3 


.ol.np 


Method 


AAT/NAP 






Start 


214 




End 


717 






GI 


7378764 




Score 


302 






Exons 


214. .717 












GI Descrip. 


(AJ277096) putative 


kinetochore protein [Hordeum vulgare] 


Seq. No. 


40268 




Seq. ID 


OJ000209_ 


13.0316. 


C3 


Gene No. 


83303 




Strand 


+ 






Start 


7201 




End 


11827 






Name 


OJ000209 13. 0316. C3 


.o2.gs 


Method 


GENSCAN 






Start 


7201 




End 


7737 






GI 


none 




Score 


1 






Exons 


7201. .7737 












Seq. No. 


40268 




Seq. ID 


OJ000209_ 


13.0316. 


C3 


Gene No. 


83303 




Strand 


+ 






Start 


7201 




End 


11827 






Name 


OJ000209 13. 0316. C3 


. o2 . np 


Method 


AAT/NAP 






Start 


7264 




End 


11339 






GI 


3719211 




Score 


340 






Exons 


7264. .7462, 10810.. 


10928, 


11139. .11339 








GI Descrip. 


(U97021) UIP2 [Arabidopsis 


thaliana] 








Seq. No. 


40268 




Seq. ID 


OJ000209_ 


13.0316. 


C3 


Gene No. 


83303 




Strand 


+ 






Start 


7201 




End 


11827 






Name 


OJ000209 13. 0316. C3 


. o3.gs 


Method 


GENSCAN 






Start 


10824 




End 


11827 






GI 


none 




Score 


.76 






Exons 


10824. .11347, 11611 


. .11827 










Seq. No. 


40268 




Seq. ID 


OJ000209_ 


13.0316. 


C3 


Gene No. 


83304 




Strand 


+ 






Start 


13394 




End 


14184 






Name 


OJ000209 13. 0316. C3 


.o4 .gs 


Method 


GENSCAN 






Start 


13394 




End 


14184 






GI 


none 




Score 


.58 







40199 




Exons 


13394. .13493, 14162 


. .14184 








Seq. No. 


40268 




Seq. ID 


OJ000209_13. 


0316. C3 


Gene No. 


83305 




Strand 


+ 




Start 


14827 




End 


15141 




Name 


OJ000209 13. 0316. C3 


. o5 . gs 


Method 


GENS CAN 




Start 


14827 




End 


15141 




GI 


none 




Score 


.69 




Exons 


14827. .15141 










Seq. No. 


40268 




Seq. ID 


OJ000209_13. 


0316. C3 


Gene No. 


83306 




Strand 


+ 




Start 


18015 




End 


21199 




Name 


OJ000209 13. 0316. C3 


. o3.np 


Method 


AAT/NAP 




Start 


17931 




End 


20177 




GI 


4926868 




Score 


204 




Exons 


17931. .18444, 20155 


. .20177 








GI Descrip. 


(AC007509) putative 


phosphoserine aminotransferase 


[Arabidopsis 



thaliana] 



Seq. No. 
Gene No. 
Start 
Name- 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
: a Start 

H GI 

"*-J Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40268 
83306 
18015 

OJ000209_13 . 0316 . C3 . 06 . gs 

18015 

none 

18015. .18066, 18174. .18351, 
20402. .20584, 20807 .. 20958, 



Seq. ID OJ000209_13.0316.C3 

Strand + 

End 21199 

Method GENSCAN 

End 21199 

Score .59 
18407. .18491, 19162. .19285, 
21041. .21199 



40268 Seq. ID 

83307 Strand 
25270 End 
OJ000209_13 . 0316 . C3 . o5 . np Method 
25270 End 
7487219 Score 
25270. .25422, 25477.. 25636 

hypothetical protein T19P19.70 - Arabidopsis thaliana 
gi I 3080437 | emb| CAA18754.il (AL022605) putative protein 
[Arabidopsis thaliana] gi | 7270952 | emb | CAB80631 . 1 | (AL161595) 
putative protein [Arabidopsis thaliana] 



OJ000209_13.0316.C3 
+ 

25636 
AAT/NAP 
25636 
131 



40268 
83308 
23208 

OJ000209_13 . 0316 . C3 . ol . tm 

256 

none 



Seq. ID OJ000209_13.0316.C3 
Strand 

End 24770 

Method TBLASTX : Mai ze 

End 11339 

Score 83 



256. .351, 273. .434, 358. .435, 517. .711, 534. .668, 7279. .7470, 
7284. .7445, 7537. .7734, 7542. .7679, 10875 .. 10991, 10934 .. 10990, 
10974. .11066, 10974. .11078, 11139.. 11339 



40268 Seq. ID 

83308 Strand 

23208 End 

OJ000209_13 . 0316 . C3 . ol . ts Method 

256 End 

none Score 



OJ000209_13.0316.C3 
24770 

TBLASTX : Soybean 

11261 

83 



40200 




Exons 256.. 351, 273.-434, 358.. 435, 517.. 639, 534.. 638, 7279.. 7470, 

7284. .7445, 7537. .7659, 7542. .7658, 10875 .. 10991, 10934 10990, 
10974. .11066, 10974. .11078,. 11139. .11261 





Seq. No. 


40268 




Seq. ID 


OJ000209_13.0316. 


C3 




Gene No . 


83308 




Strand 








Start 


23208 




End 


24770 






Name 


OJ000209 13. 0316. C3. 


ol . tc 


Method 


TBLASTX: Cress 






Start 


273 




End 


11339 






GI 


none 




Score 


96 






Exons 


273. .434, 358. .435, 


508. .711 


, 528. .668 


, 7279. .7455, 7284 


. .7445, 






7537. .7734, 7548. .7679, 10866 .. 10991, 


10974. .11066, 








11139. .11339, 11150. 


.11233 










Seq. No. 


40268 




Seq. ID 


OJ000209_13.0316. 


C3 




Gene No . 


83308 
\j +j *j \j v 




Strand 








Start 


23208 




End 


24770 






Name 


OJ000209 13 0316 C3 


o2 . tc 


Method 


TBLASTX: Cress 






Start 


18122 ~ 




End 


18446 






GI 


none 




Score 


45 






Exons 


18122. .18154, 18165. 


.18221, 


18221. .18385, 18223 .. 18384, 








18396. .18446 












Sea No 


40268 




Seq. ID 


OJ000209_13.0316. 


C3 






83308 




Strand 






:f 


Start 


23208 




End 


24770 




-!: 


Name 


OJ000209 13. 0316. C3. 


o2 . ts 


Method 


TBLASTX : Soybean 




i y 
~ ^ 


Start 


18122 ~ 




End 


18446 






GI 


none 




Score 


45 




iy 


Exons 


18122. .18154, 18130. 


.18162, 


18165. .18221, 18221. .18388, 








18223. .18387, 18396. 


. 18446 








i y 


Seq. No. 


40268 




Seq. ID 


OJ000209_13.0316. 


C3 




Gene No . 


83308 




Strand 








Start 


23208 




End 


24770 




^ J 


Name 


OJ000209 13. 0316. C3. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


18188 ~~ 




End 


18390 






GI ' . 


none 




Score 


50 




C3 


Exons 


18188. .18220, 18189. 


.18221, 


18220. .18390, 18221. .18388 




=: 


Seer. No. 


40268 




Seq. ID 


OJ000209JL3.0316. 


C3 




Gene Hq m 


83308 




Strand 








Start 


23208 




End 


24770 






Name 


OJ000209 13. 0316. C3. 


o7.gs 


Method 


GEN SCAN 






Start 


23208 




End 


23768 






GI 


none 




Score 


.49 






Exons 


23208. .23768 












Seq. No. 


40268 




Seq. ID 


OJ000209_13.0316. 


C3 




Gene No. 


83308 




Strand 








Start 


23208 




End 


24770 






Name 


OJ000209 13. 0316. C3. 


o4 .np 


Method 


AAT/NAP 






Start 


23269 




End 


24770 






GI 


7440729 




Score 


309 






Exons 


23269. .23713, 24732. 


.24770 










GI Descrip. 


ribosomal protein L12 homolog F19F18.150 - Arabidopsis thaliana 



gi I 4468991 1 emb | CAB38305.il (AL035605) ribosomal-like protein 



40201 




[Arabidopsis thaliana] gi | 7270748 | emb | CAB80431 . 1 | (AL161591) 
ribosomal-like protein [Arabidopsis thaliana*]. 



Seq. No. 


40268 




Seq. ID 


OJ000209_13.0316.C3 


Gene No. 


83308 




Strand 




Start 


23208. 




End 


24770 


Name 


OJ000209 13.0316.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 






End 


23796 


GI 


none . 




Score 


35 


Exons 


23339. .23362, 23361 


. .23483, 


23388. .23414, 23401 .. 23484 , 




23571. .23672, 23607 


. .23672, 


23638. .23796, 23715.. 23795 


Seq. No. 


40269 




Seq. ID 




Gene No. 


83309 




Strand 


+ 


Start 


38 




End 


lO (O 


Name 


OJ000209 13. 0316. C4 


. ol.np 


Method 


r\r\l f LNriir 


Start 


38 




End 


ftl 1 
Oil 


GI 


6665552 




Score 


799 


Exons 


38. .811 








\j± Ucscrip, 


(AC013289) putative 


sterol desaturase 


[Arabidopsis thaliana] 


Seq. No. 


40269 




beq. iu 


ninnc\9CiQ 1 ^ n^i ca 

UJUUU^U!? 1 J • U JlD • vri 


Gene No. 


83309 




Strand 


4_ 

i 


Start 


38 




CjTLO. 


IO7O 


Name 


OJ000209 13. 0316. C4 


.ol.gs 


Method 


\j Cj IN O \^-tt±N 


Start 


338 




End 


1 070 
10 / o 


GI 


none 




Score 


.61 


Exons 


338.. 684, 1519... 1625, 1859.. 


1 o / o 




Seq. No. 


40269 




beq. id 




Gene No. 


83310 




Strand 


1 


Start 


5833 




End 


fil 9ft 


Name 


OJ000209 13. 0316. C4 


. o3.gs 


Method 




Start 


5833 




End 


61 9ft 


GI 


none 




Score 


.77 


Exons 


5833. .6128 








Seq. No. 


40269 




Seq. ID 


n.Tnnn9nQ 1 ^ n^i 6 C4 

vJ UUUlU? IJi U JlU • ^1 


Gene No. 


83311 




Strand 




Start 


2675 




End 


3166 


Name 


OJ000209 13. 0316. C4 


. ol . ts 


Method 


TBLASTX: Soybean 


Start 


323 




- End 


807 


GI 


none 




Score 


679 




323. .799, 323. .787, 


325. .807 


, 637. .801 




Seq. No. 


40269 




Seq. ID 


OJ000209_13.0316.C4 


Gene No. 


83311 




Strand 




Start 


2675 




End 


3166 


Name 


OJ000209 13. 0316. C4 


. ol. tm 


Method 


TBLASTX: Maize 


Start 


341 




End 


769 


GI 


none 




Score 


629 


Exons 


341. .748, 347. .769, 


349. .768 






Seq. No. 


40269 




Seq. ID 


OJ000209_13.0316.C4 


Gene No. 


83311 




Strand 




Start 


2675 




End 


3166 


Name 


OJ000209 13. 0316. C4 


. o2.gs 


Method 


GENSCAN 



40202 



Start 2675 End 3166 

GI none Score .91 

Exons 2675... 3166 



Seq. No. 


40270 




Seq. ID 


OJ000209_ 


_13.0316.C5 


Gene No. 


83312 




Strand 






Start 


2715 




End 


4954- 




Name 


OJ000209 13 


0316.C5.ol.gp 


Method 


AAT/GAP 




Start 


2655 




End 


2887 




GI 


2796312 




Score 


436 




Exons 


2655. .2887 










Seq. No. 


40270 




Seq. ID 


OJ000209_ 


_13.0316.C5 


Gene No. 


83312 




Strand 






Start 


2715 




End 


4954 




Name 


OJ000209 13 


0316.C5.o2.gs 


Method 


GENSCAN 




Start 


2715 




End 


4954 




GI 


none 




Score 


.94 




Exons 


2715. .3053, 


4580. .4954 








Seq. No. 


40270 




Seq. ID 


OJ000209_ 


_13.0316.C5 


Gene No. 


83313 




Strand 






Start 


5338 




End . 


10910 




Name 


OJ000209 13 


0316.C5.o3.gs 


Method 


GENSCAN 




Start 


5338 




End 


10910 




GI 


none 




Score 


.76 




Exons 


5338. .5358, 


5616. .5756, 5829. 


.6021, 7246.. 7579, 


7657. .7805, 




7888. .8030/ 


8120.. 8289, 8348. 


.8541, 8616.. 8795, 


8889. .8944, 




9747. .9803, 


10803. .10910 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



40270 Seq. ID 

83313 Strand 

5338 End 

OJ000209_13 . 0316 .C5.ol.np Method 

7198 End 

7262677 Score 



OJ000209_13.0316.C5 

10910 
AAT/NAP 
10893 
424 



7198. .7453, 7888 .. 8030, 8120 .. 8251, 8454. .8795, 88.89. .8944, 
9550.. 9622, 9747.. 9803, 9897.. 9943, 10803.. 10893 
(AC012188) Contains similarity to MYB-Related Protein B from 
Gallus gallus gi | 417333 and contains two Myb-like DNA-binding 
PF | 0024 9 domains. [Arabidopsis thaliana] 



40270 
83313 
5338 

OJ000209_13.0316.C5.ol.ts 

8636 

5606179 



Seq. ID OJ000209_13.0316.C5 
Strand 

End 10910 

Method TBLASTX : Soybean 

End 8 94 6 

Score 71 



8636. .8806, 8637. .8798, 8749. .8799, 8888. .8944, 8889. .8945, 
8890. .8946 

2947059 4.0e-29 (AC002521) similar to myb transforming protein 
[Arabidopsis thaliana] 



40271 
83314 
132 

OJ000209_13.0316.C6.ol.gs 



Seq. ID OJ000209_13.0316.C6 

Strand + 

End 3108 

Method GENSCAN 



40203 




Start 


132 


End 


3108 






GI 


none 


Score 








Exons 


132. .161, 2962. .3108 










Seq. No. 


40271 


Seq. ID 


OJ000209_ 


13.0316 


.C6 


Gene No. 


83315 


Strand 








Start 


4675 


End 


6413 






Name 


OJ000209 13.0316.C6.o2.gs 


Method 


GENSCAN 


* 




Start 


4675 ~ 


End 


6413 






GI 


none 


Score 


.4 






Exons 


4675.. 4691, 5066.. 5191, 6131 


. .6413 








Seq. No. 


40271 


Seq. ID 


OJ000209_ 


13.0316 


.C6 


Gene No. 


83316 


Strand 








Start 


6809 


End 


9344 






Name 


OJ000209 13.0316.C6.o3.gs 


Method 


GENSCAN 






Start 


6809 ~ 


End 


9344 






GI 


none 


Score 


.81 






Exons 


6809.. 7169, 7337.. 7551, 8112 


..8529, 9253.-9344 






Seq. No. 


40271 


Seq. ID 


OJ000209^ 


13.0316 


.C6 


Gene No. 


83317 


Strand 


— 






Start 


10567 


End ' 


11280 






Name 


OJ000209 13 . 0316. C6 .64 . gs 


Method 


GENSCAN 






Start 


10567 ~~ 


End 


11280 






GI 


none 


Score 


1 






Exon s 


10567 . . 11280 










Seq. No. 


40271 


Seq. ID 


OJ000209_ 


13.0316 


.C6 


Gene No. 


83318 


Strand 








Start 


11570 


End 


12138 






Name 


OJ000209 13.0316.C6.o5. gs 


Method 


GENSCAN 






Start 


11570 _ 


End 


12138 






GI 


none 


Score 


.81 






Exons 


11570. .11674, 11698 . . 12138 










Seq. No. 


40271 


Seq. ID 


OJ000209_ 


13.0316 


.C6 


Gene No. 


83319 


Strand 








Start 


12162 


End 


12317 






Name 


OJ000209 13.0316.C6.ol.gp 


Method 


AAT/GAP 






Start 


12162 ~ 


End 


12317 






GI 


3107773 


Score 


288 






Exons 


12162. .12317 










Sea No 


40271 


Seq. ID 


OJ000209_ 


13.0316 


.C6 


Gene No 


83320 


Strand 








Start 


13196 


End 


15064- 






Name 


OJ000209 13.0316.C6.o2.gp 


Method 


AAT/GAP 






Start 


13095 


End 


14830 






GI 


22386 1.R1084 


Score 


1403 






Exons 


13095. .13300, 13390. .13542, 


13624. .13668, 13779. 


.13867, 






13983. .14055, 14372 .. 14 44 6, 


14540. .14571, 14669. 


.14830 




GI Descrip. 


'544184/sp|Q06801|DPEP SOLTU 


6.0e-92 4 


- AL PHA- GLUC ANOT RAN SFERASE 



PRECURSOR (AMYLOMALTASE) ( DIS PROPORTIONATING ENZYME) (D-ENZYME) 

>gi_322785_pir A45049 4-alpha-glucanotransf erase (EC 2.4.1.25) 

- potato >gi_296692_emb_CAA48630_ (X68664) 
4-alpha-glucanotransf erase [Solanum tuberosum] 1 



40204 



Seq. No. 40271 
Gene No. 83320 
Start 13196 

Name OJ000209_13 . 0316 .C6 . ol . tm 

Start 13195 
GI none 
Exons 13195. 

13206. 

13621. 

13777. 

14363. 

14670. 



13260, 13202. 

13301, 13390. 

13668, 13623. 

13872, 13792. 

14446, 14372. 

14810, 14671. 



.13297, 
.13542, 
.13703, 
.13872, 
.14446, 
.14811, 



Seq. ID OJ000209_13.0316.C6 
Strand 

End 15064 

Method TBLASTX : Maize 

End 14973 

Score 72 
13203. .13292, 13205 13294 , 
13394. .13543, 13619 13669, 
13776. .13868, 1377 6 .. 13868 , 
13984. .14055, 13985 14056, 
14540. .14572, 14 54 1 . . 14591 , 
14896. .14973, 14898.. 14972 



Seq. No. 40271 
Gene No. 83320 
Start 13196 

Name OJ000209_13.0316.C6.ol.tc 

Start 13196 

GI none 

Exons 13196. .13297, 13200 13292, 1337 9 .. 13534 , 13381 

13387. .13548, 13630 13662, 13631 13663, 13773 
13776. .13868, 13780 13872, 13984 
14372. .14443, 14373 14450, 14537 



Seq. ID OJ000209_13.0316.C6 
Strand 

15064 

TBLASTX: Cress 
14693 
66 



End 

Method 

End 

Score 



,14055, 13985. 
,14572, 14670. 



,13545, 
,13868, 
,14056, 
,14693 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40271 Seq. ID 

83320 Strand 

13196 End- 

OJ000209_13 . 0316 . C6 . 06 . gs Method 

13196 End 

none Score 



OJ000209_13.0316.C6 

15064 
GEN SCAN 
14965 
.75 



13196. .13300, 13453. .13542, 13624 13668 , 1377 9 .. 13867 , 
14896. .14965 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



40271 
83320 
13196 
OJ000209 
13199 
544184 
13199 
13983 
14896 



_13.0316.C6.o2.np 



13300, 
14055, 
15064 



13390. .13542, 
14372. .14446, 



Seq. ID OJ000209_13.0316.C6 
Strand 

End 15064 

Method AAT/NAP 

End 15064 

Score 74 9 
13624. .13668, 13779 .. 13867, 
14540. .14571, 14669. .14808, 



4-ALPHA-GLUCANOTRANSFERASE PRECURSOR (AMYLOMALTASE) 
(DISPROPORTIONATING ENZYME) (D-ENZYME) gi | 322785 | pir | | A4504 9 
4-alpha-glucanotransf erase (EC 2.4.1.25) - potato 
gi | 296692 | emb | CAA48630 . 1 1 {X68664 ) 4-alpha-glucanotransf erase 
[Solanum tuberosum] 



Seq. No. 40271 

Gene No. 83320 

Start 13196 

Name OJ000209_13 . 0316 .C6 . o2 . tc 

Start 14700 

GI none 
Exons 



Seq. ID OJ000209_13.0316.C6 
Strand 
End 

Method 
End 
Score 



15064 

TBLASTX: Cress 

14972 

76 



14700. .14810, 14704. .14811, 14 901 .. 14 972, 14905. .14970 



40205 



Seq. No. - 40271 
Gene No. 83320 
Start 13196 

Name OJ000209_13.0316.C6.ol. ts 

Start 14718 
GI none 

Exons 14718. .14810, 14719 .. 14811, 

14902. .14970 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_13.0316.C6 
15064 

TBLASTX : Soybean 

14972 

69 



14896. .14970, 14901 .. 14972, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



40272 Seq. ID OJ000209_13 . 0316 . C7 

83321 Strand + 

1 End 9355 

OJ000209_13.0316.C7.ol.np Method AAT/NAP 

1 End 2894 

7487219 Score 626 

1..78, 637. .1104, 1198. .1323, 1788. .1995, 2076. .2227, 

2445.-2625, 2671. .2894 

hypothetical protein T19P19.70 - Arabidopsis thaliana 
gi| 3080437 | emb | CAA18754.il (AL022605) putative protein 
[Arabidopsis thaliana] gi | 7270952 | emb | CAB80631 . 1 | (AL161595) 
putative protein [Arabidopsis thaliana] 



40272 
83321 
1 

OJ000209_13.0316.C7.ol.gs 
49 

none 



Seq. ID OJ000209_13.0316.C7 

Strand + 

End 9355 

Method ' GENSCAN 

End 9355 

Score .82 



49. .1453, 1801. .1995, 2076. .2227, 2445. .2905, 4020. .4107, 
4363. .4432, 4585. .4658, 4753. .4821, 4944. .5021, 5243. .5367, 
5465. .5537, 5805. .5863, 5947. .6324, 6431. .6533, 7412. .7698, 
7955. .8094, 8684. .8823, 8976.. 9113, 9182. .9355 



Seq. No. 40272 Seq. ID 

Gene No. 83321 Strand 

Start 1 End 

Name OJ000209JL3 . 0316 . C7 . ol . gp Method 

Start 2547 End 

GI none Score 

Exons 2547.. 3023 



OJ000209_13.0316.C7 
+ 

9355 
AAT/GAP 
3023 
850 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40272 Seq. ID 

83321 Strand 

1 End 

OJ000209_13.0316.C7.o2.np Method 

3828 End 

7267496 Score 



OJ000209_13.0316.C7 
+ 

9355 
AAT/NAP 
6828 
696 



3828. .3907, 4020. .4107, 4403. .4504, 4587. .4737, 5252. .5367, 
5465..5S37, 5805. .5866, 5947. .6324, 6428.-6524, 6629.-6828 



GI Descrip. (AL161512) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 40272 Seq. ID 

Gene No. 83322 Strand 

Start 9261 End 

Name OJ000209_13 . 0316 . C7 . o4 . gp Method 

Start 9261 End 

GI none Score 



OJ000209_13.0316.C7 
+ 

9659 
AAT/GAP 
9659 
774 



40206 




Exons 


9261. . 9659 










Seq- No. 


40272 




Seq. ID 


OJ000209_ 


13. 0316. C7 


Gene No. 


83323 




Strand 


+ 




Start 


11011 




End 


12347 




Name 


OJ000209 13. 0316. C7 


. o3 . gs 


Method 


GEN SCAN 




Start 


11011 "~ 




End 


12347 




GI 


none 




Score 


.74 




Exons 


11011. .li232, 11951 


. . 12071, 


12214.. 12347 




Seq. No. 


40272 




Seq. ID 


OJ000209_ 


13. 0316. C7 


Gene No. 


83324 




Strand 






Start 


6642 




End 


7084 




Name 


OJ000209 13. 0316. C7 


. O 3 . CTD 


Method 


AAT/GAP 




Start 


6642 ~ 




End 


7084 




GI 


none 




Score 


842 




Exons 


6642. .7084 










Seq. No. 


40272 




Seq. ID 


OJ000209_ 


13. 0316. C7 


Gene No. 


83325 




Strand 






Start 


10103 




End 


10673 




Name 


OJ000209 13. 0316. C7 


. o2 . gs 


Method 


GENSCAN 




Start 


10103 ~" 




End 


10673 




GI 


none 




Score 


.43 






10103 10210, 10425 


. . 10673 








Qpri Mo 

1_) d ^ ■ I 1 ! \J . 


40272 




Seq. ID 


OJ000209_ 


13 0316. C7 


flpno Wo 


83326 




Strand 






Start 


12850 




End : ', 


17037 




Name 


OJ000209 13. 0316. C7 


.o3.np 


Method 


AAT/NAP 




Start 


12838 




End 


17001 




GI 


3885336 




Score 


1650 




Exons 


12838. .13430, 13636 


. .14260, 


14291. .14752, 14840. 


.15305, 




16110. .17001 










GI Descrip. 


(AC005623) putative 


receptor 


-like protein kinase 


[Arabidopsis 



thaliana] 

Seq. No. 40272 Seq. ID OJ000209_13 . 0316 . C7 



Gene No. 


83326 


Strand 




Start 


12850 


End 


17037 


Name 


OJ000209 13.0316.C7.o4.gs 


Method 


GENSCAN 


Start 


12850 


End 


17037 


GI 


none 


Score 


.91 


Exons 


12850. .13430, 13636 .. 14 919, 


15147. .15305, 16110.. 17037 


Seq. No. 


40272 


Seq. ID 


OJ000209_13.0316.C7 


Gene No. 


83326 


Strand 




Start 


12850 


End 


17037 


Name 


OJ000209 13.0316.C7.o5.gp 


Method 


AAT/GAP 


Start 


12865 


End 


13342 


GI 


LIB3434-028-P1-K1-G4 


Score 


916 


Exons 


12865.. 13342 






GI Descrip. 


'3885336 6.0e-39 (AC005623) 


receptor- 


like protein kinase 




[Arabidopsis thaliana] ' 






Seq. No. 


40272 


Seq. ID 


OJ000209_13.0316.C7 


Gene No. 


83327 


Strand 





40207 





Start 


19458 








Name 


OJ000209 13 


.0316.C7.o9. 


tm 




Start 


604 








GI 


none 








Exons 


604.. 843, 618.. 776, 626 


. .844 




Seq. No. 


40272 








npnp No. 


83327 








Start 


19458 








Name 


OJ000209 13 


.0316.C7.o3. 


ts 




Start 


667 








GI 


none 








Exons 


667. .846, 859. .933, 981 


. .1112 






1231. .1350, 


1800. .1994, 


2075. 






2447. .2557, 


2451. .2594 






Seq. No. 


40272 








Gene No. 


83327 








Start 


19458 








Name 


OJ000209 13 


.0316.C7.ol. 


tc 




Start 


1800 








GI 


none 








Exons 


1800. .1844, 


1935. .1994, 


2075. 


J 


Seq. No. 


40272 










83327 








Start 


19458 






y - 


Name 


OJ000209 13 


.0316.C7.o6. 


tm 




Start 


1800 








GI 


none 






S 


Exons 


1800. .1868, 


1814. .1867, 


1869. 






2075. .2236, 


2095. .2250, 


2430. 


y 




2764 . .2910, 


2778. .2909 




-= 

BET 


Sea. No. 


40272 








Gene No . 


83327 








Start 


19458 








Name 


OJ000209 13 


.0316.C7.o8. 


tm 




Start 


4943 






3 


GI 


none 






3 


Exons 


4943. .5026, 


4944. .5024, 


4945. 






5246. .5371, 


5247. .5372, 


5262. 






5807. .5863, 


5808. .5858, 


5944. 






6422. .6517 








Sea. No. 


40272 








Gene No. 


83327 








Start 


19458 








Name 


OJ000209 13 


.0316.C7.o5. 


ts 




Start 


5248 








GI 


none 








Exons 


5248. .5373, 


5252. .5371, 


5450. 






5808. .5864, 


5944. .6039, 


5945. 




Seq. No. 


40272 








Gene No. 


' 83327 








Start 


19458 







End 

Method 

End 

Score 



27459 

TBLASTX: Maize 

844 

189 



Seq. ID 
Strand 
End 

Method 
End 
Score 

, 982. .1137, 
.2227, 2098. 



OJ000209 13. 0316. C7 



27459 

TBLASTX: Soybean 
2594 
101 

1153. .1269, 
2226, 2430.. 2570, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_13.0316.C7 
27459 

TBLASTX: Cress 

2227 

55 



Seq. ID OJ000209_13.0316.C7 
Strand 

End 27459 
Method TBLASTX : Mai ze 
End 2910 
Score 70 

.1994, 1893. .1994, 2075. .2227, 
.2570, 2444. .2557, 2660. .2902, 



Seq. ID OJ000209_13.0316.C7 
Strand 

End 27459 
Method TBLASTX : Mai ze 
End 6517 
Score 111 

.5028, 5233. .5367, 5243. .5371, 
.5375, 5468. .5545, 5803. .5862, 
.5979, 5945. .5980, 5945. .5980, 



OJ000209__13.0316.C7 
27459 

TBLASTX : Soybean 
6139 
164 

5466. .5534, 5805. .5873, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5533, 
.6139, 5945.. 6049 



Seq. ID 

Strand 

End 



OJ000209 13. 0316. C7 



27459 



40208 




Name 


OJ000209 13. 0316.C7 ,o3. tm 


Method 


TBLASTX: Maize 


Start 


5983 ~ 


End 


6301 


GI 


none 


Score 


401 


Exons 


5983.. 6039, 5984..6292 f 5984 


. . 6301 




Sea No. 


40272 


Seq. ID 


OJ000209_13.0316.C7 


Gene No. 


83327 


Strand 




Start 


19458 


End 


27459 


Name 


OJ000209 13. 0316.C7 .o5. tc 


Method 


TBLASTX: Cress 


Start 


5986 ~~ 


End 


6305 


GI 


none 


Score 


56 


1_J JTk \J X 1 *j 


5986.. 6039, 5987.. 6058, 6089 


..6265, 6098. .6304, 6109. .6288, 




6213. . 6305 






Seq. No. 


40272 


Seq. ID 


OJ000209_13.0316.C7 


Gene No. 


83327 


Strand 




Start 


19458 


End 


27459 


Name 


OJ000209 13.0316.C7.o8.ts 


Method 


TBLASTX : Soybean 


Start 


8019 ~ * ' 


End 


9124 


GI 


none 


Score 


111 


Exons 


8019.. 8093, 8683.-8823, 8973 


..9116, 8973. .9071, 8975. .9124 


Spct No 


40272 


Seq. ID 


OJ000209_13.0316.C7 


Gene No. 


83327 


Strand 




Start 


19458 


End 


27459 


Name 


OJ000209 13. 0316.C7 ,o4 . tm 


Method 


* TBLASTX: Maize 




8644 ~~ 


End 


9396 


Ul 


none 


Score 


230 




8644 8823, 8681 8827. 8973 


..9116, 8973. .9113, 8974. .9114, 




8975.. 9124, 9191.. 9307, 9195 


..9311, 9202. .9315, 9340. .9396 




40272 


Seq. ID 


OJ000209_13.0316.C7 


Gone No 


83327 


Strand 




Start 


19458 


End 


27459 


Name 


OJ000209 13.0316.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


12681 


End 


13739 


GI 


none 


Score 


40 ■ 


Exons 


12681. .12710, 12709. .12741, 


12755. .12784, 12762 .. 127 91 , 




12809. .12835, 12814. .12834, 


12857. .13432, 12859 .. 13431 , 




13625. .13738, 13627. .13737, 


13638. .13739 


Sea. No. 


40272 


Seq. ID 


OJ000209_13.0316.C7 


QqHq JJo . 


83327 


Strand 




Start 


19458 


End 


27459 


Name 


OJ000209 13.0316.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


12749 


End 


12976 


GI 


none 


Score 


76 


Exons 


12749. .12799, 12750. .12797, 


12751. .12798, 12757. .12807, 




12809. .12835, 12809. .12847, 


12835. .12972, 1284 4 .. 12975 , 




12845. . 12976 






Seq. No. 


40272 


Seq. ID 


OJ000209_13.0316.C7 


Gene, No. 


83327 


. Strand 




Start 


19458 


End 


27459 


Name 


OJ000209 13.0316.C7.o6.ts 


Method 


TBLASTX : Soybean 


Start 


12859 


End 


13141 


GI 


none 


Score 


43 



40209 






12859. 


.12951, 


12860. 


.12952, 


12952. .13140, 12977.. 13141 






40272 








Seq. ID 


OJ000209_13.0316. 


C7 


r^ori(3 Mo, 

UCUC L" v • 


83327 








Strand 








19458 








End 


27459 




iodine 


OJ000209 13. 0316. C7 . 


o2 . tc 


Method 


TBLASTX: Cress 






13075 








End 


16764 






none 








Score 


107 






13075 . 


. 13140, 


13156. 


.13293, 


13336. .13422, 14567 .. 14 623, 






14636 


. 14776, 


14636. 


.14758, 


14636. .14749, 14 639 .. 14779, 






14639. 


.14854, 


14639. 


. 14776, 


14639. .14761, 14 639 .. 14779, 






14639. 


.14776, 


14642. 


.14776, 


14879. .14944, 14 920 .. 15144 , 






14947. 


.15210, 


14947. 


.15141, 


14947. .15078, 14 947 .. 15207 , 






14953. 


.15228, 


14953. 


.15198, 


14953. .15141, 14953. .15204, 






14953. 


.15135, 


15016. 


.15144, 


15169. .15207, 15205. .15243, 






16165. 


.16314, 


16378. 


.16542, 


16546. .16761, 1654 6 .. 16755 , 






16546. 


.16752, 


16546. 


.16752, 


16549. .16761, 16549 .. 16761, 






16552. 


.16761, 


16552. 


.16746, 


16564. .16764 




Sea No. 


40272 








Seq. ID 


OJ000209JL3.0316 


.C7 


Gene No. 


83327 








Strand 






Start 


19458 








End 


27459 




Name 


OJ000209 13. 0316. C7. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


13670 








End 


14059 




GI 


none 








Score 


141 




U 1 von c 


13670. 


.13897, 


13671. 


. 13838, 


13694. .13888, 13895 .. 14059, 






13896. 


.13988 












Seq. No. 


40272 








Seq. ID 


OJ000209_13.0316 


.C7 


Gene No. 


83327 








Strand 






Start 


19458 








End 


27459 




Name 


OJ000209 13. 0316. CI. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


13682 








End 


13957 




GI 


none 








Score 


215 




Exons 


13682. 


.13957 












Seer. No. 


40272 








Seq. ID 


OJ000209_13.0316 


.C7 


Gene No. 


83327 








Strand 






Start 


19458 








End 


27459 




Name 


OJ000209 13. 0316. C7. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


13739 








End 


14288 




GI 


none 








Score 


388 




F.xon s 


13739. 


.14083, 


13740. 


.14078, 


13786. .14082, 14078 .. 14281, 






14079. 


.14288 












Seer No 


40272 








Seq. ID 


OJ000209_13.0316 


,C7 


Gene No. 


83327 








Strand 






Start 


19458 








End 


27459 




Name 


OJ000209 13. 0316. C7. 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


14498 








End 


16752 




GI 


none 








Score 


112 




Exons 


14498. 


.14779, 


14499. 


.14741, 


14953. .15132, 16414 .. 16575, 






16525. 


.16734, 


16615. 


.16752 








Seq. No. 


40272 








Seq. ID 


OJ000209_13.0316 


.CI 


Gene No. 


83327 








Strand 






Start 


19458 








End 


27459 





40210 



Name 


OJ000209 13. 0316. C7 


. olO . tm 


Method 


TBLASTX: Maize 




Start 


14639 




End 


16761 




GI 


none 




Score 


134 




Exons 


14639. . 14830, 14639 


. . 14776, 


14639. .14776, 14 690 .. 1477 6, 






14879. . 14944, 14953 


. . 15141, 


14953. .15132, 15070 .. 15204 , 






15175. . 15207, 15175 


. . 15204, 


16387. .16572, 16396 .. 16572, 






16546. . 16749, 16546 


. . 16743, 


16549. .16761, 1654 9 .. 16743, 






16606. . 16761 










Sea No. 


40272 




Seq. ID 


OJ000209_13.0316 


.C7 


Gene No. 


83327 




Strand 






Start 


19458 




End 


27459 




Name 


OJ000209 13. 0316. C7 


. o5 . gs 


Method 


GENSCAN 




Start 


19458 




End 


25958 




GI 


none 




Score 


.47 




Exons 


19458. .19520, 21184 


. .21313, 


21508. .21684, 22074 .. 22201, 






24863. .25005, 25312 


. .25503, 


25889. .25958 




Seq. No. 


40272 




Seq. ID 


OJ000209_13.0316 


.C7 


Gene No. 


83327 




Strand 






Start 


19458 




End 


27459 




Name 


OJ000209 13. 0316. C7 


.06. gp 


Method 


AAT/GAP 




Start 


25670 




End 


27459 




GI 


29608 1.R1084 




Score 


856 




Exons 


25670. .25970, 27317 


. .27459 








GI Descrip. 


, 3551247/dbj |BAA32822| 1 . Oe 


-78 (AB012703) 181 [Daucus carota] 


Seq. No. 


40272 




Seq. ID 


OJ000209_13.0316 


.C7 


Gene No. 


83327 




Strand 






Start 


19458 




End 


27459 




Name 


OJ000209 13. 0316. C7 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


25758 




End 


26019 




GI 


none 




Score 


116 




Exons 


25758. .25973, 25773 


. .25973, 


25774. .26019 




Seq. No. 


40272 




Seq. ID 


OJ000209_13.0316 


.C7 


Gene No. 


83327 




Strand 






Start 


19458 




End 


27459 




Name 


OJ000209 13. 0316. C7 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


25761 




End 


25978 




GI 


none 




Score 


302 




Exons 


25761. .25976, 25766 


. .25978, 


25768. .25977, 25883. .25978 




Seq. No. 


40272 




Seq. ID 


OJ000209JL3.0316 


.C7 


Gene No. 


83327 




Strand 






Start 


19458 




End 


27459 




Name 


OJ000209 13. 0316. C7 


. o4 ,np 


Method 


AAT/NAP 




Start 


25770 




End 


27459 




GI 


7488914 




Score 


521 




Exons 


25770. .25970, 27317 


. .27459 









GI Descrip. embryogenic callus protein 181 - carrot (fragment) 

gi I 3551247 tdbj | BAA32822.il (AB012703) 181 [Daucus carota] 



Seq. No. 40272 

Gene No. 83327 

Start 19458 

Name OJ000209" 13 . 0316 . C7 . o4 . ts 



Seq. ID OJ000209_13.0316.C7 
Strand 

End 27459 

Method TBLASTX : Soybean 



40211 




Start 


27252 


End 


27457 


GI 


none 


Score 


172 


Exons 


27252 . .27455, 27314 ... 27457 , 


27317. .27457 


Seq. No. 


40272 


Seq. ID 


OJ000209_13.0316.C7 


Gene No. 


83327 


Strand 


— 


Start 


19458 


End 


27459 


Name 


OJ000209 13.0316.C7.o7.tm 


Method 


TBLASTX: Maize 


Start 


27315 ~~ 


End 


27457 


GI 


none 


Score 


203 


Exons 


27315. .27455, 27317 . .27457 






Seq. No. 


40272 


Seq. ID 


OJ000209_13.0316.C7 


Gene No. 


83327 


Strand 


— 


Start 


19458 


End 


27459 


Name 


OJ000209 13. 0316.C7 .o4 . tc 


Method 


TBLASTX: Cress 


Start 


27317 ~~ 


End 


27458 


GI 


none 


Score 


125 


Exons 


27317 .. 27457, 27318 . .27458 






Seq. . No. 


40273 


Seq. ID 


OJ000209_13. 0316.C8 


Gene No. 


83328 


Strand 


+ 


Start 


3633 


End 


4631 


Name 


OJ000209 13.0316.C8.o2.gs 


Method 


GENSCAN 


Start 


3633 


End 


4631 


GI 


none 


Score 


.75 


1—1 *V W 1 u 


3633. .3860, 4083. .4191, 4258. .4631 




O C • LH \J . 


40273 


Seq. ID 


OJ000209_13.0316.C8 


Gene No . 


83329 


Strand 




Start 


1 


End 


3736 


Name 


OJ000209 13.0316.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3736 


GI 


7488914 


Score 


849 


Exons 


1..79, 276. .344, 1023. .1232 


, 1446. .1505, 1686. .1774, 2137. 




3701.. 3736 






GI Descrip. 


embryogenic callus protein 


181 - carrot (fragment) 




gil 3551247 | db j | BAA32822.il 


(AB012703) 


181 [Daucus carota] 


Seq. No. 


40273 


Seq. ID 


OJ000.209_13.0316.C8 


Gene No. 


83329 


Strand 




Start 


1 


End 


3736 


Name 


OJ000209 13.0316.C8.ol.gs 


Method 


GENSCAN 


Start 


276 


End 


2455 


GI 


none 


Score 


.81 


Exons 


276. .344, 1023. .1235, 1446. 


.1505, 1686 


..1774, 2137. .2455 


Seq. No. 


40273 


Seq. ID 


OJ000209_13.0316.C8 


Gene No. 


83330 


Strand 




Start 


5031 


End 


8075 


Name 


OJ000209 13.0316.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


27 


End 


1226 


GI 


none 


Score 


80 


Exons 


27. .104, 32. .82, 273. .344, 


274. .342, 993. .1226, 1024. .1188 


Seq. No. 


40273 


Seq. ID 


OJ000209_13.0316.C8 


Gene No. 


83330 


Strand 





40212 




Start 


5031 








End 


8075 


Name 


OJ000209 13 


.0316. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


304 








End 


2282 


GI 


none 








Score 


74 


Exons 


304. .342, 306. .344, 993 


. .1235, 


1024. . 


1188, 1028. .1243, 




1327. .1347, 


1329. 


.1412, 


1356. . 


1502, 1389. .1505, 1686. .1775 




2129. .2197, 


2133. 


.2174, 


2192. . 


2275, 2196. .2282 


Seq. No. 


40273 








Seq. ID 


OJ000209_13.0316.C8 


Gene No. 


83330 








Strand 




Start 


5031 








End 


8075 


Name 


OJ000209 13 


.03.16. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1130 








End 


2327 


GI 


none 








Score 


112 


Exons 


1130. . 1237, 


1131. 


. 1235, 


1329. . 


1346, 1437. .1508, 1446. .1508 




1448. .1510, 


1680. 


.1775, 


1681. . 


1755, 1737. .1772, 2129. .2326 




2133. .2327 












Seq. No. 


40273 








Seq. ID 


OJ000209_13.0316.C8 


Gene No. 


83330 








Strand 




Start 


5031 








End 


8075 


Name 


OJ000209_13 


.0316. 


C8.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4078 








End 


4421 


GI 


none 








Score 


158 


Exons 


4078. .4236, 


4081. 


.4236, 


4095. . 


4247, 4262. .4390, 4284. .4421 


Seq. No. 


40273 








Seq. ID 


OJ000209_13.0316.C8 


Gene No. 


83330 








Strand 




Start 


5031 








End 


8075 


Name 


OJ000209 13 


.0316. 


C8 .o3. 


gs 


Method 


GENSCAN 


Start 


5031 








End 


8075 


GI 


none 








Score 


.83 


Exons 


5031. .6725, 


7930. 


.8075 








Seq. No. 


40273 








Seq. ID 


OJ000209_13.0316.C8 


Gene No. 


83330 








Strand 




Start 


5031 








End 


8075 


Name 


OJ000209 13 


.0316. 


C8.o2. 


np 


Method 


AAT/NAP 


Start 


5037 








End 


6452 


GI 


6682237 








Score 


1045 


Exons 


5037. .6452 












GI Descrip. 


(AC016661) ] 


putative oxidoreductase [Arabidopsis thaliana] 


Seq. No. 


40273 








Seq. ID 


OJ000209_13.0316.C8 


Gene No. 


83330 








Strand 




Start 


5031 








End 


8075 


Name 


OJ000209 13 


.0316. 


C8 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


5043 








End 


5358 


GI 


none 








Score 


390 


Exons 


5043. .5357, 


5044. 


.5358 








Seq. No. 


40273 








Seq. ID 


OJ000209_13.0316.C8 


Gene No. 


83330 








Strand 




Start 


5031 








End 


8075 


Name 


OJ000209 13 


.0316. 


C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5421 








End 


5918 


GI 


none 








Score 


43 



40213 





Exons 


5421.. 5453, 5541.. 5600, 5542. 


.5580, 5632.. 5895, 5637.. 5918 




Seq. No. 


40273 


Seq. ID 


OJ000209_13.0316.C8 




Gene No. 


83330 


Strand 






Start 


5031 


End 


8075 




Name 


OJ000209 13.0316.C8.o2.ts 


Method 


TBLASTX : Soybean 




Start 


5442 


End 


5895 




GI 


none 


Score 


199 




Exons 


5*442.. 5507, 5541.. 5624, 5637. 


.5894, 5647.. 5895 




Seq. No. 


40273 


Seq. ID 


OJ000209_13.0316.C8 




Gene No. 


83330 


Strand 






Start 


5031 


End 


8075 




Name 


OJ000209 13.0316.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


5937 


End 


6177 




GI 


none 


Score 


245 




Exons 


5937.. 6176, 5937.. 6176, 6052. 


.6177 






Seq. No. 


40274 


Seq. ID 


OJ000209_13.0316.C9 




Gene No. 


83331 


Strand 


+ 




Start 


1522 


End 


6129 




Name 


OJ000209 13.0316.C9.ol.np 


Method 


AAT/NAP 




Start 


1522 


End . 


5043 


£ j 


GI 


4417294 


Score 


2039 


s. 1 

"MS 1 


Exons 


1522.. 3015, 3560.. 4318, 4888. 


.5043 




ffl 


GI Descrip. 


(AC007019) hypothetical prote 


in [Arabidopsis thaliana] 


rls 
- ^ 


Seq. No. 


40274 


Seq. ID 


OJ000209_13.0316.C9 




Gene No. 


83331 


Strand 


+ 




Start 


. 1522 


End 


6129 




Name 


OJ000209 13.0316.C9.ol.gp 


Method 


AAT/GAP 




Start 


4 902 


End 


6129 




GI 


uC-osflM202090f02bl 


Score 


730 




Exons 


4902.. 5042, 5433.-5575, 5662. 


.5741, 6093.. 6129 




GI Descrip. 


, 4417294/gb|AAD20419| 1.0e-12 


(AC007019) hypothetical protein 






[Arabidopsis thaliana] 1 








Seq. No. 


40274 


Seq. ID 


OJ000209_13.0316.C9 


12 


Gene No. 


83332 


Strand 


+ 




Start 


6237 


End 


7170 


la! 


Name 


OJ000209 13.0316.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


3448 


End 


3703 




GI 


none 


Score 


220 




Exons 


3448.-3699, 3451. .3699, 3476. 


.3703, 3479.. 3703 




Seq. No. 


40274 


Seq. ID 


OJ000209_13.0316.C9 




Gene No. 


83332 


Strand 


+ 




Start 


6237 


End 


7170 




Name 


OJ000209 13.0316.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


5664 


End 


6337 




GI 


none 


Score 


103 




Exons 


5664.. 5744, 5666.. 5740, 6093. 


.6326, 6093.. 6326, 6095.. 6337 




Seq. No. 


40274 


Seq. ID 


OJ000209_13.0316.C9 




Gene No. 


83332 


Strand 


+ 




Start 


6237 


End 


7170 




Name 


OJ000209 13.0316.C9.ol.tm 


Method 


TBLASTX : Maize 



40214 



Start 


6092 




End 


6618 


GI 


none 




Score 


391 


Exons 


6092.. 6388, 6093.. 6389, 6476. 


.6616, 6477.. 6617, 6493.. 6618, 




6493. .6618 








Seq. No. 


40274 




Seq. ID 


OJ000209_13.0316.C9 


Gene No. 


83332 




Strand 


+ 


Start 


6237 




End 


7170 


Name 


OJ000209 13.0316.C9.o2.np 




Method 


AAT/NAP 


Start 


6237 




End 


7170 


GI 


4417293 




Score 


446 


Exons 


6237. .6371, 6496 .. 6627, . 6959. 


.7170 




GI Descrip. 


(AC007019) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


40274 




Seq. ID 


OJ000209_13.0316.C9 


fjpnp No 


83332 




Strand 


+ 


Start 


6237 




End 


7170 


Name 


OJ000209 13.0316.C9.o2.tc 




Method 


TBLASTX: Cress 


Start 


6493 




End 


7156 


GI 


none 




Score 


153 


Exons 


6493.. 6630, 6543.. 6620, 6953. 


.7153, 6955.. 7152, 6965.. 7156 


Seq. No. 


40274 




Seq. ID 


OJ000209_13.0316.C9 


Gene No. 


83332 




Strand . 


+ 


Start 


6237 




End 


7170 


Name 


o.Tnnn?nQ i ^ n^i fi pq rsO nn 




Method 


AAT/GAP 


Start 


• 701 7 ~~ 




End 


7170 


GI 


47632 1 R1084 




Score 


274 


Exons 


7017 ~~ 7170 








GI Descrip. 


1 441 79Q3 /rrh 1 AAn9f)41 ft 1 1 0*=*- 


-47 


(AC007019) unknown protein 




[Arabidopsis thaliana] 1 








Seq. No. 


40275 




Seq. ID 


OJ000209_13. 0316. C10 


Gene No. 


83333 




Strand 


+ 


Start 


1 




End 


410 


Name 


OJ000209 13.0316.C10.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


410 


GI 


4417293 




Score 


193 


Exons 


1. .410 








GI Descrip. 


(AC007019) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


40275 




Seq. ID 


OJ000209 13. 0316. C10 


Gene No. 


83333 




Strand 


+ 


Start 


1 




End 


410 


Name 


OJ000209 13.0316.C10.ol.gp 




Method 


AAT/GAP 


Start 


1 




End 


364 


GI 


47632 1.R1084 




Score 


521 


Exons 


1. .364 








GI Descrip. . 


M417293/gb|AAD20418| l.Oe- 


47 


(AC007019) unknown protein 




[Arabidopsis thaliana] ' 








Seq. No. 


40275 




Seq. ID 


OJ000209 13. 0316. C10 


Gene No. 


83333 




Strand 


+ 


Start 


1 




End 


410 


Name 


OJ000209 13-0316. ClO-ol-gs 




Method 


GENSCAN 


Start 


77 




End 


403 


GI 


none 




Score 


.85 



40215 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI . 
Exons 



77. .403 

40275 Seq. ID 

83334 Strand 

382 End 
OJ000209JL3. 0316. CIO. ol.tm Method 

76 End 

none Score 



OJ000209_13. 0316. CIO 
+ 

604 

TBLASTX: Maize 

313 

107 



76. .171, 77. .250, 77. .250, 203. .313, 203. .292, 213. .311 



40275 Seq. ID 

83334 Strand 

382 End 
OJ000209_13. 0316. C10. ol.ts Method 

216 End 

none Score 

216. .344, 218. .361, 271. .360 

40275 Seq. ID 

83334 Strand 

382 End 
OJ000209_13. 0316. C10. o2.gp Method 

382 End 

2797831 - Score 
382. .604 



OJ000209_13. 0316. C10 
+ 

604 

TBLASTX : Soybean 

361 

205 



OJ000209_13. 0316. C10 
+ 

604 

AAT/GAP 

604 

358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40276 Seq. ID OJ000209_ 

83335 Strand + 

1 End 2083 

OJ000209_13.0316.Cll.ol.np Method AAT/NAP 

1 End 2083 

544184 Score 566 

1..341, 875. .937, 1013. .1101, 1185. .1245, 1431.. 



13.0316.C11 



1509, 1881.. 2083 



4-ALPHA-GLUCANOTRANSFERASE PRECURSOR (AMYLOMALTASE) 

{ DISPROPORTIONATE ENZYME) (D-ENZYME) gi | 322785 | pir | | A4504 9 

4-alpha-glucanotransferase (EC 2.4.1.25) - potato 

gi | 296692 | emb | CAA48630 . 1 | (X68664) 4-alpha-glucanotransferase 

[Solanum tuberosum] 



40276 
83335 
1 

OJ000209_13.0316.Cll.ol.gs 
51 

none 



Seq. ID OJ000209_13.0316.C11 



Strand 
End 

Method 

End 

Score 



+ 

2083 
GENSCAN 
1523 
.73 



51. .341, 471. .842, 875. .1101, 1185. .1245, 1431. .1523 



40276 
83335 
1 

OJ000209_13. 0316. Cll. ol.tm 

257 

none 



Seq. ID OJ000209_13. 0316. Cll 

Strand + 

End 2083 

Method TBLASTX : Mai ze 

End 2020 

Score 155' 



257. .343, 258. .344, 300. .344, 859. .939, 872. .937, 1001. .1102, 
1011. .1094, 1175. .1246, 1177. .1296, 1419. .1502, 1429. .1509, 
1431. .1511, 1469. .1534, 1874. .2020, 1880. .2020 



40216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40276 
83335 
1 

OJ000209_13.0316.Cll.ol.gp 



1185 
3766649 
1185. .1245, 



OJ000209_13.0316.C11 
+ 

2083 
AAT/GAP 
2045 
500 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2045 

544184/sp|Q06801|DPEP_SOLTU 4.0e-34 4 - AL PHA- GLUC ANOT RANS FE RAS E 
PRECURSOR (AMYLOMALTASE) (DIS PROPORTIONATING ENZYME) (D-ENZYME) 

>gi_322785_pir A45049 4-alpha-glucanotr.ansf erase (EC 2.4.1.25) 

- potato >gi_296692_emb_CAA48630_ (X68664) 
4-alpha-glucanotransf erase [Solanum tuberosum] 



1431. .1509, 1881. 



40276 
83335 
1 

OJ000209_13.0316.Cll.ol.ts 

1431 

none 



Seq. ID OJ000209_13.0316.C11 

Strand + 

End 2083 

Method TBLASTX : Soybean 

End 2026 

Score 78 



1431.. 1508, I860.. 1976, 1862. .2020, 1874.. 2026 





Seq. No. 


40277 








Seq. ID 


OJ000209 


12. 


0317 


.C2 




Gene No. 


83336 








Strand 


+ 










Start 


2741 








End 


3248 










Name 


OJ000209 12 


.0317 


.C2.ol 


gs 


Method 


GENS CAN 










Start 


2741 








End 


3248 










GI ' 


none 








Score 


.62 










Exons 


2741. .2773, 


3177 


. .3248 
















Seq. No. 


40277 








Seq. ID 


OJ000209_ 


12. 


0317 


.C2 


as. 


Gene No. 


83337 








Strand 


+ 










Start 


5687 








End 


7695 










Name 


OJ000209 12 


.0317 


.C2.o3 


gs 


Method 


GENS CAN 










Start 


5687 








End 


7695 










GI 


none 








Score 


.74 










Exons 


5687. .5861, 


7544 


. .7695 
















Seq. No. 


40277 








Seq. ID 


OJ000209_ 


12. 


0317 


.C2 




Gene No. 


83338 








Strand 










r ™s 


Start 


3430 








End 


3740 










Name 


OJ000209 12 


.0317 


.C2.o2 


gs 


Method 


GENSCAN 










Start 


3430 








End 


3740 










GI 


none 








Score 


.83 










Exons 


3430. .3493, 


3628 


. .3740 
















Seq. No. 


40278 








Seq. ID 


OJ000209_ 


12. 


0317 


.C3 




Gene No. 


83339 








Strand 


+ 










Start 


80 








End 


1036 










Name 


OJ000209 12 


.0317 


.C3.ol. 


gs 


. Method 


GENSCAN 










Start 


80 








End 


1036 










GI 


none 








Score 


. 97 










Exons 


80. .1036 



















Seq. No. 40279 Seq. ID 

Gene No. 83340 Strand 

Start 1646 End 

Name OJ000209_12 . 0317 . C4 . ol . np Method 



OJ000209_12.0317.C4 
+ 

8043 
AAT/NAP 



40217 




C+- -a v+- 


1646 


End 


8043 






GI 


7228457 


Score 


3133 






Exons 


1646.. 1687, 3013.. 4723, 4778 


. .6438, 6505. .8043 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor < 


3ypsy-Ty3 


type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 










Seq. No. 


40279 


Seq. ID 


OJ000209_ 


12.0317 


-C4 


tjene ino . 


83340 


Strand 


+ 






Start 


1646 


. End 


8043 






Name 


OJ000209_12.0317.C4.ol.gs 


Method 


GEN SCAN 






Start 




DllU 








GI 


none 


Score 


.86 . 






Exons 


2394.. 2454, 2805.. 3862 










Seq. No. 


40279 


Seq. ID 


OJ000209_ 


12.0317 


.C4 




83340 


Strand 


+ 






Start 


1646 


End 


8043 






Name 


OJ000209 12.0317.C4.o2.gs . 


Method 


GENSCAN 






Start 


3994 


End 


7794 






GI 


none 


Score 








Exons 


- 3994.. 4827, 4915.. 7104, 7240 


. .7794 








Seq. No. 


40279 


Seq. ID 


OJ000209_ 


12.0317 


.C4 


Gene No. 


83341 


Strand 


+ 






O Ldl L 


12120 


End 


12620 






Name 


OJ000209 12.0317.C4.o4.np 


Method 


AAT/NAP 






Start 


12120 V 


End 


12620 






GI 


7523517 


Score 


248 






Exons 


12120. .12419, 12564.. 12620 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


40279 


Seq. ID 


OJ000209_ 


12.0317 


.C4 


Gene No. 


83342 


Strand 


+ 






Start 


23232 


End 


29772 






Name 


OJ000209 12.0317.C4.o5.gs 


Method 


GENSCAN 






Start 


23232 


End 


29772 






GI 


hone 


Score 


.64 






Exons 


23232. .23289, 23576 .. 23651, 


25183. .25288, 25742. 


9 c 7 £7 






25924. .26107, 26802 .. 26882, 


26959. .27085, 27273. 


.27336, 






28511. .28631, 28721 .. 28945, 


29689. .29772 






Seq. No. 


40279 


Seq. ID 


OJ000209_ 


12.0317 


.C4 




83342 


Strand 


+ 






Start 


23232 


End 


29772 






Name 


OJ000209 12.0317.C4 .o2.gp 


Method 


AAT/GAP 






Start 


27948 


End 


28622 






GI 


3763783 


Score 


563 






Exons 


27948. .28155, 28511.. 28622 










Seq. No. 


40279 


Seq. ID 


OJ000209 


12.0317 


.C4 


Gene No. 


83342 


Strand 


+ 






Start 


23232 


End 


29772 






Name 


OJ000209 12.0317.C4.o3.gp 


Method 


AAT/GAP 






Start 


29026 


End 


29590 






GI 


3763784 


Score 


945 






Exons 


29026. .29590 











40218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
-Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



40279 Seq. ID 

83343 Strand 

34135 End 

OJ000209_12 . 0317 . C4 . o7 . gs Method 

34135 End 

none Score 



OJ000209_12.0317.C4 
+ 

41764 
GENSCAN 
39221 
.66 



34135. .34296, 36317 .. 36707, 38779.. 39221 



40279 Seq. ID 

83343 Strand 
34135 End 
OJ000209_12.0317.C4.o6.np Method 
38518 End 
1362047 Score 

38518. .38672, 39616 .. 40052, 40152 
cysteine proteinase (EC 3.4.22.-) 



12. 0317. C4 



OJ000209_ 
+ 

41764 
AAT/NAP 
41764 
341 

40246, 41744.. 41764 
precursor - soybean 



gi|479060|emb|CAA83673| (Z32795) cysteine proteinase [Glycine 
max] gi | 1096153 |prf | I2111244A Cys protease [Glycine max] 



Seq. No. 


40279 




Seq. ID 


OJ000209_12.0317.C4 


Gene No. 


83343 




Strand 


+ 


Start 


34135 




End 


41764 


Name 


OJ000209 12. 


0317.C4.o8.gs 


Method 


GENSCAN 


Start 


39530 




End 


4 0279 


GI 


none 




Score 


. 95 


Exons 


39530. .39727 


, 39754. .39856, 


39877. .40052, 40112. .40279 


Seq. No. 


40279 




Seq. ID 


OJ000209_12.0317.C4 


Gene No. 


83344 




Strand 




Start 


8659 




End 


18408 


Name 


OJ000209 12. 


0317.C4.o3.gs 


Method 


GENSCAN 


Start 


8659 




End 


18408 


GI 


none 




Score 


.47 


Exons 


8659. .9179, 


9275.. 9420, 9543 


. .10019, 


10052. .10300, 10371. .10429, 



10536. .10679, 10747 .. 10890, 11038 .. 11110, 11223 .. 114 14, 
11572. .11722, 12088. .12198, 12804 .. 13057 , 15638 .. 15762, 
18058. .18408 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



SeqV* No. 
Gene No. 
Start 
Name 
Start 



40279 
83344 
8659 

OJ000209_12.0317.C4.o2.np 

9542 

6721561 



OJ000209 12. 0317. C4 



Seq. ID _ 
Strand 

End 18408 
Method AAT/NAP 
End 11147 
Score 98 9 

9542.. 10300, 10371. .10429, 10500 .. 10712, 11112.. 11147 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj | BAA90372 . 1 | (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



40279 Seq. ID 

83344 " Strand 

8659 . End 

0 J000209_12 . 0317 . C4 . o3 . np Method 

10134 End 



OJ000209_12.0317.C4 

18408 

AAT/NAP 

11671 



40219 





GI - 


6721558 


Score 


244 




Exons 


10134. .10331, 10734. .10871, 


11572. .11671 




GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi | 6815083 I dbj | BAA90369.il 


(AP001081) 


hypothetical protein 






[Oryza sativa] 








Seq. No. 


40279 


Seq. ID 


OJ000209_12.0317.C4 




Gene No. 


83344 


Strand 






Start 


8659 


End 


18408 




Name 


OJ000209 12.0317.C4.o5.np 


Method 


AAT/NAP 




Start 


18028 


End 


18379 




GI 


6560751 


Score 


279 




Exons 


18028. .18189, 18229. .18379 








GI Descrip. 


(AC010155) F3M18.8 [Arabidopsis thaliana] 




Seq. No. 


40279 


Seq. ID 


OJ000209_12.0317.C4 




Gene No. 


83345 


Strand 






Start 


19644 


End 


21801 




Name 


OJ000209 12.0317.C4.o4.gs 


Method 


GEN SCAN 




Start 


19644 


End 


21801 




GI 


none 


Score 


.68 




Exons 


19644. .19924, 21583 .. 21681, 


21756. .21801 




Seq. No. 


40279 


Seq. ID 


OJ000209_12.0317.C4 




Gene No. 


83346 


Strand 




Eil 


Start 


30710 


End 


31939 




Name 


OJ000209 12.0317.C4.o6.gs 


Method 


GEN SCAN 


\ y 


Start 


30710 


End 


31939 




GI 


none 


Score 


.81 


■ : = 


Exons 


30710. .31231, 31310.. 31939 








Seq. No. 


40279 


Seq. ID 


OJ000209_12.0317.C4 




Gene No. 


83347 


Strand 






Start 


41774 


End 


44053 




Name 


OJ000209 12.0317.C4.o7.tw 


Method 


TBLASTX: Wheat 


""til 


Start 


3203 


End 


3595 




GI 


none 


Score 


58 


_ 


Exons 


'3203.. 3247, 3248.. 3361, 3259.. 3309, 3320.. 3595, 3367.. 3594 


=r J 


Seq. No. 


40279 


Seq. ID 


OJ000209_12.0317.C4 




Gene No. 


83347 


Strand 






Start 


41774 


End 


44053 




Name 


OJ000209 12.0317.C4.o7.tm 


Method 


TBLASTX: Maize 




Start 


3242 


End . 


3481 




GI 


none 


Score 


191 




Exons 


3242. .3481 








Seq. No. 


40279 


Seq. ID 


OJ000209_12.0317.C4 




Gene No. 


83347 


Strand 






Start 


41774 


End 


44053 




Name 


OJ000209 12.0317.C4.o4.tw 


Method 


TBLASTX: Wheat 




Start 


4222 


End 


4677 




GI 


none 


Score 


127 




Exons 


4222. .4404, 4441. .4677, 444 


3. .4559, 4447. .4662, 4602. .4667 




Seq. No. 


40279 


Seq. ID 


OJ000209_12.0317.C4 




Gene No. 


83347 


Strand 





40220 




Start 


41774 








End 


44053 




Name 


OJ000209 12 


. 0317 


.C4 . ol . 


tw 


Mpt hod 

L 1V Ull V\ai 


TBLASTX * Wheat 




O I- a X u 


4870 ~~ 








End 


5325 




yj X 


none 








Score 


566 




F von 


4870 5325. 


4870 


. .5310, 


4878 . 


. 5324 






Seq. No. 


40279 








Seq. ID 


OJ000209_12.0317 


.C4 


Gene No. 


83347 








Strand 






Start 

J L.Q1 L. 


41774 








End 


44053 




Name 


OJ000209 12 


.0317 


.C4 .o4 . 


ts 


Method 


TBLASTX : Sovbean 




OL.Cti.l_ 


4909 _ 








End 


5274 




Ul 


none 








Score 


110 






4909 .5133, 


5140 


. .5274 - 










Seq. No. 


40279 








Seq. ID 


OJ000209_12.0317 


.C4 


Gene No. 


83347 








Strand 






Start 


41774 








End 


44053 




Name 


OJ000209 12 


. 0317 


.C4 . ol . 


tm 


Mpt hod 


TBLASTX : Maize 




91-;* rt 


4999 ~~ 








End 


5355 




OX 


none 








Score 


427 






4999 5355 


5053 


5301 


5061 a 


. 5354 






Seq. No. 


40279 








Seq. ID 


OJ000209_12.0317 


-C4 


Gene No. 


83347 








Strand 






Sl-^rf 


41774 








End 


44053 








0317 

• \J J X / 


C4 r>3 

• NUT'S • W J • 


L.1U 


f- hoH 


TBLASTX • Ma i?p 

J. U X_lxlJ J. /\ • 1 id liiC 




C-f- a y+- 


jjOj 








FnH 

CillsJL 


j / o u 




ol 


none 










31 9 

J X _7 




T** von c; 


S^ft^ 5766 


5487 

J 1 o / 


5765 

a . J / U J 










Seq. No. 


40279 








Seq. ID 


OJ000209_12.0317 


.C4 


Gene No. 


83347 








Strand 






Qf art" 
O L. Cl J- L. 


41774 








End 


44053 




Ma mo 


OJ000209 12 


0317 

. \J J X / 




L. W 




TBLASTX • Wheat 




Cf art 


JtIU 








End 


5862 




ox 


none 








Score 


454 




F von o 


5440 586? 

JltU ( • JO UZ, / 


544H 


5829 

a . J O £. J f 


5487 

J ** O / a 


. 5858 






Seq. No. 


40279 








Seq. ID 


OJ000209_12.0317 


.C4 


Gene No. 


83347 








Strand 






Start 


41774 








End 


44053 




Name 


OJ000209 12 


. 0317 


. C4 . oi. 


ts 


Mpt hod 


TBLASTX * Sovbean 




Start 


5494 ~~ 








End 


5919 




GI 


none 








Score 


311 




Ryon c 


5494 5919 


5520 


. .5678 










Seq. No. 


40279 








Seq. ID 


OJ000209_12.0317 


.C4 


Gene No. 


83347 








Strand 






Start 


41774 








End 


44053 




Lvalue; 




0317 

. \J J X / 


P4 n8 


L. Yi 


Method 


TBLASTX: Wheat 




O Lai L 


5868 ~ 








End 


6132 




GI 


none 








Score 


67 




Exons 


5868. .5936, 


5869 


. .5937, 


5941. 


.6132, 5944. .6063 




Seq. No. 


40279 








Seq. ID 


OJ000209_12.0317 


.C4 


Gene No. 


83347 








Strand 






Start 


41774 








End 


44053 





40221 






Name 




0^1 7 P4 rs^ f- c 
UJl / • ^-4 • (J J • L.O 


Mot" 


± DLinu 1A • J\J y kJVZCLLL 








61 






U J 1 \J 








none 




O L-UI C 


11 






Exons 


61 "3? 69^ 

Di. JJ . . 0*£JO, 


696ft 6S1 6 6*3Q6 


6494 








Seq. No. 


40279 




Seq. ID 


OJ000209_12.0317 


.C4 




Gene No. 


83347 




Strand 










41774 




End 


44053 






Name 


UUUUUlU? 1Z, • 


0 1 7 P4 nfi +-w 


Method 


TBLASTX: Wheat 






Of a r--h 

o tar u 


61 ^6 




End 


6561 






bl 


none 




Score 


12-0 






TP V /"\ T"* 


61 ?6 69^7 


61 4 4 694 R 69 6^ 


..6561, 6396.. 6503 






Seq. No. 


40279 




Seq. ID 


OJ000209_12.0317 


.C4 




Gene No. 


83347 




Strand 


- 






OLdil 


41774 

4 1 I I 4 




End 


44053 






Name 


n,Tfinn9nQ i 9 


0*31 7 P4 o9 -t-m 

UJl / .^4 (U4i L.UI 


Method 


TBLASTX: Maize 






OtdiL 


6Q1 Q ~~ 






7994 






PT 


none 




Score 


327 






Exons 


6Q1 Q 799 4 

U -7 1 -7 • • / Z. Z, 4 , 


700 c i 799^ 

'UUJ* • / Z. Z. J 










Seq. No. 


40279 




Seq. ID 


OJ000209_12.0317 


.C4 




Gene No. 


83347 




Strand 


- 








41774 

41 / If 




End 


44053 




%J 


Name 


n Tnnn9no i 9 
uo uuuzuy 1 z. . 


0 *3 1 7 P 4 ^ R -t-t*i 
UJl / . C4 .OJ. LW 


Method 


TBLASTX: Wheat 






otart 


oy i y 




End 


7302 




|i '= 


p t 


none 




Score 


346 




f if 
f ^ 


Exons 


6Q1 Q 7^09 

oy ± y . . / juz / 


6Q97 7"*01 

o yz. / . . / jui 










Seq. No. 


40279 




Seq. ID 


OJ000209_12.0317 


.C4 


W 


Gene No. 


83347 




Strand 








O tall. 


41774 

4 1 I / 4 




End 


44053 




; y 


Name 


o.Tnnn9fiQ i 9 


0^1 7 P4 t-Lj 

UJl / . k^4 • L> J • L.W 


Method 


TBLASTX: Wheat 






Cf 3 -rf- 


74 Tft ~~ 
1 4 JO 




End 


8034 




r i 


bl 


none 




Score 


339 








74*}ft 7fl7ft 

/4 JO • • / O ' O , 


7440 76R9 7Q0^ 

f 4 4 U • • / UOtf / JUJ 


. .8034 






r ~ 


Seq. No. 


40279 




Seq. ID 


OJ000209_12.0317 


,C4 




Gene No. 


83347 




Strand 






fl 


O Lai U 


41774 

4 X / / 4 




End 


44053 






Name 


0.1000900 i 9 

UUUUUtU ^ 1Z. • 


0^17 P4 1- q 

UJl f • 4 • J • UO 


Method 


TBLASTX : Soybean 






Cf a r-f- 


1 P.01 6 _ 




End 


18355 






pT 


none 




Score 


109 






Exons 


i poi 6 1 fi i 4 7 

lOUlD. • 1 O 1 4 / 


1 ft0*3ft 1 PI 4ft 
, lOUJO. .10140, 


18256. .18327, 18272.. 18355 






oeq. wo. 


40279 




Seq. ID 


OJ000209_12.0317 


P4 




Gene No. 


83347 




Strand 








Start 


41774 




End 


44053 






Name 


OJ000209 12. 


0317.C4.o5.tm 


Method 


TBLASTX: Maize 






C +- -i 

OLall 


20330 




End 


20855 






PT 


none 




Score 


49 






Exons 


20330. .20425, 20331 20426, 


20343. .20426, 20428 .. 20532, 








20451. .20855, 20487 20531, 


20494. .20532, 20529.. 20840 






Seq. No. 


40279 




Seq. ID 


OJ000209_12.0317 


.C4 




Gene No. 


83347 




Strand 








Start 


41774 




End 


44053 





40222 



Name 

Start 

GI 

Exons 



OJ000209_12.0317.C4.o6.tm 

26693 

none 



Method TBLASTX -Maize 



End 
Score 



28789 
46 



26693.-26722, 26693 .. 26713, 26808 26882 , 26809 26883, 

26809. .26883, 26949. . 27050, 26956 .. 27045, 27273 .. 2734 1, 

27275. .27349, 27275 27343, 27 960 .. 28157 , 27 961 .. 2814 6, 

27962. .28156, 28509 28532, 28533.-28643, 28763.-28789 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40279 
83347 
41774 

O'J000209_12.0317.C4.o9.tw 

31314 

none 



Seq. ID OJ000209_12.0317.C4 
Strand 

End 44053 

Method TBLASTX : Wheat 

End 31597 

Score 93 



31314. .31385, 31315 .. 31386, 31316 .. 31384 , 31451 .. 314 92 , 
31458. .31493, 314 99 .. 31555, 31500 .. 31553, 31502. .31597 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40279 
83347 
41774 

OJ000209_12.0317.C4.o2.ts 

39602 

none 



Seq. ID OJ000209_12.0317.C4 



Strand 
End 

Method 

End 

Score 



44053 

TBLASTX : Soybean 

40244 

123 



39602. .39751, 39632 .. 39757, 39763 .. 39804 , 39872 3997 6, 
39885. .40010, 40008 40049, 40179. .40244 



Seq. No. 40279 

Gene No. 83347 

Start 41774 

Name OJ000209JL2 . 0317 . 

Start 39611 

GI none 

Exons 39611. .39751, 

39872.-39976, 
40173. . 40238 



39632. 
39885, 



Seq. ID OJ000209_12.0317.C4 
Strand 

End 44053 
C4.o4.tm Method TBLASTX : Maize 
End 40238 
Score 124 
.39757, 39669.-39758, 39762 .. 39788 , 
.40010, 40017. .40049, 40022 .. 40048 , 



Seq. No. 40279 Seq. ID 

Gene No. 83347 Strand 

Start 41774 End 

Name OJ000209_12 . 0317 . C4 . ol . tc Method 

Start 39623 End 

GI none Score 

Exons , 39623. .39751, 39872.-39976, 39885 .. 40010, 40008 -. 4004 9, 
40161. .40241 



OJ000209_JL2.0317.C4 
44053 

TBLASTX: Cress 
40241 
97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40279 
83347 
41774 

OJ000209_12 . 0317 .C4 . o9 . gs 

41774 

none 



Seq. ID OJ000209_12.0317.C4 
Strand 

End 44053 

Method GENSCAN 

End 44053 

Score .41 



41774. .41833, 41908 .. 42135, 42211 .. 42676, 43056 .. 43186, 
43346. .43438, 43587 .. 43736, 43853.. 44053 



Seq. No. 
Gene No. 
Start 



40280 
83348 
9277 



Seq. ID OJ000209_12.0317.C5 
Strand + 
End 10855 



40223 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ000209JL2 . 0317 . C5 . o3 . np Method AAT/NAP 

9277 End 10549 

75.23512 Score 196 

9277. .9395, 10426. .10549 

(AP001633) hypothetical protein [Oryza sativa] 



40280 
83348 
9277 

OJ000209_12.0317.C5.o2.np 

9387 

5922623 



Seq. ID OJ000209_12.0317.C5 

Strand + 

End 10855 

Method AAT/NAP 

End 10855 

Score 158 



9387. .9471, 9957. .10110, 10298 .. 10374, 10640. .10855 
(AP0004 92) hypothetical protein [Oryza sativa] 
gi|6016856|dbj |BAA85199.1| (AP000570) hypothetical protein 
[Oryza sativa] 



40280 Seq. ID 

83349 Strand 

3085 End 

OJ000209JL2 . 0317 .C5.ol.np Method 

3085 End 

7228457 - Score 



OJ000209_12.0317.C5 

9312 
AAT/NAP 
9312 
■9134 



3085. .4635, 4702 5515, 5591 .. 5929, 6052. .6886, 6950. .8885, 
8947.. 9312 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



40280 Seq. ID 

83350 Strand 

18734 End 

OJ000209_12.0317.C5.o6.tw Method 

56 End 

none Score 
56. .100, 8267. .8512, 8301 8513, 8507 . 
8612. .8656 

40280 Seq. ID 

83350 Strand 

18734 End 

OJ000209JL2 . 0317 . C5 . o3 . tw Method 

795 End 

none Score 
795. .851, 7043. .7528, 7074. .7334, 7356. .7529 



OJ000209_12.0317.C5 
18946 

TBLASTX: Wheat 
8656 
91 

.8605, 8508. .8588, 



OJ000209_12.0317.C5 
18946 

TBLASTX: Wheat 
7529 
54 



40280 
83350 
18734 

OJ000209_12.0317.C5.o4.tm 

3082 

none 

3082. .3225, 3086.. 3220 

40280 
83350 
18734 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.Seq. ID 
Strand 
End 



OJ000209_12.0317.C5 
18946 

TBLASTX: Maize 

3225 

126 



OJ000209_12.0317.C5 
18946 



40224 



Name 
Start 
GI . 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..Seq. No. 
"Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ000209_12. 

3094 

none 

3094, .3219, 

40280 
83350 
18734 

OJ000209_12, 

3697 

none 

3697. .4077, 

40280 
83350 
18734 

OJ000209_12. 

3892 

none 

3892. .4215, 

40280 
83350 
18734 

OJ000209_12. 

4408 

none 

4408. .4668, 

40280 
83350 
18734 

OJ000209_12, 

4742 

none 

4742. .4873, 

40280 
83350 
18734 

OJ000209JL2. 

5858 

none 

5858.-6229, 

40280 
83350 
18734 

OJ000209_12. 

5888 

none 

5888. .6307, 

40280 
83350 
18734 

OJ000209 12. 



0317.C5.o7.tw 
3098.. 3220, 3412. 

0317.C5.o4.tw 
3728. .4078 

0317.C5.o2.tm 
3905. .4186 

0317.C5.o8.tw 
4544. .4729 

0317.C5.o5.tw 
4773. .4862, 4907. 

0317.C5.ol.ts 
6069. .6212 

0317.C5.o2.tw 
5901. .6308 

0317.C5.o3.tm 



Method TBLASTX : Wheat 
End 3696 
Score 77 
.3696, 3413. .3691 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq, ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_12.0317.C5 
18946 

TBLASTX: Wheat 

4078 

224 



OJ000209_12.0317.C5 
18946 

TBLASTX: Maize 

4215 

221 



OJ000209_12.0317.C5 
18946 

TBLASTX: Wheat 

4729 

74 



Seq. ID OJ000209_12.0317.C5 
Strand 

End 18946 

Method TBLASTX: Wheat . 

End 5158 

Score 74 

.5158, 4908. .5093, 4934. .5158 

Seq. ID OJ000209_12.0317.C5 
Strand 

End 18946 

Method TBLASTX : Soybean 

End 6229 

Score 96 



Seq. ID OJ000209_12.0317.C5 
Strand 

End 18946 

Method TBLASTX : Wheat 

End 6308 

Score 309 



Seq. ID OJ000209_12.0317.C5 
Strand 

End 18 94 6 

Method TBLASTX: Maize 



40225 






O L. ax L- 


5981 


End 


6365 








none 


Score 


233 






F" v on c; 


5981 6364 6000 6365 










Seq. No. 


40280 


Seq. ID 


OJ000209JL2.0317 


.C5 




Gene No. 


83350 


Strand 








O L. G X 


18734 

X U ' J1 


End 


18946 






IN dill c 


O.T00020Q 12 0317 PS nl 1-m 




J. J— > J_i.rt.iJ 1 A • Lid X C 






oiai i 


6392 _ 


End 


6748 












73 








6392 6508 6392 6748 6402 


. 6713 








Seq. No. 


40280 


Seq. ID 


OJ000209_12.0317 


.C5 




Gene No. 


83350 


Strand 








o i_ a. -L u 


18734 


End 


18946 






IN GlllC- 


O.T000209 12 0317 P5 nl 1~w 


Method 


TBLASTX : Wheat 








641 6 ~~ 


End 


6879 






OX 


none 


Score 


227 








6416 6877 6422 6877 6423 


.6878, 6436. .6879 






Seq. No. 


40280 


Seq. ID 


OJ000209_12.0317 


.C5 




Gene No. 


83350 


Strand 








O L. a. X L. 


18734 


End 


18946 






Name 


0.7000209 12 0317 PS o2 f«; 


Method 


TBLASTX : Soybean 






oldX I 


64 73 ~ 


End 


6838 








none 


Score 


117 






Exons 


6473 6607 6614 6fl3R 








r ^ 


O C ^ • IN yj • 


40280 


Seq. ID 


OJ000209_12.0317 






Gene No. 


83350 


Strand 








Start 


18734 


End 


18946 






1NC11LLC 


OJ000209 12.0317.C5.o5.np 


Method 


AAT/NAP 








18734 


End 


18946 






ox 


5042438 


Score 


84 








18734. .18946 










OX UCOULX^'i 


(AC007789) hypothetical protein [Oryza 


sativa] 








40281 


Seq. ID 


OJ000209_12.0317 


. C6 




fianp No 


83351 


Strand 


+ 






Start 


4609 


End 


6986 




C3 


Name 


OJ000209 12.0317.C6.ol.np 


Method 


AAT/NAP 






Start 


4609 


End 


6986 






GI 


6907106 


Score 


367 








4609. .4885, 6333.. 6726, 6799. 


.6986 








OX UCSLfll^* 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 






Oorr Nri 
Oct_J . LNU • 


40281 


Seq. ID 


OJ000209JL2.0317 


P6 




Gene No. 


83352 


Strand 


+ 






Start 


8267 


End 


8476 






Name 


OJ000209 12.0317..C6.o2.np 


Method 


AAT/NAP 






Start 


8267 


End 


8476 






GI 


82536 


Score 


382 






Exons 


8267. .8476 









GI Descrip. hypothetical 8 . 3K protein (trnl-trnC intergenic region) - rice 

chloroplast gi 1 11968 I emb | CAA33983 | (X15901) ORF70 [Oryza sativa] 
gi I 226686 Iprf | I1603356L ORF 70 [Oryza sativa] 



40226 






Seq. No. 


40281 Seq. ID 


OJ000209_12.0317.C6 




Gene No. 


83353 Strand 


+ 




Start 


8704 End 


8970 




Name 


OJ000209 12.0317.C6.o3.np Method 


AAT/NAP 




Start 


8704 End 


8970 




GI 


82514 Score 


465 




Exons 


8704.. 8970 






GI Descrip. 


hypothetical 10. 6K protein (psl2a-trnC 


intergenic region) - 






chloroplast gi | 11967 | emb|CAA33982 | (X15901) ORF91 [Oryza sal 






gi I 226685 | prf | | 1603356K ORF 91 [Oryza 


sativa] 




Seq. No. 


40281 Seq. ID 


OJ000209_12.0317.C6 




Gene No. 


83354 Strand 


+ 




Start 


16093 End 


18673 




Name 


OJ000209 12.0317.C6.o4.gs Method 


GENSCAN 




Start 


16093 End 


18673 




GI 


none Score 


.4 




Exons 


16093. .16168, 16762. .16819, 16993 .. 17113, 17840 .. 17 910, 






18072.. 18673 






Seq. No. 


40281 Seq. ID 


OJ000209_12.0317.C6 




Gene No. 


83355 Strand 




* as; 


Start 


7 End 


1077 




Name 


OJ000209 12.0317.C6.ol.gs Method 


GENSCAN 




Start 


7 End 


1077 


~ p. 

LI i 


GI 


none Score 


.5 


T\l 


Exons 


7. .351, 968. .1077 






Seq. No. 


40281 Seq. ID 


OJ000209_12.0317.C6 




Gene No. 


83356 Strand 




% E=F 


Start 


4514 End 


7961 




Name 


OJ000209 12.0317.C6.o2.gs Method 


GENSCAN 




Start 


4514 End 


7961 




GI 


none Score 


.71 


%™ 


Exons 


4514. .5299, 5859. .6044, 6107. .6493, 7117. .7284, 7959. .7961 




Seq. No. 


40281 Seq. ID 


OJ000209_12.0317.C6 




Gene No. 


83357 Strand 




ir ^ 


Start 


11678 End 


18841 




Name 


OJ000209 12.0317.C6.ol.tm Method 


TBLASTX: Maize 




Start 


6459 End 


6886 




GI 


none Score 


35 




Exons 


6459. .6482, 6515. .6649, 6529. .6885, 6535.-6654, 6536. .6679, 






6641. .6676, 6733.-6885, 6751. .6801, 6830.. 6886 




Seq. No. 


40281 Seq. ID 


OJ000209_12.0317.C6 




Gene No. 


83357 Strand 






Start 


11678 End 


18841 




Name 


OJ000209 12.0317.C6.o3.tm Method 


TBLASTX: Maize 




Start 


8170 End 


8373 




GI 


none Score 


172 




Exons 


8170.. 8313, 8180.. 8305, 8299.. 8373, 8300.. 8371 




Seq. No. 


40281 Seq. ID 


OJ000209_12.0317.C6 




Gene No. 


83357 Strand 






Start 


11678 End 


18841 



40227 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000209_12 . 0317 . C6 . o2 . tm Method TBLASTX : Maize 

9307 End 9579 

none Score 123 

9307. .9390, 9308. .9391, 9340. .9519, 9381. .9521, 9384. .9521, 
9425. .9529, 9489. .9578, 9511. .9579 



40281 
83357 
11678 

OJ000209_12 . 0317 . C6 . o4 . tm 

10053 

none 



Seq. ID OJ000209_12.0317.C6 
Strand 

End 18841 

Method TBLASTX : Mai ze 

End 10420 

Score 64 



10053. .10112, 10108. .10263, 10111 10266, 10193 .. 10270, 
10394.. 10420 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000209_12.0317.C6 
Strand 

End 18841 

Method AAT/GAP 

End 10407 

Score 243 



40281 
83357 
11678 

OJ000209_12.0317.C6.ol.gp 
10233 

306_9.R1084 
10233. .10407 

'287391/dbj | D13111 I RICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB pseudogene 1 



40281 
83357 
11678 

OJ000209_12.0317.C6.o3.gs 

11678 

none 



Seq. ID OJ000209_12.0317.C6 

Strand - * 

End 18841" 

Method GENSCAN 

End 14755 

Score .75 



11678. .11712, 11943. .12069, 12163 .. 12267 , 13388 .. 13580, 
13627. .13832, 13937 .. 14219, 14496. .14755 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



40281 
83357 
11678 

OJ000209_12.0317.C6.o5.np 

12595 

6523547 



Seq. ID OJ000209_12.0317.C6 
Strand 

End 18841 

Method AAT/NAP 

End 18841 

Score 96 



12595. .12641, 14481 .. 14853, 16761 .. 16894 , 17842 .. 17 901, 
18194. .18391, 18809. .18841 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carter! f. nagariensis] 



40281 
83357 
11678 

OJ000209_12.0317.C6.o4.np 
12898 
5852084 
12898. .12981, 14272.. 14323 
(AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ000209_12.0317.C6 
Strand 

18841 
AAT/NAP 
14323 

'§8 , 



End 

Method 
End 
Score 



40282 
83358 
1 



Seq. ID OJ000209_12.0317.C7 
Strand + 
End 4396 



40228 




Name 


OJ000209 12.0317.C7.ol.np 


Method 


. AAT/NAP 


Start 


1 


End 


4396 


GI 


6466937 


Score 


2312 


Exons 


1..3662, 4249. .4396 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidop: 




t* ha 1 i ana 1 






Seq. No. 


40282 


Seq. ID 


OJ000209 12 . 0317 .C7 


Gene No. 


83359 


Strand 


+ ~~ 


Start 


9493 


End 


10059 


Name 


OJ000209 12.0317.C7.o4.gs 


Method 


GEN SCAN 


Start 


9493 


End 


10059 


GI 


none 


Score 


. 65 


Exons 


9493.. 9581, 9618.. 10059 






Seq. No. 


40282 


Seq. ID 


OJ000209 12.0317.C7 


Gene No. 


83360 


Strand 




Start 


5496 


End 


7164 


Name 


OJ000209 12.0317.C7.o2.gs 


Method 


GEN SCAN 


Start 


5496 


End 


7164 


GI 


none 


Score 


. 66 


Exons 


5496 5602 6817 7055. 7070 


.7164 




Seq. No. 


40282 


Seq. ID 


OJ00020 9 12 0317 C7 


Gene No . 


8 3361 


Q-j- rand 




Start 




End 


8999 


Name 


OJ000209 12.0317.C7.o3.gs 


Method 


GEN SCAN 


Start 


7733 


End 


8999 


GI 


none 


Score 


. 94 


Exons 


7733 7795 7918 8101 8179 


.8999 




Seq. No. 


40282 


Seq. ID 


OJ000209 12 0317 C7 


Gene No. 


83362 


Strand 




Start 


10355 


End 


10759 


Name 


OJ000209 12.0317.C7.ol.gp 


Method 


AAT/GAP 


Start 


10355 


End 


10759 


GI 


none 


Score 


674 


Exons 


10355 10759 






Seq. No. 


40282 


Sea ID 


OJ000209 12 .0317. C7 


Gene No. 


83363 


Strand 




Start 


10922 


End 


12064 


Name 


OJ000209 12.0317.C7.o7.tm 


Method 


TBLASTX: Maize 


Start 


137 


End 


967 


GI 


none 


Score 


130 


Exons 


1^7 ^07 "308 S71 671 748 


854 967 




Seq. No. 


40282 


Seq. ID 


OJ000209_12.0317.C7 


Gene No. 


83363 


Strand 




Start 


10922 


End 


12064 


Name 


OJ000209 12.0317.C7.o2.tw 


Method 


TBLASTX: Wheat 


Start 


955 


End 


1438 


GI 


none 


Score 


385 


Exons 


955. .1434, 956. .1438 






Seq. No. 


40282 


Seq. ID 


OJ000209_12.0317.C7 


Gene No. 


83363 


Strand 





40229 




O Lui L 


10922 








End 


12064 




NT a mo 


OJ000209 1? 


. 0317 


. C7 . o4 . 


ts 


Mot" hnH 


TBLASTX • Sovhpan 
x u liHij x *\ . ju _y u can 




Cf art - 

O Lai L 


992 ~~ 

Zs y <~ 








End 


1306 




rir 


n nn o 

1 1L>1 1C 








S core 


228 






992 1306 


1018 . 


. 1305 










Seq. No. 


40282 








Seq. ID 


OJ000209_12.0317 


.C7 


Gene No. 


83363 








Strand 






C.f a r f 
o Lai t 


1 0922 








End 


12064 




Name 


o.tooo?0 9 l ? 


0317 


Cl r>2 


f m 

LIU 


Mot" h oH 


TBLASTX • Ma i zp 

x u xj^ikj x x\ • 1 1a x ^tC? 




jLdlL 


i m 6 — 








FnH 

Hil 1H 


1492 




(IT 


11L»11C 








OL-L/l C 


612 






1016 1492 


1021 


1482, 


1202 . 


.1489 






Seq. No. 


40282 








Seq. ID 


OJ000209_12.0317 


.C7 


Gene No. 


83363 








Strand 






k_) Lai L 


10922 








End 


12064 






OJ000209 12 


. 0317 


C7 o3 


L O 


L 1C L 1 1U LI 


TBLASTX • Sovbean 




O Lai L 


1415 ~~ 








End 


1774 






ULrllC 










326 






1415 1774 

ill J i • X r ' " / 


1576 


. .1764 










Seq. No. 


40282 








Seq. ID 


OJ000209J.2.0317 


.C7 


Gene No. 


83363 








Strand 






Cfarf 
OLalL 


1 0QS>? 








i-il I Li 


12064 




Name 


h.tooo^oq l ? 

Lyu U \J U Z. U -7 xz. 


031 7 


P7 r>5 


f W 
L W 


Lie L 11L7L1 


TRT.A^TX • Whoaf 
1 Lj ±jr\*D X /\ • Vuldd L 




Cf- a r-f 


1 4 ft7 _ 
x fi o / 








FnH 


X O O O 




PT 


none 








Scor e 


33? 

JJ& 






1 Aft7 1 ftftft 
1 ft 0 / • . lOOOf 


1DUU 


1 ft 54 

• • X 0 D ft 










Seq. No. 


40282 








Seq. ID 


OJ000209_12.0317 


.C7 


Gene No. 


83363 








Strand 






Start 


10922 








End 


12064 




NT ~a m o 


o.tooo?0 9 l ? 


031 7 


P7 r>3 

« L* / • L' J » 


tm 


Mpf h oH 

L JC L 1 1UL1 


x uiinu x /\ • 1 iax 




J lai L 


1517 ~ 








End 


2038 




fir 
\j x 


n nn o 

11L>11C 








Score 


595 






1517 ?038 

X -J X / • •Z,UJUf 


1519 

X -J X ,7 


2037 


1772 . 


. 2038 






Seq. No. 


40282 








Seq. ID 


OJ000209_12.0317 


.C7 


Gene No. 


83363 








Strand 






O L a 1 L 


10922 








• End 


12064 




Mama 


o.tooo?09 l 9 

v/OuvUcU J X£ 


0317 


Cl o5 


L O 


Mpf Vi oH 

LiC LI IUU 


x oxxrio x /\ • uu yucaii 






1796 ~~ 

X / Zs \J 








End 


2053 




O 1 


none 

1KJ11G 








O L. L/ 1 C 


1 97 

X ^? / 






1796 2053 


1798 

X / ZJ o 


1938 

• • 1 JJO 










Seq. No. 


40282 








Seq. ID 


OJ000209_12.0317 


,C7 


Gene No. 


83363 








Strand 






*j uax L 


10922 








End 


12064 




LN ailLG 


ojooo?09 i 2 


0317 

• UJl / 


.C7 .06. 


tm 


Method 


TBLASTX: Maize 




Of a r f 
O Lax L 


903Q _ 

£.\JZJJ 








End 


2464 




GI 


none 








Score 


232 




Exons 


2039. .2227, 


2039 


. .2173, 


2041. 


.2208, 2228.-2464 




Seq. No. 


40282 








Seq. ID 


OJ000209_12.0317 


.C7 


Gene No. 


83363 








Strand 






Start 


10922 








End 


12064 





40230 




Name 


OJ000209 12 


. 0317 . 


C7 . o3 . 


tw 


Mpt- hod 


TBLASTX * Wheat 


oial L 


22^7 ~~ 
z. ^ j / 








End 


2629 




n Ann .- 








Score 


354 




2237 2629 


2360 . 


.2629 








Seq. No. 


40282 








Seq. ID 


OJ000209_12.0317.C7 


Gene No. 


83363 








Strand 






10922 








End 


12064 


Name 


O.T000209 i? 


0317 


P7 ol 


tm 


Method 


TBLASTX: Maize 




946^ ~ 








End 


3100 


V3X 










Score 


7 62 




9465 3100 


2465 . 


.2602, 


2566. 


.3099, 2639.. 3100 


Seq. No. 


40282 








Seq. ID 


OJ000209_12.0317.C7 


Gene No. 


83363 








Strand 


- 


Ofa r f 
OLal L 


10922 

X VJ ^ Z. 








End 


12064 


Name 


O.T00090 9 12 


0317 


T7 o2 




Method 


TBLASTX : Soybean 




2489 _ 

£. *± O ^ 








End 


2872 












Score 


336 




2489 2872. 


2602 . 


. 2871 








Seq. No. 


40282 








Seq. ID 


OJ000209_12.0317.C7 


Gene No. 


83363 








Strand 




Ofa r f 
O Lcti. C 


10922 

X W Z, 








End - 


12064 


Name 


O.T00090Q 1 9 


0317 


CI nfi 


L. W 


Method 


TBLASTX: Wheat 


C 4- -i Y--J- 


9790 _ 








End 


3100 




none 








Score 


303 




9790 31 00 


9819 
z. o x z, . 


3099 
• j u j y 








C £i /-t \T/^\ 

oeq . ino • 


/ n9ft 9 

4 U Z. O Z. 








Seq. ID 


OJ000209_12.0317.C7 


Gene No. 


83363 








Strand 




Start 


10922 








End 


12064 


in dill" 


O.T000909 12 


. 0317 . 


C7 . o5 . 


till 


Method 


TBLASTX: Maize 


O L. dX L. 


31 04 ~~ 








End 


3729 




1 ivji 1C 








Score 


35 




31 04 3197 


31 33 


3471 


31 34 


.3505, 3518. .3718, 3518. .3718 




3^93 3799 












Seq. No. 


40282 








Seq. ID 


OJ000209_12.0317.C7 


Gene No. 


83363 








Strand 




L. O.X U. 


10922 








End 


12064 


Name 


O.T000909 19 


-031 7 


P7 o4 


rw 


Method 


TBLASTX: Wheat 


qf 3rr 
OLdl L. 


3170 ~~ 








End 


3511 


(IT 
OX 


nunc 








Score 


335 




3170 3511 

J X / U • • X X j 


3193 


3480 








Seq. No. 


40282 








Seq. ID 


OJ000209_12.0317.C7 


Gene No." 


83363 








Strand 




Cf art 
& Lai u 


10922 








End 


12064 


Name 


OJ000209 12 


.0317. 


C7.o5. 


gs 


Method 


GEN SCAN 


Cf ar f 
jLaX L 


10922 








End 


11838 


GI 


none 








Score 


.91 


Exons 


10922. .11313, 11394.. 11838 






Seq. No. 


40282 








Seq. ID 


OJ000209_12.0317.C7 


Gene No. 


83363 








Strand 




Start 


10922 








End 


12064 



40231 



Name 


OJ000209 12. 0317. C7 . 


o2.np 


Method 


AAT/NAP 




Start 


10925 




End 


12064 




GI 


3641252 




. Score 


1064 




tt von «; 


10925. .11313, 11394. 


.12064 








f"4T Descrin 


(AF053127) leucine-rich receptor-like 


protein kinase [Malus 




domes tica] 
















Seq. ID 


OJ000209_12.0317 


. C7 


fl&ne* T»Jo 


ft 




Strand 






O t_ Ci -L L. 


1 0Q99 
iu :?zz 




End 


12064 




Name 


o,tooo90Q 1 9 0*31 7 ci 


ol 

Ul . UL. 


Method 


TBLASTX: Cress 




Start. 


10Q4Q "~ 

1U .7 4 5 




End 


11793 




GI 


none 




Score 


245 




F 1 von q 


10949. .11002, 11015. 


.11314, 


11016. .11315, 11110. .11316, 






11131. .11316, 11395. 


.11442, 


11396. .11443, 11464. .11634, 






MAtt 11626 11520 


1164ft 


11553. .11651, 11635. .11787, 






1 1 6S1 117ftft 1 1 6S6 

1 1 L)-J 1 . • 1 1 / O O , 1 1 U -J U • 


1 1 7 Q*3 
. ii * j j 








Seq. No. 


409ft 9 




Seq. ID 


OJ000209_12.0317 


Cl 


Gene No. 


0 jjDj 




Strand 






Start 


1 0Q99 
x U .7Z Z 




End 


12064 




Name 


OT00090Q 19 0*317 r*7 


oft fm 
DO • LIU 


Method 


TBLASTX: Maize 




Start 


i i 006 — 




End 


11240 




GI 


none 




Score 


145 




l* 1 von q 


11006. .11239, 11007. 


.11240 








JC^i IN \J • 


4 09R9 
4 UZ OZ 




Seq. ID 


OJ000209_12.0317 


Cl 


rion o Mo 


OjjDj 




Strand 






Start 


1 0 Q99 




End 


12064 




Name 


D.T00090Q 1 9 0*31 7 Cl 


Ol 1" <5 


Method 


TBLASTX: Soybean 




Start 


1 1 01 R — 




End 


11808 




GI 


none 




Score 


119 




F von ^ 


11015. .11170, 11168. 


.11314, 


11169. .11315, 11183. .11350, 






11224. .11319, 11395. 


.11433, 


11396. .11434, 11458. .11808, 






114 6ft 117ftft 

111 DO t • 11 / O O 










Sea No 


409R9 
4 uz oz 




• Seq. ID 


OJ000209_12.0317 


Cl 


Gene No. 


O JJOJ 




Strand 






Start 


1 0Q99 

1 U Z 




End 


12064 




Name 


O.T00090Q 1 9 0*31 7 P7 


o4 . tin 


Method 


TBLASTX: Maize 




Start 


11240 




End 


11814 




GI 


none 




Score 


77 




R von 


11 940 1 1 "31 4 11941 


1 1 *3i s 
• ii jij/ 


11395. .11433, 11396. .11434, 






1 1 4 Rft 11ft14 11471 

llljO . . 11014, 114 / I. 


1 1 7ft 9 
. 1 1 / o z 








Seq. No. 


40282 




Seq. ID 


OJ000209_12.0317 


.C7 


Gene No. 


83363 




Strand 






Start 


10922 




End 


12064 




Name 


OJ000209 12. 0317. C7. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11492 




End 


11814 




GI 


none 




Score 


406 




Exons 


11492. .11806, 11494. 


.11814 








Seq. No. 


40283 




Seq. ID 


OJ000119_11.0310 


.C28 


Gene No. 


83364 




Strand 


+ 




Start 


1 




End 


986 




Name 


OJ000119 11.0310.C28 


.ol.gp 


Method 


AAT/GAP 





40232 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



1 End 986 

553_1.R1084 Score 857 

1..281, 369. .401, . 689. .770, 880. .986 

'218179/dbj |BAA01058| 0.0e+00 (D10207) H-ATPase [Oryza sativa] 
>gi_444339_prf 1906387A H ATPase [Oryza sativa] * 



40283 
83364 
1 

OJ000119_11.0310.C28.ol.tc 
19 

none 



Seq. ID OJ000119_ll.031O.C28 

Strand + 

End 986 

Method TBLASTX : Cress 

End 965 

Score 304 



19. .120, 33. .305, 35. .280, 369. .413, 374. .409, 689.-769, 

690. .770, 691. .774, 713. .772, 878. .964, 879. .965 

40283 Seq. ID OJ000119_11 . 0310 .C28 

83364 Strand + 

1 End 98 6 

OJ000119_ll.0310.C28.ol.tm Method TBLASTX: Maize 

22 End 986 

none Score 304 

22.'. 120, 33. .305, 35. .280, 368. .409, 665. .772, 688. .774, 

713. .772, 878. .982, 878.. 985, 879. .986 

40283 Seq. ID OJ000119_11 . 0310 .C28 

83364 Strand + 

1 End 98 6 

OJ000119_11 . 0310 . C28 . ol . ts Method TBLASTX : Soybean 

33 End 98 6 

none Score 299 

33. .305, 41. .280, 45.-293, 182-. 307, 369. .416, 688. .774, 

713. .772, 878. .976, 879. .986 

40283 Seq. ID OJ000119_11 . 0310 . C28 

83364 Strand + 

1 End 98 6 

OJ000119_11.0310.C28.ol.tw ' Method TBLASTX : Wheat 

33" End 986 

none Score 280 

33. .305, 35. .280, 369. .413, 374. .409, 688. .774, 713. .772, 

878.-976, 879. .986, 930. .986 

40284 Seq. ID OJ000119_11 . 0310 . C29 

83365 Strand + 
81 End 765 
OJ000119_11.0310.C29.ol.gp Method AAT/GAP 
81 End 7 65 
553_1.R1084 Score 807 

81. .259, 517. .765 

'218179/dbj | BAA01058 | 0.0e+00 (D10207) H-ATPase [Oryza sativa] 

>gi_444339_prf 1906387A H ATPase [Oryza sativa] 1 

40284 Seq. ID OJ000119_11 . 0310 . C29 

83366 Strand + 
1244 End 1686 
OJ000119JL1 . 0310 . C29 . o2 . gp Method AAT/GAP 
1244 End 1686 



40233 




GI 


none 








Score 


853 




Exons 


1244. .1686 














Seq. No. 


40284 








Seq. ID 


OJ000119_11.0310 


.C29 


Gene No. 


83367 








Strand 






Start 


4436 








End 


4829 




Name 


OJ000119 11. 


0310. 


C29.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


75 








End 


613 




GI 


none 








Score 


215 




Exons 


75. .224, 81. 


.260, 


82. .261, 515. .613, 541. .591 




Seq. No. 


40284 








Seq. ID 


OJ000119_11.0310 


.C29 


Gene No. 


83367 








Strand 






Start 


4436 








End 


4829 




Name 


OJ000119 11. 


0310. 


C29.o6. 


.tm 


Method 


TBLASTX : Mai ze 




Start 


75 








End 


638 




GI 


none 








Score 


227 




Exons 


75. .224, 79. 


.258, 


80. .274, 81 


..260, 514 


I . . 612, 515 . . 613, 






515. .610, 522. .638 










Seq. No. 


40284 








Seq. ID 


OJ000119_11.0310 


.C29 


Gene No. 


83367 








Strand 






Start 


4436 








End 


4829 




Name 


OJ000119 11. 


0310. 


C29.o4 . 


,tm 


Method 


TBLASTX: Maize 




Start 


2377 








End 


2826 




GI 


none 








Score 


42 




Exons 


2377. .2826, 


2399. 


.2560, 


2594. 


.2815 






Seq. No. 


40284 








Seq. ID 


OJ000119_11.0310 


.C29 


Gene No. 


83367 








Strand 






Start 


4436 








End 


4829 




Name 


OJ000119 11. 


0310 . 


C29 . o3 - 


, ts 


Method 


TBLASTX : Soybean 




Start 


2515 








End 


3465 




GI 


none 








Score 


67 




Exons 


2515. .2637, 


2653. 


.2763, 


2659. 


.2826, 3004.. 3054, 3079.. 3327, 




3092. .3340, 


3340. 


.3465, 


3374. 


.3451 






Seq. No. 


40284 








Seq. ID 


OJ000119_11.0310 


.C29 


Gene No. 


83367 








Strand 






Start 


4436 








End 


4829 




Name 


OJ000119 11. 


0310. 


C29.o5, 


.tm 


Method 


TBLASTX: Maize 




Start 


3118 








End 


4264 




GI 


none 








Score 


115 




Exons 


3118. .3477, 


3158. 


.3454, 


3800. 


.3898, 3893.. 4048, 4148.. 4264 


Seq. No. 


40284 








Seq. ID 


OJ000119_11.0310 


.C29 


Gene No. 


83367 








Strand 






Start 


4436 








End 


4829 




Name 


OJ000119 11. 


0310. 


C29.o8, 


.tw 


Method 


TBLASTX: Wheat 




Start 


3181 








End 


3468 




GI 


none 








Score 


94 




Exons 


3181. .3312, 


3331. 


.3468 










Seq. No. 


40284 








Seq. ID 


OJ000119_11.0310 


.C29 


Gene No. 


83367 








Strand 






Start 


4436 








End 


4829 




Name 


OJ000119 11. 


0310. 


C29.o3 


.gp 


Method 


AAT/GAP 





40234 




Start 


4436 




End 


4829 




GI 


none 




Score 


763 




Exons 


4436. .4829 










Seq. No. 


40284 




Seq. ID 


OJ000119_11.0310 


.C29 


Gene No. 


83368 




Strand 






Start 


9679 




End 


10077 




Name 


OJ000119 11.0310.C29. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


9679 




End 


10077 




GI 


none 




Score 


239 




Exons 


9679. .10077, 9693. .9731, 9804. .9989 






Seq. No. 


40284 




Seq. ID 


OJ000119_11.0310 


.C29 


Gene No. 


83369 




Strand 






Start 


10536 




End 


10991 




Name 


OJ000119_11 . 0310.C29. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10536 




End 


10991 




GI 


none 




Score 


146 




Exons 


10536. .10718, 10544.. 


10717, 


10755. .10991, 10757. .10873, 






10767. .10976 










Seq. No. 


40284 




Seq. ID 


OJ000119_11.0310 


.C29 


Gene No. 


83370 




Strand 






Start 


11183 




End 


17585 




Name 


OJ000119_11 . 0310 ,G2 9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11183 




End 


17585 




GI 


none 




Score 


536 




Exons 


11183. .11638, 11184.. 


11639, 


17490. .17585 




Seq. No. 


40284 




Seq. ID 


OJ000119J.1.0310 


.C29 


Gene No. 


83370 




Strand 






Start 


. 11183 




End 


17585 




Name 


OJ000ll9_ll . 0310.C29. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


H313 




End 


11669 




GI 


none 




Score 


388 




Exons 


11313. .11669, H354.. 


11668 








Seq. No. 


40284 




Seq. ID 


OJ000119_11.0310 


.C29 


Gene No. 


83370 




Strand 






Start 


1 11 p"5 
1110 J 




End 


17585 




Name 


OJ000119 11.0310.C29. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


11697 




End 


12080 




GI 


none 




Score 


296 




Exons 


11697. .12080, 11801.. 


12076 








Seq. No. 


40284 




Seq. ID 


OJ000119_11.0310 


.C29 


Gene No. 


83370 




Strand 






Start 


11183 




End 


17585 




Name 


OJ000119 11.0310.C29. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


11757 




End 


12178 




GI 


none 




Score 


421 




Exons 


11757. .12176, 11801.. 


12178 








Seq. No. 


40284 




Seq. ID 


OJ000119_11.0310 


.C29 


Gene No. 


83370 




Strand 






Start 


11183 




End 


17585 




Name 


OJ000119 11.0310.C29. 


ol.ts 


Method 


TBLASTX : Soybean 





40235 



Start 11840 End 12233 

GI none Score 281 

Exons 11840. .11992, 11841.. 12233 



Seq. No. 


40284 




Seq. ID 


OJ000119JL1.0310 


.C29 


Gene No. 


83370 




Strand 






Start 


11183 




End 


17585 




Name 


OJ000119 11.0310.C29. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


12315 




End 


12747 




GI 


none 




Score 


210 




Exons 


12315. .12566, 12340.. 


12564, 


' 12574. .12747 




Seq. No. 


40284 




Seq. ID 


OJ000119_11.0310 


.C29 


Gene No. 


83370 




Strand 






Start 


11183 




End 


17585 




Name 


OJ000119 11.0310.C29. 


o9.tw 


Method 


TBLASTX : Wheat ' 




Start 


12786 




End 


13106 




GI 


none 




Score 


181 




Exons 


12786. .13106, 12787.. 


13044 









Seq. No. 40284 Seq. ID 

Gene No. 83370 Strand 

Start 11183 End 

Name OJ000119_11 . 0310 .C29 . o2 . tm Method 

Start 13249 End 

GI none Score 

Exons 13249. .13554, 13266.. 13553 



OJ000119_11.0310.C29 
17585 

TBLASTX: Maize 

13554 

308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40284 Seq. ID 

83370 Strand 

11183 End 

OJ000119_11 . 0310 . C29 . o5 . tw Method 

1324 9 End 

none Score 



OJ000119_11.0310.C29 
17585 

TBLASTX: Wheat 

13632 

315 



13249. .13632, 13257 .. 13445, 13482. .13631 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40284 
83370 
11183 

OJ000119_11.0310.C29.o3.tw 

13756 

none 



Seq. ID OJ000119_11.0310.C29 
Strand 

End 17585 

Method TBLASTX : Wheat 

End 14364 

Score 356 



13756. .14208, 13770 .. 13859, 13905 .. 14012, 14233 .. 14364 , 
14238.. 14363 



Seq. No. 40285 

Gene No. 83371 

Start 196 

Name OJ000119_11.0310.C35.ol.tc 

Start 130 

GI none 

Exons 130.. 300, 131.. 280, 132.. 302, 208 
517. .573, 518. .547, 643. .768, 677 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000119_11.0310.C35 
949 

TBLASTX: Cress 
949 
96 

,303, 395.1448, 396. .446, 
,775, 875. .949, 879. .944 



Seq. No. 
Gene No. 
Start 



40285 
83371 
196 



Seq. ID OJ000119_11.0310.C35 

Strand 

End 94 9 



40236 





Name 


OJ000119 11.0310.C35.ol.gp 


Method 


AA i / bAr 




Start 


196 


End 


548 




GI 


uC-osflM202077c04bl 


Score 


275 




Exons 


196. .302, 389. .446, 524. .548 








GI Descrip. 


'6094553/gb|AAF034 95.1|AC010676_5 3.0e- 


-21 (AC010676) unknown 






protein [Arabidopsis thaliana] 1 






Seq. No. 


40285 


Seq. ID 


OJ000119_11.0310.C35 




Gene No. 


83371 


Strand 


- 




Start 


196 


End 


949 




Name 


OJ000119 11.0310.C35.ol.tm 


Method 


TBLASTX: Maize 




Start 


198 


End 


949 




GI 


none 


Score 


103 




Exons 


198. .302, 201. .302, 203. .307, 


208. .303, 


387. .449, 389. .448, 






392. .454, 517. .768, 518. .775, 


875. .949, 


879.-944, 880. .945 




Seq. No. 


40286 


Seq. ID 


OJ000119_11.0310.C42 




Gene No. 


83372 


Strand 


+ 




Start 


177 


End 


353 




Name 


OJ000119 11.0310.C42.ol.gp 


Method 


AAT/GAP 




Start 


177 


End 


353 




GI 


LIB3431-047-P1-K1-B4 


Score 


271 




Exons 


177. .353 








GI Descrip. 


■5670155/gb|AF161269.1|AF161269 2.0e-14 


Oryza sativa subsp. 


3 




japonica BAC clone 34K24, complete sequence 1 


il 


Seq. No. 


40287 


Seq. ID 


OJ000119_11.0310.C50 




Gene No. 


83373 


Strand 






Start 


773 


End 


2018 




Name 


OJ000119 11.0310.C50.ol.gp 


Method 


AAT/GAP 


y 


Start 


773 


End 


2018 




GI 


20973 1.R1084 


Score 


1072 




Exons 


773. .813, 903. .1009, 1218. .1322, 1392.. 


1521, 1619.. 1713, 






1857. .2018 






~ 


GI Descrip. 


•2213597 2.0e-16 (AC000348) T7N9.17 [Arabidopsis thaliana] 1 




Seq. No. 


40287 


Seq. ID 


OJ000119_11.0310.C50 




Gene No. 


83374 


Strand 






Start 


2352 


End 


2972 




Name 


OJ000119 11.0310.C50.ol.tm 


Method 


TBLASTX: Maize 


if 


Start 


202 


End 


2625 




GI 


none 


Score 


61 




Exons 


202. .237, 203. .238, 203. .238, 


326. .406, 


326. .409, 333. .416, 






334. .414, 758. .802, 766. .807, 


895. .1005 


, 902.. 1012, 902. .1012, 






1218.. 1325, 1218.. 1325, 1383. 


.1520, 1389.. 1520, 1429.. 1521, 






1575.. 1712, 1612.. 1713, 1617. 


.1721, 1622. .1753, 1842. .2006, 






1842.. 2009, 2354.. 2464, 2355. 


.2447, 2357. .2461, 2551. .2616, 






2563. .2625 








Seq. No. 


40287 


Seq. ID 


OJ000119_11.0310.C50 




Gene No. 


83374 


Strand 






Start 


2352 


End 


2972 




Name 


OJ000119 11.0310.C50.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1407 


End 


2498 




GI 


none 


Score 


58 




Exons 


1407. .1535, 1434. .1514, 1441. 


.1536, 1612. .1710, 1612. .1731, 






1613.. 1747, 1833.. 2033, 1851. 


.2012, 2354. .2461, 2357. .2461, 



40237 



2385.-2498 



Seq. No. 


40287 






Seq. ID 


OJ000119_11.0310.C50 


Gene No. 


83374 






Strand 




Start 


2352 






End 


2972 


Name 


OJ000119 ll.0310.C50.o2. 


gp 




Method 


AAT/GAP 


Start 


2352 






End 


2972 


GI 


702460 






Score 


520 


Exons 


2352.. 2458, 2566.. 2664, 


2780. 


.2802, 2893..2972 


GI Descrip. 


2213597 2.0e-16 (AC000348) 


T7N9.17 [Arabidopsis thaliana] 


Seq. No. 


40288 






Seq. ID 


OJ000119_11.0310.C51 


Gene No. 


83375 






Strand 


+ 


Start 


1822 






End 


2183 


Name 


OJ000119 ll.0310.C51.ol. 


gp 




Method 


AAT/GAP 


Start 


1822 






End 


2183 


GI 


58038 1.R1084 






Score 


655 


Exons 


1822. .2183 










GI Descrip. 


' 3549666/emb | CAA20577 . 1 | 


4 


.0e 


-31 (AL031394) putative protein 




F Arahi Hnnq i «? thalianal 1 










Seq. No. 


40289 






Seq. ID 


OJ000119_11.0310.C52 


Gene No. 


83376 






Strand 


+ 


Start 


1 






End 


409 


Name 


OJ000119 ll.0310.C52.ol. 


tm 




Method 


TBLASTX: Maize 


Start 


1 






End 


287 


GI 


none 






Score 


204 


Exons 


1..132, 1..222, 3. .227, 


9. 


.179, 222. .287, 222. .278 


Seq. No. 


40289 






Seq. ID 


OJ000119_11.0310.C52 


Gene No . 


83376 






Strand 


+ 


Start 


1 






End 


409 


Name 


OJ000119 ll.0310.C52.ol. 


tc 




Method 


TBLASTX: Cress 


Start 


1 






End 


155 


GI 


none 






Score 


193 


Exons 


1..129, 3. .155 










Seq. No. 


40289 






Seq. ID 


OJ000119_11.0310.C52 


Gene No. 


83376 






Strand 


+ 


Start 


1 






End 


409 


Name 


OJ000119 ll.0310.C52.ol. 


gp 




Method 


AAT/GAP 


Start 


1 






End 


409 


GI 


58038 1.R1084 






Score 


774 


Exons 


1. .409 










GI Descrip. 


'3549666/61051 CAA20577.il 


4 


.Oe 


-31 (AL031394) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


40289 






Seq. ID 


OJ000119_11.0310.C52 


Gene No. 


83376 






Strand 


+ 


Start 


1 






End 


409 


Name 


OJ000119 ll.0310.C52.ol. 


ts 




Method 


TBLASTX : Soybean 


Start 


1 






End 


155 


GI 


none 






Score 


194 


Exons 


1..129, 3. .155 










Seq. No. 


40290 






Seq. ID 


OJ000119_11.0310.C55 


Gene No. 


83377 






Strand 





40238 



Start 


2607 








End 


2891 


Name 


UJUUUliy 11 . 


UjIU. 


pec —I 
Ljj . Ol 


. ZC 


Method 


TBLASTX: Cress 


Start 


1201 








End 


2578 


GI 


none 








Score 


581 


Exons 


1201. .1245, 


1208. 


.1618, 


1217. 


.1495, 1294. .1617, 1612. .1665, 




1688. .1834, 


1697. 


.1780, 


1700. 


.1801, 1702. .1830, 1906. .2049, 




1907. .2170, 


2444. 


.2578, 


2446. 


.2574 




Seq. No. 


40290 








Seq. ID 


OJ000119_11.,0310.C55 


Gene No. 


83377 








Strand 




Start 


o cm 








End 


2891 


Name 


OJ000119 11. 


0310. 


C55.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1201 








End 


2584 


GI 


none 








Score 


588 


Exons 


1201. .1629, 


1208. 


.1618, 


1688. 


.1831, 1702. .1830, 1910. .2074, 




1942. .2049, 


2132. 


.2170, 


2444. 


.2584, 2446. .2574 


Seq. No. 


40290 








Seq. ID 


OJ000119_11.0310.C55 


Gene No . 


ojj / / 








Strand 




Start 


2607 








End 


2891 


Name 


OJ000119 11. 


0310. 


C55.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1220 








End 


1531 


GI 


none 








Score 


390 


Exons 


1220. .1531, 


1220. 


.1414, 


1285. 


.1521 




Seq. No. 


40290 








Seq. ID 


OJ000119_11.0310.C55 


Gene No. 


83377 








Strand 




Start 


o cm 
Z bU / 








End 


2891 


Name 


OJ000119 11. 


0310. 


C55.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1232 








End 


2170 


GI 


none 








Score 


516 


Exons 


1232. .1618, 


1232. 


.1495, 


1288. 


.1617, 1700. .1828, 1702. .1827, 




1924. .1983, 


1940. 


.2170 








Seq. No. 


40290 








Seq. ID 


OJ000119_11.0310.C55 


Gene No .~ 


OJJ / / 








Strand 




Start 


2607 








End 


2891 


Name 


OJ000119 11. 


0310. 


C55.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2444 








End 


2584 


GI 


none 








Score 


184 


Exons 


2444. .2584, 


2446. 


.2574 








Seq. No. 


40290 








Seq. ID 


OJ000119_11.0310.C55 


Gene No. 


83377 








Strand 




Start 


2607 








End 


2891 


Name 


OJ000119 11. 


0310.C55.ol 


• gp 


Method 


AAT/GAP 


Start 


2607 








End 


2891 


GI 


uC-osroM202017c04al 




Score 


566 


Exons 


2607. .2891 













GI Descrip. ■ 5852170/emb | AL117265 . 1 | OST17804 3.0e-94 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 40291 

Gene No. 83378 

Start 86 

Name OJ000119_11 . 0310 . C59 . ol . tm 

Start 86 



Seq. ID OJ000119_11.0310.C59 

Strand 

End 453 

Method TBLASTX : Mai ze 

End 453 



40239 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Score 182 



none 

86. .388, 196. .453 

40292 
83379 
195 

OJ000119_11.0310.C63.ol.tc 
177 
none 

177.. 326, 194.. .310, 439.. 540, 439.. 522, 441 
676.. 792, 688.. 768, 690.. 791, 692.. 793 



Seq. ID OJ000119_11.0310.C63 

Strand + 

End 825 

Method TBLASTX : Cress 

End 793 

Score 153 

557, 441. .539, 



Seq. No. 


40292 






Seq. ID 


OJ000119_11.0310.C63 


Gene No. 


83379 






Strand 


+ 


Start 


195 






End 


825 


Name 


OJ000119 


ll.0310.C63.ol 


ts 


Method 


TBLASTX : Soybean 


Start 


177 






End 


474 


GI 


none 






Score 


161 


Exons 


177. .347, 


194. .316, 432 


.473, 


439. .474 




Seq. No. 


40292 






Seq. ID 


OJ000119_11.0310.C63 


Gene No. 


83379 






Strand 


+ 


Start 


195 






End 


825 


Name 


OJ000119 


11.0310.C63.ol 


tin 


Method 


TBLASTX: Maize 


Start 


194 






End 


545 


GI 


none 






Score 


96 


Exons 


194. .268, 


195.. 266, 195 


.269, 


271. .315, 


272. .316, 273. .314, 




439. .540, 


439. .540, 441 


.545 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40292 Seq. ID 

83379 Strand 
195 End 
OJ000119__11 . 0310 . C63 . ol . gp Method 
195 End 
553_1.R1084 Score 
195. .314, 442. .540, 688. .825 

' 218179/dbj | BAA01058 | 0.0e+00 (D10207) H-ATPase [Oryza sativa] 
>gi_444339_prf 1906387A H ATPase [Oryza sativa] ' - 



OJ000119_11.0310.C63 
+ 

825 

AAT/GAP 

825 

632 



40293 Seq. ID 

83380 Strand 

3133 End 

OJ000209_11.0307.Cl.ol.gp Method 

3133 End 

uC-osroM202041f04bl Score 
3133.. 3199 

' 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



OJ000209_11.0307.C1 
+ 

3199 
AAT/GAP 
3199 
81 



Seq. No. 40293 

Gene No. 83381 

Start 350 

Name OJ000209_11 . 0307 . CI . ol . gs 

Start 350 

GI none 
Exons 



Seq. ID OJ000209_11.0307.C1 



Strand 
End 

Method 

End 

Score 



2959 
GENSCAN 
2959 
.46 



350. .556, 621. .864, 1228. .1397, 1519. .1609, 1738. .1826, 
2885. .2959 



40240 




Seq. No. 


40294 




Seq. ID 


OJ000209_11.0307.C2 


Gene No . 


O JJOZ 




Strand 




Start 


4026 




End 


4258 


Name 


OJ000209 11 


.0307.C2.ol.np 


Method 


AAT/NAP 


Start 


2802 




End 


2887 


GI 


6721547 




Score 


67 


Exons 


2802. .2887 








GI Descrip. 


(AP001073) 


Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


A A O f\ A 

4Uz94 




Seq. ID 


OJ000209_11.0307.C2 


Gene No. 


83382 




. Strand 




Start 


4026 




End 


4258 


Name 


OJ000209 .11 


.0307.C2.o2.gs 


Method 


GEN SCAN 


Start 


4026 




End 


4258 


GI 


none 




Score 


.88 


Exons 


4026. .4080, 


4209. .4258 






Seq. No. 


40294 




Seq. ID 


OJ000209_11.0307.C2 


Gene No. 


83383 




Strand 




Start 


4208 




End 


4365 


Name 


OJ000209 11 


.0307.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


4208 




End 


4365 


GI 


none 




Score 


181 


Exons 


4208. .4354, 


4216.. 4359, 4217 


. .4354, 4228. .4365 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40295 
83384 
1563 

OJ000209_11.0307.C3.ol.gp 
1563 

33786JL.R1084 
1563. .1914, 2230 
'2829889 2.0e-52 
thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 11. 0307. C3 



4029 
AAT/GAP 
4029 
1418 

.2322, 2493.-2543, 2990.. 3146, 3884.. 4029 
(AC002396) Hypothetical protein [Arabidopsis 



OJ000209 11. 0307. C3 



40295 Seq. ID 

83385 Strand 
5584 End 10325 

OJ000209_11 . 0307 . C3 . o2 . gp Method AAT/GAP 

5358 End 5980 

84821_1.R1084 Score 1163 

5358.. 5980 

, 4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. No. 


40295 








Seq. ID 


OJ000209_ 


11. 0307. C3 


Gene No. 


83385 








Strand 






Start 


5584 








End 


10325 




Name 


OJ000209 11. 


0307. 


C3.o2. 


gs 


Method 


GENSCAN 




Start 


5584 








End 


10325 




GI 


none 








Score 


.97 




Exons 


5584. .5977, 


6054. 


.6205, 


6289. 


.6339, 6455.. 6631, 


6765. .6857, 




6998. .7064, 


7204. 


.7277, 


7516. 


.7597, 7691. .7764, 


7984. .8043, 




9033. .9798, 


9949. 


.10325 











40241 



Seq. No. 


40295 








Seq. ID 


OJ000209_11 . 0307 . C3 


Gene No. 


83386 








Strand 




Start 


10986 








End. 


13786 


Name 


OJ000209 11 


.0307 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


495 








End 


1160 


GI 


none 








Score 


71 


Exons 


495. .575, 514. .588, 555 


.653, 


566. .652 


, 572.. 655, 574.. 660., 




739. .1143, 


739. . 


1128, 741. .1160 




Seq. No. 


40295 








Seq. ID 


OJ000209_11.0307.C3 


Gene No. 


83386 








Strand 




Start 


10986 








End 


13786 


Name 


OJ000209 11 


.0307 


.C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2212 








End 


3969 


GI 


none 








Score 


100 


Exons 


2212. .2325, 


2228 


. .2323, 


2482. 


.2574, 2490. .2543, 2999.. 3145, 




3009. .3146, 


3026 


. .3148, 


3886. 


.3969 




Seq. No. 


40295 








Seq. ID 


OJ000209_11.0307.C3 


Gene No. 


83386 








Strand 




Start 


10986 








End 


13786 


Name 


OJ000209 11 


.0307 


. C3 . 06 . 


tm 


Method 


TBLASTX: Maize 


Start 


2976 








End 


3148 


GI 


none 








Score 


173 


Exons 


2976. .3140, 


2980 


. .3141, 


2981. 


.3142, 2981. .3148, 2982.. 3143 


Seq. No. 


40295 








Seq. ID 


OJ000209_11.0307.C3 


Gene No. 


83386 








Strand 




Start 


10986 








End 


13786 


Name 


OJ000209_11 


.0307 


.C3.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


3002 








End 


3963 


GI 


none 








Score 


182 


Exons 


3002. .3145, 


3009 


. .3143, 


3015. 


.3146, 3880. .3963 


Seq. No. 


40295 








Seq. ID 


■ OJ000209_11.0307.C3 


Gene No. 


83386 








Strand 




Start 


10986 








End 


13786 


Name 


OJ000209 11 


.0307 


. C3.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5734 








End 


5977 


GI 


none 








Score 


34 


Exons 


5734 . . 5913, 


5741 


. .5791, 


5858. 


.5896, 5935.. 5976, 5936.. 5977 


Seq. No. 


40295 








Seq. ID 


OJ000209_11.0307.C3 


Gene No. 


83386 








Strand 




Start 


10986 








End 


13786 


Name 


OJ000209 11 


.0307 


.C3.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


5884 








End 


6339 


GI 


none 








Score 


63 


Exons 


5884. .5976, 


5902 


. .5985, 


6054. 


.6155, 6055.. 6159, 6056.. 6208, 




6286.-6339 












Seq. No. 


40295 








Seq. ID 


OJ000209_11.0307.C3 


Gene No. 


83386 








Strand 




Start 


10986 








End 


13786 


Name 


OJ000209 11 


.0307 


.C3.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


6605 








End 


9155 


GI 


none 








Score 


54 



40242 




Exons 


D DU 0 . • ODjZ, 




• D DO J. , 


o / / u . 


.6856, 6774. .6857, 


Gill A ^7 
D / / ft. .000/ 




6784. .6867, 


6997. 


.7053, 


6998. 


.7063, 6998. .7063, 


7000. .7071 




7201. .7284, 


7203. 


.7277, 


7228. 


.7284, 7511. .7597, 


7516. .7599 




7516. .7596, 


7687. 


.7767, 


7688. 


.7768, 7688. .7774, 


7710. .7778 




7857. .7889, 


7864. 


.7890, 


7984. 


.8046, 7984. .8046, 


7989. .8063 




7989. .8063, 


9033. 


.9155, 


9037. 


.9153 






Seq. No. 


40295 








Seq. ID 


OJ000209 


_11.0307.C3 




OJJOD 








Strand 






Start 


10986 








End 


13786 




Name 


OJ000209 11. 


0307. 


C3.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


9207 








End 


9500 




GI 


none 








Score 


42 




Exons 


9207. .9236, 


9207. 


.9338, 


9303. 


.9341, 9330.. 9500, 


9343. .9498 


Seq. No. 


40295 








Seq. ID 


OJ000209 


_11.0307.C3 


bene ino . 


OJJOD 








Strand 






Start 


10986 








End 


13786 




Name 


OJ000209 11. 


0307. 


C3.o5. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


9405 








End 


9576 




GI 


none 








Score 


137 




Exons 


9405. .9443, 


9447. 


.9575, 


9448. 


.9576, 9502.. 9576 




Seq. No. 


40295 








Seq. ID 


OJ000209 


_11.0307.C3 


Gene No. 


83386 








Strand 






Start 


10986 








End 


13786 




Name 


OJ000209 11. 


0307. 


C3.ol. 


tw 


Method . 


TBLASTX: 


Wheat 


Start 


9441 








End 


9653 




GI 


none 








Score 


294 




Exons 


9441. .9653, 


9442. 


.9651 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40295 
83386 
10986 
OJ000209 
10959 
7076769 
10959.-. 11083, 
12539. .12836, 



OJ000209 11. 0307. C3 



11.0307.C3.o2.np 



Seq. ID 
Strand 

End 13786 
Method AAT/NAP 
End 13786 
Score 1414 
11199. .11438, 11538. .11601, 117 60 .. 12280, 
12958. .13071, 13157.. 13786 
(AL138 658) multi resistance protein homolog [Arabidopsis 
thaliana] 

40295 Seq. ID OJ000209_11 . 0307 . C3 

83386 Strand 

10986 End 13786 

OJ000209JL1 . 0307 . C3 . o3 . gs Method GEN SCAN 

10986 End 13741 

none Score .82 

10986. .11083, 11199. .11438, 11538 .. 11601 , 117 60 .. 12280, 

12539. .12643, 12990 13071, 13157.. 13741 



..Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 



40295 Seq. ID 

83386 Strand 

10986 End 

OJ000209_11 . 0307 . C3 . ol . tc Method 

10989 End 

none Score 



OJ000209_11.0307.C3 
13786 

TBLASTX: Cress 

13744 

157 



40243 



Exons 



10989. .11111, 11171. .11455, 11197 .. 11454 , 11760 12107, 

11760. .12242, 11791. .12279, 12618 .. 12638 , 12673 12828, 

12675. .12860, 12907 .. 13062, 12907 .. 13074 , 13151 13363, 

13166. .13309, 13352. .13507, 13353 .. 13526, 13694.. 13744 



Seq. No. 40295 
Gene No. 83386 
Start 10986 

Name OJ000209_11 .0307 . C3 . o2 . tm 

Start 10989 

GI none 

Exons 10989. .11111, 11008 

11527. .11610, 11760 
12432. .12458, 12535 
12946. .13002, 12967 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_11.0307.C3 
13786 

TBLASTX: Maize 

13074 

61 



11097, 11194. .11451, 11194. .11454, 

12134, 11760. .12221, 117 61 1227 6, 

12651, 12537. .12842, 12721 .. 12840, 
13074 



Seq. No. 


40295 




Seq. ID 


OJ000209_11.0307 


.C3 


Gene No. 


83386 




Strand 






Start 


10986 




End 


13786 




Name 


OJ000209 11. 0307. C3. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


10992 




End 


12746 




GI 


none 




Score 


151 




Exons 


10992. .11111, 11194. 


.11454, 


11195. .11464, 11527. .11598, 






11752. .12033, 11760. 


.12272, 


11760. .12242, 12085. .12276, 






12145. .12273, 12537. 


.12746 








Seq. No. 


40295 




Seq. ID 


OJ000209_11.0307 


.C3 


Gene No. 


83386 




Strand 






Start 


10986 




End 


13786 




Name 


ojuuuzuy li.uou/.uo. 


oz . tw 


Method 


TBLASTX: Wheat 




Start 


11263 




End 


11915 




GI 


none 




Score 


69 




Exons 


11263. .11448, 11263. 


.11457, 


11267. .11452, 11760. .11912, 






11760. .11915, 11761. 


.11913 








Seq. No. 


40295 




Seq. ID 


OJ000209_11.0307 


.C3 


Gene No. 


83386 




Strand 






Start 


10986 




End 


13786 




Name 


OJ000209 11. 0307. C3. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


12747 




End 


13526 




GI 


none 




Score 


47 




Exons 


12747. .12842, 12967. 


.13074, 


13001. .13069, 13151. .13357, 






13154. .13297, 13155. 


.13310, 


13358. .13507, 13374.. 13526 




Seq. No. 


40295 




Seq. ID 


OJ000209_11.0307 


.C3 


Gene No. 


83386 




Strand 






Start 


10986 




End 


13786 




Name 


OJ000209 11. 0307. C3. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


13151 




End 


13507 




GI 


none 




Score 


80 




Exons 


13151. .13339, 13160. 


.13309, 


13325. .13438, 13358.. 13507 




Seq. No. 


40296 




Seq. ID 


OJ000209JL1.0307 


.C5 


Gene No. 


83387 




Strand 






Start 


1334 




End 


2156 




Name 


OJ000209 11. 0307. C5. 


ol.gs 


Method 


GENSCAN 




Start 


1334 




End 


2156 





40244 






GI 


none 






Score 


.8 




Exons 


1334. .1498, 


2085. 


.2156 








Seq. No. 


40297 






Seq. ID 


OJ000209_11.0307.C6 




Gene No. 


83388 






Strand 


+ 




Start 


1 






End 


4 62 




Name 


OJ000209 11 


.0307. 


C6.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


4 62 




GI 


1935918 






Score 


116 




Exons 


1. .462 












GI Descrip. 


(U93559) putative 


: serine/threonine protein kinase [Brassica 






rapa] 












Seq. No. 


40297 






Seq. ID 


OJ000209_11.0307.C6 




Gene No. 


83389 






Strand 






Start 


2876 






End 


3066 




Name 


OJ000209 11 


.0307. 


C6 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


2871 _ 






End 


3038 




GI 


none 






Score 


61 


J 


Exons 


2871. .3038, 


2876. 


.3037 








Seq. No. 


40297 






Seq. ID 


OJ000209_11.0307.C6 




Gene No. 


83389 






Strand 






Start 


2876 






End 


3066 




Name 


OJ000209 11 


. 0307 . 


C6 . ol . tm 


Method 


TBLASTX: Maize 


3 


Start 


2875 ~~ 






End 


3066 




GI 


none 






Score 


128 


! = 


Exons 


2875. .3021, 


2876. 


.3064, 2879. 


.3022, 2950.. 3066 




Seq. No. 


40297 






Seq. ID 


OJ000209JL1.0307.C6 




Gene No. 


83389 






Strand 






Start 


2876 






End 


3066 




Name 


OJ000209 11 


.0307. 


C6.ol. tc 


Method 


TBLASTX: Cress 




Start 


2876 ~~ 






End 


3037 




GI 


none 






Score 


82 


J 


Exons 


2876. .3010, 


2876. 


.3037 








Seq. No. 


40297 






Seq. ID 


OJ000209_11.0307.C6 


T 


Gene No. 


83389 






Strand 






Start 


2876 






End 


3066 




Name 


OJ000209 11 


.0307. 


C6.o2.np 


Method 


AAT/NAP 




Start 


2876 






End 


3052 




GI 


4887235 






Score 


175 




Exons 


2876. .3052 












GI Descrip. 


(AF099937) , 


kGAMOUS homolog transcription factor [Hyacinthus 






orientalis] 












Seq. No. 


40297 






Seq. ID 


OJ000209_11.0307.C6 




Gene No. 


83389 






Strand 






Start 


2876 






End 


3066 




Name 


OJ000209 11 


.0307. 


C6.ol. tw 


Method 


TBLASTX: Wheat 




Start 


2877 






End 


3037 




GI 


none 






Score 


117 




Exons 


2877. .3023, 


2882. 


.3022, 2882. 


.3037 





Seq. No. 40298 Seq. ID OJ000209_11 . 0307 . C7 

Gene No. 83390 Strand + 



40245 




Start 


316 


End 


4660 


Name 


OJ000209 11.0307.C7.ol.gs 


Method 


GENSCAN 


Start 


316 


End 


4660 


GI 


none 


Score 


.45 


Exons 


316. .1396, 2118. .4660 






Seq. No. 


40298 


Seq. ID 


OJ000209_11 


Gene No. 


83390 


Strand 


+ 


Start 


316 


End 


4660 


Name 


OJ000209 11.0307.C7.ol.np 


Method 


AAT/NAP 


Start 


316 


End 


4657 


GI 


7444451 


Score 


7170 


Exons 


316. .4657 






GI Descrip. 


probable gag/pol polyprotein 


- long-staminate rice 



retrotransposon retrofit gi | 2586082 | gb IAAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. No. 






beq. id 


ujuuu^uy ii.uju/ 


. L / 


Gene No. 


83390 




Strand 


+ 




Start 


316 




End 


4660 




Name 


OJ000209 ll.0307.C7.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


376 




End 


906 




GI 


none 




Score 


75 




Exons 


376. .489/ 508. .906 










Seq. No. 


a r\ o c% o 
4U2yo 




beq. ID 


ujuuuzuy ii.uju/ 


. L / 


Gene No. 


83390 




Strand 


+ 




Start 


316 




End 


4660 




Name 


OJ000209 ll.0307.C7.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


405 




End 


831 




GI 


none 




Score 


87 




Exons 


405. .494, 406. .498, 535 


. .831, 


546. .773 






Seq. No. 


40298 




Seq. ID 


OJ000209 11.0307 


.C7 


Gene No. 


83390 




Strand 


+ 




Start 


316 




End 


4660 




Name 


OJ000209 ll.0307.C7.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


646 




End 


960 




GI 


none 




Score 


222 




Exons 


646. .960, 713. .808 










Seq. No. 


40298 




Seq. ID 


OJ000209_11.0307 


.C7 


Gene No. 


83390 




Strand 


+ 




Start 


316 




End 


4660 




Name 


OJ000209 ll.0307.C7.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


1156 




End 


1398 




GI 


none 




Score 


116 




Exons 


1156.. 1269, 1255.. 1398 










Seq. No. 


40298 




Seq. ID 


OJ000209_11.0307 


.C7 


Gene No. 


83390 




Strand 


+ 




Start 


316 




End 


4660 




Name 


OJ000209 ll.0307.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1237 




End 


1568 




GI 


none 




Score 


376 




Exons 


1237.. 1563, 1266.. 1568 











40246 




Seq. No. . 


40298 








Seq. ID 


OJ000209_11.0307.C7 


Gene No. 


83390 








Strand 


+ 


Start 


316 








End 


4660 


Name 


OJ000209 11 


.0307 


.C7.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


1682 








End 


2113 


GI 


none 








Score 


68 


Exons 


1682. .1762, 


1769 


. .1900, 


1925. 


.2113 




Seq. No. 


40298 








Seq. ID 


OJ000209_11.0307.C7 


Gene No. 


83390 








Strand 


+ 


Start 


316 








End 


4660 


Name 


OJ000209 11 


.0307 


.C7 ,o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


1904 








End 


2518 


GI 


none 








Score 


165 


Exons 


1904. .2086, 


1933 


. .2085, 


2117. 


.2311, 2309.. 2383, 2378.. 2518 


Seq. No. 


40298 








Seq. ID 


OJ000209_11.0307.C7 


Gene No. 


83390 








Strand 


+ 


Start 


316 








End 


4660 


Name 


OJ000209 11 


.0307 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2090 








End 


2551 


GI 


none 








Score 


352 


Exons 


2090. .2551, 


2116 


. .2265, 


2327. 


.2449, 2504. .2542 


Seq. No. . 


40298 








Seq. ID 


O JO 0020 9__1 1.0307 .C7 


Gene No. 


83390 








Strand 


+ 


Start 


316 








End 


4660 


Name 


OJ000209 11 


.0307 


.C7.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2099 








End 


2524 


GI 


none 








Score 


67 


Exons 


2099. .2188, 


2210 


. .2524 








Seq. No. 


40298 . 








Seq. ID 


OJ000209_11.0307.C7 


Gene No. 


83390 








Strand 


+ 


Start 


316 








End 


4660 


Name 


OJ000209 11 


.0307 


.C7.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2117 








End 


2536 


GI 


none 








Score 


269 


Exons 


2117. .2536 












Seq. No. 


40298 








Seq. ID 


OJ000209_11.0307.C7 


Gene No. 


83390 








Strand 


+ 


Start 


Jib 








End 


4660 


Name 


OJ000209 11 


.0307 


.C7.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3104 








End 


3631 


GI 


5509260 








Score 


441 


Exons 


3104. .3367, 


3112 


. .3618, 


3113. 


.3631 




GI Descrip. 














Seq. No. 


40298 








Seq. ID 


OJ000209_11.0307.C7 


Gene No. 


83390 








Strand 


+ 


Start 


316 








End 


4660 


Name 


OJ000209 11 


.0307 


.C7 .06. 


tm 


Method 


TBLASTX: Maize 


Start 


3158 








End 


3424 


GI 


none 








Score 


224 


Exons 


3158. .3424, 


3166 


. .3384 









40247 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



40298 
83390 
316 

OJ000209_11. 

3245 

none 

3245. .3514, 

40298 
83390 
316 

OJ000209JL1. 

3295 

none 

3295. .3423, 

40298 
83390 
316 

OJ000209_11. 

3427 

none 

3427. .3744, 

40298 
83390 
316 

OJ000209_11. 

3692 

none 

3692. .3943, 

40298 
83390 
316 

OJ000209_11. 

3809 

none 

3809. .4246, 

40298 
83390 
316 

OJ000209_11. 

3997 

none 

3997. .4140, 

40298 
83390 
316 

OJ000209_11. 

4010 

none 

4010. .4642, 



0307.C7.o2.tc 
3253. .3495 

0307.C7.o3.tw 
3296.. 3640, 3448. 

0307.C7.ol.tm 
3428.. 3874, 3781. 

0307.C7.o4.tc 
3712. .3942 

0307.C7.ol.tw 
3814. .4131, 4201. 

0307.C7.o2.tm 



Seq. ID OJ000209_11.0307.C7 

Strand + 

End 4 660 

Method TBLASTX : Cress 

End 3514 

Score 287 



Seq. ID OJ000209_11.0307.C7 

Strand + 

End 4 660 

Method TBLASTX : Wheat 

End 3808 

Score 289 



,3636, 3632.. 3808 



Seq. ID OJ000209_11.0307.C7 
Strand + 

4660 

TBLASTX: Maize 
3874 
397 



End 

Method 
End 
Score 
.3828 



Seq. ID OJ000209_11.0307.C7 

Strand + 

End 4660 

Method TBLASTX : Cress 

End 3943 

Score 207 



Seq. ID OJ000209_11.0307.C7 
Strand + 

4660 

TBLASTX: Wheat 
4246 
443 



End 

Method 
End 
Score 
.4245 



Seq. ID OJ000209_11.0307.C7 

Strand + 

End 4660 

Method TBLASTX : Mai ze 

End 4 64 8 

Score 299 
3998. .4420, 4198. .4404, 4432. .4527, 4436. .4648 

Seq. ID OJ000209_11.0307.C7 

Strand + 

End 4 660 

0307 . C7 . ol . t s Method TBLASTX : Soybean 

End 4 642 

Score 508 
4012. .4137, 4198. .4401, 4479. .4517 



Seq. No. 



40299 



Seq. ID OJ000209_11.0307.C8 



40248 




Gene No . 


o j 1 




Strand 






Start 


3000 




End 


6544 




Name 


OJ000209 11 


.0307.C8.o2.gs 


Method 


GENSCAN 




Start 


3000 




End 


6544 




GI 


none 




Score 


.81 




Exons 


3000. .3447, 


4266. .4422, 5622. 


.5748, 5833.. 5970, 


6101. .6544 


Seq. No. 


40299 




Seq. ID 


O.TOOfiPO 9 


JL1.0307.C8 


Gene No. 


83391 




Strand 








JUUU 




End 


OJ11 




Name 


OJ000209 11 


.0307.C8.ol.np 


Method 


AAT/NAP 




Start 


4034 




End 


4464 




GI 


6539570 




Score 


223 




Exons 


4034. .4104, 


4262. .4464 








GI Descrip. 


(AP000836) 


hypothetical protein [Oryza 


o d i L v a J 




Seq. No. 


40300 




beq. id 


O.700090 Q 


_11.0307.C9 


Gene No . 


O J jl/t 




btrana 






Start 


1545 




End 


1660 




Name 


OJ000209 11 


.0307.C9.ol.gs 


Method 


GENSCAN 




Start 


1545 




End 


1 660 

lOOU 




GI 


none 




Score 


• JO 




Exons 


1545. .1660 










Seq. No. 


40301 




Seq. ID 




_11. 0307. C10 


bene no . 






Strand 






Start 


87 




End 






Name 


OJ000209 11 


.0307. C10. ol.gs 


Method 


GENSCAN 




Start 


87 




End 


782 




GI 


none 




Score 


.74 




Exons 


87. .782 










Seq. No. 


40301 




Seq. ID 


OJ000209 


_11. 0307. C10 


Gene No. 


83393 




Strand 


+ 




C f- -a r-4- 
o Lai u 


0 / 




End 


786 




Name 


OJ000209 11 


.0307. C10. ol.np 


Method 


AAT/NAP 




Start 


201 




End 


786 




GI 


5640157 




Score 


279 




Exons 


201. .786 










GI Descrip. 


(AJ242531) 


gibberellin response modulator [Triticum aestivum] 


Seq. No. 


40301 




Seq. ID 


OJ000209_ 


JL1. 0307. C10 


bene wo. 


0 jjj ft 




Strand 


+ 




Start 


3191 




End 


3671 




Name 


OJ000209 11 


.0307. C10. o3.gs 


Method 


GENSCAN 




Start 


3191 




End 


3671 




GI 


none 




Score 


.97 




Exons 


3191. .3247, 


3326.. 3466, 3549. 


.3671 






Seq. No. 


40301 




Seq. ID 


OJ000209_ 


_11. 0307. C10 


Gene No. 


83395 




Strand 






Start 


2027 




End 


2330 




Name 


OJ000209 11 


.0307. C10. o2.gs 


Method" 


GENSCAN 




Start 


2027 




End 


2330 




GI 


none 




Score 


.59 




Exons 


2027. .2197, 


2283. .2330 









40249 






Seq. No. 


40301 


Seq. ID 


OJ000209_11.0307 


.C10 




Gene No. 


83396 


Strand 








Start 


4153 


End 


7186 






Name 


OJ000209 11.0307.C10.o2.np 


Method 


AAT/NAP 






Start 


4150 


End 


7186 






GI 


6822068 


Score 


401 






Exons 


4150. .5297, 7163. .7186 










GI Descrip. 


(AL132957) SCARECROW1 [Arabidopsis thaliana] 






Seq. No. 


40301 


Seq. ID 


OJ000209JL1.0307 


.C10 




Gene No. 


83396 


Strand 








Start 


4153 


End 


7186 






Name 


OJ000209_11 . 0307 . C10 . o4 . gs 


Method 


GENSCAN 






Start 


4153 


End 


5751 






GI 


none 


Score 


.77 






Exons 


4153. . 5751 










Seq. No. 


40301 


Seq. ID 


OJ000209_11.0307 


.C10 




Gene No. 


83397 . 


Strand 








Start 


9448 


End 


12643 






Name 


OJ000209 11.0307.C10.o6.gs 


Method 


GENSCAN 






Start 


9448 


End 


12643 






GI 


none 


Score 


.67 




3 


Exons 


9448. .10222, 11599.*. 12123, 


12189. .12429, 12547.. 12643 




J 


Seq. No. 


40301 


Seq. ID 


OJ000209_11.0307 


.C10 




Gene No. 


83398 


Strand 






. = 


.Start 


14481 


End 


17539 




is? 


Name 


OJ000209 11.0307.C10.o7.gs 


Method 


GENSCAN 




si 


Start 


14481 


End 


17539 




y 


GI 


none 


Score 


.62 






Exons 


14481. .14679, 14860 .. 15663, 


16569. .17313, 17415.. 17539 






Seq. No. 


40301 


Seq. ID 


OJ000209_11.0307 


.cio 




Gene No. 


83398 


Strand 






ST 


Start 


14481 


End 


17539 






Name 


OJ000209 11.0307.C10.o3.np 


Method 


AAT/NAP 




-E. 


Start 


14817 


\ End 


17313 




—H 


GI 


7489404 


Score 


1463 






Exons 


14817. .15663, 16569.. 17313 








A 


GI Descrip. 


peptide transport protein - 


barley gi | 2655098 | gb IAAC32034 . 1 






(AF023472) peptide transporter [Hordeum vulgare] 






Seq. No. 


40301 


Seq. ID 


OJ000209_11.0307 


-C10 




Gene No. 


83399 


Strand 








Start 


17814 


End 


18945 






Name 


OJ000209 11.0307.C10.o2.tm 


Method 


TBLASTX: Maize 






Start 


171 


End 


4782 






GI 


none 


Score 


83 






Exons 


171. .317, 330. .644, 699. .776, 4159. .4236, 4291. .4605, 4618. 




Seq. No. 


40301 


Seq. ID 


OJ000209_11.0307 


.C10 




Gene No. 


83399 


Strand 








Start 


17814 


End 


18945 






Name 


OJ000209 11.0307.C10.o2.ts 


Method 


TBLASTX: Soybean 






Start 


174 


End 


5028 






GI 


none 


Score 


61 





40250 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



174. .317, 330. .644, 699. .782, 4153. .4236, 4291. .4605, 
4618. .4809, 4837. .4896, 4903. .5028 



40301 Seq. ID 

83399 Strand 

17814 End 

OJ000209_11 . 0307 . C10 . o2 . tc Method 

264 End 

none Score 



OJ000209_11. 0307. C10 
18945 

TBLASTX: Cress 

5016 

49 



264. .308, 321. .473, 377. .430, 510. .644, 518. .637, 672. .773, 
684. .776, 4159. .4251, 4169. .4276, 4291. .4425, 4298. .4417, 
4501. .4614, 4505. .4558, 4627. .4671, 4723. .4839, 4837. .4908, 
4900. .5016, 4916. .5005 



40301 
83399 
17814 

OJ000209_11. 0307. C10. ol.tw 

9448 

none 



Seq. ID OJ000209_11. 0307. C10 



Strand 
End 

Method 

End 

Score 



18945 

TBLASTX: Wheat 

15182 

155 



9448. .9585, 9449. .9598, 9631. .9783, 9647. .9781, 14838 .. 14 939, 
14838. .15182, 14839 .. 14 970, 15034. .15180 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209 11. 0307. C10 



Seq. No. 40301 
Gene No. 83399 
Start 17814 

Name OJ000209_11 . 0307 .C10. ol .ts 

Start 9454 
GI none 

Exons 9454.. 9582, 9631.. 9786, 9844. 

11661. .11783, 11721. .11945, 11722 .. 1194 6, 12221 .. 12448, 
12237. .12449, 14844 15191, 15034 15192, 15228 .. 15614 , 
15271. .15507, 15589. .15615, 16640 .. 16756, 16641 .. 16739, 
16694. .16981, 16695 .. 16919, 17117 .. 17314 , 17127.. 17294 



18945 

TBLASTX : Soybean 

17314 

90 



10173, 10195. .10224, 11653 .. 11766, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40301 
83399 
17814 

OJ000209_11. 0307. C10. ol.tc 

9460 

none 



Seq. ID OJ000209_11. 0307. C10 
Strand 

End 18945 

Method TBLASTX : Cress 

End 17311 

Score 67 



9460. .9582, 9461. .9592, 9631. .9786, 9665. .9787, 9853. .10167, 
9869. .10174, 11524. .11589, 11664 .. 11777 , 11665 .. 11766, 
11760. .11948, 11791. .11946, 12030 .. 12068 , 12231 .. 12407, 
12239. .12448, 14850 .. 15191, 15034 .. 15192, 15247 .. 15615, 
15249. .15608, 16577 .. 16624 , 16631 .. 16750, 16656 .. 16739, 
16733. .16996, 16734 .. 16919, 17105 .. 17311, 17115.. 17291 



40301 
83399 
17814 

OJ000209_11 . 0307 . C10 . ol . tm 
9460 
none 

9460.. 9585, 9461.. 9598, 9631 
9869. .10174, 11667. .11777, 11668 .. 11775, 11760 .. 11885, 
11791. .11883, 11889. .11945, 12030 .. 12059, 14850 .. 15191, 



Seq. ID OJ000209_11. 0307. C10 
Strand 

End 18945 

Method TBLASTX : Mai ze 

End 16927 

Score 107 

9786, 9662.. 9781, 9853.. 10173, 



40251 








14851. .14970, 15070. 


.15192, 


15240. .15614, 15241. 


.15615, 








16566. .16634, 16568. 


.16624, 


16625. .16750, 16641. 


.16745, 








16733. .16858, 16734. 


.16856, 


16862. .16927 








Seq. No. 


40301 




Seq. ID 


OJ000209_ 


11.0307 


.C10 




Gene No. 


83399 




Strand 










Start 


1 ^ Q 1 A 




End 


18945 








Name 


OJ000209 11. 0307. C10 


. o3. tm 


Method 


TBLASTX: Maize 






Start 


12222 




End 


17311 








GI 


none 




Score 


198 








Exons 


12222. .12431, 12224. 


.12430, 


17106. .17294, 17111. 


.17311, 








17198. .17308 














Seq. No. 


40301 




Seq. ID 


OJ000209_ 


11.0307 


.C10 




Gene No. 


83399 




Strand 










Start 


17814 




End 


18945 








Name 


ujuuuzuy n . uou / .Liu 


. o/. . tw 


Method 


TBLASTX: Wheat 






Start 


12314 




End 


17479 








GI 


none 




Score 


145 








Exons 


12314. .12427, 12315. 


.12470, 


12369. .12446, 12546. 


.12581, 








17198. .17314, 17199. 


.17315, 


17409. .17471, 17410. 


.17472, 








17414. .17473, 17417. 


.17479 












Seq. No. 


40301 




Seq. ID 


OJ000209_ 


11.0307 


.C10 




Gene No. 


83399 




Strand 










b car z 


17814 




End 


18945 








Name 


OJ000209 11. 0307. C10 


. o4 . np 


Method 


AAT/NAP 






f\\ 


Start 


17814 




End 


18945 






: hr 


GI 


7340920 




Score 


157 






L _I 


Exons 


17814. .17929, 18916. 


.18945 










iy 


GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 






= y 


Seq. No. 


40302 




Seq. ID 


OJ000209_ 


11.0307 


.Cll 




Gene No . 


83400 




Strand 










Start 


4712 




End 


6590 








Name 


OJ000209 11.0307.C11 


. o2.gs 


Method 


GENSCAN 








Start 


4712. 




End 


6590 








GI 


none 




Score 


.55 








Exons 


4712. .4878, 6201.. 6437, 6439 


. .6590 








J.SSS, 

3 


Seq. No. 


40303 




Seq. ID 


OJ000209_ 


11.0307 


.C12 




Gene No . 


83401 




Strand 


+ 








Start . 


194 




End 


1972 








Name 


OJ000209 11.0307.C12 


.ol.gs 


Method 


GENSCAN 








Start 


194 




End 


1972 








GI 


none 




Score 


.92 








Exons 


194. .399, 1432. .1972 














Seq. No. 


40303 




Seq. ID 


OJ000209_ 


11.0307 


.C12 




Gene No . 


83402 




Strand 










Start 


2953 




End 


4587 








Name 


OJ000209 11.0307.C12 


.o2. tm 


Method 


TBLASTX: Maize 






Start 


58 




End 


343 








GI 


none 




Score 


308 








Exons 


58. .105, 101. .343, 142. .342 












Seq. No. 


40303 




Seq. ID 


OJ000209_ 


11.0307 


.C12 



40252 






Gene No. 


83402 






Strand 






otart 


2953 








<± DO I 




Name 


OJ000209 11 


.0307.C12.o2. 


ts. 


Method 


TBLASTX: Soybean 




Start 


119 






End 


1573 




GI 


none 






Score 


116 




Exons 


119. .253, 142. .231, 220. 


.348, 


233. .337 


, 337. .408, 338. .424, 






1427. .1573, 


1429. .1572 










Seq. No. 


40303 






Seq. ID 


OJ000209_11.0307.C12 




Gene No. 


83402 






Strand 






btart 


2953 






End 


/COT 
4 DO f 




Name 


OJ000209 11 


.0307.C12.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


328 






End 


1660 




GI 


none 






Score 


101 




Exons 


328. .408, 338.-424, 1427 


..1609, 1429.. 


1608, 1430.. 1651, 






1482. .1649, 


1616. .1660 










Seq. No. 


40303 






Seq. ID 


OJ000209_11.0307.C12 




Gene No. 


83402 






Strand 






btart 


2953 






End 


4587 




Name 


r^THPinono 1 i 

uouuu^uy 11 


mm c 1 0 r\ 1 


+• 0 

ts 


Method 


TBLASTX: Soybean 




Start 


1575 






End 


2012 




GI 


none 






Score 


202 




Exons 


1575. .1694, 


1579. .1716, 


1580. 


.1717, 1711. .1989, 1712. .1972, 






1893. .2012 










, ~ : 


Seq. No. 


40303 






Seq. ID 


OJ000209_11.0307.C12 


m : 5 


Gene No. 


83402 






Strand 






Start 


2953 






End 


4587 


O 


Name 


ujuuuzuy 11 


mm r*i 0 0.1 
. UJU / . Ulz .01. 


tin 


Method 


TBLASTX: Maize 


s.y 


Start 


1625 






End 


2116 


^3 


GI 


none 






Score 


595 


? j : 


Exons 


1625. .1972, 


1625. .1951, 


1630. 


.1971, 2018. .2116 




Seq. No. 


40303 






Seq. ID 


OJ000209_11.0307.C12 


f ^ 


Gene No. 


83402 






Strand 






Start 


2953 






End 


4587 




Name 


OJ000209 11 


.0307.C12.ol. 


tc 


Method 


TBLASTX: Cress 


\ 


Start 


1661 






End 


1977 




GI 


none 






Score 


409 


?s sa? 

Q 


Exons 


1661. .1972, 


1663. .1977 










Seq. No. 


40303 






Seq. ID 


OJ000209_11.0307.C12 




Gene No. 


83402 






Strand 






O 4- v+- 

otart 


2953 






End 


4587 




Name 


OJ000209 11 


.0307.C12.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2902 






End 


3223 




GI 


none 






Score 


144 




Exons 


2902. .3066, 


2903. .2944, 


2926. 


.3075, 2946. .3074, 3139. .3222, 






3140. .3223 












Seq. No. 


40303 






Seq. ID 


OJ000209_11.0307.C12 




Gene No. 


83402 






Strand 






Start 


2953 






End 


4587 




Name 


" OJ000209 11 


.0307.C12.o2. 


np 


Method 


AAT/NAP 




Start 


2947 






End 


4587 




GI 


6728875 






Score 


384 



40253 



Exons 2947.. 3063, 3136.. 3225, 3313.. 3417, 3496.. 3569, 3899.. 3995, 

4462. .4587 

GI Descrip. (AC008113) F12A21.14 [Arabidopsis thaliana] 

Seq. No. 40303 Seq. ID OJ000209_11 . 0307 . C12 

Gene No. 83402 Strand 

Start 2953 End 4587 

Name OJ000209JL1 . 0307 .C12 . o2 . gs . Method GEN SCAN 

Start 2953 End 4587 

GI none/ Score .87 

Exons 2953.. 3063, 3145.. 3225, 3496.. 3569, 3899.. 3995, 4358.. 4403, 

4490. .4587 

Seq. No. 40303 Seq. ID OJ000209_11 . 0307 . C12 

Gene No. 83402 Strand 

Start 2953 End 4587 

Name OJ000209_11 . 0307 . C12 . ol . gp Method AAT/GAP 

Start 3193 End 4581 

GI 55926_1.R1084 Score 762 

Exons 3193.. 3225, 3313.. 3417, 3496.-3569, 3899.. 3995, 4358.. 4403, 

4490. .4581 

GI Descrip. 1 425685/bbs 1 138387 3.0e-18 thimet oligopeptidase=soluble 

angiotensin II-binding protein homolog {EC 3.4.24.15} [rats, 
testis, Peptide, 687 aa] 1 



Seq. No. 


40304 




Seq. ID 


OJ000209_11.0307.C13 


Gene No. 


83403 




Strand 




Start 


210 




End 


2535 


Name 


OJ000209 11.0307.C13.ol 


. np 


Method 


AAT/NAP 


Start 


210 




End 


2535 


GI 


6728875 




Score 


569 


Exons 


210.. 317, 602.. 722, 839 


. .1001, 


1099. .1179, 1386. .1490, 




1842. .1926, 2027. .2145, 


2394. . 


2535 




GI Descrip. 


(AC008113) F12A21.14 [Arabidopsis thaliana] 


Seq. No. 


40304 




Seq. ID 


OJ000209_11.0307.C13 


Gene No. 


83403 




Strand 




Start 


210 




End 


2535 


Name 


OJ000209 11.0307.C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


240 




End 


1926 


GI 


none 




Score 


85 


Exons 


240. .320, 242. .334, 243 


. .314, 


244. .324, 


245. .334, 601. .723, 




601.. 729, 839.. 967, 840 


. .977, 


840. .1004 


, 1072. .1158, 1077.. 




1123.. 1182, 1133. .1177, 


1369. . 


1497, 1386.. 1490, 1803.. 1925, 




1809.. 1922, 1840.. 1926 








Seq. No. 


40304 




Seq. ID 


OJ000209_11.0307.C13 


Gene No. 


83403 




Strand 




Start 


210 




End 


2535 


Name 


OJ000209 11.0307.C13.ol 


. gs 


Method 


GENSCAN 


Start 


245 


End 


2525 


GI 


none 




Score 


.78 


Exons 


245. .317, 602. .722, 839 


. .1001, 


1842. .1922, 2068. .2145, 




2394. .2525 








Seq. No. 


40305 




Seq. ID 


OJ000209_11.0307.C14 


Gene No. 


83404 




Strand 





40254 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



OJ000209_11.0307.C14.ol.np 
1 

6728875 



End 

Method 

End 

Score 



2109 
AAT/NAP 
1820 
249 



1..47, 485. .585, 1009. .1172, 1517. .1668, 1763. .1820 
(AC008113) F12A21.14 [Arabidopsis thaliana] 



40305 Seq. ID 

83404 Strand 

1 End 
OJ000209_11 . 0307 . C14 . ol . gs Method 

966 End 

none Score 

966. .1172, 1517. .1638, 1989. .2109 



40305 
83405 
4785 

OJ000209_11 . 0307 . C14 . o2 . gs 

4785 

none 

4785.-4969, 5425.. 5458 



40306 
83406 
3880 

OJ000209_11. 
3880 
7485868 
3880. .4324, 



0307.C15.o2.np 



4410. .4464 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_11.0307.C14 

2109 
GENSCAN 
2109 
.74 



OJ000209_11.0307.C14 

5458 
GENSCAN 
5458 
.62 



OJ000209_11.0307.C15 
+ 

4464 
AAT/NAP 
4464 
146 



hypothetical protein F20D22.11 - Arabidopsis thaliana 
gi I 3142303 | gb | AAC16754.il (AC002411) Strong similarity to 
MRP-like ABC transporter gb|U92650 from A. thaliana and 
canalicular multi-drug resistance protein gb|L49379 from Rattus 
norvegicus. [Arabidopsis thaliana] 



40306 
83407 
887 

OJ000209_11.0307.C15.ol.np 
887 

7340860 
887. .1059 

(AP001551) EST D24084 (R1183) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_11.0307.C15 

1059 
AAT/NAP 
1059 
114 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



40307 
83408 
1 

OJ000209_11.0307.C16.ol.np 
1 

2316016 
1..1305, 1427.. 1508 

(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 



Seq. ID OJ000209_11.0307.C16 

Strand + 

End 1508 

Method AAT/NAP 

End 1508 

Score 1028 



40307 
83408 



Seq. ID OJ000209_11.0307.C16 
Strand + 



40255 



Start 
Name 
Start 
GI 

Exons 



OJ000209_11.0307.C16.ol.tc 
2 

none 



End 

Method 

End 

Score 



1508 

TBLASTX: Cress 

1295 

66 



2. .94, 187. .282, 235. .699, 237. .683, 850. .966, 873. .962, 
972.. 1292, 974.. 1138, 976.. 1290, 976.. 1293, 1170.. 1295 



Seq. No. 


40307 




Seq. ID 


OJ000209_11.0307.C16 


Gene No. 


83408 




Strand 


+ 


O Ldl U 


1 




CjLI\JL 


1508 

j- -<J \J o 


Name 


OJ000209 ll.0307.C16.ol 


-gs 


Method 


GEN SCAN 


Start 


50 




End 


1290 


GI 


none 




Score 


.68 


Exons 


50.. 159, 225.. 1290 








Seq. No. 


40307 




Seq. ID 


OJ000209_11.0307.C16 


Gene No. 


83408 




Strand 


+ 


Start 


1 




End 


1508 


Name 


OJ000209 ll.0307.C16.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


238 




End 


528 


GI 


none 




Score 


201 


Exons 


238. .528, 271. .405 








Seq. No. 


40307 




Seq. ID 


OJ000209_11.0307.C16 


Gene No; 


83408 




Strand 


+ 


Start 


1 




End 


1508 


Name 


OJ000209 11.0307.C16.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


885 




End 


1303 


GI 


none 




Score 


97 


Exons 


885. .971, 886.-963, 954 


. .1067 


, 967. .1125, 991.. 1113, 1126.. 1290, 




1129.. 1275, 1131.. 1292, 


1166. 


.1303 





Seq. No. 40307 Seq. ID 

Gene No. 83408 Strand 

Start . 1 End 

Name OJ000209_11 . 0307 . CI 6 . ol . tm Method 

Start 1039 End 

GI none Score 

Exons 1039.. 1290, 1050.. 1292 



OJ000209_11.0307.C16 
+ 

1508 

TBLASTX: Maize 

1292 

239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40308 
83409 
1798 

OJ000229JL9, 

1798 

none 

1798. .2057, 
5639. .5722, 



0331.C3.ol.gs 



3383, 
6378, 



,3500, 
,6447, 



3703. 
6956. 



Seq. ID 

Strand 
End 

Method 
End 
Score 
.4091, 



OJ000229_ 
+ 

9183 
GENSCAN 
8990 
.67 

4488. .4548, 



19. 0331. C3 



5419. .5609, 



,7464, 8585. .8990 



40308 Seq. ID 

83409 Strand 
1798 End 
OJ000229_19.0331.C3.ol.np . Method 
2201 End 
7228450 Score 
2201,. 2315, 3158. .3243, 3383. .3500, 3603. .3718 
(AP001366) hypothetical protein [Oryza sativa] 



OJ000229_19.0331.C3 
+ 

9183 
AAT/NAP 
3718 
208 



40256 



Seq. No. 


40308 


Seq. ID 


OJ000229 


Gene No . 


0 J4 u y 


ocrana 


T 


Start 


1798 


End 


9183 


Name 


OJ000229 19.0331.C3.o2. 


np Method 


AAT/NAP 


Start 


3768 


End 


5881 


GI 


7242910 


Score 


86 


Exons 


3768.. 3918, 5625.. 5707, 


5777. .5881 




GI Descrip. 


(AP001383) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


40308 


Seq. ID 


OJ000229 


Gene No. 


83409 


Strand 


+ 


Start 


1798 


End 


9183 


Name 


OJ000229 19.0331.C3.ol. 


gp Method 


AAT/GAP 


Start 


8539 


End 


9183 


GI 


103114 1.R1084 


Score 


1249 


Exons 


8539. .9183 







GI Descrip. '2642159 2.0e-20 (AC003000) putative mannose-l-phosphate 

guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4151925 
(AF108 660) CYT1 protein [Arabidopsis thaliana] ' 



Seq. No. 40308 Seq. ID 

Gene No. 83410 Strand 

Start 11999 End 

Name ^OJ00022 9_1 9 . 0331 . C3 . o3 . gp Method 

Start 11819 End 

GI 58827JL.R1084 Score 

Exons 11819. .12265 

GI Descrip. ' 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



OJ000229_19.0331.C3 
+ 

13472 
AAT/GAP 
12265 
837 



Seq. No. 


40308 


Seq. ID 


OJ000229_19.0331 


Gene No. 


83410 


Strand 


+ 


Start 


11999 


End 


13472 


Name 


OJ000229 19.0331.C3.o3.gs 


Method 


GENSCAN 


Start 


11999 


End 


12868 


GI 


none 


Score 


.43 


Exons 


11999. .12225, 12691.. 12868 






Seq. No. 


40308 


Seq. ID 


OJ000229_19.0331 


Gene No. 


83410 


Strand 


+ 


Start 


11999 


End 


13472 


Name 


OJ000229 19.0331.C3.o3.np 


Method 


AAT/NAP 


Start 


12002 


End 


13472 


GI 


4263782 


Score 


75 


Exons 


12002. .12135, 13432.. 13472 






GI Descrip, 


(AC006068) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


40308 


Seq. ID 


OJ000229JL9.0331 


Gene No. 


83410 


Strand 


+ 


Start 


11999 


End 


13472 


Name 


OJ000229 19.0331.C3.o4.np 


Method 


AAT/NAP 


Start 


12545 


End 


12619 


GI 


6630699 


Score 


74 


Exons 


12545. .12619 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 



40257 



git 6721536 I dbj | BAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


40308 


Seq. ID 


OJ000229_19.0331 


.C3 


Gene No. 


83410 


Strand 


+ 




Start 


11999 


End 


13472 




Name 


OJ000229 19.0331.C3.o5.np 


Method 


AAT/NAP 




Start 


12638 


End 


13253 




GI 


.6539570 


Score 


226 




Exons 


12638. .12838, 13178.. 13253 








\j± uescrip. 


(AP000836) hypothetical protein [Oryza 


sativa ] 




Seq. No. 


40308 


Seq. ID 


OJ000229_19.0331 


.C3 


Gene No. 


83411 


Strand 


- 




Start 


10504 


End 


10692 




Name 


OJ000229 19.0331.C3.o2.gs 


Method 


GENS CAN 




Start 


10504 


End 


10692 




GI 


none 


Score 


.79 




Exons 


10504. .10592, 10632.. 10692 








Seq. No. 


40308 


Seq. ID 


OJ000229_19.0331 


.C3 


Gene No. 


83412 


Strand 






Start 


10629 


End 


10814 




Name 


OJ000229 19.0331.C3.o2.gp 


Method 


AAT/GAP 




Start 


10629 


End 


10814 




GI 


3061021 


Score 


275 




Exons 


10629.. 10814 








GI Descrip. 


2642159 2.0e-20 (AC003000) 


putative mannose-l-phosphate 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4 151925 
(AF108660) CYT1 protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229 19. 0331. C3 



40308 
83413 
12554 

OJ000229_19.0331.C3.o5. 
12554 
286550 
12554. .12898 

5734616/dbj | AP000391.il AP000391 8.0e»61 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 



12898 
AAT/GAP 
12898 
681 



40308 Seq. ID 

83414 Strand 

13186 End 

OJ000229_19 . 0331 . C3 . o4 . gs Method 

13186 End 

none Score 
13186. .14132 



OJ000229_19.0331.C3 

14177 
GENS CAN 
14132 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40308 Seq. ID 

83414 Strand 

13186 End 

OJ00022 9_19 . 0331 . C3 . o2 . tm Method 

13225 End 

none Score 



OJ000229_19.0331.C3 
14177 

TBLASTX: Maize 

13384 

178 



13225. .13380, 13229 .. 13384, 13229 .. 13378 , 13234. .13383 



40258 



Seq. No. 40308 Seq. ID OJ000229_19 . 0331 . C3 

Gene No. 83414 Strand 

Start 13186 End 14177 

Name OJ000229_19 . 0331 .C3 . o6.gp Method AAT/GAP 

Start 13226 End 13511 

GI uC-osflM202071d06bl Score 512 

Exons 13226.. 13511 

GI Descrip. ' 99898/pir | | S14181 1.0e-45 DNA-directed RNA polymerase (EC 
2.7.7.6) largest chain (isoform Bl) -soybean (fragment) 1 



Seq. No. 40308 

Gene No. 83414 

Start 13186 

Name OJ000229_19. 0331.C3.ol. tc 

Start 13229 

GI none 

Exons 13229. .13639, 13229 13489, 
13234.. 13641 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_19.0331.C3 
14177 

TBLASTX: Cress 

13641 

397 



13231. .13641, 13233. .13640, 



Seq. No. 


40308 


Seq. ID 


OJ000229 


_19.0331. 


■ C3 


Gene No. 


83414 


Strand 








Start 


13186 


■ End 


14177 






Name 


OJ000229 19.0331.C3.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


13232 


■ End 


13526 






GI 


none 


Score 


313 






Exons 


13232. .13501, 13234. .13524, 


13235. .13501, 13338 


. .13526 




Seq. No. 


40308 


Seq. ID 


OJ000229 


JL9.0331. 


,C3 


Gene No. 


83414 


Strand 








Start 


13186 


End 


14177 






Name 


OJ000229 19.0331.C3.o6.np 


Method 


AAT/NAP 






Start 


13233 


End 


14177 






GI 


133321 


Score 


1331 






Exons 


13233.. 14177 










GI Qescrip. 


DNA-DIRECTED RNA POLYMERASE 


II LARGEST 


SUBUNIT 


(VERSION 


1) 



gi | 279534 | pir | | JDMU1 DNA-directed RNA polymerase (EC 2.7.7.6) II 
largest chain (version 1) - Arabidopsis thaliana 
gi|16505|emb|CAA37130| (X52954) RNA polymerase II [Arabidopsis 
thaliana] 



Seq. No. 40308 

Gene No. 83414 

Start 13186 

Name OJ00022 9_1 9 . 0331 . C3 . ol . tm 

Start 13384 

GI none 

Exons 13384. .13767, 13386 13763, 
13780. .13845, 13830 13880, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000229 19. 0331. C3 



14177 

TBLASTX: Maize 
13914 
393 

13387. .137 67, 1374 8. .1384 6, 
13843. .13914, 1384 6. .13884 



Seq. No. 40309 Seq. ID 

Gene No. 83415 Strand 

Start 772 End 

Name OJ000229_1 9 . 0331 . C4 . ol . np Method 

Start 772 End 

GI 6358792 Score 

Exons 772.. 895 



OJ000229_19.0331.C4 
895 

AAT/NAP 

895 

89 



40259 



GI Descrip. (AC010852) putative U3 small nucleolar ribonucleoprotein protein 
[Arabidopsis thaliana] gi | 6456157 | gb | AAF09145 . 1 1 AC011622_2 
(AC011622) putative U3 small nucleolar ribonucleoprotein protein. 
[Arabidopsis thaliana] 



Seq. No. 


40310 




Seq. ID 


OJ000229 


19. 0331. C5 


Gene No. 


83416 




Strand 


+ 




Start 


3715 




End 


7124 




Name 


OJ000229 19.0331 


-C5". o3. gp 


Method 


AAT/GAP 




Start 


3715 




End 


5009 




GI 


uC-osflcyp037f05bl 


Score 


573 




Exons 


3715.. 3837, 4589 


..4659, 4754. 


.4835, 4950. .5009 




GI Descrip. 


'4895238/gb|AAD32823.1|AC007659 5 6.0e 


-26 (AC007659) unknow 




protein [Arabidopsis thaliana 


] ' 






Seq. No. 


40310 




Seq. ID 


OJ000229_ 


19. 0331. C5 


Gene No. 


83416 




Strand 


+ 




Start 


3715 




End 


7124 




Name 


OJ000229 19.0331 


.C5.o2.np 


Method 


AAT/NAP 




Start 


J7oU 




End 


7012 




GI 


6688926 




Score 


466 




Exons 


3780.. 3837, 4589 


..4659, 4754. 


.4835, 4950.. 5065, 


5165. .5339, 




6335.-6447, 6905 


. .7012 








GI Descrip. 


(AJ251365) VAP27 


[Nicotiana plumbaginif olia] 




Seq. No. 


40310 




Seq. ID 


OJ000229_ 


19. 0331. C5 


Gene No. 


83416 




Strand 


+ 




Start 


3715 




End 


7124 




Name 


OJ000229 19.0331 


. C5.o3.gs 


Method 


GENSCAN 




Start 


4955 




End 


7015 




GI 


none 




Score 


.86 




Exons " 


4955.. 5065, 5165 


..5326, 6370. 


.6447, 6905. .7015 




Seq. No. 


40310 




Seq. ID 


OJ000229_ 


19. 0331. C5 


Gene No. 


83416 




Strand 


+ 




Start 


3715 




End 


7124 




Name 


OJ000229 19.0331 


.C5.o4.gp 


Method 


AAT/GAP 




Start 


6271 




End 


7124 




GI 


none 




Score 


751 




Exons 


6271.. 6447, 6905 


. .7124 









Seq. No. 

Gene No. , 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40310 Seq. ID OJ000229_19 . 0331 . C5 

83417 Strand 

1 End 2478 

OJ000229_19 . 0331 .C5.ol.np Method AAT/NAP 

1 End 2397 

6358792 Score 620 

1..78, 1342. .1427, ■ 1536:. 1683, 1846. .1896, 2009. .2118, 

2202. .2397 

(AC010852) putative U3 small nucleolar ribonucleoprotein protein 
[Arabidopsis thaliana] gi | 6456157 | gb IAAF09145 . 1 1 AC011622_2 
(AC011622) putative U3 small nucleolar ribonucleoprotein protein 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



40310 
83417 
1 



Seq. ID 

Strand 

End 



OJ000229 19. 0331. C5 



2478 



40260 



Name OJ000229_19.0331.C5.o2.gp Method AAT/GAP 

Start 1279 " End 2478 

GI 7844J..R1084 Score 1176 

Exons 1279.. 1427, 1536.. 1683, 1846.. 1896, 2009.. 2118, 2202.. 2478 

GI Descrip. 1 3881873/emb | CAB05841 1 1.0e-44 (Z83246) predicted using 

Genefinder; cDNA EST EMBL:M79771 comes from this gene 

[Caenorhabditis elegans] 1 



Seq. No. 40310 :>■-' Seq. ID 

Gene No. . 83417 Strand 

Start 1 End 

Name OJ000229_19 . 0331 .C5.ol.gs Method 

Start 1540 End 

GI none Score 
Exons 



OJ000229_19.0331.C5 

2478 
GEN SCAN 
2397 
.96 



1540. .1683, 1846. .1896, 2009. .2118, 2202. .2397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40310 
83418 
3568 

OJ000229_19 . 0331 . C5 . o2 . tm 

1339 

none 



Seq. ID OJ000229_19.0331.C5 

Strand • - 

End 7065 

Method TBLASTX : Mai ze 

End 1687 

Score 83 



1339. .1425, 1342. .1422, 1346. .1426, 1538. .1615, 1538. .1612, 
1540.. 1614, 1618.. 1686, 1619.. 1687 



Seq. No. 40310 Seq. ID 

Gene No. 83418 . * Strand 

Start 3568 End 

Name OJ000229_19 . 0331 . C5 . o2 . tc Method 

Start 1399 End 

GI none Score 
Exons 



OJ000229_19.0331.C5 
7065 

TBLASTX: Cress 

2397 

152 



1399. .1428, 1532. .1684, 1534. .1686, 1843. .1896, 1846. .1917, 
2007.. 2123, 2009.. 2113, 2209.. 2397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40310 Seq. ID 

83418 Strand 

3568 End 

OJ00022 9_19 . 0331 . C5 . ol . tm Method 

1858 End 

none Score 



OJ000229_19.0331.C5 
7065 

TBLASTX: Maize 

2400 

61 



1858. .1896, 1859. .1897, 2004. .2066, 2007. .2120, 2009. .2113, 
2209.. 2400 



Seq. No. 40310 

Gene No. 83418 

Start 3568 

Name OJ000229_19 . 0331 . C5 . o2 . gs 

Start 3568 

GI none 

Exons 3568.. 3996, 4736.. 4744 



Seq. ID OJ000229_19.0331.C5 
Strand 

End 7065 

Method GENSCAN 

End 4744 

Score .92 



Seq. No. 40310 Seq. ID 

Gene No. 83418 Strand 

Start 3568 End 

Name OJ00022 9_19 . 0331 . C5 . ol . tc Method 

Start 4582 End 

GI none Score 



OJ000229_19-.0331.C5 
7065 

TBLASTX: Cress 

5299 

87 



40261 



Exons 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4582. .4662, 4590. .4664, 4748. .4831, 4753. .4830, 4936. .5073, 
4943. .5065, 5165. .5221, 5210. .5299 



40310 
83418 
3568 

OJ000229_19.0331.C5.ol.ts 

4582 

none 



Seq. ID OJ000229_19.0331.C5 
Strand 

End 7065 

Method TBLASTX : Soybean 

End 6455 

Score 96 



4582. .4662, 4590. .4661, 4748. .4831, 4751. .4831, 4753.-4833, 
4943.. 5065, 4948.. 5073, 5165.. 5221, 5222.. 5314, 6361.. 6450, 
6381. .6455 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40310 
83418 
3568 

OJ000229_19.0331.C5.o3.tm 

4582 

none 

4582. .4662, 
4943. .5071, 



4590. .4661, 4748. 
6361.. 6447, 6384. 



40310 
83418 
3568 

OJ000229_19.0331.C5.o4.tm 

5164 

none 

5164.. 5328, 5165.. 5338, 5426 
6903. .6989 



Seq. ID OJ000229_19.0331.C5 
Strand 

End 7065 
Method TBLASTX : Mai ze 
End 644 9 

Score 92 

.4831, 4753. .4830, 4936. .5070, 
.6449 

Seq. ID OJ000229_19.0331.C5 

Strand .. - 

End 7065 

Method TBLASTX : Maize 

End 7065 

Score 183 

.5476, 5435. .5485, 6898. .7065, 



Seq. No. 40311 Seq. ID 

Gene No. 83419 ' Strand 

Start 335 End 

Name OJ000229_19. 0331.C6.ol.gs Method 

Start 335 End 

GI none Score 

Exons 335.. 1039 



OJ000229_19.0331.C6 

1039 
GENSCAN 
1039 
.46 



Seq. No. 40312 

Gene No. 83420 

Start 2480 

Name OJ00022 9_19 . 0331 . C8 . o2 . gs 

Start 2480 

GI none 

Exons 2480.. 3391 



Seq. ID OJ000229_19'.0331.C8 

Strand + 

End 3391 

Method GENSCAN 

End 3391 

Score 1 



Seq. No. 40312 Seq. ID OJ000229_19 . 0331 . C8 

Gene No. 83421 Strand + 

Start 3293 End 3364 

Name OJ000229_19.0331.C8.o3.gp Method AAT/GAP 

Start 3293 End 3364 

GI LIB3477-001-P1-K1-B11 Score 121 

Exons 3293.-3364 

GI Descrip. ' 544018/sp | Q05085 | CHL1_ARATH 5.0e-18 NITRATE /CHLORATE 

TRANSPORTER >gi_1076359_pir A45772 nitrate-inducible nitrate 

transporter - Arabidopsis thaliana >gi_166668 (L10357) CHL1 



40262 




[Arabidopsis thaliana] >gi_3157921 (AC002131) Identical to 
nitrate/chlorate transporter cDNA gb_L10357 from A. thaliana. 
ESTs gb_H37533 and gb_R29790, gb_T46117, gb_T46068 / gb_T75688, 
gb_R29817, gb_R29' 



Seq. No. 


40312 






Seq. ID 


OJ000229_19. 0331 


.C8 


Gene No; 


83422 






Strand 


— 




Start 


851 






End 


1804 




Name 


OJ000229 19.0331 


.C8.ol. 


gs 


Method 


GENSCAN 




Start 


851 






End 


1804 




GI 


none 






Score 


. 66 




Exons 


851. .1048, 1171. 


.1293, 


1790. . 


1804 






Seq. No. 


40312 






Seq. ID 


OJ000229_19. 0331 


.C8 


Gene No. 


83423 






Strand 


** 




Start 


2361 






End 


3314 




Name 


OJ000229 19.0331 


.C8.o2. 


gp 


Method 


AAT/GAP 




Start 


2361 






End 


3250 




GI 


27130 1.R1084 






Score 


1685 




Exons 


2361. .3250 












GI Descrip. 


'602292 3.0e-55 


(U17987) RCH2 


protein 


[Brassica napus] f 




Seq. No. 


40312 






Seq. ID 


OJ000229_19.0331 


.C8 


Gene No. 


83423 






Strand 


— 




Start 


2361 






End 


3314 




Name 


OJ000229 19.0331 


.C8.ol. 


np 


Method 


AAT/NAP 




Start 


2493 






End 


3313 




GI 


602292 






Score 


754 




Exons 


2493. .3313 












GI Descrip. 


(U17987) RCH2 protein [Brassica napus] 






Seq. No. 


40312 






Seq. ID 


OJ000229JL9.0331 


.C8 


Gene No. 


83423 






Strand 






Start 


2361 






End 


3314 




Name 


OJ000229 19.0331 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2493 






End 


3314 




GI 


none 






Score 


406 




Exons 


2493.. 2912, 2591 


. .2899, 


2928. 


.3314, 2954.. 3313 




Seq. No. 


40312 






Seq. ID 


OJ000229_19.0331 


.C8 


Gene No. 


83423 






Strand 






Start 


2361 






End 


3314 




Name 


OJ000229 19.0331 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2577 ' 






End 


3188 




GI 


none 






Score 


270 




Exons 


2577.. 2900, 2591 


. .2899, 


2943. 


.3038, 2954.. 3187, 2972.. 3082, 




3108. .3188 












Seq. No. 


40312 






Seq. ID 


OJ000229_19.0331 


.C8 


Gene No. 


83423 






Strand 






Start 


2361 






End 


3314 




Name 


OJ000229 19.0331 


.C8 .ol. 


tc 


■ Method 


TBLASTX: Cress 




Start 


2591 






End 


3307 




GI 


none 






Score 


219 




Exons 


2591.. 2683, 2655 


. .2900, 


2699. 


.2899, 2954.. 3031, 3035.. 3151, 




3111.. 3149, 3152 


. .3307, 


3156. 


.3260 







40263 



Seq. No. " 


40312 


Seq. ID 


OJ000229_19.0331 


.C8 


Gene No. 




oi r ana 






Start 


2361 


End 


3314 




Name 


OJ000229 19.0331. 


C8.ol.tw Method 


TBLASTX: Wheat 




Start 


2591 


End 


2890 




GI 


none 


Score 


90 




Exons 


2591.. 2698, 2699. 


.2890, 2700. .2888 






Seq. No. 


40313 


Seq. ID 


OJ000229_19.0331 


.C9 


Gene no . 




ourana 


4_ 

i 




Start 


5396 


End 


6618 




Name 


OJ000229 19.0331. 


C9.o4.gs Method 


GEN SCAN 




Start 


5396 


End 


6618 




GI 


none 


Score 


.77 




Exons 


5396.-5725, 6067. 


.6260, 6483.. 6618 






Seq. No. 


40313 


Seq. ID 


OJ000229_19.0331 


.C9 


Gene No. 


83425 


Strand 






Start 


1 


End 


3413 




Name 


OJ000229 19.0331. 


C9.ol.np Method 


AAT/NAP 




Start 


1 


End 


3340 




GI 


544018 


Score 


982 




Exons 


1..230, 1690. .1764, 1792. .2298, 3008.. 


3340 




GI Descrip. 


NITRATE/CHLORATE 


TRANSPORTER gi | 1076359 | pir | IA45772 





nitrate-inducible nitrate transporter - Arabidopsis thaliana 
gi 1 166668 (L10357) CHL1 [Arabidopsis thaliana] gi 13157921 
(AC002131) Identical to nitrate/chlorate transporter cDNA 
gb|L10357 from A. thaliana. ESTs gb|H37533 and gb|R29790, 
gb|T46117, gb|T46068, gb|T75688, gb|R29817, gb|R29862, gb|Z34634 
and gb|Z34258 



Seq. No. 40313 Seq. ID 

Gene No. 83425 Strand 

Start 1 End 

Name OJ000229_19 . 0331 . C9 . o2 . gs Method 

Start 751 End 

GI none Score 

Exons 751.. 877, 1700.. 2199 



OJ000229_19.0331.C9 

3413 
GENSCAN 
2199 
.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



40313 Seq. ID OJ000229_19 . 0331 .C9 

83425 Strand 

1 End 3413 

OJ000229_19 . 0331 . C9 . ol . gp Method AAT/GAP 

1698 End 1971 

LIB3477-001-P1-K1-B11 Score 527 

1698. .1971 

'544018/ sp | Q0 50851 CHL1_ARATH 5.0e-18 NITRATE/ CHLORATE 

TRANSPORTER >gi_1076359_pir A45772 nitrate-inducible nitrate 

transporter - Arabidopsis thaliana >gi_166668 (L10357) CHL1 
[Arabidopsis thaliana] >gi_3157921 (AC002131) Identical to 
nitrate/chlorate transporter cDNA gb_L10357 from A. thaliana. 
ESTs gb_H37533 and gb_R29790, gb_T4 6117, gb_T46068, gb_T75688, 
gb_R29817, gb_R29' 



40313 
83425 
1 



Seq. ID 

Strand 

End 



OJ000229 19. 0331. C9 



3413 



40264 



Name 

Start 

GI 

Exons 



OJ000229_19.0331.C9.ol.tc Method TBLASTX: Cress 

1792 End 3328 

none Score 82 

1792. .2145, 1843. .2013, 1874. .2203, 3008. .3328, 3012. .3185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40313 Seq. ID 

83425 Strand 

1 End 

OJ000229_19 . 0331 . C9 . o2 . tm Method 

1801 End 

none Score 

1801. .2046, 1843. .2016, 1877. .2068 



OJ000229_19.0331.C9 
3413' 

TBLASTX: Maize 

2068 

96 



'La. 
U 



Seq. No. 40313' Seq. ID 

Gene No. 83425 Strand 

Start 1 End 

Name OJ000229_1 9 . 0331 . C9 . o2 . ts Method 

Start 1996 End 

GI none Score 

Exons 1996.. 2202, 2036.. 2200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000229_19.0331.C9 
3413 

TBLASTX: Soybean 

2202 

196 



OJ000229 19. 0331. C9 



40313 Seq. ID 

83425 Strand 
1 End 3413 

OJ00022 9_19 . 0331 . C9 . o2 . gp Method AAT/GAP 

2134 End 3413 

26752_1.R1084 Score 1098 

2134. .2298, 3008. .3413 

f 544018/sp|Q05085|CHLl_ARATH 2.0e-44 NITRATE /CHLORATE 

TRANSPORTER >gi_1076359_pir A45772 nitrate-inducible nitrate 

transporter - Arabidopsis thaliana >gi_166668 (L10357) CHL1 
[Arabidopsis thaliana] >gi_3157921 (AC002131) Identical to 
nitrate/chlorate transporter cDNA gb_L10357 from A. thaliana. 
ESTs gb_H37533 and gb_R29790, gb_T46117, gb_T46068, gb_T75688, 
gb_R29817, gb_R29862, gb_' 



40313 Seq. ID 

83425 Strand 

1 End 

OJ000229_19 . 0331 . C9 . o3 . gs Method 

2990 End 

none Score 
2990. .3358 



OJ000229_19.0331.C9 

3413 
GENSCAN 
3358 
.43 



Seq. No." 40313 Seq. ID 

Gene No. 83425 Strand 

Start 1 End 

Name OJ000229_1 9 . 0331 . C9 . ol . tw Method 

Start 2994 End 

GI none Score 

Exons 2994.. 3179, 3005.. 3292 

Seq. No. 40313 Seq. ID 

Gene No. 83425 Strand 

Start 1 End 

Name ■ OJ000229_19.0331.C9.ol.tm Method 

Start 3008 End 



OJ000229_19.0331.C9 
3413 

TBLASTX: Wheat 

3292 

115 



OJ000229_19.0331.C9 
3413 

TBLASTX: Maize 
3352 



40265 




GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name r 
Start 
GI 

Exons 



none Score 107 

3008.. 3073, 3009.. 3074, 3071 .. 3325, '3072 .. 3284 , 3305.. 3352 



40313 
83425 
1 

OJ000229_19.0331.C9.ol.ts 

3008 

none 

3008. .3343, 3018. .3185 



Seq. ID OJ000229_19.0331.C9 
Strand 

End 3413 

Method TBLASTX : Soybean 

End 3343 

Score 192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40314 
83426 
2486 

OJ000229_19. 0331. C10. ol.gs 

2486 

none 

2486..2647, 2736. .3041 



Seq. ID OJ000229_19. 0331. C10 

Strand + 

End 3041 

Method GEN SCAN 

End 3041 

Score .99 



40314 
83427 
1 

OJ000229_19. 0331. C10. ol.np 
1 

124178 



Seq. ID OJ000229_19. 0331. C10 
Strand 

8774 
AAT/NAP 
8774 
75 



End 

Method 
End 
Score 

1..42, 2567. .2617, 2724.-2983, 8553.-8774 

IMMEDIATE-EARLY PROTEIN IE180 gi | 59968 I emb | CAA33214 | (X15120) 
immediate-early protein (AA 1-1460) [Pseudorabies virus] 



40315 
83428 
597 

OJ000229_19. 0331. Cll. ol.np 
597 

4883421 



Seq. ID OJ000229_19. 0331. Cll 

Strand + 

End 3313 

Method AAT/NAP 

End 3313 

Score 2207 



597. .961, 1477. .1776, 1864. .2021, 2112. .2273, 2353. .2573, 
2659.. 2800, 2899.. 3313 

(AL031986) DNA-directed RNA polymerase (EC 2.7.7.6) II largest 
chain [Arabidopsis thaliana] 



40315 
83428 
597 

OJ000229_19. 0331. Cll. ol.gs 

695 

none 



Seq. ID OJ000229_19. 0331. Cll 

Strand + 

End 3313 

Method GENSCAN 

End 3234 

Score . 95 

695. .958, 1477. .1776, 2112. .2273, 2353.-2573, 2659. .2800, 
2899. .3234 



Seq. No. 40316 

Gene No. 83429 

Start 1 

Name OJ000229_19 . 0331 . C12 . ol .np 

Start 1 

GI 100484 

Exons 1..21, 524.. 793, 878.. 2369 
GI Descrip. hypothetical protein - garden snapdragon 



Seq. ID OJ000229_19.0331.C12 
Strand 

End 2369 

Method AAT/NAP 

End 2369 

Score 953 



40266 



Seq. No. 40316 Seq. ID OJ000229_19 . 0331 . C12 

Gene No. 83429 Strand 

Start 1 End 2369 

Name OJ000229_1 9 . 0331 . C12 . o2 . tw Method TBLASTX : Wheat 

Start 1072 End 1418 

GI none Score 38 

Exons 1072. .1122, 1083. .1121, 1131. .1229, 1155. .1217, 1273. .1371, 

1275. .1373, 1377. .1418 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40316 
83429 
1 

OJ000229_19. 

1278 

none 

1278. .1553, 



Seq. ID OJ000229_19.0331.C12 
Strand 

End 2369 

0331.C12.ol.tm Method TBLASTX : Maize 

End 1778 

Score 97 
1359.. 1532, 1671.. 1778 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40316 
83429 
1 

OJ000229_19, 

1323 

none 

1323. .1676 



Seq. ID OJ000229_19.0331.C12 
Strand 

End 2369 

0331 . C12 . ol . tc Method TBLASTX : Cress 

End 1676 

- Score 261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40316 
83429 
1 

OJ000229_19. 

1419 

none 

1419. .1547, 



Seq. ID OJ000229_19.0331.C12 
Strand 

End 2369 

0331.C12.ol.tw Method TBLASTX: Wheat 

End 2003 

Score 58 

1539. .1658, 1545. .1664, 1693. .1947, 1713. .2003 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40316 
83429 
1 

OJ000229_19. 

1708 

none 

1708. .1968, 



Seq. ID OJ000229_19.0331.C12 
Strand 

End 2369 

0331 . C12 . ol . ts Method TBLASTX : Soybean 

End 1991 

Score 105 

1713. .1991 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



40317 
83430 
66 

OJ000229_19. 
66 

none 
66. .353 



Seq. ID OJ000229_19.0331.C13 
Strand + 
End 353 



0331.C13.ol.gs Method GENSCAN 
End 353 



Score 



.64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40318 
83431 
1 

OJ000229_19, 
1 

7486604 
1..79, 175.. 



0331.C17.ol.np 



Seq. ID OJ000229_19.0331.C17 
Strand 

End 4 606 

Method \AAT/NAP 

End 4606 

Score 1253 



342, 573. .728, 1191. .1402, 1451. .1711, 2225. .2577, 



40267 



4213.. 4606 

GI Descrip. hypothetical protein F7K2.120 - Arabidopsis thaliana 

gi I 3892709 | emb | CAA22159.il (AL033545) putative protein 
[Arabidopsis thaliana] gi | 7269100 | emb | CAB7 9209 . 1 1 (AL161557) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40318 
83431 
1 

OJ000229_19.0331.C17.ol.tm 
2 

none 



Seq. ID OJ000229_19.0331.C17 
Strand 

End 4606 

Method TBLASTX : Maize 

End 1374 

Score 70 



2. .82, 2. .79, 160. .360, 161. .343, 172. .366, 531. .755, 571. .729, 
1197. .1364, 1197. .1373, 1228. .1374 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40318 
83431 
1 

OJ000229_19.0331.C17.ol.ts 
2 

none 



Seq. ID OJ000229_19.033i.C17 
Strand 

End 4606 

Method TBLASTX : Soybean 

End 705 

Score 69 



2. .79, 3. .80, 160. .360, 173. .343, 531. .614, 630. .701, 637. .705 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40318 
83431 
1 

OJ000229_19.0331.C17.ol.tc 

5 

none 



Seq. ID OJ000229_19.0331.C17 
Strand 

End 4606 

Method . TBLASTX: Cress 

End 1391 

Score 42 



5. .70, 36. .62, 161. .343, 172. .360, 174. .371, 175. .372, 531. .728, 
559. .729, 571. .729, 1192. .1362, 1194. .1391 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40318 
83431 
1 

OJ000229_19.0331.C17.ol.gs 

175 

none 



Seq. ID OJ000229_19.0331.C17 
Strand 

End 4 606 

Method GENSCAN 

End • 4587 

Score .58 



175. .342, 573. .728, 1191. .1597, 1859. .1994, 2215. .2577, 
4213. .4587 



Seq. No. 40318 

Gene No. 83431 

Start 1 

Name OJ000229_19 . 0331 .C17 . o2 . ts 

Start 1186 

GI none 

Exons 1186.. 1404, 1193.. 1393, 1194. 



Seq. ID OJ000229_19.0331.C17 
Strand 

End 4 606 

Method TBLASTX: Soybean 

End 1404 

Score 210 
.1403 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 



40318 
83431 
1 

* OJ000229_19.0331.C17.o2.tm 
2212 
none 



Seq. ID OJ000229_19.0331.C17 
Strand 

End ' 4606 

Method TBLASTX: Maize 

End 2556 

Score 113 



2212.. 2427, 2213.. 2395, 2443.. 2556 



40268 



Seq. No. 


40318 




Seq. ID 


OJ000229 


Gene No. 


o J4ol 




otrana 




Start 


1 




End 


4606 


Name 


OJ000229 19.0331.C17.o3 


.ts 


Method 


TBLASTX: 


Start 


2329 




End 


2568 


GI 


none 




Score 


71 


Exons 


2329.. 256.8, 2455.. 2562 








Seq. No. 


40319 




Seq. ID 


OJ000229 


Gene No. 


83432 




Strand 


,+ 


otart 


1 




End 


4626 


Name 


OJ000229 19.0331.C18.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


4626 


GI 


6063557 




Score 


249 


Exons 


1.-80, 1424. .1617, 1866 


. .2002 


, 4594. .4626 


GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza 


Seq. No. 


40319 




Seq. ID 


OJ000229 


Gene No . 


83432 




Strand 


+ 


Start 


1 




End 


4626 


Name 


OJ0QQ229 19 . 0 3 31 . Clo . Ol 


. gs 


Method 


GENS CAN 


Start 


80 




End 


1621 


GI 


none 




Score 


.78 


Exons 


80. .151, 1475.. 1621 








Seq. No. 


40319 




Seq. ID 


OJ000229 


Gene No. 


83432 




Strand 


+ 


Start 


1 




End 


4626 


Name 


OJ000229 19.0331.C18.o2 


.gs 


Method 


GENSCAN 


Start 


3131 




End 


3917 


GI 


none 




Score 


.44 


Exons 


3131.. 3241, 3243.. 3285, 


3357. 


.3547, 3816.. 3917 


Seq. No. 


40319 




Seq. ID 


OJ000229 


Gene No. 


83432 




Strand 


+ 


oiari. 


1 




End 


4626 


Name 


OJ000229 19.0331.C18.o2 


.np 


Method 


AAT/NAP 


Start 


3220 




End 


4533 


GI 


6539571 




Score 


79 


Exons 


3220.. 3355, 3848.. 3963, 


4444. 


.4533 




GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


40320 




Seq. ID 


OJ000229 


Gene No. 


83433 




Strand 


+ 


Start 


6542 




End 


6837 


Name 


OJ000229 19.0331.C20.ol 


.gp 


Method 


AAT/GAP 


Start 


6542 




End 


6837 


GI 


5816559 




Score 


490 


Exons 


6542. .6837 









19.0331.C18 



GI Descrip. 4680178/gb | AF111709. 1 1 AF111709 1.0e-108 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 40320 

Gene No. 83433 

Start 6542 

Name OJ000229 19. 0331 . C20 . o2 , 



gp 



Seq. ID OJ000229_19.0331.C20 

Strand + 

End 6837 

Method AAT/GAP 



40269 





Start 


6542 


End 


6837 




GI 


5816559 


Score 


487 




Exons 


6542.. 6837 








GI Descrip. 


4680178/gb| AF111709.1 IAF111709 1.0e-108 Oryza sativa subsp. 






indica Retrosat 1 retrotransposon and 


Ty3-Gypsy type Retrosat 






retrotransposon, complete sequences; and unknown genes 




Seq. No. 


40320 


Seq. ID 


OJ000229_19.0331.C20 




Gene No. " 


83434 


Strand 


+ 




Start 


7313 


End 


10014 




Name 


OJ000229 19.0331.C20.o2.gs 


Method 


GENSCAN 




Start 


7313 


End 


10014 




GI 


none 


Score 


. 65 




Exons 


7313.. 7331, 7536.-7638, 9300.- 


.9552, 9573.. 9608, 9898.. 10014 




Seq. No. 


40320 


Seq. ID 


OJ000229_19.0331.C20 




Gene No. 


83435 


Strand 






Start . 


190 


End 


6415 




Name 


OJ000229 19.0331.C20.ol.gs 


Method 


GENSCAN 




Start 


190 


End 


6415 




GI 


none 


Score 


.84 




Exons 


190. .279, 872. .3398, 3495. .6415 






Seq. No. 


40320 


Seq. ID 


OJ000229_19.0331.C20 




Gene No. 


83435 


Strand 




3 


Start 


190 


End 


6415 


n 


Name 


OJ000229 19.0331.C20.ol.np 


Method 


AAT/NAP 




Start 


804 


End 


6415 




GI 


5922631 


Score 


5961 




Exons 


804. .2880, 3487. .4410, 4537.. 


4688, 4731.. 5302, 5348.. 5550, 


y 




5785.. 6032, 6291.. 6415 






eg 


GI Descrip. 


(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to 


is? 




region of the predicted gene. 


; similar 


to prpol; Zea mays 



retrotransposon Cinful-1. (AF04 9110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1'. (AF049110) [Oryza sativ 



Seq. No. 


40320 






Seq. ID 


OJ000229_19.0331 


.C20 


Gene No. 


83435 






Strand 






Start 


190 






End 


6415 




Name 


OJ000229 19.0331 


.C20.O9 


.tw 


Method 


TBLASTX: Wheat 




Start 


821 






End 


1027 




GI 


none 






Score 


114 




Exons 


821. .1027, 825.. 


995 










Seq. No. 


40320 






Seq. ID 


OJ000229_19.0331 


.C20 


Gene No. 


83435 






Strand 






Start 


190 






End 


6415 




Name 


OJ000229 19.0331 


.C20.O3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1058 






End 


1445 




GI 


none 






Score 


156 




Exons 


1058.. 1438, 1058 


. . 1444, 


1134. 


.1445 






Seq. No. 


40320 






Seq. ID 


OJ000229_19.0331 


.C20 


Gene No. 


83435 






Strand 







40270 






Start 


190 








End 


6415 




Name 


OJ000229 19. 


0331 


.C20.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1088 ~~ 








End 


1451 




GI 


none 








Score 


67 




Exons 


1088. .1135, 


1089 


. . 1136, 


1107. 


.1442, 1127. .1450, 1140. .1451 




Seq. No. 


40320 








Seq. ID 


OJ00022 9_19. 0331 .C20 




Gene No. 


83435 








Strand 






Start 


190 








End 


6415 




Name 


OJ000229 19. 


0331 


,C20.o8 


. tw 


Method 


. TBLASTX: Wheat 




Start 


1448 








End 


1747 




GI 


none 








Score 


132 




Exons 


1448. .1588, 


1613 


. .1747 










Seq. No. 


40320 








Seq. ID 


OJ000229_19. 0331 .C20 




Gene No. 


83435 








Strand 






Start 


190 








End 


6415 




Name 


OJ000229 19. 


0331 


.C20.O4 


. tm 


Method 


TBLASTX: Maize 




Start 


1679 








End 


1933 




GI 


none 








Score 


60 




Exons 


1679. . 1933, 


1818 


. .1925 










Seq. No. 


40320 








Seq. ID 


OJ000229_19. 0331 .C20 


£3 


Gene No. 


83435 








Strand 


— 




Start 


190 








End 


6415 




Name 


OJ000229 19. 


0331 


.C20.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


1763 ~ 








End 


2185 


h\ 


GI 


none 








Score 


279 




Exons 


1763. .2185, 


1773 


. .2177 








Vxs 


Seq. No. 


40320 








Seq. ID 


OJ00022 9_19. 0331 .C20 




Gene No. 


83435 








Strand 


— 


?! I 


Start 


190 








End 


6415 


£ 


Name 


OJ000229 19. 


0331 


.C20 . o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1806 








End 


2194 


- , 3 


GI 


none 








Score 


162 




Exons 


1806. .2186, 


1808 


. .2194 










Seq. No. 


40320 








Seq. ID 


OJ00022 9_19. 0331 .C20 


Q 


Gene No. 


83435 








Strand 






Start 


190 








End 


6415 




Name 


OJ000229 19. 


0331 


.C20.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


2189 








End 


2471 




GI 


none 








Score 


72 




Exons 


2189. .2470, 


2198 


. .2335, 


2394. 


.2471 






Seq. No. 


40320 








Seq. ID 


OJ000229_19.0331.C20 




Gene No. 


83435 








Strand 






Start 


190 








End 


6415 




Name 


OJ000229 19. 


0331 


.C20.O2 


. tm 


Method 


TBLASTX: Maize 




Start 


2309 ~ 








End 


2753 




GI 


none 








Score 


89 




Exons 


2309. .2335, 


2333 


. .2476, 


2346. 


.2477, 2498.-2752, 2499. .2753 




Seq. No. 


40320 








Seq. ID 


OJ000229_19.0331.C20 




Gene No. 


83435 








Strand 






Start 


190 








End 


6415 



40271 




Name 


OJ000229 19 


.0331. 


C20.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


2420 








End 


2821 




GI 


none 








Score 


51 




Exons 


2420. .2821, 


2454 . 


.2624, 


2618. 


.2788, 2661.. 2804 




Seq. No. 


40320 








Seq: ID 


OJ000229_19. 0331 


.C20 


Gene No. 


83435 








Strand 






Start 


190 








End 


6415 




Name 


OJ000229 19 


.0331. 


C20.o2 


.tw 


Method 


TBLASTX : Wheat 




Start 


2475. 








End 


2899 




GI 


none 








Score 


293 




Exons 


2475. .2855, 


2475, 


.2834, 


2480. 


.2899 






Seq. No. 


40320 








Seq. ID 


OJ000229 19.0331 


.C20 


Gene No. 


83435 








Strand 






Start 


190 








End 


6415 




Name 


OJ000229 19 


.0331. 


C20.o3 


.tm 


Method 


TBLASTX : Maize 




Start 


2984 








End 


3340 




GI 


none 








Score 


214 




Exons 


2984. .3340, 


2994. 


.3299 










Seq. No. 


40320 








Seq. ID 


OJ000229_19. 0331 


.C20 


Gene No. 


83435 








Strand 


-* 




Start 


190 








End 


6415 




Name 


OJ000229 19 


.0331. 


C20.ol 


.-tw . 


Method 


TBLASTX: Wheat 




Start 


3014 








End 


3470 




GI 


none 








Score 


267 




Exons 


3014 . .3469, 


3015. 


.3470 










Seq. No. 


40320 








Seq. ID 


OJ000229_19. 0331 


.C20 


Gene No. 


83435 








Strand 


~~ 




Start 


190 








End 


6415 




Name 


OJ000229 19 


.0331. 


C20.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


3065 








End 


3430 




GI 


none 








Score 


138 




Exons 


3065. .3199, 


3206. 


.3430 










Seq. No. 


40320 








Seq. ID 


OJ00022 9_19. 0331 


.C20 


Gene No. 


83435 








Strand 


*** 




Start 


190 








End 


6415 




Name 


OJ000229 19 


.0331. 


C20.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


3690 








End 


4147 




GI 


none 








Score 


159 




Exons 


3690. .3926, 


3692. 


.3922, 


3971. 


♦ 4147 






Seq. No. 


40320 








Seq. ID 


OJ000229_19. 0331 


.C20 


Gene No. 


83435 








Strand 






Start 


190 








End 


6415 




Name 


OJ000229 19 


.0331. 


C20.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


3692 








End 


3838 




GI 


none 








Score 


103 




Exons 


3692. .3838, 


3693. 


.3821, 


3749. 


.3838 






Seq. No. 


40320 








Seq. ID 


OJ000229_19.0331 


.C20 


Gene No. 


83435 








Strand 






Start 


190 








End 


6415 




Name 


OJ000229 19 


.0331. 


C20.o6 


.tw 


Method 


TBLASTX: Wheat 





40272 



Start 4724 End 

GI none Score 

Exons 4724.. 5125, 4857.. 5126 

Seq. No. 40321 Seq. ID 

Gene No. 83436 Strand 

Start 380 End 

Name OJ000229_19 . 0331 . C21 . ol . gs Method 

Start 380 End 

GI none Score 

Exons 380.. 515, 1865.. 1983 

Seq. No. 40322 Seq. ID 

Gene No. 83437 Strand 

Start 613 End 

Name OJ000229_19 . 0331 . C34 . ol . gs Method 

Start 613 End 

GI none Score 

Exons 613.. 710 



5126 
117 



OJ000229_19 . 0331 .C21 

1983 
GENSCAN 
1983 
.84 



OJ000229_19.0331.C34 
+ 

710 

GENSCAN 

710 

.55 



Seq. No. 40323 Seq. ID OJ000119JL2 . 0327 . CI 

Gene No. 83438 Strand 

Start 1 End 707 

Name OJ000119_12.0327.Cl.ol.np Method AAT/NAP 

Start 1 End 707 

GI 5441880 Score 205 

Exons 1..41, 472.. 707 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 





Seq. No. 


40323 


Seq. ID 


OJ000119_ 




Gene No. 


83438 


Strand 






Start 


1 


End 


707' 




Name 


OJ000119 12.0327.Cl.ol.gs 


Method 


GENSCAN 




Start 


93 


End 


660 


4 


GI 


none 


Score 


.57 


*3 


Exons 


93. .385, 472. .660 








Seq. No. 


40324 


Seq. ID 


OJ000119 


~§ 


Gene No. 


83439 


Strand 


+ 




Start 


1 


End 


1020 




Name . 


OJ000119 12.0327.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1020 




GI 


5091513 


Score 


880 




Exons 


1. .1020 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


40324 


Seq. ID 


OJ0.00119_ 




Gene No. 


83439 


Strand 


+ 




Start 


1 


End 


1020 




Name 


OJ000119 12.0327.C3.ol.gs 


Method 


GENSCAN 




Start 


137 


End 


980 




GI 


none 


Score 


. 67 




Exons 


137. .254, 361. .627, 656. .980 








Seq. No. 


40325 


Seq. ID 


OJ000119_ 



40273 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



83440 Strand + 

57 End 1321 

OJ000119_12 . 0327 . C5 . o2 , np Method AAT/NAP 

57 End 1321 

7523512 Score 171 
57. .78, 1206. .1321 

(AP001633) hypothetical protein [Oryza sativa] 



40325 Seq. ID 

83440 Strand 

57 End 

OJ000119_12 . 0327 .C5.ol.np Method 

775 End 

5922623 Score 
775. .898, 1082. .1154 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6016856 I dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



OJ000119_12.0327.C5 
+ 

1321 
AAT/NAP 
1154 
64 



40326 Seq. ID 

83441 Strand 

1 End 

OJ000119_12 . 0327 . C8 . ol . np Method 

1 End 

7106512 Score 
1..34, 385. .723 

(AP001278) EST C98429 (E0138) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000119_12.0327.C8 
+ 

723 

AAT/NAP 

723 

349 



Seq. No. 


40326 




Seq. ID 


OJ000119_ 


12. 


0327 


.C8 


Gene No. 


83441 




Strand 


+ 








Start 


1 




End 


723 








Name 


OJ000119 


12.0327.C8.ol.gs 


Method 


GENSCAN 








Start 


385 




End 


694 








GI 


none 




Score 


.62 








Exons 


385. .694 














Seq. No. 


40327 




Seq. ID 


OJ000119_ 


12. 


0327 


,C9 


Gene No. 


83442 




Strand 










Start 


230 




End 


1220 








Name 


OJ000119 


12.0327.C9.ol.gs 


Method 


GENSCAN 








Start 


230 




End 


1220 








GI 


none 




Score 


. 92 








Exons 


230. .412, 


1091. .1220 












Seq. No. 


40328 




Seq. ID 


OJ000119_ 


12. 


0327 


.C10 


Gene No. 


83443 




Strand 










Start 


194 




End 


605 








Name 


OJ000119 


12.0327.C10.ol.gs 


Method 


GENSCAN 








Start 


194 




End 


605 








GI 


none 




Score 


.92 








Exons 


194. .234, 


476. .605 












Seq. No. 


40329 




Seq. ID 


OJ000119_ 


12. 


0327 


.C12 


Gene No. 


83444 




Strand 


+ 








Start 


1 




End 


2880 








Name 


OJ000119 


12.0327.C12.ol.np 


Method 


AAT/NAP 









40274 



Start 1 End 2868 

GI 6691716 Score 1982 

Exons 1..841, 1039.. 1216, 1293.. 1393, 1472.. 1651, 1729.. 1915, 

1990.. 2092, 2242.. 2355, 2429.. 2868 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 40329 

Gene No. 83444 

Start 1 

Name OJ000119JL2 . 0327 . C12 . ol . gs 

Start 406 

GI none 
Exons 



Seq. ID OJ000119_12.0327.C12 



Strand 
End 

Method 

End 

Score 



+ 

2880 
GENS CAN 
2880 
.79 



406. .837, 924. .1216, 1293. .1651, 1717. .1806, 1833. .1915, 
1990. .2179, 2242. .2355, 2429. .2505, 2536. .2880 





Seq. No.. 


40329. 


Seq. ID 


OJ000119_12.0327.C12 




Gene No. 


83445 


Strand 


-f 




Start 


9028 


End 


9787 




Name 


OJ000119 12.0327.C12.ol.gp 


Method 


AAT/GAP 




Start 


9028 


End 


9787 




GI 


5816562 


Score 


642 




Exons 


9028.. 9044, 9375.-9787 








GI Descrip. 


6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 




I 2 


Seq. No. 


40329 


Seq. ID 


OJ000119_12.0327.C12 




Gene No. 


83446 


Strand 


+ 




Start 


11863 


End 


13437 




Name 


OJ000119 12.0327.C12.o4.gs 


Method 


GENSCAN 




Start 


11863 


End 


13437 




GI 


none 


Score 


.61 




Exons 


11863. .13437 








Seq. No. 


40329 


Seq. ID 


OJ000119_12.0327.C12 




Gene No. 


83446 


Strand 


+ 




Start 


11863 


End 


13437 




Name 


OJ000119 12.0327.C12.o3.np 


Method 


AAT/NAP 




Start 


11971 


End 


13436 




GI 


7267604 


Score 


583 




Exons 


11971. .13436 








GI Descrip. 


(AL161491) putative flavonol 


glucosyltransf erase [Arabidopsis 



thaliana] 



Seq. No. 40329 Seq. ID 

Gene No. 83447 Strand 

Start 3210 End 

Name OJ000119_12 . 0327 . C12 . o2 . gs Method 

Start 3210 End 

GI none Score 

Exons 3210.. 4676 



OJ000119_12 . 0327 . C12 

10979 
GENSCAN 
4676 
.67 



Seq. No. 40329 Seq. ID OJ000119_12 . 0327 . C12 

Gene No. 83447 Strand 

Start 3210 End 10979 

Name OJ000119JL2 . 0327 .C12 . o2 .np Method AAT/NAP 



40275 




Start 3246 End 9328 

GI 5922631 Score 6656 

Exons .3246. .5770, 6377. .7303, 7430. .7581, 7624. .8203, 8249. .8443, 

8702. .8946, 9205.. 9328 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347(C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


40329 








Seq. ID 


OJ000119_12.0327.C12 


Gene No. 


83447 








Strand 




Start 


3210 








End 


10979 


Name 


OJ000119 12. 


0327 


.C12.o3 


. gs 


Method 


GEN SCAN 


Start 


4854 








End 


10979 ' 


GI 


none 








Score 


.49 


Exons 


4854.-6288, 


6385 


. .7051, 


7190. 


.8150, 8358.. 9281, 9759.. 9920, 




10920. .10979 










Seq. No. 


40329 








Seq. ID 


OJ000119_12 . 0327 . C12 


Gene No. 


83448 








Strand 




Start 


14034 








End 


14459 


Name 


OJ000119_12. 


0327 


.C12.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3222 








End 


3833 


GI 


none 








Score 


80 


Exons 


3222. .3353, 


3345 


. . 3446, 


3444 . 


.3833, 3550.. 3672, 3724.. 3813 


Seq. No. 


40329 








Seq. ID 


OJ000119_12.0327.C12 


Gene No. 


83448 








Strand 




Start 


14034 








End 


14459 


Name 


OJ000119 12. 


0327 


.C12.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


3261 








End 


3521 


GI 


none 








Score 


102 


Exons 


3261. .3362, 


3262 


. . 3363, 


3262. 


.3363, 3342.. 3488, 3343.. 3402, 




3444. .3521 












Seq. No. 


40329 








Seq. ID 


OJ000119_12.0327.C12 


Gene No. 


83448 








Strand 




Start 


14034 








End 


14459 


Name 


OJ000119 12. 


0327 


.C12.o7 


.tm 


Method 


•TBLASTX: Maize 


Start 


3603 








End 


3876 


GI 


none 








Score 


56 


Exons 


3603. .3689, 


3702 


. .3782, 


3712. 


.3786, 3769.. 3876, 3777.. 3875 


Seq. No. 


40329 








Seq. ID 


OJ000119_12.0327.C12 


Gene No. 


83448 








Strand 




Start 


14034 








End 


14459 


Name 


OJ000119 12. 


0327 


.C12.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


3948 








End 


4335 


GI 


none 








Score 


111 


Exons 


3948. .4139, 


3948 


. .4334, 


4024. 


.4335 




Seq. No. 


40329 








Seq. ID 


OJ000119_12.0327.C12 


Gene No. 


83448 








Strand 




Start 


14034 








End 


14459 



40276 





Name 


OJ000119 12 


.0327 


.C12.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


4017 








End 


4343 






G.I 


none 








Score 


258 






Exons 


4017 . . 4340, 


4018 


. . 4341, 


4035. 


.4343 








Seq. No. 


40329 








Seq. ID 


OJ00011.9_12.0327 


.C12 




Gene No. 


83448 








Strand 








Start 


14034 








End 


14459 






Name 


OJ000119 12 


.0327 


.C12.olC 


. tw 


Method 


TBLASTX: Wheat 






Start 


4338 








End 


4637 






GI 


none 








Score 


132 






Exons 


4338. .4436 f 


4503 


. .4637 












Seq. No. 


40329 








Seq. ID 


OJ000119_12.0327 


.C12 




Gene No. 


83448 








Strand 








Start 


14034 








End 


14459 






Name 


OJ000119 12 


.0327 


.C12 .o5. 


tw 


Method 


TBLASTX: Wheat 






Start 


4653 








End 


5075 






GI 


none 








Score 


209 






Exons 


4653. .5075, 


4729 


. .5070 












Seq. No. 


40329 








Seq. ID 


OJ000119_12.0327 


.C12 




Gene No. 


83448 








Strand 








Start 


14034 








End 


14459 






Name 


OJ000119 12 


.0327 


.C12.o3. 


ts 


Method 


TBLASTX : Soybean 






Start 


4696 ~~ 








End 


5084 




L ! H 


GI 


none 








Score 


112 




I j-| 


Exons 


4696. .4935, 


4698 


. .4940, 


4980. 


.5084, 4990.. 5076 






Seq. No. 


40329 








Seq. ID 


OJ000119_12.0327 


.C12 




Gene No. 


83448 








Strand 






% J 


Start 


14034 








End 


14459 




\ y 


Name 


OJ000119 12 


.0327 


. C12 . 08 . 


tw 


Method 


TBLASTX: Wheat 






Start 


5076 ~ 








End 


5360 






GI 


none 








Score 


62 






Exons 


5076. .5171, 


5079 


. .5360, 


5253. 


.5351 






r ~ 


Seq. No. 


40329 








Seq. ID 


OJ000119_12.0327 


.C12 


% =? 


Gene No. 


83448 








Strand 








Start 


14034 








End 


14459 




™~ 


Name 


OJ000119 12 


.0327 


. C12.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


5310 








End 


5711 






GI 


none 








Score 


129 






Exons 


5310. .5711, 


5551 


. .5694 












Seq. No. 


40329 








Seq. ID 


OJ000119_12.0327 


.C12 




Gene No. 


83448 








Strand 








Start 


14034 








End 


14459 






Name 


OJ000119 12 


.0327 


.C12 . o2 . 


tw 


Method 


TBLASTX: Wheat 






Start 


5365 








End 


5789 






GI 


none 








Score 


260 






Exons 


5365. .5745, 


5367 


. .5789 












Seq. No. 


40329 








Seq. ID 


OJ000119_12.0327 


.C12 




Gene No. 


83448 








Strand 








Start 


14034 








End 


14459 






Name 


OJ000119 12 


.0327 


.C12.o4. 


tm 


Method 


TBLASTX: Maize 





40277 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5463 
none 

5463. .5846, 5464. .5742 

40329 
83448 
14034 

OJ000119_12.0327.C12.o3.tm 

5874 

none 

5874. .6230, 5884.. 6189 

40329 
83448 
14034 

OJ000119_12 . 0327 . C12 . ol . tw 

5904 

none 

5904.. 6359, 5905.. 6360 

40329 
83448 
14034 

OJ000119_12.0327.C12.o4.ts 

5955 

none 

5955.. 6089, 6096.. 6320 

40329 
83448 
14034 

OJ000119_12 . 0327 . C12 . 06 . tw 

6360 

none 



End 
Score 



5846 
163 



Seq. ID OJ000119_12.0327, 
Strand 

End 14459 

Method TBLASTX: Maize 

End 6230 

Score 201 



Seq. ID OJ000119_12.0327, 
Strand 

End 14459 

Method TBLASTX : Wheat 

End 6360 

Score 273 



Seq. ID OJ000119JL2.0327. 
Strand 

End 14459 

Method TBLASTX : Soybean 

End 6320 

Score 130 



Seq. ID OJ000119JL2.0327, 
Strand 

End 14459 

Method TBLASTX : Wheat 

End 7037 

Score 136 



C12 



C12 



C12 



C12 



6360.. 6533, 6580.. 6816, 6582.. 6812, 6861.. 7037 



40329 
83448 
14034 

OJ000119_12 . 0327 . C12 . o7 .'tw 
7617 
none 

7617. .8018, 7711. .8019 

40329 
83448 
14034 

OJ000119_12 . 0327 . C12 . o5 . tm 
11974 
none 

11974. .12081, 11974. .12081, 12073 .. 12174 , 12096 .. 12173, 
12246. .12287, 12247. .12288 



Seq. ID OJ000119_12.0327, 
Strand 

End 14459 

Method TBLASTX : Wheat 

End 8019 

Score 125 



Seq. ID OJ000119_12.0327, 
Strand 

End 14459 

Method TBLASTX : Mai ze 

End 12288 

Score 142 



C12 



C12 



.Seq. No. 40329 

Gene No. 83448 

Start 14034 

Name OJ000119 12 . 0327 . C12 . o2 . tm 



Seq. ID OJ000119_12.0327, 
Strand 

End 14459 

Method TBLASTX : Maize 



C12 



40278 




Start 


12175 




End 


13205 




GI 


none 




Score 


48 




Exons 


12175. .12234, 12295. 


.12417, 


12616. .12696, 12693 .. 1274 9, 






12694. .12750, 12795. 


.12989, 


12796. .12927, 12921 .. 13205, 






12922. .13200 










Seq. No. 


40329 




Seq. ID 


OJ000119__12.0327 


-C12 


Gene No. 


83448 




Strand 






Start 


14034 




End 


14459 




Name 


OJ000119 12.0327.C12 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


12340 - 




End 


13374 




GI 


none 




Score 


60 




Exons 


12340. .12420, 12502. 


.12639, 


12709. .12765, 127 60 .. 12 921, 






12780. .12929, 12964. 


.13200, 


12966. .13175, 13063 .. 13194 , 






13297. .13374 










Seq. No. 


40329 




Seq. ID 


OJ000119_12.0327 


-C12 


Gene No. 


83448 




Strand 






Start 


14034 




End 


14459 




Name 


OJ000119 12.0327.C12 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


12690 




End 


13200 




GI 


none 




Score 


142 




Exons 


12690. .12737, 12712. 


.12921, 


12780. .12920, 12966 .. 13199, 






12970.. 13200 










Seq. No. 


40329 




Seq. ID, 


OJ000119_12.0327 


.C12 


Gene No. - 


83448 




Strand 






Start 


14034 




End 


14459 




Name 


OJ000119 12.0327.C12 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


12861 




End 


13218 




GI 


none 




Score 


57 




Exons 


12861. .12911, 12862. 


.12915, 


12888. .12974, 12948 .. 13094, 






12972. .13217, 12973. 


.13218 








Seq. No. 


40329 




Seq. ID 


OJ000119_12.0327 


-C12 


Gene No. 


83448 




Strand 






Start 


14034 




End 


14459 




Name 


OJ000119 12.0327.C12 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


13219 




End 


13416 




GI 


none 




Score 


166 




Exons 


13219. .13380, 13224. 


.13412, 


13363. .13416 




Seq. No. 


40329 




Seq. ID 


OJ000119_12.0327 


.C12 


Gene No. 


83448 




Strand 






Start 


14034 




End 


14459 




Name 


OJ000119 12.0327.C12 


,o5 .gs 


Method 


GENS CAN 




Start 


14034 




End 


14459 




GI 


none 




Score 


.5 




Exons 


14034. .14163, 14365. 


.14459 








Seq. No. 


40330 




Seq. ID 


OJ000119_12.0327 


.C13 


Gene No. 


83449 




Strand 


+ 




Start 


54 • 




End 


1565 




Name 


OJ000119 12.0327.C13 


.ol.gs 


Method 


GENSCAN 




Start 


54 




End 


1565 




GI 


none 




Score 


.74 




Exons 


54. .376, 1475. .1565 











40279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40330 
83450 
2770 

OJ000119_12.0327.C13.o2.gs 
2770 
none 

2770.. 2878, 3322.. 3362 

40330 
83451 
12383 

OJ000119_12.0327.C13.o6.gs 
12383 
none 

12383. .12453, 13176 13212, 13817 .. 13908 , 14262 .. 14 518 , 
16255. .16313 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End' 

Method 

End 

Score 



OJ000119_12.0327.C13 
+ 

3362 
GEN SCAN 
3362 
.8 



OJ000119_12 . 0327 -C13 
+ 

16313 
GENSCAN 
16313 
.66 



Seq. No. 40330 Seq. ID 

Gene No. 83452 Strand 

Start 3890 End 

Name OJ000119_12 . 0327 . C13 . o3 . gs Method 

Start 3890 End 

GI none Score 

Exons 3890.. 4135 



OJ000119_12.0327.C13 

4135 
GENSCAN 
4135 
.51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40330 Seq. ID 

83453 Strand 

6661 End 

OJ000119_12 . 0327 . C13 . o4 . gs Method 

6661 End 

none Score 



OJ000119_12.0327.C13 

9852 
GENSCAN 
9852 
.52 



6661. .6719, 7220. .7325, 8018. .8039, 9295.-9494, 9793.-9852 



Seq. No. 40330 

Gene No. 83454 Strand 

Start 10426 End 

Name OJ000119_12 . 0327 . C13 . ol . tc Method 

Start 96 End 

GI none Score 

Exons 96.. 299, 97.. 300, 3896.. 4084, 3897.. 4040 



Seq. ID OJ000119_12.0327.C13 



14363 

TBLASTX: Cress 
4084 
163 



Seq. No. 


40330 










Seq. ID 


OJ000119_12.0327.C13 


Gene No. 


83454 










Strand 




Start 


10426 










End 


14363 


Name 


OJ000119 


12. 


0327. 


C13.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


96 










End 


4081 


GI 


none 










Score 


93 


Exons 


96. .299, 


97. 


.258, 


105. . 


293, 


3896. .4081 




Seq. No. 


40330 










Seq. ID 


OJ000119_12.0327.C13 


Gene No. 


83454 










Strand 




Start 


10426 










End 


14363 


Name 


OJ000119 


12. 


0327. 


C13.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


96 










End 


4081 


GI 


none 










Score 


86 


Exons 


96. .299, 


97. 


.255, 


102. . 


308, 


3896. .4081, 


3897. .4040, 3902. .4045 



40280 



ft ft 



Seq. No. 


40330 


Seq. ID 


OJ000119_12.0327. 


CI J 


Gene No. 


83454 


Strand 






Start 


10426 


End 


14363 




Name 


OJ000119 12.0327.C13.o5.gs 


Method 


GENSCAN 




Start 


10426 


End 


11826 




GI 


none 


Score 


.56 




Exons 


10426. .10892, 10914 11026, 


11274. .11689, 11794.. 11826 




Seq. No. 


40330 


Seq. ID 


OJ000119_12.0327..C13 


Gene No. 


83454 


Strand 






Start 


10426 


End 


14363 




Name 


OJ000119 12.0327.C13.ol.np 


Method 


AAT/NAP 




Start 


10480 


End 


14363 




GI 


7106512 


Score 


1318 




Exons 


10480. .10863, 10918. .11890, 


14247. .14363 




GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


40331 


Seq. ID 


OJ000119_12.0327. 


C14 


Gene No. 


83455 


Strand 


+ 




Start 


308 


End 


538 




Name 


OJ000119 12.0327.C14.ol.gs 


Method 


GENSCAN 




Start . 


308 


End 


538 




GI 


none 


Score 


.65 




Exons 


308.. 316, 443.. 538 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40332 
83456 
1505 

OJ000119_12.0327.C15.o2 
1505 
5295955 

1505.. 1524, 5602.. 5757, 



Seq. ID 
Strand 
■ End 
np Method 
End 
Score 
6483.. 7027 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



OJ000119_12.0327.C15 
+ 

7027 
AAT/NAP 
7027 
223 



40332 Seq. ID 

83456 Strand 

1505 End 
OJ000119_12 . 0327 . C15 . ol . gs Method 

1564 End 

none Score 
1564. .1686 



OJ000119_12.0327.C15 
+ 

7027 
GENSCAN 
1686 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40332 
83456 
1505 

OJ000119JL2. 
2023 
2310235 
2023. .2060, 



0327.C15.ol.gp 



2510. .2650, 



5852182/emb | CAB55420.il 
sativa] 



3624 
9.0e- 



Seq. ID 
Strand 
End 

Method 
End 
Score 
, .3644 

-13 (AL117265) 



OJ000119__12 
+ 

7027 
AAT/GAP 
3644 
296 



.0327. C15 



zhb0012.1 [Oryza 



Seq. No. 40332 Seq. ID OJ000119_12 . 0327 . C15 

Gene No. 83456 Strand + 

40281 



otan 


1505 




Ejna. 


7 097 




Name 


OJ000119 12. 0327. CIS. ol. 


np 


Method 


AAT/NAP 




Start 


2510 




End 


4593 




GI 


4680203 




Score 


2196 




Exons 


2510.. 4183, 4337.. 4593 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


a n "i 'a o 
4U J 52. 




Seq. ID 


OJ000119_12.0327 


.CIS 


Gene No. 






Strand 


+ 




Start 


1 CAE 




End 


7027 




Name 


ninnmiQ i 9 n^97 ci^ n9 


gp 


Method 


AAT/GAP 




Start 


^014 




End 


4771 




GI 


342 1.R1084 




Score 


3726 




Exons 


2514. .4771 










GI Descrip. 


, 4574406/gb| AAD24042.il 


0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] ' 










Seq. No. 


40332 




Seq. ID 


OJ000119_12.0327 


.CIS 


Gene No. 


83457 




Strand 






Start 


4923 




End 


5032 




Name 


OJ000119 12. 0327. CIS. o4. 


gp 


Method 


AAT/GAP 




Start 


4923 




End 


5032 




GI 


uC-osflcyp088bl2bl 




Score 


154 




Exons 


4923. .5032 










GI Descrip. 


■5257255/dbj | AP000364.il AP000364 3.0e- 


-36 Oryza sativa genomic 




DNA, chromosome 8, clone 


:P0026F07' 






Seq. No. 


40332 




Seq. ID 


OJ000119JL2.0327 


. CIS 


Gene No . 


83458 




Strand 






Start 


6518 




End 


6885 




Name 


OJ000119 12. 0327. CIS. o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2817 




End 


3218 




GI 


none 




Score 


99 




Exons 


2817.. 2969, 2952.. 3203, 


2962. 


.3213, 2966.. 3202, 2973.. 3218 


Seq. No. 


40332 




Seq. ID 


OJ000119_12.0327 


.CIS 


bene No. 


83458 




Strand 






Start 


6518 




End 


6885 




Name 


OJ000119 12. 0327. CIS. ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3134 




End 


3563 




GI 


none 




Score 


103 




Exons 


3134.. 3217, 3135.. 3209, 


3210. 


.3272, 3267.. 3563, 3321.. 3545 


Seq. No. 


40332 




Seq. ID 


OJ000119_12.0327 


.CIS 


Gene No . 


83458 




Strand 






Start 


6518 




End 


6885 




Name 


OJ000119 12 . 0327 . CIS . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


3296 




End 


3644 




GI 


none 




Score 


288 




Exons 


3296..3448, 3303.. 3644, 


3488. 


.3625 






Seq. No. 


40332 




Seq. ID 


OJ000119_12.0327 


.CIS 


Gene No. 


83458 




Strand 






Start 


6518 




End 


6885 




Name 


OJ000119 12.0327.C15.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3432 




End 


3900 




GI 


none 




Score 


72 





40282 




Exons 


3432. .3485, 


3440 


. .3484, 


3486. 


.3590, 3497.. 3586, 3594.. 3692, 




3599. .3691, 


3602 


. .3694, 


3672. 


.3782, 3692.. 3796, 3695.. 3778, 




3785. .3895, 


3787 


. .3900, 


3796. 


.3900 




Seq. No. 


40332 








Seq. ID 


OJ000119_12.0327.C15 


Gene No . 


Q"3>| CO 








Strand 




Start 


6518 








End 


6885 


Name 


OJ000119 12 


.0327 


.CIS.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


3477 








End 


3934 


GI 


none 








Score 


244 


Exons 


3477. .3716, 


3489 


. .3731, 


3497. 


.3730, 3785.. 3934 


Seq. No. 


40332 








Seq. ID 


OJ000119_12.0327.C15 


Gene No . 


Q *3 A C Q 
0 J4 DO 








Strand 




Start 


6518 








End 


6885 


Name 


OJ000119 12 


.0327 


.C15.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


3785 








End 


4006 


GI 


none 








Score 


196 


Exons 


3785. .4006 












Seq. No. 


40332 








Seq. ID 


OJ000119_12.0327.C15 


Gene No. 


83458 








Strand 




o tar z 


DDlO 








End 


6885 


Name 


OJ000119 12 


.0327 


.C15.o3 


.tw 


Method - 


TBLASTX : Wheat- 


Start 


4039 








End 


4470 


GI 


none 








Score 


82 


Exons 


4039. .4140, 


4040 


. .4102, 


4088. 


.4330, 4108. .4290, 4358.-4465, 




4359. .4469, 


4363 


. .4470, 


4364. 


.4468 




Seq. No. 


40332 








Seq. ID 


OJ000119_12 . 0327 .C15 


Gene No . 


Q *3 A C O 

oj4do 








Strand 




Start 


6518 








End 


6885 


Name 


OJ000119 12 


.0327 


.C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4427 








End 


4772 


GI 


none 








Score 


70 


Exons 


4427. .4627, 


4494 


. .4772, 


4505. 


.4768 




Seq. No. 


40332 








Seq. ID 


OJ000119_12.0327.C15 


Gene No. 


Q *5 >l C Q 








Strand 




Start 


6518 








End 


6885 


Name 


OJ000119 12 


.0327 


.C15.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4475 








End 


4772 


GI 


none 








Score 


389 


Exons 


4475. .4771, 


4476 


. .4772 








Seq. No. 


40332 








Seq. ID 


OJ000119_12.0327.C15 


Gene No . 


O O A C O 








Strand 




Start 


6518 








End 


6885 


Name 


OJ000119 12 


.0327 


.C15.o3 


.gs 


Method 


GENSCAN 


Start 


6518 








End 


6885 


GI 


none 








Score 


.98 


Exons 


6518. .6640, 


6796 


. .6885 








Seq. No. 


40333 








Seq. ID 


OJ000119_12.0327.C16 


Gene No. 


83459 








Strand 


+ 


Start 


1 








End 


1721 


Name 


OJ000119 12 


.0327 


.C16.ol 


. np 


Method 


AAT/NAP 



40283 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



1408 
953 



4680203 
1..23, 430.. 1408 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ000119_12.0327.C16 

Strand + 

End 1721 . 

Method AAT/GAP 

End 1721 

Score 1823 



40333 
83459 
1 

OJ000119_12.0327.C16.ol.gp 

353 

342JL.R1084 . 
353.. 1500, 1631.. 1721 

f 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



40333 
83459 
1 

OJ000119JL2 . 0327 . C16. ol . gs 

371 

none 

371. .1447 



Seq. ; ID OJ000119_12.0327.C16 

Strand + 

End 1721 

Method GEN SCAN 

End 1447 

Score .56 



Seq. ID OJ000119_12.0327.C16 
Strand - 

4715 
AAT/GAP 
4715 
774 



40333 
83460 
1048 

OJ000119_12.0327.C16.o2.gp 
1048 

LIB3431-028-P1-N1-A10 
1048. .1394, 4645. .4715 

■4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



End 

Method 

End 

Score 



Seq. No. 


40333 




Seq. ID 


OJ000119_12. 


0327 


.C16 


Gene No. 


83460 




Strand 








Start 


1048 




End 


4715 






Name 


OJ000119 12.0327.C16.o2. 


gs 


Method 


GEN SCAN 






Start 


2090 




End 


3824 






GI 


none 




Score 


.93 






Exons 


2090. .2551, 2571.. 2863, 


3743. 


.3824 








Seq. No. 


40333 




Seq. ID 


OJ000119JL2. 


0327 


.C16 


Gene No. 


83460 




Strand 








Start 


1048 




End 


4715 






Name 


OJ000119 12.0327.C16.o2. 


np 


Method 


AAT/NAP 






Start 


2392 




End 


3763 






GI 


5852179 




Score 


230 






Exons 


2392.. 2609, 2684.-2885, 


3743. 


.3763 








GI Descrip. 


(AL117265) zhb0009.1 [Oryza sativa] 








Seq. No. 


40333 




Seq. ID 


OJ000119_12. 


0327 


• C16 


Gene No. 


83461 




Strand 








Start 


5553 




End 


5702 






Name 


OJ000119 12.0327.C16.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


352 




End 


772 






GI 


none 




Score 


158 






Exons 


352.. 768, 353.. 457, 358. 


.762, 


362. .772 


, 503. .772 







40284 




Seq. No. 


40333 




Seq. ID 


OJ000119_12 . 0327 . C16 


Gene No. 


83461 




Strand 




Start 


5553 




End 


5702 


Name 


OJ000119 12.0327.C16.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


352 




End 


1354 


GI 


none 




Score 


162 


Exons 


352. .939, 353.-457, 358 


. .762, 


503. . 955, 


949. .993, 950. .994, 




997. .1092, 1001. .1060, 


1066. . 


1179, 1061 


..1180, 1193.. 1273, 




1262. .1354 








Seq. No. 


40333 




Seq. ID 


OJ000119_12 . 0327 .C16 


Gene No. 


83461 




Strand 




Start 


5553 




End 


5702 


Name 


OJ000119 12. 0327 .C16.o3 


. as 


Method 


GEN SCAN 


Start 


5553 




End 


5702 


GI 


none 




Score 


. 99 


Exons 


5553. .5702 








Seq. No. 


40334 




Seq. ID 


OJ000119_12.0327.C17 


Gene No. 


83462 




Strand 


+ 


Start 


627 




End 


2525 


Name 


OJ000119 12.0327.C17.ol 


. np 


Method 


AAT/NAP 


Start 


627 




End 


2525 


GI 


4680204 




Score 


7 92 


Exons 


627. .2025, 2121. .2525 








GI Descrip . 


(AF114171) hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


40334 




Seq. ID 


OJ000119_12.0327.C17 


Gene No . 


83462 




Strand 


+ 


Start 


627 




End 


2525 


Name 


OJ000119 12.0327.C17.ol 


.gs 


Method 


GENSCAN 


Start 


642 




End 


2262 


GI 


none 




Score 


.46 


Exons 


642. .906, 959. .1154, 1581. .1860, 2121.. 


2262 


Seq. No. 


40334 




Seq. ID 


OJ000119_12.0327.C17 


Gene No. 


83463 




Strand 




Start 


822 




End 


1091 


Name 


OJ000119 12.0327.C17.ol 


.gp 


Method 


AAT/GAP 


Start 


822 




End 


1091 


GI 


2310235 




Score 


378 


Exons 


822. .1091 








GI Descrip. 


5852182/embl CAB55420.il 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 








Seq. No. 


40334 




Seq. ID 


OJ000119_12.0327.C17 


Gene No . 


83464 




Strand 




Start 


1015 




End 


2333 


Name 


OJ000119 12.0327.C17.o2 


.tw 


Method 


TBLASTX : Wheat 


Start 


1015 




End 


2333 


GI 


none 




Score 


49 


Exons 


1015.. 1140, 1957.. 2031, 


2114. 


.2188, 2115.. -2333 


Seq. No. 


40334 




Seq. ID 


OJ000119_12.0327.C17 


Gene No. 


83464 




Strand 




Start 


1015 




End 


2333 



40285 



Name 

Start 

GI 

Exons 



OJ000119_12 . 0327 . C17 . ol . tw Method TBLASTX : Wheat 
1339 End 1677 

none Score 14 0 

1339. .1437, 1340. .1501, 1525. .1641, 1560. .1640, 1645. .1677, 
1651. .1671 



Seq. No. 40335 

Gene No. 83465 

Start 1 

Name OJ000119_12 . 0327 . C19 . ol . gp 

Start 1 

GI 21474_1.R1084 

Exons 1..102, 497.. 522 

GI Descrip. '3894159 2.0e-10 (AC005312) 
thaliana] 1 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ000119_12.0327.C19 

522 - . 

AAT/GAP 
522 
163 . 



hypothetical protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40336 
83466 
77 

OJ00011 9_12 . 0327 . C20 . ol . gs 
77 

none 

77. .404, 994. .1056 . 

40336 
83466 
77 

OJ000119_12.0327.C20.ol.np 
156 

7485468 

156.. 404, 4598.. 5142, 5239. 
6036. .6158 

hypothetical protein F13P17, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID- 
Strand 
End 

Method 
End 
Score 
5313, 5417 



OJ000119_12.0327.C20 
+ 

6164 
GEN SCAN 
1056 
.44 



OJ000119_12.0327.C20 
-f 

6164 
AAT/NAP 
6158 
710 

..5467, 5575. .5932, 



gi I 3337367 |gb|AAC27412, 
[Arabidopsis thaliana] 



20 - Arabidopsis thaliana 



1| (AC004481) hypothetical protein 



40336 Seq. ID 

83466 Strand 
77 End 
0 J00011 9_12 . 0327 . C20 . ol . gp Method 
284 End 
702088 Score 
284. .404, 4598. .4781 

4734010/gb|AAD28687.1|AC007178_7 5.0e-13 (AC007178) hypothetical 
protein [Arabidopsis thaliana] 



OJ000119__12.0327.C20 
+ 

6164 
AAT/GAP 
4781 
569 



Seq. No. 


40336 








Seq. ID 


OJ000119_ 


12.0327.C20 


Gene No. 


83466 








Strand 


+ 




Start 


77 








End 


6164 




Name 


OJ000119 12. 


0327. 


C20.O2 


.gs 


Method 


GENSCAN 




Start 


4604 






End 


6164 




GI 


none 








Score 


.79 




Exons 


4604. .5142, 


5242. 


.5328, 


5411. 


.5467, 5575.. 5932, 


6036. .6164 


Seq. No. 


40336 








Seq. ID 


OJ000119 


12.0327.C20 


Gene No. 


83466 








Strand 


+ 




Start 


77 








End 


6164 





40286 




Name 


OJ000119 12.0327.C20.o2.gp Method 


AAT/GAP 




Start 


5593 End 


6102 




GI 


80079 1.R1084 Score 


762 




Exons 


5593.. 5932, 6036.. 6102 






GI Descrip. 


'4734007/gb|AAD28684.1|AC007178 4 2 . Oe 


-18 (AC007178) 






hypothetical protein [Arabidopsis thaliana] 1 




Seq. No. 


40336 Seq. ID 


OJ000119_12.0327, 


C20 


Gene No. 


83467 Strand 


+ 




Start 


13934 End 


.20133 




Name 


OJ000119 12.0327.C20.o2.np Method 


AAT/NAP 




Start 


13934 End 


20133 




GI 


7228457 Score 


9185 




Exons 


13934. .14300, 14362 .. 16296, 16360 .. 17194 , 17317 .. 17655, 






17704. .18516, 18583.. 20133 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 






Seq. No. 


40336 Seq. ID 


OJ000119_12.0327. 


C20 


Gene No. 


83468 Strand 






Start 


20761 . End 


24506 




Name 


OJ000119 12.0327.C20.o5.gs Method 


GEN SCAN 




Start 


20761 End 


24506 




GI 


none Score 


.65 




Exons 


20761. .20954, 21004 .. 21668, 21827 .. 22621, 22719 .. 23999, 






24300. .24458, 24478.. 24506 






Seq. No. 


40336 Seq. ID 


OJ000119_12.0327. 


C20 


Gene No. 


83468 Strand 






Start 


20761 End 


24506 




Name 


OJ000119 12.0327.C20.o3.np Method 


AAT/NAP 




Start 


20764 End 


23980 




GI 


6907089 Score 


4362 




Exons 


20764. .22621, 22719.. 23980 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40336 Seq. ID 


OJ000119JL2.0327. 


C20 


Gene No. 


83469 Strand 






Start 


24622 End 


24702 




Name 


OJ000119 12.0327.C20.o5.tm Method 


TBLASTX: Maize 




Start 


209 End 


16214 




GI 


none Score 


240 




Exons 


209. .403, 237. .404, 300. .410, 15977 .. 16018 , 16113. .16214 




Seq. No. 


40336 Seq. ID 


OJ000119_12.0327. 


C20 


Gene No. 


83469 Strand 






Start 


24622 End 


24702 




Name 


OJ000119 12.0327.C20.o2.tc Method 


TBLASTX: Cress 




Start 


221 End 


4686 




GI 


none Score 


203 




Exons 


221. .406, 228. .407, 4600. .4686, 4601.. 


4 675 




Seq. No. 


40336 Seq-. ID 


OJ000119JL2.0327. 


C20 


Gene No. 


83469 Strand 






Start 


24622 End 


24702 




Name 


OJ000119 12.0327.C20.ol.ts Method 


TBLASTX: Soybean 





40287 






Start 


261 






End 


5326 




GI 


none 






Score 


88 




Exons 


261. .407, 4562.. 4909, 4600.. 


4686, 4991 


. .5140, 5044. .5139, 






5234. .5299, 


5243. .5326 










Seq. No. 


40336 






Seq. ID 


OJ000119_12.0327.C20 




Gene No. 


83469 






Strand 






Start 


24622 






End 


24702 




Name 


OJ000119 12. 


0327.C20.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4562 






End 


21272 v 




GI 


none 






Score 


171 




Exons 


4562. .4909, 


4562. .4681, 


4600 


..4830, 4991. .5140, 5243. .5326, 






5432. .5467, 


5573. .5632, 


5717 


..5917, 5797. .5910, 21117. .2127 




Seq. No. 


40336 






Seq. ID 


OJ000119_12.0327.C20 




Gene No. 


83469 






Strand 






Start 


24622 






End 


24702 




Name 


OJ000119 12. 


0327.C20.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


5674 






End 


6142 




GI 


none 






Score 


214 




Exons 


5674 . .5922, 


5705. .5932, 


6035 


..6142, 6036. .6122 




Seq. No. 


40336 






Seq.' ID 


OJ000119_12.0327.C20 




Gene No. 


83469 






Strand 






Start 


24 622 






End 


24702 


3 


Name 


OJ000119 12. 


0327.C20.o4 


. ts 


Method 


TBLASTX : Soybean 


n 


Start 


5779 






End 


6113 




GI 


none 






Score 


140 




Exons 


5779. .5910, 


5786. .5917, 


6036 


. .6113 






Seq. No. 


40336 






Seq. ID 


OJ000119_12.0327.C20 




Gene No. 


83469 






Strand 






Start 


24622 






End 


24702 




Name 


OJ000119 12. 


0327.C20.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


14591 






End 


14980 




GI 


none 






Score 


54 




Exons 


14591. .14635 


, 14642. .14740, 


14659. .14739, 14707 14 946, 



14723. .14980 



Seq. No. 


40336 




Seq. ID 


OJ000119_12.0327 


• C20 


Gene No. 


83469 




Strand 






Start 


24622 




End 


24702 




Name 


OJ000119 12.0327.C20 


.06. tm 


Method 


TBLASTX: Maize 




Start 


14594 




End 


14878 




GI 


none 




Score 


196 




Exons 


14594. .14866, 14630. 


.14878, 


14632. .14877 




Seq. No. 


40336 




Seq. ID 


OJ000119JL2.0327 


.C20 


Gene No. 


83469 




Strand 






Start 


24622 




End 


24702 




Name 


OJ000119 12.0327.C20 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


15717 




End 


16203 




GI 


none 




Score 


407 




Exons 


15717. .15890, 15718. 


.16203, 


15912. .16172 




Seq. No. 


40336 




Seq. ID 


OJ000119_12.0327 


.C20 


Gene No. 


83469 




Strand 







40288 



Start 
Name 
Start 
GI 

Exons 



24622 End - 24702 

OJ000119JL2 . 0327 .C20 . ol . tw Method TBLASTX: Wheat 

16367 End 16830 

none Score 211 

16367. .16810, 16368. .16823, 16369 .. 16830, 16369.. 16830 



Seq. No. 40336 Seq. ID 

Gene No. 83469 Strand 

Start 24 622 End 

Name OJ000119_12 . 0327 . C20 . o5 . ts Method 

Start 16408 End 

GI none Score 

Exons 16408. .16632, 16639.. 16773 



OJ000119_12.0327.C20 
24702 

TBLASTX : Soybean 

16773 

117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40336 Seq. ID 

83469 Strand 

24 622 End 
OJ000119_12 . 0327 . C20 . ol . tm Method 

16498 End 

none Score 

16498. .16854, 16533 16844 , 16738. .16854 



OJ000119 12.0327.C20 



24702 

TBLASTX: Maize 
16854 
385 



40336 
83469 
24622 

OJ000119_12 . 0327 . C20 . o4 . tm 

16881 

none 

16881. .17246, 16882.. 17265 

40336 
83469 
24622 

OJ000119_12 . 0327 . C20 . o2 . tw 

16938 

none 

16938. .17333, 16939.. 17358 

40336 
83469 
24622 

OJ000119_12 . 0327 . C20 . o2 . ts 

17017 

none 

17017. .17388, 17034.. 17177 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119_12.0327.C20 
24702 

TBLASTX: Maize 

17265 

361 



OJ000119_12.0327.C20 
24702 

TBLASTX: Wheat 

17358 

474 



Seq. ID OJ000119_12.0327.C20 
Strand 

End 24702 

Method TBLASTX : Soybean 

End 17388 

Score 264 



40336 
83469 
24622 

OJ000119_12 . 0327 . C20 . o5 . tw 
18037 
none 

18037. .18285, 18061 18312, 18126 .. 18302, 18346 .. 184 95, 
18357.. 18494 



Seq. ID OJ000119_12.0327.C20 
Strand 

End 24702 

Method TBLASTX : Wheat 

End 18495 

Score 236 



Seq. No. 
Gene No. 



40336 
83469 



Seq. ID OJ000119_12.0327.C20 
Strand 



40289 





Start 


24622 


End 


24702 




Name 


OJ000119 12.0327.C20.o3.ts 


Method 


TBLASTX : 




Start 


18184 _ 


4 End 


18750 




GI 


5666795 


Score 


68 




Exons 


18184. .18282, 18358. .18495, 


18550. .18750 




GI DescriD . 

ux iy ^ v ^ .j. js** • 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


40336 


Seq. ID 


OJ000119 




Gene No. 


83469 


Strand 






Start 


24622 


End . 


24702 




Name 


OJ000119 12.0327.C20.o8.tw 


Method 


TBLASTX: 




Start 


18498 ~~ 


End 


18810 




GI 


none 


Score 


194 




Exons 


184 98 .. 18 674, 18550. .18810 








Seq. No. 


40336 * 


Seq. ID 


OJ000119 




Gene No. 


83469 


Strand 






Start 


24622 


End 


24702 




Name 


OJ000119 12.0327.C20.o3.tm 


Method 


TBLASTX: 




Start 


19003 ~~ 


End 


19346 




GI 


none 


Score 


362 




Exons 


19003. .19326, 19032. .19313, 


19197. .19346 




Seq. No. 


40336 


Seq. ID 


OJ000119 




Gene No. 


83469 


Strand 




'%J 


Start 


24622 


End 


24702 


ill 


Name 


OJ000119 12 0327 C20 o4 tw 


Method 


TBLASTX: 




Start 


19140 ~~ 


End 


19521 




GI 


none 


Score 


375 






19140 19490. 19141. 19521 








Sea No 


40336 


Seq. ID 


OJ000119 




Gene No. 


83469 


Strand 




s 


Start 


24622 


End 


24702 


L -J 


Name 


OJ000119 12.0327.C20.o6.tw 


Method 


TBLASTX: 


^ 5 


Start 


19522 * 


End 


20121; 




GI 


none 


Score 


265 




Exons 


19522. .19806, 19527. .19805, 


19894. .19968, 19998 


f "i 




19999. .20121 








Seq. No. 


40336 


Seq. ID 


OJ000119 




Gene No. 


83469 


Strand 






Start 


24622 


. End 


24702 




Name 


OJ000119 12.0327.C20.o4.np 


Method 


AAT/NAP 




Start 


24622 


End 


24702 




GI 


7523512 


Score 


109 




Exons 


24622. .24702 








GI Descrio. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Sea. No. 


40337 


Seq. ID 


OJ000119 




Gene No. 


83470 


Strand 


+ 




Start 


1 


End 


3467 




Name 


OJ000119 12.0327.C21.ol.np 


Method 


AAT/NAP 




Start 


1 ' 


End 


334 6 




GI 


5042454 


Score 


73 




Exons 


1..40, 3283.. 3346 








GI Descrip. 


(AC00778 9) putative polyprotein [Oryza 


sativa] 



40290 





Seq. No. 


40337 


Seq. ID 


OJ000119_12 . 0327 .C2 




Gene No. 


83470 


Strand 


+ 




Start 


1 


End 


3467 




Name 


OJ000119 12.0327.C21.o2.gs 


Method 


GENSCAN 




Start 


2529 


End 


3467 




GI 


none 


Score 


.66 




Exons 


2529.. 2589, 2774.. 2925, 3293.. 3467 






Seq. No. 


40337 


Seq. ID 


OJ000119_12 . 0327 .C2 




Gene No. 


83471 


Strand 






Start 


26 


End 


1862 




Name 


OJ000119 12.0327.C21.ol.gs 


Method 


GENSCAN 




Start 


26 


End 


1862 




GI 


none 


Score 


.76 




Exons 


26. .325, 1442.. 1551, 1734.. 


1862 






Seq. No. 


40338 


Seq. ID 


OJ000119_12 . 0327 .C2 




Gene No. 


83472 


Strand 


+ 




Start 


272 


End 


748 




Name 


OJ000119 12.0327.C22.ol.gs 


Method 


GENSCAN 




Start 


272 


End 


748 




• GI 


none 


Score 


.44 


i 


Exons 


272:. 379, 635.. 748 






«rr 


Seq. No. 


40338 


Seq. ID 


OJ000119_12.0327.C2 




Gene No. 


83473 


Strand 




II- 


Start 


677 


End 


749 




Name 


OJ000119 12.0327.C22.ol.gp 


Method 


AAT/GAP 


7i 


Start 


677 


End 


749 




GI 


17521 1.R1084 


Score 


111 




Exons 


677. .749 






y 


GI Descrip. 


'4454482/gb|AAD20929| 2 . Oe- 


71 (AC006234) hypothetical prot 






[Arabidopsis thaliana] 1 








Seq. No. 


40339 


Seq. ID 


OJ000229_12.0330.C1 




Gene No. 


83474 


Strand 


+ 




Start 


277 


End 


1758 


3 


Name 


OJ000229 12.0330.Cl.ol.gs 


Method 


GENSCAN 




Start 


277 


End 


1758 




GI 


none 


Score . 


.68 




Exons 


277. .437, 1206. .1406, 1628. 


.1758 






Seq. No. 


40340 


Seq. ID 


OJ000229_12.0330.C2 




Gene No. 


83475 


Strand 






Start 


451 


End 


1633 




Name 


OJ000229 12.0330.C2.ol.gs 


Method 


GENSCAN 




Start 


451 


End 


1633 




GI 


none 


Score 


.55 




Exons 


451. .509, 1561. .1633 








Seq. No. 


40341 


Seq. ID 


OJ000229 12. 0330. C5 




Gene No. 


83476 


Strand 


+ 




Start 


977 


End 


2849 




Name 


OJ000229 12.0330.C5.ol.gp 


Method 


AAT/GAP 




Start 


977 


End 


1420 




GI 


63609 1.R1084 


Score 


812 



40291 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



977. .1420 

'3449320/dbj | AB016879 . 1 1 AB016879 5.0e-10 Arabidopsis thaliana 
genomic DNA, chromosome 5, PI clone: MRB17 , complete sequence 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



40341 
83476 
977 

OJ000229_12.0330.C5.ol.gs 
1050 
none 

1050. .2849 

40341 
83476 
977 

OJ000229_12.0330.C5.ol.np 
1077 
3056595 

1077.. 1240, 1267. .1853, 1890. .2846 
(AC004255) T1F9.16 [Arabidopsis thaliana] 



OJ000229_12.0330.C5 
+ 

2849 
GEN SCAN 
2849 
.98 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_12.0330.C5 
+ 

2849 
AAT/NAP 
2846 
829 



40341 
83477 
6309 

OJ000229_12.0330.C5.o2.np 
6309 
100210 

6309.. 6398, 8038.. 8238 
extensin precursor (clone Tom 
extensin (class II) [Lycopersicon esculentum] 



Seq. ID OJ000229_12.0330.C5 

Strand + 

End 8238 

Method AAT/NAP 

End 8238 

Score 63 

L-4) - tomato gi 1170444 (M76671) 



40341 
83478 
10866 

OJ000229_12.0330.C5.o4.gs 
10866 • 
none 

10866.. 11321 



Seq. ID OJ000229_12.0330.C5 

Strand + 

End 11463 

Method GEN SCAN 

End 11321. 

Score .78 



40341 Seq. ID OJ000229_12 . 0330 . C5 

83478 Strand + 

10866 End 11463 

OJ00022 9_12 . 0330 . C5 . o2 . gp Method AAT/GAP 

10894 End 11463 

22877_1.R1084 Score 1100 

10894. .11463 

'3449320/dbj | AB016879 . 1 1 AB016879 5.0e-10 Arabidopsis thaliana 

genomic DNA, chromosome 5, PI clone: MRB17, complete sequence' 



40341 Seq. ID 

83478 Strand 

10866 End 

OJ00022 9_12 . 0330 . C5 . p3 . np Method 

11025 End 

7488223 Score 
11025. .11159, 11190.. 11318 

probable wound-induced protein T9A4 . 6 - Arabidopsis thaliana 



OJ000229_12.0330.C5 
+ 

11463 
AAT/NAP 
11318 
131 



40292 



gi 1 3695408 |gb| AAC62808.il (AF096373) contains similarity to 
Solanum lycopersicum (tomato) wound- induced protein (GB:X59882) 
[Arabidopsis thaliana] gi | 4538956 | emb | CAB3.9780 . 1 1 (AL049488) 
probable wound-induced protein [Arabidopsis thaliana] 
gi|7267724|emb|CAB78150.1| (AL161517) probable wound-induced 
protein [Arabid 



Seq. No. 40341 Seq. ID 

Gene No* 83479 Strand 

Start 4707 End 

Name OJ000229_12 . 0330 . C5 . o2 . gs Method 

Start 4707 End 

GI none Score 

Exons 4 707.. 6002 



OJ000229_12.0330.C5 

6002 
GENSCAN 
6002 
.86 



Seq. No. 40341 

Gene No. 83480 

Start 8006 

Name OJ000229JL2 . 0330 . C5 . ol . tm 

Start 1644 

GI none 

Exons 1644.. 1835, 1658.. 1807, 1785. 
2085. .2180, 2087.. 2146 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1835, 



OJ000229 12. 0330. C5 



8954 

TBLASTX: Maize ' 
2180 
260 

1887.. 2072, 1925.. 2062, 



Seq. No. 40341 Seq. ID 

Gene No. 83480 Strand 

Start 8006 End 

Name OJ000229_12 . 0330 .C5 . ol . ts Method 

Start 1965 End 

GI none Score 

Exons 1965.. 2288 



OJ000229_12.0330.C5 
8954 

TBLASTX: Soybean 

2288 

191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40341 
83480 
8006 

OJ000229_12. 

4806 

none 

4806. .4949, 
5022. .5051, 



0330.C5.o2.tm 



4806. .4991, 4813. 
5023. .5052 



OJ000229_12.0330.C5 
8954 

TBLASTX: Maize 

5052 

119 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5007, 4828. .5007, 4832. .5008, 



Seq. No. 40341 Seq. ID 

Gene No. 83480 Strand 

Start 8006 End 

Name OJ000229_12 . 0330 . C5 . o3 . gs Method 

Start 8006 End 

GI none Score 

Exons 8006.. 8371, 8910.. 8954 



OJ000229_12.0330.C5 

8954 
GENSCAN 
8954 
.92 



Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons 



40342 Seq. ID 

83481 Strand 

2*442 End 

OJ00022 9_12 . 0330 . C6 . o2 . gs Method 

2442 End 

none Score 

2442..257S, 3023. .3188, 3347. .3502 



OJ000229_12.0330.C6 
+ 

3502 
GENSCAN 
3502 * 
.5 



40293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40342 Seq. ID 

83482 Strand 

4051 End 

OJ000229_12 . 0330 . C6 . ol . gp Method 

4051 End 

2661_1.R1084 Score 
4051. .4728 

, 4415940/gb|AAD20170| 6.0e-21 (AC0064.18) hypothetical protein 
[Arabidopsis thaliana] 1 > : "; 



OJ000229_12 . 0330 . C6 
+ 

4728 
AAT/GAP 
4728 
1287 



40342 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000229 12. 0330. C6 



709 

AAT/NAP 

393 

288 



83483 
1 

OJ000229_12.0330.C6.ol.np 
1 

7485719 
1. .393 

hypothetical protein F18E5.40 - Arabidopsis thaliana 
gi I 3080386 | emb| CAA18706.il (AL022603) hypothetical protein 
[Arabidopsis thaliana] gi | 3402761 1 emb I CAA20207 . 1 1 (AL031187) 
hypothetical protein [Arabidopsis thaliana] 
gi|7268939|emb|CAB81249.1| (AL161555) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 


40342 


Seq. ID 


OJ000229_12.0330. 


Gene No. 


83483 


Strand 




Start 


1 


End 


709 


Name 


OJ000229 12.0330.C6.ol.gs 


Method 


GENSCAN . 


Start 


. 15 


End 


709 


GI 


none 


Score 


.82 


Exons 


15. .531, 618. .709 






Seq. No. 


40342 . 


Seq. ID 


OJ000229_12.0330. 


Gene No. 


83484 


Strand 




Start 


4265 


End 


5800 


Name 


OJ000229 12.0330.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


4250 


End 


4600 


GI 


none 


Score 


190 


Exons 


4250. .4567, 4271 4567, 4550 . 


.4600, 4568.. 4597 


Seq. No. 


40342 


Seq. ID 


OJ000229_12.0330. 


Gene No. 


83484 


Strand 




Start 


4265 


End 


5800 


Name 


OJ000229 12.0330.C6.o2.np 


Method 


AAT/NAP 


Start 


4265 


End 


4651 


GI 


7486809 


Score 


301 


Exons 


4265. .4651 






GI Descrip. 


hypothetical protein M4I22.90 


- Arabidopsis thaliana 




gi | 3269289 | emb | CAA19722 . 1 | (AL030978 ) 


putative protein 




[Arabidopsis thaliana] gi | 7269581 1 emb | CAB79583 . 1 1 (AL161 




putative protein [Arabidopsis 


thaliana] 


Seq. No. 


40342 


Seq. ID 


OJ000229_12.0330. 


Gene No. 


83484 


Strand 




Start 


4265 


End 


5800 


Name 


OJ000229 12.0330.C6.o3.gs 


Method 


GENSCAN 


Start 


4265 


End 


5800 



C6 



40294 




ti 





none 








Score 


.86 




Exons 


4265.. 4702, 5711 


. .5800 












Seq. No. 


40342 








Seq. ID 


OJ000229_12.0330 


.C6 


Gene No. 


O ^ A O A 

83484 








Strand 






Start 


4265 








End 


5800 




Name 


OJ000229 12.0330 


.C6.ol. 


tw 




Method 


TBLASTX: Wheat 




Start 


4271 








End 


4498 




GI 


none 








Score 


165 




Exons 


4271. .4495, 4271 


. .4498 












Seq. No. 


40342 








Seq. ID 


OJ000229_12.0330 


,C6 


Gene No. 


O O A O A 

83484 








Strand 






Start 


4265 








End 


5800 




Name 


OJ000229 12.0330 


,C6.ol. 


ts 




Method 


TBLASTX : Soybean 




Start 


4289 








End 


4597 




GI 


none 








Score 


62 




Exons 


4289. .4408, 4463 


. .4597, 


4490. 


.4597 






Seq. No. 


40342 








Seq. ID 


OJ000229_12.0330 


.C6 


Gene No. 


83484 








Strand 






Start 


4265 








End 


5800 




Name 


OJ000229 12.0330 


.C6.ol . 


tc 




Method 


TBLASTX: Cress 




Start 


4355 








: End 


4597 




GI 


none 








Score 


145 




Exons 


4355. .4408, 4463 


. .4597 












Seq. No. 


40343 








Seq. ID 


OJ000229_12.0330 


.C7 


Gene No. 


83485 








Strand 






Start 


1 








End 


1022 




Name 


OJ000229 12.0330 


.C7.ol. 


np 




Method 


AAT/NAP 




Start 


1 








End 


1022 




GI 


7489456 








Score 


87 




Exons 


1..17, 514. .591, 


689.-829, 


941. .1022 






GI Descrip. 


beta-glucosidase 


{EC 3. 


2.1 


.21), chloroplast - rice 






gi 1 1143864 | gb | AAA84 906 . 


11 


(U28047) beta glucosidase [Oryza 




sativa] 














Seq. No. 


40343 








Seq. ID 


OJ000229JL2.0330 


.C7 


Gene No. 


83485 








Strand 






Start 


1 








End 


1022 




Name 


OJ000229 12.0330 


.C7.ol. 


tm 




Method 


TBLASTX : Maize 




Start 


513 








End 


816 




GI 


none 








Score 


99 




Exons 


513.. 620, 513.. 623, 514 


. .624, 


527. .637 


, 704.. 790, 709.. 


792, 




781. .816 














Seq. No. 


40343 








Seq. ID 


OJ000229_12.0330 


.C7 


Gene No. 


83485 








Strand 






Start 


1 








End 


1022 




Name 


OJ000229 12.0330 


.C7.ol. 


gs 




Method 


GENSCAN 




Start 


514 








End 


620 




GI 


none 








Score 


.79 




Exons 


514. .620 














Seq. No. 


40344 








Seq. ID 


OJ000229_12.0330 


.C8 


Gene No. 


83486 








Strand 


+ 





40295 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



1988 
AAT/NAP 
1210 
2037 



OJ000229_12.0330.C8.ol.np 
1 

6539553 
1. .1210 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



40344 
83486 
1 

OJ000229_12.0330.C8.o3.ts 
1 

none 

1..168, 2. .226, 2. .223 

40344 
83486 
1 

OJ000229_12.0330.C8.o2.tm 

2 

none 

2. .382, 118. .279 

40344 
83486 
1 

OJ000229_12.0330.C8.o2.tw 
2 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_12.0330.C8 
+ 

1988 

TBLASTX : Soybean 

226 

73 



OJ000229_12.0330.C8 
+ 

1988 

TBLASTX: Maize 

382 

256 



Seq. ID OJ000229_12.0330.C8 
Strand 
End 

Method 
End 
Score 



+ 

1988 

TBLASTX: Wheat 

1988 

196 



2. .193, 2. .169, 188. .394, 262. .384, 1935. .1988 



40344 Seq. ID 

83486 Strand 

1 End 

OJ000229_12 . 0330 . C8 . ol . gs Method 

5 End 

none Score 
5. .1213 



OJ000229_12.0330.C8 
+ 

1988 
GENSCAN 
1213 
.58 



Seq. No. 40344 

Gene No. 83486 

Start 1 

Name OJ000229_12 . 0330 . C8 . ol . ts 

Start 247 

GI none 

Exons 247.. 447, 248.. 592 

Seq. No. 40344 

Gene No. 83486 

Start 1 

Name OJ000229_12 . 0330 . C8 . ol . tm 

Start 403 

GI none 

Exons 403.. 741, 404.. 742 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_12.0330.C8 
+ 

1988 

TBLASTX : Soybean 

592 ■ 

316 



OJ000229_12.0330.C8 
+ 

1988 

TBLASTX: Maize 

742 

312 



40296 



Seq. No. 


40344 








Seq. ID 


OJ000229_12.0330.C8 


rjpnp No 


83486 








Strand 


+ 


Start 


1 








End 


1988 


Name 


OJ000229 12 


.0330 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


9-t-art 

J Lai L 


598 








End 


1074 


GI 


none 








Score 


101 


V von q 


598. .669, 599.. 673, 600 


. . 671, 


688. .1074, 689. .1036 


Seq. No. 


40344 








Seq. ID 


OJ000229_12.0330.C8 


flpnp No 


83486 








Strand 


+ 


Start 


1 








End 


1988 


Name 


OJ000229 12 


.0330 


.C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


605 








End 


946 




none 








Score 


91 




605.. 718, 631.. 711, 737 


. . 946, 


742. .867 




Seq. No. 


40345 








Seq. ID 


OJ000229_12.0330.C9 


Gene No. 


83487 








Strand 




Start 


1028 








End 


4937 


Name 


OJ000229 12 


.0330 


.C9.ol. 


np 


Method 


AAT/NAP 


Start 


1028 








End 


4200 


ox 


4204761 








Score 


442 . 




1028. .1104, 


2571 


.-.2749, 


2831. 


.3022, 3119.. 3247, 4040.. 4200 




(U51192) peroxidase precursor 


[Glycine 


max] 


Seq. No. 


40345 








Seq. ID 


OJ000229_12.0330.C9 


Gene No. 


83487 








Strand 




u Lax. u 


1028 








End 


4937 


INdlUC 


OJ000229 12 


.0330 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Qf art- 


2573 








End 


3244 




none 








Score 


119 




2573. .2749, 


2574 


. .2771, 


2840. 


.3004, 2877. .2942, 3119. .3244 




3123. .3176 












Seq. No. 


40345 








Seq. ID 


OJ000229_12.0330.C9 


Gene No. 


83487 








Strand 




Start 


1028 








End 


4937 


Name 


OJ000229 12 


.0330 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2573 








End 


3257 


GI 


none 








Score 


75 


Exons 


2573. .2674, 


2574 


. .2675, 


2669. 


.2749, 2670.. 2750, 2831.. 3022 




2832. .3023, 


3119 


. .3253, 


3120. 


.3257 




Seq. No. 


40345 








Seq. ID 


OJ000229_12.0330.C9 


Gene No. 


83487 








Strand 




Start 


1028 








End 


4937 


Name 


OJ000229 12 


.0330 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2573 








End 


3247 


GI 


none 








Score 


111 


Exons 


2573. .2749, 


2574 


. .2768, 


2840. 


.2980, 2877. .2942, 2990. .3022 




3006. .3023, 


3119 


. .3247, 


3120. 


.3176 




Seq. No. 


40345 








Seq. ID 


OJ000229_12.0330.C9 


Gene No. 


83487 








Strand 




Start 


1028 








End 


4937 


Name 


OJ000229 12 


.0330 


.C9.ol. 


gs 


Method 


GENSCAN 



40297 




Start 


2587 


End 


4937 


GI 


none 


Score 


.79 


Exons 


2587.. 2825, 2831. 


.3022, 3040.. 3113, 3119.. 3396, 4837.. 4937 


Seq. No. 


40345 


Seq. ID 


OJ000229JL2.0330.C9 


Gene No. 


83487 


Strand 




O Car t. 




End 


4937 


Name 


OJ000229 12.0330. 


C9.o2.gp Method 


AAT/GAP 


Start 


2587 


End 


3326 


GI 


20679 1.R1084 


Score 


975 


Exons 


2587.. 2749, 2831. 


.3022, 3119.. 3326 




GI Descrip. 


•4204761 7.0e-65 


(U51192) peroxidase precursor [Glycine max] 1 


Seq. No. 


40345 


Seq. ID 


OJ000229_12.0330.C9 


Gene No. 


83487 


Strand 




Of- a rt 
O Lai L 


1 028 


End 


4937 


Name 


OJ000229 12.0330. 


C9.o3.gp Method 


AAT/GAP 


Start 


2594 


. End 


3383 


GI 


20679 1.R1084 


Score 


1050 


Exons 


2594. .2749, 2831. 


.3022, 3119.. 3383 




GI Descrip. 


•4204761 7.0e-65 


(U51192) peroxidase precursor [Glycine max] ' 


Seq. No. 


40345 


Seq. ID 


OJ000229_12.0330.C9 


uene wo . 


OJ^O / 


Strand 




Start 


1028 


End 


4 937 


Name 


OJ000229 12.0330. 


C9.ol.tw Method 


TBLASTX: Wheat 


Start 


2840 


End 


3257 


GI 


none 


Score 


71 


Exons 


2840.. 3022, 3119. 


.3253, 3120.. 3257 




Seq. No. 


40346 


Seq. ID 


OJ000229_12.0330.C12 


Gene No. 


83488 


Strand 




Start 


1 


End 


869 


Name 


OJ000229 12.0330. 


C12.ol.np Method 


AAT/NAP 


Start 


1 


End 


869 


GI 


6539553 


Score 


1505 


Exons 


1..869 






GI Descrip. 


(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


40346 










Seq. ID 


OJ000229_12.0330.C12 


Gene No. 


83488 










Strand 




Start 


1 










End 


869 


Name 


OJ000229 


_12. 


0330. 


C12.ol 


.gs 


Method 


GEN SCAN 


Start 


30 










End 


692 


GI 


none 










Score 


.4 


Exons 


30. .692 














Seq. No. 


40346 










Seq. ID 


OJ000229_12.0330.C12 


Gene No. 


83488 










Strand 




Start 


1 










End 


869 


Name 


OJ000229 


12. 


0330. 


C12.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


98 










End 


853 


GI 


none 










Score 


200 


Exons 


98. .337, 


99. 


.257, 


115. . 


345, 


118. .315, 


366. .845, 389. .853 



40298 



Seq. No. 


40346 




Seq. ID 


OJ000229_12.0330 


.C12 




ft ^dft ft 




j L.1 aiiu 






C 4- -j »-f 


1 

X 




Hi 1 l^J. 


8 69 

O VJ _7 




Name 




f m 

LIU 


171 C LI1UU 






otart 


jU J 




FnH 

£jIL\JL 


ft6Q 

O D -7 






none 






7S 




Exons 


^n^ 67n fifiQ flfift 7SQ 

JU J . . D / U; DO .ODD, / «J • 


869 

• O U -7 








Seq. No. 


40346 




Seq. ID 


OJ000229_12.0330 


.C12 


bene lno • 


ft ^4ftft 

O J400 




U Li. C111VU 






Of a r-t- 


1 




End 


869 




Name 








iDLirioiA • ouyucaii 




Otal L 






End 


869 

U U J/ 






none 






38 




T *V /™\ 


^n^ 676 6^n 66R 677 


ft 6ft 
. O \J O f 


7P^ 869 






Seq. No. 


40347 




Seq. ID 


OJ000229_12.0330 


.C13 


Gene No. 


83489 




Strand 


+ 




Of a y~j- 


3051 




End 


3668 




Name 


OJ000229 12.0330.C13.o2. 


np 


Method 


AAT/NAP 




Cf 3 r f 


3051 




End 


3485 






678547 




Score 


406 




Exons 


3051. .3485 










\j± uescrip. 


(L13654) peroxidase [Lycopersicon esculentum] 




Seq. No. 


40347 




Seq. ID 


OJ000229_12.0330 


.C13 


Gene No. 


83489 




Strand 


+ 




Of a ->~f 


3051 




End 


3668 




Name 


OJ000229 12.0330.C13.ol. 


gp 


Method 


AAT/GAP 




Of 3 y-f 


3061 




End 


3668 






19497 1.R1084 




Score 


1165 




Exons 


3061. .3668 










Ul UcSCIip. 


•678547 2.0e-42 (L13654) 


peroxidase [Lycopersicon esculentum] 1 


Seq. No. 


40347 




Seq. ID 


OJ000229_12.0330 


.C13 




83490 




Strand 


+ 




Of ar f 


.5245 - 




End 


8221 




Name 


OJ000229 12.0330.C13.o2. 


gp 


Method 


AAT/GAP 






5245 




End 


6783 




Va J. 


none 




Score 


938 




Exons 


5245.. 5555, 6585.-6783 










Seq. No. 


40347 




Seq. ID 


OJ000229_12.0330 


.C13 




83490 




Strand 


+ 




Cf 2 >-f 


5245 




End 


8221 




Name 


OJ000229 12.0330.C13.o2. 


gs 


Method 


GENSCAN 




Of a v-f 


6590 




End 


8221 




PT 


none 




Score 


.74 




Exons 


6590. .7162, 7253.. 7673, 


7863. 


.8221 






Seq. No. 


40347 




Seq. ID 


OJ000229JL2.0330 


.C13 


Gene No. 


83490 




Strand 


+ 




Start 


5245 




End 


8221 




Name 


OJ000229 12.0330.C13.o3. 


np 


Method 


AAT/NAP 




Start 


6641 




End 


8176 




GI 


6642657 




Score 


1134 





40299 



Exons 6641.. 7162, 7253. .7673, 7863. .8176 

GI Descrip. (AC012395) putative integral membrane protein [Arabidopsis 
thaliana] 



in 
ry 



%1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000229_12.0330.C13 
Strand 

End 900 

Method AAT/NAP 

End 894 

Score .1532 



40347 
83491 
1 

OJ000229_12.0330.C13.ol.np 
1 

6539553 
1..894 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID OJ000229_12.0330.C13 
Strand 

End 900 

Method TBLASTX : Mai ze 

End 7 65 

Score 297 



Seq. ID OJ000229_12.0330.C13 
Strand 

End 900 

Method TBLASTX : Wheat 

End 900 

Score 258 



Seq. ID OJ000229_12.0330.C13 
Strand 

End 3484 

Method TBLASTX : Soybean 

End 3482 

Score 114 



40347 
83491 
1 

OJ000229_12.0330.C13.o3.tm 
452 
none 

452.-757, 454. .765 

40347 
83491 
1 

OJ000229_12.0330.C13.ol.tw 
514 
none 

514. .900, 515. .889 

40347 
83492 
3060 

OJ000229_12.0330.C13.ol.ts 
3060 
none 

3060.. 3134, 3062.. 3124, 3135.. 3200, 3212.. 3262, 3216.. 3482, 
3377. .3472 



Seq. No. 40347 

Gene No. 83492 

Start 3060 

Name OJ000229_12.0330.C13.o2.tm 

Start 3060 

GI none 
Exons 



Seq. ID OJ000229_12.0330.C13 
Strand 

End 3484 
Method ' TBLASTX: Maize 
End 3484 
Score 185 

3060. .3188, 3062. .3124, 3188. .3235, 3188. .3262, 3189. .3482, 
3305.. 3481, 3374.. 3484 



Seq. No. 40347 

Gene No. 83492 

Start 3060 

Name OJ000229_12 . 0330 . C13 . o2 . tc 

Start 3060 

GI none 
Exons 



Seq. ID OJ000229_12.0330.C13 
Strand 

End 3484 

Method TBLASTX : Cress 

End 3482 

Score 121 



3060.. 3149, 3135.. 3482, 3182.. 3262, 3386.. 3466 



40300 




Seq. No. 


40347 








Seq. ID 


OJ000229_12.0330 


.C13 


Gene No. 


83493 








Strand 






Start 


6584 








End 


7528 




Name 


OJ000229 12. 


0330. 


C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6584 








End 


7353 




GI 


none 








Score 


233 




Exons 


6584. .6952, 


6597. 


. 6953, 


6602. 


.6955, 6730.. 6954, 6949. .7167, 




6954. .7016, 


6958. 


.7143, 


7056. 


.7166, 7189.. 7353, -7252.. 7350 


Seq. No. 


40347 








Seq. ID 


OJ000229_12.0330 


.C13 


Gene No . 


83493 








Strand 






Start 


6584 








End 


7528 




Name 


OJ000229 12. 


0330. 


C13.o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


6598 








End 


6853 




GI 


none 








Score 


190 




Exons 


6598. .6849, 


6632. 


.6853 










Seq. No. 


40347 








Seq. ID 


OJ000229_12.0330 


.C13 


Gene No. 


83493 








Strand 






Start 


6584 








End 


7528 




Name 


OJ000229 12. 


0330. 


C13.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


6925 








End 


7462 




GI 


none 








Score 


199 




Exons 


6925. .7143, 


7034 . 


.7162, 


7192. 


.7461, 7253. .7462 




Seq. No. 


40347 








Seq. ID 


OJ000229_12.0330 


.C13 


Gene No . 


83493 








Strand 






Start 


6584 








End 


7528 




Name 


OJ000229 12. 


0330. 


C13.o4 


. ts 


Method 


TBLASTX : Soybean 




Start 


7033 ~~ 








End 


7165 




GI 


none 








Score 


183 




Exons 


7033. .7140, 


7034. 


.7165 










Seq. No. 


40347 








Seq. ID 


OJ000229_12.0330 


.C13 


Gene No . 


83493 








Strand 






Start 


6584 








End 


7528 




Name 


OJ000229 12. 


0330. 


C13.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


7258 








End 


7528 




GI 


none 








Score 


196 




Exons 


7258. .7461, 


7259. 


.7462, 


7466. 


.7528 






Seq. No. 


40347 








Seq. ID 


OJ000229_12.0330 


.C13 


Gene No. 


83494 








Strand 






Start 


7433 








End 


7690 




Name 


OJ000229 12. 


0330. 


C13.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


7433 








End 


7690 




GI 


none 








Score 


176 




Exons 


7433. .7546, 


7433. 


.7690, 


7437 . 


.7682, 7438.. 7689 




Seq. No. 


40347 








Seq. ID 


OJ000229_12.0330 


.C13 


Gene No. 


83495 








Strand 






Start 


7889 








End 


8071 




Name 


OJ000229 12. 


0330. 


C13.o5 


.ts 


Method 


TBLASTX : Soybean 




Start 


7889 








End 


8071 




GI 


none 








Score 


181 




Exons 


7889. .8071, 


7889. 


.8071 











40301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40348 Seq. ID 

83496 Strand 

1159 End 

OJ000229_12.0330.C14.ol.np Method 

1159 End 

7248403 Score 
1159. .1193, 3779. .4377 

(AP001389) Similar to Arabidopsis thaliana DNA chromosome 4, 

clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



OJ000229_12.0330.C14 
+ 

4380 
AAT/NAP 
4377 
842 



BAC 



40348 Seq. ID 

83496 Strand 

1159 End 
OJ00022 9_12 . 0330 . C14 . o2 . gs Method 

3841 End 

none Score 
3841. .4380 



OJ000229_12.0330.C14 
+ 

4380 
GENSCAN 
4380 
.88 



Seq. No. 


40348 


Seq. ID 


OJ000229_12.0330.C14 


Gene No. 


83497 


Strand 


+ 


Start 


6294 


End 


6413 


Name 


OJ000229 12.0330.C14.o3.np 


Method 


AAT/NAP 


Start 


6294 


End 


6413 


GI 


5042454 


Score 


64 


Exons 


6294. .6413 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


40348 


Seq. ID 


OJ000229_12.0330.C14 


Gene No. 


83498 


Strand 




Start 


.713 


End 


3147 


Name 


OJ000229 12.0330.C14.ol.gs 


Method 


GENSCAN 


Start 


713 


End 


3147 


GI 


none 


Score 


.61 


Exons 


713.. 1366, 3031.. 3147 






Seq. No. 


40348 


Seq. ID 


OJ000229_12.0330.C14 


Gene No. 


83499 


Strand 




Start 


4565 


End 


5027 


Name 


OJ000229 12.0330.C14.o2.np 


Method 


AAT/NAP 


Start 


4565 


End 


5027 


GI 


7248404 


Score 


414 


Exons 


4565. .5027 






GI Descrip. 


(AP001389) ESTs AU082409 (E30736) , C74252 (E30736 ) correspond to 




region of the predicted gene. 


-hypothetical protein [Oryza 




sativa] 






Seq. No. 


40348 


Seq. ID 


OJ000229_12.0330.C14 


Gene No. 


83500 


Strand 




Start 


9430 


End 


10047 


Name 


OJ000229 12.0330.C14.ol.tc 


Method 


TBLASTX: Cress 


Start 


3811 


End 


4146 


GI 


none 


Score 


142 . . 


Exons 


3811.. 3969, 3816.. 3953, 3994. 


.4146 





Seq. No. 40348 Seq. ID OJ000229_12 . 0330 . C14 

Gene No. 83500 Strand 

40302 



Start 


9430 




End 


10047 


Name 


OJ000229 12. 0330.C14 .ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3850 ~~ 




End 


4134 


GI 


none 




Score 


126 


Rxons 


3850. .3990, 3997. .4134 








Seq. No. 


40348 




Seq. ID 


OJ000229_12.0330.C14 


Gene No. 


83500 




Strand 




Start 


9430 




End 


10047 


Name 


OJ000229 12.0330.C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3997 ~ 




End 


4356 


GI 


none 




Score 


276 


Exons 


3997. .4356, 4006. .4152, 


4221 


. .4328 




Sea. No. 


40348 




Seq. ID 


OJ000229 12.0330.C14 


Gene No. 


83500 




Strand 




Start 


9430 




End 


10047 


Name 


OJ000229 12.0330.C14.o3 


.gp 


Method 


AAT/GAP 


Start 


9430 




End 


10047 


GI 


55573 1.R1084 




Score 


1151 


Exons 


9430. . 10047 








GI Descrip. 


'4176420/dbj | BAA37167 | 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


40349 




Seq. ID 


OJ000229_12. 0330. CIS 


Gene No. 


83501 




1 Strand 


+ 


Start 


4293 




End 


4710 


Name 


OJ000229 12.0330.C15.o2 


.gp 


Method 


AAT/GAP 


Start 


4293 




End 


4710 


GI 


LIB3474-007-P1-K1-G11 




Score 


818 


F.xon*? 

_J \J 1 X <J 


4293. .4710 








GI Descrip. 


'3789942 8 . 0e-27 (AF093505) 


polyubiquitin [Saccharum hybrid 




cultivar H32-8560] 1 








Seq. No. 


40349 




Seq. ID 


OJ000229_12.0330.C15 


Gene No. 


83502 




Strand 


+ 


Start 


5128 




End 


5382 


Name 


OJ000229 12.0330.C15.o3 


• gp 


Method 


AAT/GAP 


Start 


5128 




End 


5382 


GI 


2311684 




Score 


478 


Exons 


5128. .5382 








Seq. No. 


40349 




Seq. ID 


OJ000229_12. 0330. CIS 


Gene No . 


83503 




Strand 


+ 


Start 


9786 




End 


10462 


Name 


OJ000229 12.0330.C15.o4 


.gp 


Method 


AAT/GAP 


Start 


9563 




End 


10462 


GI 


294 8.R1084 




Score 


1567 


Exons 


9563. .10462 








GI Descrip. 


• 1332579/emb | CAA66667 | 


3.0e- 


75 (X98063 


polyubiquitin [ Pinui 




sylvestris] 1 








Seq. No. 


40349 




Seq. ID 


OJ0O0229_12.0330.C15 


Gene No. 


83503 




Strand 


+ 


Start 


9786 




End 


10462 


Name 


OJ000229 12. 0330. CIS. o4 


,gs 


Method 


GENSCAN 


Start 


9786 




End 


10444 



40303 





GI 




Exons 




Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 




Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 


f "i 


Seq. No. 


iii 


Gene No. 


[y 


Start . 




Name 




Start 




GI 




Exons 






H. , J! 




""■4 


Seer No 




Gene No. 


. 


Start 




Name 


1=1 


Start 




GI 




Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

9786. .10444 



Score .59 



40349 
83504 
9801 

OJ000229_12.0330.C15.ol.tm 

9771 

none 



OJ000229 12.0330.C15 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9771. .10133, 9774. .10133, 9774. .10031, 9805. .10461, 9805. .10260, 
9821. .9880, 9821. .9880, 9834. .10460, 9834. .10259, 9975. .10460, 
9978.. 10133, 9979.. 10461, 10201.. 10461 



10462 

TBLASTX: Maize 

10461 

370 



Seq. ID OJ000229_12. 0330. CIS 
Strand 
End 

_ Method 

End 
Score 

10136, 9774.. 10136, 9774.. 10133, 9777.. 10133, 9792 
10133, 9805.. 10461, 9805.. 10461, 9805.. 10461, 9805 
10260, 9832.. 10458, 9832.. 10128, 9832.. 10368, 9834 
10460, 9834.. 10259, 9834.. 10460, 9834.. 10460, 



40349 
83504 
9801 

OJ000229_12.0330.C15.ol.tc 
9774 
none 
9774. 
9795. 
9805. 
9834. 



10462 

TBLASTX: Cress 

10461 

316 



10052, 
10461, 
10460, 



10021. .10338, 10032. .10460, 10249 10458, 10251.. 10460 



40349 
83504 
9801 

OJ000229_12. 0330. CIS. ol.tw 

9774 

none 



Seq. ID OJ000229JL2. 0330. CIS 
Strand 

End 10462 

Method TBLASTX : Wheat 

End 10461 

Score 399 



9774.. 10133, 9774.. 10031, 9804.. 10136, 9805.. 10461, 9805.. 10260, 
9821. .9880, 9827. .9880, 9834. .10460, 9834. .10259, 10029 .. 104 60, 
10030.. 10461 



40349 
83504 
9801 

OJ000229_12. 0330. CIS. ol.ts 

9774 

none 



Seq. ID OJ000229_12.0330.C15 ' 
Strand 
End 

Method 
End 
Score 



10462 

TBLASTX : Soybean 

10462 

264 



'9774. .10133, 9774.. 10031, 9792.. 10130, 9801.. 10133, 9805.. 10461, 
9805. .10461, 9805. .10275, 9834. .10460, 9834. .10460, 9834. .10259, 
10032. .10460, 10111. .10269, 10403.. 10462 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229 12.0330.C15 



10462 
AAT/NAP 
10462 
1084 



40349 
83504 
9801 

OJ000229__12. 0330. CIS. ol.np 
9801 
100934 
9801.. 10462 

ubiquitin precursor Ubi-1 - maize gi | 422037 | pir || S20926 
ubiquitin precursor Ubi-2 - maize gi | 248337 | bbs I 944 65 (S94464) 
polyubiquitin (ubiquitin) [maize, Peptide, 533 aa] [Zea mays] 
gi|248339|bbs|94467 (S94466) polyubiquitin (ubiquitin) [maize, 
Peptide, 533 aa] [Zea mays] 



40304 





Seq. No. 


40350 


Seq. ID 


OJ000229_12.0330.C16 




Gene No. 


83505 


Strand 






Start 


1 


End 


1664 




Name 


OJ000229 12.0330.C16.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1355 




GI 


294 8.R1084 


Score 


982 




Exons 


1..532, 1309.. 1355 








GI Descrip. 


, 1332579/emb|CAA66667| 3.0e- 


75 (X98063) 


polyubiquitin [Pinus 






sylvestris] 1 








Seq. No. 


40350 


Seq. ID 


OJ000229_12.0330.C16 




Gene No. 


83505 


Strand 






Start 


1 


End 


1664 




Name 


OJ000229 12.0330.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1664 




GI 


82734 


Score 


842 




Exons 


1..532, 1644. .1664 








GI Descrip. 


ubiquitin precursor - maize 


(fragment) 


gi|226763|prf | I1604470A 






poly-ubiquitin [Zea mays] 








Seq. No. 


40350 


Seq. ID 


OJ000229_12.0330.C16 




Gene No. 


83506 


Strand 




£ es 


Start 


194 6 


End 


2116 


==:sr 


Name 


OJ000229 12.0330.C16.ol.ts 


Method 


TBLASTX : Soybean 


t =? 


Start 


1 


End 


538 




GI 


none 


Score 


71 


fin 


Exons 


1..246, 2. .142, 2. .538, 2. .532, 2. .532, 


3. .533, 3. .533, 3. .533, 


f 1 




77. .532, 78. .533, 476. .535 






; . = 


Seq. No. 


40350 


Seq. ID 


OJ000229_12.0330.C16 




Gene No. 


83506 


Strand 






Start 


1946 


End 


2116 


= 


Name 


OJ000229 12.0330.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


544 




GI 


none 


Score 


215 




Exons 


1..186, 2. .535, 3. .533, 74.. 


532, 75. .533, 304. .540, 445. .540, 


r ~ 




445. .534, 473.-544, 473. .544 


, 473.. 535 




'-is. 


Seq. No. 


40350 


Seq. ID 


OJ00022 9_12.0330.C16 




Gene No. 


83506 


Strand 






Start 


1946 


End 


2116 




Name . . . 


OJ000229 12.0330.C16.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


554 




GI 


none 


Score 


676 




Exons 


2. .538, 3. .533, 66. .554, 77. 


.532, 240.. 


533, 316.. 534 




Seq. No. 


40350 


Seq. ID 


OJ000229_12.0330.C16 




Gene No. 


83506 


Strand 






Start 


1946 


End 


2116 




Name 


OJ000229 12.0330.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


544 




GI 


none 


Score 


805 




Exons 


2. .535, 3. .533, 26. .532, 27. 


.533, 248.. 


532, 252. .533, 473. .544, 






474. .533 








Seq. No. 


40350 


Seq. ID 


OJ000229_12.0330.C16 



40305 




Gene No . 


83506 




Strand 








Start 


1946 




End 


2116 






Name 


OJ000229 12.0330. 


C16.o2.gp 


Method 


AAT/GAP 






Start 


1946 




End 


2116 






GI 


none 




Score 


64 






Exons 


1946.. 1978, 2063. 


.2116 










Seq. No. 


40351 




Seq. ID 


OJ000229_12 , 


.0330 


.C17 


Gene No. 


83507 




Strand 


+ 






Start 


2836 




End 


2995 






Name 


OJ000229 12.0330. 


C17.o3.gp 


Method 


AAT/GAP 






Start 


2836 




End 


2995 






GI 


5005099 




Score 


289 






Exons 


2836. .2995 












Seq. No. 


40351 




Seq. ID 


OJ000229_12, 


.0330 


.C17 


Gene No. 


83508 




Strand 


+ 






Start 


6121 




End 


8748 






Name 


OJ000229 12.0330. 


C17 ,o2 .np 


Method 


AAT/NAP 






Start 


6121 




End 


8745 






GI 


7486806 




Score 


921 






Exons 


6121.. 6168, 7329. 


.7586, 7629., 


.8010, 8102. .8745 






GI Descrip. 


hypothetical protein M4I22.50 


- Arabidopsis thaliana 





gi I 3269285 | emb | CAA19718.il (AL030978) hypothetical protein 
[Arabidopsis thaliana] gi | 7269577 | emb | CAB79579 . 1 1 (AL161566) 
hypothetical protein [Arabidopsis 'thaliana] 





Seq. No. 


40351 






Seq. ID 


OJ000229_ 


12, 


.0330. 


C17 




Gene No. 


83508 






Strand 


+ 










Start 


6121 






End 


8748 










Name 


OJ000229 12 


.0330.C17.o3 


. gs 


Method 


GENSCAN 










Start 


7368 






End 


8748 










GI 


none 






Score 


.81 










Exons 


7368. .8010, 


8102. .8748 
















Seq. No. 


40351 






Seq. ID 


OJ000229_ 


12, 


.0330. 


C17 




Gene No. 


83508 






Strand , 










* - 


Start 


6121 






End 


8748 










Name 


OJ000229 12 


.0330.C17.o5 


.gp 


Method 


AAT/GAP 










Start 


7709 






End 


8252 










GI 


none 






Score 


719 










Exons 


7709. .8010, 


8102. .8252 
















Seq. No. 


40351 






Seq. ID 


OJ000229_ 


12. 


.0330. 


C17 




Gene No. 


83509 






Strand 












Start 


676 






End 


1070 










Name 


OJ000229 12 


.0330.C17.ol 


.gp 


Method 


AAT/GAP 










Start 


676 






End 


1070 










GI 


none 






Score 


790 










Exons 


676. .1070 


















Seq.. No. 


40351 






Seq. ID 


OJ000229_ 


12, 


,0330. 


C17 




Gene No. 


83510 






Strand 












Start 


1429 






End 


1986 










Name 


OJ000229 12 


.0330.C17.o2 


.gp 


Method 


AAT/GAP 










Start 


1429 




End 


1986 










GI 


none 






Score 


1088 









40306 



Exons 



1429. .1986 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40351 
83511 
3031 

OJ000229_12 . 0330 . C17 . o2 . gs 

3031 

none 



Seq. ID OJ000229_12.0330.C17 
Strand 

End 5156 

Method GEN SCAN 

End 5096 

Score .91 



3031.. 3150, 3308.. 3531, 3795.. 4005, 4187.. 4309, 4935.. 5096 



40351 Seq. ID 

83511 Strand 

3031 End 
OJ000229_12 . 0330 . C17 . ol . np Method 

3097 End 

7487784 Score 
3097. .3221, 



OJ000229_12.0330.C17 

5156 
AAT/NAP 
5066 
747 



.3531, 



3795. 
50 



,4005, 4118.. 4334, 4963. 
- Arabidopsis thaliana 



.5066 



3287. 

hypothetical protein T6K22. 
gi I 3402751 1 embt CAA20197.il (AL031187) putative protein 
[Arabidopsis thaliana] gi | 7268928 | emb | CAB79131 . 1 | (AL161554) 
putative protein [Arabidopsis thaliana] 



40351 Seq. ID 

83511 Strand 
3031 End 
OJ000229_12.0330.C17.o4.gp Method 
3923 End 
38125_1.R1084 Score 
3923.. 4005, 4118.. 4309, 4935.. 5156 

, 3402751/emb | CAA20197.il 8.0e-32 (AL031187) putative protein 
[Arabidopsis thaliana] ' 



OJ000229_12.0330.C17 

5156 
AAT/GAP 
5156 
909 



40351 
83512 
9247 

OJ000229_12.0330.C17.o4.gs 
9247 
none 

9247.. 9418, 9639.. 9765, 9855.. 10038, 10140 .. 10366, 10489. 
10875. .11076, 11821. .11941, 12055 .. 12282, 12358 .. 12396, 
13505. .13627 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229 12.0330.C17 



13698 
GENSCAN 
13627 
.67 



,10769, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



40351 Seq. ID 

83512 Strand 

9247 End 

OJ000229_12 . 0330 . C17 . o3 . np Method 

9251 End 

7486807 Score 



OJ000229_12.0330.C17 

13698 
AAT/NAP 
10902 
558 



9251.. 9406, 9542.. 9765, 9829.. 10038, 10140 .. 10361, 10493.. 10902 
hypothetical protein M4I22.60 - Arabidopsis thaliana 
gii3269286|emb|CAA19719.1| (AL030978) putative protein 
[Arabidopsis thaliana] gi | 7269578 | emb | CAB79580 . 1 1 (AL161566) 
putative protein [Arabidopsis thaliana] 



40351 
83512 
9247 



Seq. ID 

Strand 

End 



OJ000229 12.0330.C17 



13698 



40307 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000229_12 . 0330 . C17 . o4 . np Method AAT/NAP 
10984 End 13065 

132819 Score 453 

10984. .11023, 11784. .11947, 12061 .. 12328, 12959. .13065 
SOS RIBOSOMAL PROTEIN L24, CHLOROPLAST PRECURSOR (CL24) 
gi I 71307 |pir | IR5PM24 ribosomal protein L24 precursor, 
chloroplast - garden pea gi I 20873 | emb | CAA32185 I (X14020) 
ribosomal preprotein (AA -39 to 155) [Pisum sativum] 



CL24 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229 12.0330.C17 



13698 
AAT/GAP 
13698 
1573 



40351 
83512 
9247 

OJ000229_12.0330.C17.o6.gp 
11577 

4464_1.R1084 

11577. .11941, 12055. .12282, 12358 12396, 13505.. 13698 

' 400989/sp|Q02764 |RK24_TOBAC 2.0e-54 SOS RIBOSOMAL PROTEIN L24, 

CHLOROPLAST PRECURSOR (CL24) >gi_322771_pir A45113 ribosomal 

protein L24 precursor - common tobacco >gi_170273 (M87838) 
ribosomal protein L24 [Nicotiana tabacum] >gi_170324 (M87839) 
ribosomal protein L24 [Nicotiana tabacum] ' 



40351 
83513 
14227 

OJ000229_12.0330.C17.ol.ts 

3082 

none 

3082.. 3153, 3088.. 3150, 3295. 
3799.. 4008, 3809.. 4006, 3820. 
4109. .4318, 4971. .5018 

40351 
83513 
14227 

OJ000229_12.0330.C17.o2.tm 

3085 

none 

3085.. 3150, 3086.. 3151, 3295. 
3800.. 4006, 3805.. 4008, 3811. 
4111.. 4311, 4933.. 4998, 4935. 



Seq. ID OJ000229_12.0330.C17 
Strand 

End 14756 

Method TBLASTX : Soybean 

End 5018 

Score 64 

.3498, 3302.. 3532, 3303.. 3533, 
.4008, 4107. .4319, 4107. .4283, 



Seq. ID OJ000229_12.0330.C17 
Strand 

End 14756 
Method TBLASTX : Maize 
End .5141 
Score * 95 

.3531, 3302.. 3532, 3302.. 3532, 
.4008, 4104. .4310, 4109. .4312, 
.5141 



Seq. No. 


40351 








Seq. ID 


OJ000229JL2.0330 


.C17 


Gene No. 


83513 








Strand 






Start 


14227 








End 


14756 




Name 


OJ000229 12 


.0330. 


C17.o3. 


,ts 


Method 


TBLASTX : Soybean 




Start 


8122 








End 


8445 




GI 


none 








Score 


294 




Exons 


8122. .8397, 


8130. 


.8396, 


8371. 


.8445 






Seq. No. 


40351 








Seq. ID 


OJ000229_12.0330 


.C17 


Gene No. 


83513 








Strand 






Start 


14227 








End 


14756 




Name 


OJ000229 12 


.0330. 


C17.o3, 


.tm 


Method 


TBLASTX: Maize 




Start 


8130 








End 


8370 




GI 


none 








Score 


70 




Exons 


8130. .8192, 


8130. 


.8366, 


8134. 


.8370 







40308 








40351 




Seq. ID 


OJ000229_12.0330 


.C17 




Gene No. 


83513 




Strand 








Start 


14227 




End 


14756 






Name 


OJ000229 12.0330.C17 


.ol. tc 


Method 


TBLASTX: Cress 






Start 


8145 




End 


8742 






GI 


none 




Score 


257 






Exons 


8145. .8390, 8146. .8397, 8371. .8436, 8554. .8601, 8641. .8742 




OCVj. INU. 


40351 




Seq. ID 


OJ000229_12.0330 


.C17 




Gene No. 


83513 




Strand 








Start 


14227 




End 


14756 






Name 


OJ000229 12.0330.C17 


,o4 . ts 


Method 


TBLASTX: Soybean 






Start 


8578 




End 


8751 






GI 


none 




Score 


260 






Exons 


8578.-8748, 8578. .8751 










C /-» i^r M/-^ 
Ou4< LN (J • 


40351 




Seq. ID 


OJ000229__12.0330 


.C17 




Gene No. 


83513 




Strand 








Start 


1 4 997 




End 


14756 






Name 




• OO .US 


Method 


TBLASTX : Soybean 






Start 


1 H9fiQ 




End 


10878 






GI 


none 




Score 


132 






Exons 




• lUD*i J/ 


10762. .10878 






oeq . INO . 






Seq. ID 


OJ000229_12.0330 


.C17 


in 


Gene No. 






Strand 








Start 


1 4 997 




End 


14756 






Name 


OJ000229 12.0330.C17 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


10290 




End 


10875 






GI 






Score 


125 




%J 


Exons 


• • J.UJJJ/ IUJJO 1 


• 1UDJ1/ 


10762. .10875 




l\J 


* INO • 


4UJJ1 




Seq. ID 


OJ000229_12.0330 


. C17 




Gene No. 


O JJ J- J 




Strand 








Start 


14227 




End 


14756 






, Name 


OJ000229 12.0330.C17 


. o3. tc 


Method 


TBLASTX: Cress 






Start 


10502 




End 


10863 




, ^ 


GI 


none 




Score 


61 






Exons 


10502. .10654, 10520. 


.10615, 


10530. .10634, 10774. .10863 






Seq. No. 


40351 




Seq. ID 


OJ000229_12.0330 


CI 7 




Gene No. 


83513 




Strand 








Start 


14227 




End 


14756 






Name 


OJ000229 12.0330.C17 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


11707 




End 


13630 






GI 


none 




Score 


205 






Exons 


11707. .11940, 11720. 


.11941, 


11777. .11941, 11797. .11943, 








12052. .12312, 12056. 


.12289, 


12177. .12299, 12361 .. 12390, 








12368. .12397, 13503. 


.13571, 


13504. .13572, 13550 .. 13630, 








13551. .13628 












Seq. No. 


4CI351 




SeqT ID 


OJ000229_12.0330 


.C17 




Gene No. 


83513 




Strand 








Start 


14227 




End 


14756 






Name 


OJ000229 12.0330.C17 


. o2.ts 


Method 


TBLASTX : Soybean 






Start 


11783 




End 


12295 





40309 



GI 

Exons 



none Score 115 

11783. .11944, 11791. .11949, 11793 .. 11942 , 12076 .. 12288, 

12077. .12289, 12089 .. 12295, 12192. .12293 



Seq. No. 40351 

Gene No. 83513 

Start 14227 

Name OJ000229_12 . 0330 . C17 . o2 . tc 

Start 11792 

GI none 

Exons 11792. .11944, 11792 .. 11944 , 
12078. .12293, 12201.. 12296 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_12.0330.C17 
14756 

TBLASTX: Cress 

12296 

107 . 



12076. .12285, 12077 . . 12283, 



Seq. No. 40351 Seq. ID 

Gene No. 83513 Strand 

Start 14227 End 

Name OJ000229_12 . 0330 . C17 . o5 . gs Method 

Start 14227 End 

GI none Score 

Exons 14227. .14256, 14313.. 14756 



OJ000229_12.0330.C17 

14756 
GENSCAN 
14756 
.86 



Seq. No. 40352 Seq. ID 

Gene No. 83514 Strand 

Start 1 • End 

Name OJ000229_12.0330.C21.ol.gp Method 

Start 1 End 

GI none Score 

Exons 1..71, 183.. 378, 540.. 637 



OJ000229_12.0330.C21 
+ 

1330 
AAT/GAP 
637 
668 



Seq. No. 40352 

Gene No. 83514 

Start 1 

Name OJ000229_12 . 0330 . C21 . ol . gs 

Start 172 

GI none 

Exons 172.. 378, 540.. 736, 1292.. 1330 



Seq. ID OJ000229_12.0330.C21 

Strand + 

End 1330 

Method GENSCAN 

End 1330 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40352 
83515 
3109 

OJ000229_12 . 0330 . C21 . ol . np 

3109 

7486660 

3109.. 4031, 4823.. 5033, 5675. 
hypothetical protein F8F16.10 



Seq. ID OJ000229_12.0330.C21 
Strand + 
End 6391 
Method AAT/NAP 
End 6385 
Score 1562 
6385 

- Arabidopsis thaliana 
gi|2827514 | emb | CAA16523.il (AL021633) predicted protein 
[Arabidopsis thaliana] gi | 7270022 | emb | CAB79838 . 1 1 (AL161578) 
predicted protein [Arabidopsis thaliana] 



40352 Seq. ID 

83515 Strand 

3109 End 

OJ000229_12 . 0330 . C21 . o3 . gs Method 

3109 End 

none Score 
3109.. 4031, 4823.. 5028, 5661.. 6391 



OJ000229_12.0330.C21 
+ 

6391 
GENSCAN 
6391 
.77 



40310 



Seq. No. 40352 

Gene No. 83516 

Start 1290 

Name OJ000229JL2 . 0330 . C2 1 . o2 . gp 

Start 1290 

GI uC-osroM202001b09al 

Exons 1290.. 1749. 

GI Descrip. '3789942 8.0e-27 (AF093505) 
cultivar H32-8560] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_12.0330.C21 

1749 
AAT/GAP 
1749 
885 



polyubiquitin [Saccharum hybrid. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40352 
83517 
2220 

OJ00022 9_12 . 0330 . C21 . o3 . tm 
2 



Seq. ID OJ000229_12.0330.C21 
Strand 

End 2396 
Method TBLASTX : Mai ze 
End 736 
none Score 101 

2. .82, 3. .77, 183. .257, 185. .235, 187. .255, 261. .323, 264. .341, 
274. .330, 330. .392, 521. .667, 540. .704, 540. .653, 665. .736, 
680. .736 



Seq. No. 40352 Seq. ID 

Gene No. 83517 Strand 

Start 2220 End 

Name OJ00022 9_12 . 0330 . C21 . o2 . gs Method 

Start 2220 End 

GI none Score 

Exons 2220.. 2396 



OJ000229_12.0330.C21 

2396 
GEN SCAN 
2396 
.78 



Seq. No. 


40352 








Seq. ID 


OJ000229_12.0330.C21 


Gene No. 


83518 








Strand 




Start 


3835 








End 


4988 


Name 


OJ000229 12 


.0330 


.C21.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3835 








End 


4899 


GI 


none 








Score 


296 


Exons 


3835. .4029, 


3858 


. .4034, 


3858. 


.4031, 4814. .4888, 4821. .4898, 




4821. .4898, 


4822 


. .4899, 


4822. 


.4899 




Seq. No. 


40352 








Seq. ID 


OJ000229_12.0330.C21 


Gene No. 


83518 








Strand 




Start 


3835 








End 


4988 


Name 


OJ000229 12 


.0330 


.C21.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3841 








End 


4988 


GI 


none 








Score 


245 


Exons 


3841. .4038, 


3858 


. .4040, 


4814. 


.4891, 4821. .4988, 4848. .4985 


Seq. No. 


40352 








Seq. ID 


OJ00022 9_12 . 0330 .C21 


Gene No. 


83519 








Strand 




Start 


5968 








End 


6298 


Name 


OJ000229 12 


.0330 


.C21.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5968 








End 


6298 


GI 


none 








Score 


241 


Exons 


5968. .6294, 


5971 


. .6291, 


6047. 


.6298 





Seq. No, 40353 Seq. ID 

Gene No. 83520 Strand 

Start 1 End 

Name OJ000229 18 .0321. CI .ol.np Method 



OJ000229_18.0321.C1 

3244 
AAT/NAP 



40311 






Start 


1 


End 


3244 






GI 


4680179 


Score 


1180 






Exons 


1..1145, 3207. .3244 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


40353 


beq. ID 


UJUUU^zy xo.UJ^l 


.CI 




Gene No. 


o 3dZ\j 


C4- v>in/4 

b Tirana 








Start 


1 


bna 


Q O A A 






Name 


OJ000229 18-0321. CI. ol.tm 


Method 


i oitAb i a : Maxze 






Start 


291 


End 


539 






GI 


none 


Score 


253 






Exons 


291. .539, 295. .531 










Seq. No. 


40353 


beq. id 


ujuuuzzy lo.uj^i 


.CI 




Gene No. 




Strand 








Start 


1 


hna 


A A 






Name 


OJ000229 18.0321.Cl.ol.ts 


Method 


i bLAb i a : boyoean 






Start 


303 


End 


563 






GI 


none 


Score 


172 






Exons 


303. .563, 304. .561 










Seq. No. 


40353 


Seq. ID 


OJUUUZ29 lo.UJzl 


.CI 




Gene No . 




Strand 








Start 


1 


End 


324 4 






Name 


OJ000229 18.0321.Cl.ol.tw 


Method 


TBLAbTX : wneat 




i 


Start 


351 


End 


887 




i 3 


GI 


none 


Score 


260 




y 
3 


Exons 


351. .887, 352. .633, 658. .885 










Seq. No. 


40353 


Seq. ID 


OJ000229 18.0321 


.CI 


3 


Gene No . 


83520 


Strand 








Start 


1 


End 


"3 O /I A 




y 


Name 


OJ000229 18.0321.Cl.ol.gs 


Metnoa 


(jhlNbCAN 






Start 


645 


End 






es. 


GI 


none 


Score 


.5 






Exons 


645.. 1138, 2848.. 3052 










Seq. No. 


40353 


Seq. ID 


OJ000229_18.0321 


.CI 




Gene No. 


83520 


Strand 








Start 


1 


End 


3244 






Name 


OJ000229 18.0321.Cl.o2.tm 


Method 


TBLASTX: Maize 






Start 


918 


End 


1151 






GI 


none 


Score 


135 






Exons 


918. .1145, 933. .1151, 944. .1150 







Seq. No. 40353 

Gene No. 83520 

Start 1 

Name OJ000229_18 . 0321 . CI . o2 . tw 

Start 918 

GI none 

Exons 918.. 1136, 918.. 1145, 925. 

Seq. No. 4*0354 

Gene No. 83521 

Start 305 

Name 0 J000229_18 . 0321 . C2 . ol . gs 



Seq. ID OJ000229_18.0321.C1 



Strand 
End 

Method 
End 
Score 
,1146 

Seq. ID 

Strand 

End 

Method 



3244 

TBLASTX: Wheat 

1146 

135 



OJ000229 18. 0321. C2 



3839 
GEN SCAN 



40312 




Start 


305 


End 


2709 




GI 


none 


Score 


.51 




Exons 


305,. 513, 604. .648, 915. .1461, 


1848. .2709 




Seq. No. 


40354 


Seq. ID 


OJ000229_18.0321. 


C2 


Gene No. 


83521 


Strand 






Start 


305 


End 


JO J7 




Name 


OJ000229 18.0321.C2.ol.np 


Method 


AAT /NAP 




Start 


527 


End 


JO J7 




GI 


6815052 . 


Score 


i ji / 




Exons 


527. .648, 931. .1013, 1095. .1814, 1863. 


» X _/ O -7 , £. \J J • • £. 37^L J. , 






3740. .3839 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


A n "3 C A 


beq. ID 




C2 


bene wo. 


o J521 


Strand 






Start 


J05 


End 


_> O J ^ 




Name 


OJ0U0229 18 . 0 3Z1 . C2 . Ol . tw 


Method 


TRT.A9TX • Whpaf 

J. DLinO 1 /v • vv llCCt L. 




Start 


0100 


End 






GI 


none 


Score 


85 




Exons 


2122. .2418, 2434. .2616 








Seq. No. 


40355 


Seq. ID 




C3 


Gene No . 


83522 


Strand 






Start 


6961 


End 


1U JuU 




Name 


OJ000229 18.0321.C3.o2.gs 


Method 


P TT M Q p 2i KT 




Start 


6961 


End 


;?U O ft 




GI 


none 


Score 


.87 




Exons 


6961.. 7082, 7363.. 9064 








Seq. No. 


40355 


Seq. ID 


OJ000229_18.0321. 


C3 


Gene No. 


83522 


Strand 






Start 


6961 


End 


10300 




Name 


OJ000229 18.0321.C3.ol.np 


Method 


AAT /NAP 




Start 


6964 


End 


10300 




GI 


6815052 


Score 


1545 




Exons 


6964.. 7082, 7363.. 7438, 7520.. 


8217, 8266. .8401, 9184. .9276, 




10136. .10300 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40355 


Seq. ID 


OJ000229_18.0321. 


C3 


Gene No . 


83522 


Strand 






Start 


6961 


End 


10300 




Name 


OJ000229 18.0321.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8456 


End 


8950 




GI 


none 


Score 


65 




Exons 


8456. .8950, 8556. .8714, 8660.. 


8926 






Seq. No. 


40356 


Seq. ID 


OJ000229_18.0321. 


C4 


Gene No. 


83523 


Strand 






Start 


1 


End 


210 




Name 


OJ000229 18.0321.C4.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


210 




GI 


6815052 


Score 


190 




Exons 


1. .210 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 





40313 



Seq. No. 


40356 






Seq. ID 


OJ000229_18.0321 


.C4 




ft *3S9^ 






O L> x. aiiu 






Start 


1 






End 


. 210 




Name 


OJ000229 18 


.0321 


.C4 . ol . gs 


Method 


GEN SCAN 




Start 


57 






End 


210 




GI 


none 






Score 


.91 




Exons 


57. .210 












Seq. No. 


40357 






Seq. ID 


OJ000229_18.0321 


.C6 




O J .J £. ** 






o u. J. emu 






Start 


62 






End 


402 




Name 


OJ000229 18 


.0321 


.C6.ol.gs 


Method 


GENSCAN 




Start 


62 






End 


402 




GI 


none 






Score 


.55 




Exons 


62. .402 












Seq. No. 


40357 






Seq. ID 


OJ000229_18.0321 


.C6 




ft *3S?S 












Start 


1844 






End 


2302 




Name 


OJ000229 18 


.0321 


.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


835 






End 


1080 




GI 


none 






Score 


137 




Exons 


835. .1080, 


839. . 


1069, 913. 


.1080 






Seq. No. 


40357 






Seq. ID 


OJ000229_18.0321 


.C6 










O Li dllU. 






Start 


1844 






End 


2302 




Name 


OJ000229 18 


.0321 


.C6.ol. tw 


Method 


TBLASTX: Wheat 




Start 


856 






End 


1263 




GI 


none 






Score 


66 




Exons 


856. .1263, 


857. . 


1063 








Seq. No. 


40357 






Seq. ID 


OJ000229_18.0321 


.C6 




ft 












Start 


1844 






End 


2302 




Name 


OJ000229 18 


.0321 


.C6.o2.gs 


Method 


GENSCAN 




Start 


1844 






End 


23.02 




GI 


none 






Score 


.82 




Exons 


1844. .2302 












Seq. No. 


40358 






Seq. ID 


OJ000229_18.0321 


.C7 


Gene No. 


83526 






Strand 






Start 


1 






End 


1013 




Name 


OJ000229 18 


.0321 


.C7 . ol . np 


Method 


AAT/NAP 




Start 


1 






End 


1013 




GI 


7248394 






Score 


1005 




Exons 


1. .1013 












GI Descrip. 


(AP001389) 


ESTs 


C97394 (C60113) ,AU075824 (R0165) , D38985 (R0165 



correspond to a region of the predicted gene . -Similar to 

Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 

putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 40358 Seq. ID 

Gene No. 83527 Strand 

Start 3321 End 

Name OJ000229 18 . 0321 .C7 .ol . ts Method 



OJ000229_18.0321.C7 
4789 

TBLASTX : Soybean 



40314 




Start 


238 


End 


708 




GI 


none 


Score 


85 




Exons 


238. .426, 269. .394, 427. .70.8, 


446. .670 






Seq. No. 


40358 


Seq. ID 


OJ000229_18.0321 


.C7 


Gene No. 


83527 


Strand 






Start 


3321 


. End 


4789 




Name 


OJ000229 18.0321.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


325 


End 


706 




GI 


none 


Score 


86 




Exons 


325. .426, 388. .705, 392. .706 








Seq. No. 


40358 


Seq. ID 


OJ000229_18.0321 


.C7 


Gene No. 


83527 


Strand 






Start 


3321 


End 


4789 




Name 


OJ000229 18.0321.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


394 


End 


855 




GI 


none 


Score 


78 




Exons 


394. .855, 395. .517, 574. .849, 


767. .853 






Seq. No. 


40358 


Seq. ID 


OJ000229_18.0321 


.C7 


Gene No. 


83527 


Strand 






Start 


3321 


End 


4789 




Name 


OJ000229 18.0321.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


725 


End 


1011 




GI 


none 


Score 


118 




Exons 


725. .1009, 738. .977, 738. .1010, 745. .1011, 767. .1009 




Seq. No. 


40358 


Seq. ID 


OJ000229_18.0321 


.C7 


Gene No. 


83527 


Strand 






Start 


3321 


End 


4789 




Name 


OJ000229 18.0321.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


856 


End 


1014 




GI 


none 


Score 


142 




Exons 


856. .1011, 857. .1009, 874. .1014 






Seq. No. 


40358 


Seq. ID 


OJ000229_18.0321 


.C7 


Gene No. 


83527 


Strand 






Start 


3321 


End 


4789 




Name 


OJ000229 18.0321.C7.o2.np 


Method 


AAT/NAP 




Start 


3321 


End 


4789 




GI 


5852181 


Score 


146 




Exons 


3321. .3497, 4736. .4789 








GI Descrip. 


(AL117265) zhbOOll.l [Oryza sativa] . 






Seq. No. 


40358 


Seq. ID 


OJ000229_18.0321 


.C7 


Gene No. 


83527 


Strand 






Start 


3321 


End 


4789 




Name 


OJ000229 18.0321.C7.o3.np 


Method 


AAT/NAP 




Start 


3963 


End 


4789 




GI 


7340881 


Score 


112 




Exons 


3963. .4011, 4117. .4224, 4727. 


.4789 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40358 


Seq. ID 


OJ000229_18.0321 


.C7 


Gene No. 


83527 


Strand 






Start 


3321 


End 


4789 





40315 



Name 

Start 

GI 

Exons 



OJ000229_18 . 0321 . C7 . o2 . gs Method GENSCAN 

4537 End 4676 

none Score . 67 
4537. .4676 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000229_18.0321.C8 
+ 

1151 
GENSCAN 
1151 
.78 



18. 0321. C8 



40359 Seq. ID 

83528 Strand 
361 End 
OJ000229_18 . 0321 . C8 . ol . gs Method 
361 End 
none Score 
361. .475, 1141. .1151 

40359 Seq. ID 

83529 Strand 
7085 End 
OJ000229JL8 . 0321 . C8 . o3 . np Method 
7085 End 
6063554 Score 
7085. .7218, 7317. .7534, 8684. .8860 

(AP000615) ESTs AU075609 {C63344 ) , C71850 (E0464 ) , C98611 (E0464-) 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000229_ 
+ 

8860 
AAT/NAP 
8860 
155 



40359 Seq. ID 

83529 Strand 
7085 End 
0 J00022 9_18 . 032 1 . C8 . o2 . np Method 
7227 End 
5852178 Score 
7227. .7537, 7569. .7672, 8035. .8131 

(AL117265) zhb0008.1 [Oryza sativa] 



OJ000229_18.0321.C8 
+ 

8860 
AAT/NAP 
8131 
398 



40359 Seq. ID 

83529 Strand 
7085 ■ End 
OtTO 0022 9_1 8 . 0 32 1 . C8 . o 1 . gp Method 
8266 End 
2428185 Score 
8266. .8698 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ000229_18.0321.C8 
+ 

8860 
AAT/GAP 
8698 
660 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



40359 Seq. ID 

83530 Strand 

9240 End 

OJ000229_18 . 0321 . C8 . o3 . gp Method 

9240 End 

LIB3433-026-P1-K1-C1 Score 
9240. .9414 

, 5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ000229_18.0321.C8 
+ 

9414 
AAT/GAP 
9414 
241 



40359 Seq. ID 

83531 Strand 

24 69 End 

OJ000229 18.0321.C8.o2.gs Method 



OJ000229_18.0321.C8 

9730 
GENSCAN 



40316 




Start 


2469 








End 


4639 


GI 


none 








Score 


.5 


Exons 


2469, .2722, 


3394. 


.3490, 


3596. 


.3786, 3994. .4173, 4206. .4339, 




4569. .4639 












Seq. No. 


40359 








Seq. ID 


OJ000229_18.0321.C8 


Gene No. 


83531 








Strand 




Start 


2469 








End 


9730 


Name - 


OJ000229 18 


.0321. 


C8.ol. 


np 


Method 


AAT/NAP 


Start 


3296 








End 


9730 


GI 


6691191 








Score 


2679 


Exons 


3296. .6251, 


9676. 


.9730 








GI Descrip. 


(AC007534) 


F7F22. 


15 [Arabidopsis thaliana] 


Seq. No. 


40359 








Seq. ID 


OJ000229_18.0321.C8 


(Zpnp No 


83531 








Strand 




Start 


2469 








End 


9730 


Name 


OJ000229 18 


.0321. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3389 








End 


3877 


GI 


none 








Score 


155 


Exons 


3389. .3478, 


3572. 


. 3877 , 




.3875, 3694. .3876 


- 

Seq. No. 


40359 








Seq. ID 


OJ000229_18.0321.C8 


Qpnp No 


83531 








Strand 




Start 


2469 








End 


9730 


Name 


OJ000229 18 


.0321. 


C8 . 06 . 


tw 


Method 


TBLASTX: Wheat 


Start 


3512 








End 


3745 


GI 


none 








Score 


53 


Exons 


3512. .3718, 


3575. 


. 3745 








Seq. No. 


40359 








Seq. ID 


OJ000229_18.0321.C8 


Gpne No 


83531 








Strand 




Start 


2469 








End 


9730 


Name 


OJ000229 18 


.0321. 


C8 . o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


3746 








End 


4193 


GI 


none 








Score 


117 


Exons 


3746. .4039, 


3756. 


.4043, 


4037 . 


.4192, 4041. .4193 


Seq. No. 


40359 








Seq. ID 


OJ000229_18.0321.C8 


Gene No. 


83531 








Strand 




Start 


2469 








End 


9730 


Name 


OJ000229 18 


.0321. 


C8.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


3878 








End 


4198 


GI 


none 








Score 


116 


Exons 


3878. .4045, 


3879. 


.4031, 


4064. 


.4159, 4065. .4160, 4157. .4198, 




4158. .4193 












Seq. No. 


40359 








Seq. ID 


OJ000229_18.0321.C8 




83531 








Strand 




Start 


2469 








End 


9730 


Name 


OJ000229 18 


.0321. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4220 








End 


4603 


GI 


none 








Score 


61 


Exons 


4220. .4522, 


4526. 


.4603 








Seq. No. 


40359 








Seq. ID 


OJ000229_18.0321.C8 


Gene No. 


83531 








Strand 





40317 






Start 


2469 








End 


9730 




Name 


OJ000229 18 


.0321. 


C8.o4. 


tw 


Method 


TBLASTX: Wheat 




Start . 


4319 








End 


4786 




GI 


none 








Score 


104 




Exons 


4319. .4507, 


4526. 


.4594, 


4586. 


.4786, 4589. .4783, 4596. .4784 




Seq. No. 


40359 








Opn T D 
oet-j • iu 






C~* n ft n KI f\ 

ucilc , t 1NU • 


0 JJJl 








on ctiiu 






Start' - 


2469 








CjLUJL 






Name 


OJ000229 18 


.0321. 


C8.o5. 


ts 


Method 


TBLASTX: Soybean 




Start 


4602 








End 


4780 




GI 


none 








OuUi C 


^7 
j f 




Exons 


4602. .4634, 


4640. 


.4780, 


4641. 


A 1 fifi A 






Seq. No. 


40359 










n.Tnon99Q ift n^9i rft 




bene ino . 


ft ^^^1 

O JJJl 








O l_ J- CI I L\*l 






Start 


2469 








Hi 11 LI 


^ / ju 




Name 


OJ000229 18 


.0321. 


C8.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


4799 








End 


5089 




GI 


none 








Score 


X!7J 




Exons 


4799. .5089, 


4800. 


.5075 










Seq, No. 


40359 








oeq. ±u 


n Tnnn99Q ift 0*^91 pft 


n 


bene ino . 


ft 

OjjjI 








oirana 




•sir 


Start 


2469 










y / ju 




Name 


OJ000229 18 


.0321. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


lH 


Start 


4823 








End 


. 5333 


m 


GI 


none 








Score 


108 


f i 


Exons 


4823. .4933, 


4958. 


.5161, 


5166. 


.5333 




: . : 


Seq. No. 


40359 








Seq. ID 


OJ000229_18.0321.C8 




bene wo . 


OjJJl 








Strand 




\ y 


Start 


2469 








End 


9730 


- 


Name 


OJ000229 18 


.0321. 


C8.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4890 








End 


5231 




GI 


none 








Score 


105 




Exons 


4890. .5147, 


4892. 


.5161, 


4913. 


.5164, 5163. .5231 




Seq. No. 


40359 








Seq. ID 


OJ000229_18.0321.C8 


CD 


Gene No. 


83531 








Strand 








OA fiCj 








End 


9730 




Name 


OJ000229 18 


.0321. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5105 








End 


5521 




GI 


none 








Score 


197 




Exons 


5105. .5161, 


5166. 


.5399, 


5179. 


.5388, 5252. .5401, 5405. .5515, 






5405. .5521, 


5463. 


.5519 










Seq. No. 


40359 








Seq. ID 


OJ000229_18.0321.C8 




Gene No. 


83531 








Strand 






Of ar f 


OA fiQ 








End 


9730 




Name 


OJ000229 18 


.0321. 


C8.o3. 


gs 


Method 


GENSCAN 




Start 


5160 








End 


7658 




GI 


none 








Score 


.43 




Exons 


5160. .5378, 


5566. 


.5796, 


5827. 


.6581, 7083. .7218, 7340. .7522, 






7563. .7658 














Seq. No. 


40359 








Seq. ID 


OJ000229_18.0321.C8 



40318 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



83531 Strand 

2469 End 

OJ00022 9_18 . 0321 . C8 . o2 . ts Method 

5597 End 

none Score 



9730 

TBLASTX: Soybean 

6021 

67 



5597.. 5713, 5601.. 5693, 5686.. 6021, 5693.. 5995 



Seq. No. 40359 Seq. ID 

Gene No. 83531 Strand 

Start 2469 End. 

Name OJ000229_18 . 0321 . C8 . o2 . tw Method 

Start 5618 End 

GI none Score 

Exons 5618.. 5692, 5686.. 6021, 5693.. 5860 



OJ000229_18.0321.C8 
9730 

TBLASTX: Wheat 

6021 

143 





Seq. No. 


40360 


Seq. ID 


OJ000229 


_18 


.0321 


.C10 




Gene No. 


83532 


Strand 


+ 










Start 


1334 


End 


16977 










Name 


OJ000229 18.0321.C10.o2.np 


Method 


AAT/NAP 










Start 


1334 


End 


16504 










GI 


5852180 


Score 


509 










Exons 


1334. .1407, 10836. .10887, 11878. .11961 


, 12021.. 


12457, 








16460.. 16504 












f 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 










1 "*s 


Seq. No. 


40360 


Seq. ID 


OJ000229 


_18 


.0321 


.C10 


~ in. 


Gene No. 


83532 


Strand 


+ 








fij 


Start 


1334 


End 


16977 










Name 


OJ000229 18.0321.C10.o2.gs 


Method 


GENS CAN 








£ . : 


Start 


12163 


End 


13944 










GI 


none 


Score 


.79 










Exons 


12163. .12365, 13484 .. 13735, 


13767. .13944 










Seq. No. 


40360 


Seq. ID 


OJ000229 


_18 


.0321 


.C10 




Gene No. 


83532 


Strand 


+ 










Start 


1334 


End 


16977 










Name 


OJ000229 i8. 0321. C10. o3.gs 


Method 


GENSCAN 










Start 


16109 


End 


16977 








• % 2 


GI 


none 


Score 


.54 










Exons 


16109. .16171, 16939.. 16977 













Seq. No. 


40360 




Seq. ID 


OJ000229_18.0321 


.C10 


Gene No. 


83533 




Strand 






Start 


2673 




End 


8265 




Name* 


OJ000229 18. 0321. C10. ol 


.np 


Method 


AAT/NAP 




Start 


2673 




End 


8265 




GI 


4680179 




Score 


5867 




Exons 


2673. .6414, 8241. .8265 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


40360 




Seq. ID 


OJ000229__18.0321 


.C10 


Gene No. 


83534 




Strand 






Start 


10738 




End 


11119 




Name 


OJ000229 18. 0321. C10. ol 


.gp 


Method 


AAT/GAP 




Start 


10738 




End 


11119 




GI 


uC-osflcyp033a04bl 




Score 


643 




Exons 


10738. .11119 











40319 



GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 40360 Seq. ID 

Gene No. 83535 Strand 

Start 15611 End 

Name OJ000229_18 . 0321 .CIO . 06. tm Method 

Start 2664 End 

GI none Score 

Exons,: 2664.. 2696, 2697.. 2909 



OJ000229_18. 0321. C10 
15862 

TBLASTX: Maize 

2909 

200 



Seq. No. 40360 Seq. ID 

Gene No. 83535 Strand 

Start 15611 , End 

Name OJ000229_18 . 0321 • C10 . 06 . tw Method 

Start 2718 End 

GI none Score 

Exons 2718.. 3047, 2914.. 3048 



OJ000229_18. 0321. C10 
15862 

TBLASTX: Wheat 

3048 

75 



Seq. No. 40360 

Gene No. 83535 

Start 15611 

Name OJ000229_18 . 0321 .C10 . ol .tm 

Start 2910 

GI none 

Exons 2910.. 3338, 2911.. 3339, 2926. 



OJ000229_18. 0321. C10 
15862 

TBLASTX: Maize 
3497 
218 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3339, 3336. .3497, 3343. .3489 



Seq. No. 40360 Seq. ID 

Gene No. 83535 Strand 

Start 15611 End 

Name OJ000229_18 . 0321 .C10 . ol . tw Method 

Start 3051 End 

GI none Score 

Exons 3051.. 3677, 3052.. 3675 



OJ000229_18 .0321. C10 
15862 

TBLASTX: Wheat 

3677 

319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40360 Seq. ID 

83535 Strand 

15611 End 
OJ000229_18 . 0321 .C10 . o4 . tm Method 

3618 End 

none Score 

3618. .4034, 3640. .3924, 3804. .3953 



OJ000229_18. 0321. C10 
15862 

TBLASTX: Maize 

4034 

160 



Seq. No. 40360 Seq. ID 

Gene No. 83535 Strand 

Start 15611 End 

Name OJ000229_18 . 0321 . C10 . o2 . ts Method 

Start 3636 End 

GI none Score 

Exons 3636.. 3896, 3637.. 3891 



OJ000229_18. 0321. C10 
15862 

TBLASTX : Soybean 

3896 

167 



Seq. No. 40360 Seq. ID 

Gene No. 83535 Strand 

Start 15611 End 

Name OJ000229_18 . 0321 . C10 . o3 . tw Method 

Start 3684 End 

GI none Score 



OJ000229_18. 0321. C10 
15862 

TBLASTX: Wheat 

4160 

237 



40320 



Exons 


3684. .4160, 


3685 


. .3939, 


3717. 


.4130 






Seq. No. 


40360 








Seq. ID 


OJ000229_18.0321 


.C10 


fipnp Wo 


83535 








Strand 






Start 


15611 








End 


15862 




Name 


OJ000229 18 


.0321 


.C10.O2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4167 








End 


4677 




GI 


none 








Score 


227 




Exons 


4167. .4676, 


4251 


. .4598, 


4333. 


.4644, 4492. .4677 




Seq. No. 


40360 








Seq. ID 


OJ000229JL8.0321 


.C10 


npnp No 


83535 








Strand 






Start 


15611 








End 


15862 




Name 


OJ000229 18 


.0321 


.C10.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4246 








End 


4604 




GI 


none 








Score 


167 




Exons 


4246. .4443, 


4251 


. .4604, 


4260. 


.4550, 4426.. 4602 




Seq. No. 


40360 








Seq. ID 


OJ000229_18.0321 


.C10 


Gpnp No 


83535 
u -j *j -j «j 








Strand 






Start 


15611 








End 


15862 




Name 


OJ000229 18 


.0321 


.C10.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4425 








End 


4670 




GI 


none 








Score 


189 




Exons 


4425. .4670 














Seq. No. 


40360 








Seq. ID 


OJ000229_18.0321 


.C10 


Cpnp "Mr* 

vj CUC LN W • 


U JJ J J 








Strand 






Start 


15611 








End 


15862 




Name 


OJ000229 18 


.0321 


.ClO.oS. 


tm 


Method 


TBLASTX: Maize 




Start 


4611 








End 


4962 




GI 


none 








Score 


106 




Exons 


4611. .4724, 


4723 


. .4962, 


4724. 


.4894 






Seq. No. 


40360 








Seq. ID 


OJ000229JL8.0321 


.C10 


Gene J^O . 


83535 








Strand 






Start 


15611 








End 


15862 




Name 


OJ000229 18 


.0321 


.ClO.oS. 


tw 


Method 


TBLASTX: Wheat 




Start 


4683 








End 


4983 




GI 


none 








Score 


218 




Exons 


4683. .4724, 


4718 


. .4819, 


4720. 


.4983, 4724. .4963, 4747. .4983 


Seq. No. 


40360 








Seq. ID 


OJ000229_18.0321 


.C10 


Gene No . 


83535 

\J *w* —J <-J 








Strand 






Start 


15611 








End 


15862 




Name 


OJ000229 18 


.0321 


.ClO.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4720 








End 


5091 




GI 


none 








Score 


153 




Exons 


4720. .5055, 


4724 


.4960, 


4912. 


.5055, 5047.. 5091, 5059.. 5091 


Seq. No. 


40360 








Seq. ID 


OJ000229_18.0321 


.C10 


Gene No. 


83535 








Strand 






Start 


15611 








End 


15862 




Name 


OJ000229 18 


.0321 


C10.O3. 


tm 


Method 


TBLASTX: Maize 




Start 


4978 








End 


5445 




GI 


none 








Score 


52 




Exons 


4978. .5445, 


5011 


.5124, 


5204. 


.5374 







40321 




oeq. no. 






Seq. ID 


OJ000229JL8. 0321. C10 


Gene No. 


83535 




Strand 




Start 


15611 




End 


15862 


Name 


OJ000229 18.0321 


.C10.o4.tw 


Method 


TBLASTX: Wheat 


Start 


5032 




End 


8970 


GI 


none 




Score 


167 


Exons 


5032.. 5514, 5041 


..5403, 5075 


. .5410, 8899. .8970 


oeq. no. 


H U JOU 




Seq. ID 


OJ000229_18. 0321. C10 


Gene No. 


83535 




Strand 




Start 


15611 




End 


15862 


Name 


OJ000229 18.0321 


.C10.o7.tw 


Method 


TBLASTX: Wheat 


Start 


5677 




End 


6093 


GI 


none 




Score 


99 


Exons 


5677.. 5862, 5678 


..5833, 5884 


..6093, 5945. .6055 


Seq. No. 


40360 




Seq. ID 


OJ000229_18. 0321. C10 


Gene No. 


83535 




Strand 




o tar u 


15611 




End 


15862 


Name 


OJ000229 18.0321 


.C10.o2.gp 


Method 


AAT/GAP 


Start 


15611 




End 


15862 


GI 


61605 3.R1084 




Score 


398 


Exons " 


15611. .15862 








GI Descrip. 


, 1402920/emb|CAA66965| 2.0e- 


20 (X98321) 


peroxidase [Arabidoj 




thaliana] 1 








Seq. No. 


40361 




Seq. ID 


OJ000229JL8. 0321. Cll 


Gene No. 


83536 




Strand 




Start 


1 




End 


2709 


Name 


OJ000229 18.0321 


.Cll . ol .np 


Method 


AAT/NAP 


Start 


1 




End 


1349 


GI 


6983860 




Score 


594 


Exons 


1.-55, 144. .379, 


578. .1349 







GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. No. 40361 Seq. ID 

Gene No. 83536 Strand 

Start 1 End 

Name OJ000229_18 . 0321 .Cll .ol . gs Method 

Start 40 End 

GI none Score 

Exons 40.. 1380, 2665.. 2709 



OJ000229_18. 0321. Cll 

2709 
GENSCAN 
2709 
.73 



Seq. No. 40361 Seq. ID 

Gene No. 83536 Strand 

Start 1 End 

Name OJ000229_18 . 0321 .Cll . ol . tm Method 

Start 619 End 

GI none Score 

Exons 619.. 918, 815.. 904 



OJ000229JL8. 0321. Cll 
2709 

TBLASTX: Maize 

918 

61 



Seq. No. 40361 Seq. ID 

Gene No. 83536 Strand 

Start 1 End 

Name OJ000229 18 . 0321 .Cll . ol . tw Method 



OJ000229_18. 0321. Cll 
2709 

TBLASTX: Wheat 



40322 





Start 


799 


End 


1158 






GI 


none 


Score 


138 






Exons 


799. .1158, 863. .1156 










Seq. No. 


40362 


Seq. ID 


OJ000229_18. 


0321. C12 




Gene No. 


83537 


Strand 


+ 






Start 


1 


End 


4347 






Name 


OJ000229 18.0321.C12.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


212 






GI 


4680186 


Score 


273 






Exons 


1. .212 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


40362 


Seq. ID 


OJ000229 18. 


0321. C12 




Gene No. 


83537 


Strand 


+ 






Start 


1 


End 


4 347 






Name 


OJ000229 18.0321.C12.ol.gs 


Method 


GENSCAN 






Start 


100 


End 


4347 






GI 


none 


Score 


.45 






Exons 


100. .160, 1248. .1387, 2485.. 


2619, 3174 


..3267, 3877. 


.4079, 






4303. .4347 










Seq. No. 


40362 


Seq. ID 


OJ000229_18. 


0321. C12 


%tj 


Gene No. 


83538 


Strand 






%e* 


Start 


1 


End 


140 




- E " 


in dint? 


OJ000229 18,0321. C12.ol.gp 


Method 


AAT/GAP 




fy 


Start 


1 


End 


140 






GI 


uC-osflcyp033a04bl 


Score 


257 






Exons 


1. .140 








Li 


GI Descrip. 


•6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 1 






r u 
= 


Seq. No. 


40362 


Seq. ID 


OJ000229_18. 


0321. C12 




Gene No. 


83539 


Strand 






C3 


Start 


4277 


End 


4908 






Name 


OJ000229 18.0321.C12.o2.np 


Method 


AAT/NAP 






Start 


4277 


End 


4908 






GI 


7248393 


Score 


392 






Exons 


4277. .4908 










GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 






Seq. No. 


40362 


Seq. ID 


OJ000229_18. 


0321. C12 






83539 


Strand 








Start 


4277 


End 


4908 






Name 


OJ000229 18.0321.C12.o2.gs 


Method 


GENSCAN 






Start 


4493 


End 


4768 






GI 


none 


Score 


.89 






Exons 


4493. .4768 










Seq. No. 


40363 


Seq. ID 


OJ000229JL8. 


0321. C16 




Gene No. 


83540 


Strand 


+ 






Start 


4419 


End 


5425 






Name 


OJ000229 18.0321.C16.o3.gs 


Method 


GENSCAN 






Start 


4419 


End 


5425 






GI 


none 


Score 


.43 






Exons 


4419. .4836, 4842. .4992, 5221 


. .5425 







40323 




Seq. No. 


40363 








Seq. ID 


OJ000229_18. 0321 .CI 6 


Gene No . 


83541 








Strand 




Start 


1183 








End 


3282. 


Name 


OJ000229 18 


.0321 


.C16.o2 


.gs 


Method 


GENSCAN 


Start 


1183 








End 


3282 


GI 


none 








Score 


. 92 


Exons 


1183. . 1342, 


3000 


. . 3052, 


3169. 


. 3282 




Seq. No. 


40363 








Seq. ID 


OJ000229_18.0321 .CI 6 


Gene No. 


83542 








Strand 




Start 


5558 








End 


8126 


Name 


OJ000229_18 


.0321 


.C16.o4 


.gs 


Method 


GENSCAN 


Start 


5558 








End 


7579 


GI 


none 








Score 


.78 


Exons 


5558. .5586, 


5708 


. .5970, 


6054. 


.6212, 6712. .7057, 7256. .7427, 




7443. .7579 












Seq. No. 


40363 








Seq. ID 


OJ000229_18.0321.C16 


Gene No. 


83542 








Strand 




Start 


5558 








End 


8126 


Name 


OJ000229_18 


.0321 


.C16.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6657 








End 


7184 


GI 


none 








Score 


56 


Exons 


6657. . 6767, 


6660 


. . 6788, 


6780. 


.6833, 6858.. 6932, 6877.. 6933, 




6942. .7184, 


69.45 


. .7184 








Seq. No. 


40363 








Seq. ID 


OJ000229_18.0321.C16 


Gene No. 


83542 








Strand 




Start 


5558 








End 


8126 


Name 


OJ000229 18 


.0321 


.CI6.0I 


.np 


Method 


AAT/NAP 


Start 


6990 








End 


8126 


GI 


6705984 








Score 


1611 


Exons 


6990. .8126 












GI Descrip. 


(AB033235) 


gag-pol polyprotein [Oryza 


sativa] 


Seq. No. 


40363 








Seq. ID 


OJ000229_18.0321.C16 


Gene No. 


83542 








Strand 




Start 


5558 








End 


8126 s 


Name 


OJ000229_18 


.0321 


.C16.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7176 








End 


7577 


GI 


none 








Score 


92 


Exons 


7176. .7370, 


7176 


. .7577, 


7189. 


.7572, 7413. .7577 


Seq. No. 


40363 








Seq. ID 


OJ000229_18.0321.C16 


Gene No. 


83542 








Strand 




Start 


5558 








End 


8126 


Name 


OJ000229 18 


.0321 


.C16.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


7185 








End 


7410 


GI 


none 








Score 


144 


Exons 


7185. .7409, 


7186 


. .7410 








Seq. No. 


40363 








Seq. ID 


OJ000229_18.0321.C16 


Gene No. 


83542 








Strand 




Start 


5558 








End 


8126 


Name 


OJ000229 18 


.0321 


,C16.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


7416 








End 


7715 


GI 


none 








Score 


96 



40324 





Exons 


7416. . 7715, 


7561 . 


. 7701 














Seq. No. 


40 363 








Seq. ID 


OJ000229 


_18.0321 


.C16 




Gene No. 


83542 








Strand 










Start 


5558 








End 


8126 








Name 




0321 . 


C16 . 02 


. tw 


Method 


TBLASTX: Wheat 






Start 


*7 C f\ o 

7608 








End 


7954 








GI 


none 








Score 


123 








Exons 


/ 60o . . 1133, 


7 615. 


. 7791, 


"7 "7 O O 

7788 . 


.7949, 7796.-7954, 


7805. .7954 




Seq. No. 


40363 








Seq. ID 


OJ000229 


_18.0321 


.C16 




Gene No. 


O O C A O 

83542 








Strand 










Start 


5558 








End 


8126 








Name 


OJ000229_18. 


0321. 


C16.ol 


.tin 


Method 


TBLASTX: 


Maize 






brart 


/ / lb 








End 


8048 








GI 


none 








Score 


61 








Exons 


/ / 16 . . 7784 , 


7716 . 


. 7793, 


nil . 


.7791, 7789..7866, 


7793. .8047, 






/ /94 . . o04o 


















Seq. No. 


40363 








Seq. ID 


OJ000229 


_18.0321 


-C16 




Gene No. 


83542 








Strand 










Start 


5558 








End 


8126 








Name 


ojoooz^y lo . 


0321 . 


C16 . Ol 


. tc 


Method 


TBLASTX: 


Cress 






Start 


7780 








End 


8126 








GI 


none 








Score 


86 








Exons 


7780 . . 8064 , 


7793 . 


. 8125, 


7794 . 


.8126 








i U 


Seq. No. 


40364 








Seq. ID 


OJ000229 


_18.0321 


.C17 


f i 


Gene No. 


83543 








Strand 










Start 


6091 








End 


16007 






L Li 


Name 


OJ000229 18. 


0321. 


C17.o2 


np 


Method 


AAT/NAP 








Start 


6091 








End 


10950 






i y 


GI 


6815052 








Score 


1456 








Exons 


6091. .6243, 


6325. 


.6400, 


6682. 


.6799, 7098. .7197, 


8065. .8157, 


~ 




8370. .8505, 


8554. 


.9085, 


10923 


. .10950 










GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


40364 








Seq. ID 


OJ000229 


_18.0321 


.C17 




Gene No. 


83543 








Strand 


+ 






H 


Start 


6091 








End 


16007 








Name 


OJ000229 18. 


0321. 


C17.o3 


gs 


Method 


GENS CAN 








Start 


6091 








End 


6803 








GI 


none 








Score 


.93 








Exons 


6091. .6400, 


6682. 


.6803 














Seq. No. 


40364 








Seq. ID 


OJ000229 


_18.0321 


.C17 




Gene No. 


83543 








Strand 


+ 








Start 


6091 








End 


16007 








Name 


OJ000229 18. 


0321. 


C17.o4. 


np 


Method 


AAT/NAP 








Start 


10154 








End 


16007 








GI 


5852175 








Score 


34 








Exons 


10154. .10581, 10611. .10793, 11296 11425, 11989 


. .12040, 








15990. .16007 


















GI Descrip. 


(AL117265) zhbOOOS.l [Oryza sativa] 










Seq. No. 


40364 








Seq. ID 


OJ000229_ 


_18.0321 


-C17 




Gene No. 


83544 








Strand 









40325 






otari 


1 




End 


jUo / 






Name 


* OJ000229 18.0321.C17.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


3087 






GI 


6705984 




Score 


1091 






Exons 


1..1750, 3035.. 3087 












GI Descrip. 

- 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


a n *3 a a 




Seq. ID 


OJ000229_18.0321 


.C17 




Gene No . - 


O O C A A 




Strand 








Start 


1 




End 


3087 






Name 


OJ000229_18.0321.C17.ol. 


gs 


Method 


GENSCAN 






Start 


con 




End 


1135 






GI 


none 




Score 


.43 






Exons 


con cqo tqc nni innc 


. .1135 








Seq. No. 


A ft *3 C A 




beq. iu 


OJ000229_18.0321 


.C17 




Gene no. 


o Jo4o 




otrana 








Start 


9165 




End 


9885 






Name 


OJ00022 9_18 . 0321 . C17 . ol . 


tw 


Method 


TBLASTX: Wheat 






Start 






rjna 


773 






GI 


none 




Score 


144 






Exons 


282. .488, 322. .489, 334. 


A QCk 

. 4 oy, 


o^c a on 
joj . . 4 yu 


, 490. .753, 492.. 


773 


pes. 


Seq. No. 


A C\ C A 

40364 




beq. iu 


OJ000229_18.0321 


.C17 




Gene No . 


8354b 




Strand 








Start 


9165 




End 


9885 




i:: 


Name 


OJ000229_18.0321.C17.ol. 


tm 


Method 


TBLASTX: Maize 




\ y 


Start 


297 




End 


530 






GI 


none 




Score 


126 




I : f 


Exons 


om con onn cot 
29/..53U, 309. .52/ 












Seq. No. 


vi n o ^ a 
4U3b4 




Seq. ID 


OJ000229_18.0321 


.C17 




bene no. 


O O C A C 




Strand 






s 


Start 


9165 




End 


9885 




C3 


Name 


OJ000229_18.0321.C17.ol. 


ts 


Method 


TBLASTX : Soybean 




'"■ J 


Start 


O Q^ 

z y / 




End 


530 




= s 


GI 


none 




Score 


120 






Exons 


OQi con oftQ con 










'-i 

^ cr 


Seq. No. 


4 U 3b4 




Seq. ID 


OJ000229_18.0321 


.C17 


.= Si 

'~J 


Gene No . 


o3o45 




Strand 








Start 


9165 




End 


9885 






Name 


OJ000229_18 . 0321 . C17 . o2 . 


tw 


Method 


TBLASTX: Wheat 






Start 


1 1 A O 




End 


1678 






GI 


none 




Score 


106 






Exons 


1142. .1399, 1245. .1409, 


1420. 


.1488, 1436... 1678, 1510.. 1677 




Seq. No. 


40364 




Seq. ID 


OJ000229_18.0321 


.C17 




Gene No . 


83545 




Strand 








Start 


9165 




End 


9885 






Name 


OJ000229 18.0321.C17.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


1510 




End 


1696 






GI 


none 




Score 


102 






Exons 


1510. .1677, 1513. .1695, 


1514. 


.1696 








Seq. No. 


40364 




Seq. ID 


OJ000229_18.0321 


.C17 




Gene No. 


83545 




Strand 







40326 



• 



Start 


9165 






End 


9885 




Name 


OJ000229 18 


.0321.C17.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3272 






End 


3801 




GI 


none 






Score 


53 




Exons 


3272. .3424, 


3284. .3367, 


3419. 


.3457, 34S5..3487, 


3475. .3801, 




3491. .3676, 


3713. .3799 










Seq. No. 


40364 






Seq. ID 


OJ000229_ 


_18.0321.C17 


Gene No. 


83545 






Strand 


— 




Start 


9165 






End 


9885 




Name 


OJ000229 18 


.0321.C17.o3 


.np 


Method 


AAT/NAP 




Start 


9165 






End 


9885 




GI 


6815052 






Score 


415 




Exons 


9165. .9283, 


9565. .9640, 


9722. 


.9885 






GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


40365 






Seq. ID 


OJ000229_ 


lo . 0321 . Clo 


Gene No. 


83546 






Strand 


+ 




Start 


221 






End 


662 




Name 


OJ000229 18 


.0321.Cl8.ol 


np 


Method 


AAT/NAP 




Start 


221 






End 


662 




GI 


6721560 






Score 


174 




Exons 


221. .334, 376. .662 










GI Descrip. 


(AP001073) 


hypothetical protein [Oryza 


sativa] 





gi I 6815085 | dbj IBAA90371.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 


40365 


Seq. ID 


OJ000229_18.0321 


.C18 


Gene No. 


83547 


Strand . 






Start 


124 


End 


682 




Name 


OJ000229 18.0321.C18.ol.gs 


Method 


GEN SCAN 




Start 


124 


End 


682 




GI 


none 


Score 


.55 




Exons 


124. .550, 616. .682 








Seq. No. 


40366 


Seq. ID 


OJ000229_14.0327 


.C3 


Gene No. 


83548 


Stxand 


+ 




Start 


1 


End 


1105 




Name 


OJ000229 14.0327.C3.ol.np 


Method 


AAT/NAP 




Start 


1 > 


End 


1105 




GI 


7486861 


Score 


996 




Exons 


1. .1105 








GI Descrip. 


hypothetical protein T11I11. 


180 - Arabidopsis thaliana 





gi|5123711|emb|CAB45455.1| (AL079347) putative protein 
[Arabidopsis thaliana] gi I 7270445 | emb | CAB80211 . 1 1 (AL161586) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



40366 Seq. ID 

83548 Strand 

1 End 
OJ00022 9_14 . 0327 . C3 . o2 . tm Method 

2 End 
none Score 



OJ000229_14.0327.C3 
+ 

1105 

TBLASTX: Maize 

646 

258 



2. .172, 3. .173, 418. .501, 492. .611, 533. .646 



40366 
83548 



Seq. ID OJ000229_14.0327.C3 
Strand + 



40327 




Start 


1 


End 


1105 




Name 


^taaaooa i a r\*30T ^ o _-i 

OJ0Q0229 14 . UJ2 / . CJ . ol . gs 


Method 


/~> t-i XT O /~* 7\ XT 

GENSCAN 




Start 


C A 

o4 


End 


1075 




GI 


none 


Score 


. 99 




Exons 


54 . . 1075 








Seq. No. 


40366 


Seq. ID 


OJ000229_14 . 0327 


. C3 


Gene No. 


83548 


Strand 


+ 




Start 


1 


End 


1105 




Name 


OJ000229 14.0327.C3.ol.tw 


Method 


TBLASTX : Wheat 




Start 


374 


End 


C 1 A 

614 




GI 


none 


Score 


o a a 

290 




Exons 


374. .613, 375. .614, 375. .614* 






C*l — ~ XT 

Seq. No. 


40366 


Seq. ID 


OJ00022 9_14 . 032 / 


. C J 


Gene No. 


83548 


Strand 


+ 




Start 


1 


End 


1105 




Name 


OJ000229_14.0327.C3.ol.tc 


Methpd 


TBLASTX : Cress 




Start 


384 


T-t 1 

End 


~\ 1 A A 
1100 




GI 


none 


Score 


A Q O 

483 




Exons 


384. .1100, 398. .670 








Seq. No. 


40366 


Seq. ID 


/^taaaooa i >i noon 

OJQQQ229 14.0327 


. C3 


Gene No. 


83548 


Strand 


+ 




Start 


1 


End 


1105 




Name 


OJ000229_14.0327.C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


T O A 

729 


End 


1105 




GI 


none 


Score 


459 




Exons 


729.. 1091, 737.. 1105 








Seq. No. 


40366 


Seq. ID 


A TA A AIO A -1 jl ftOOT 

OJ00022 9_14 .0327 


. C3 


Gene No. 


83548 


Strand 


+ 




Start 


1 


End 


1105 




Name 


OJ00022 9_14 . 0327 . C3 . ol . tm 


Method 


TBLASTX : Maize 




Start 


/ 6 / 


End 


1105 




GI 


none 


Score 


A A O 

498 




Exons 


767.. 1105, 768.. 1103, 1007 


. .1105 






Seq. No. 


40367 


Seq. ID 


/"NTAAAOOA i yi nnoT 

OJ000229 14.0327 


. C6 


Gene No. 


83549 


Strand 


+ 




Start 


285 


End 


1144 




XT — . 

wame 


OJ000229 14.0327.C6.ol.gs 


Method 


/*"« t-i XT O /**♦ 7\ XT 

GENSCAN 




Start 


285 


End 


1 1 A A 

1144 




GI 


none 


Score 


. 82 




Exons 


285. .295, 547. .657, 1015.. 


1144 






Seq. No. 


40367 


Seq. ID 


OJ000229 14.0327 


. C6 


Gene No. 


83550 


Strand 






Start 


2575 


End 


3382 




Name 


OJ000229 14.0327.C6.ol.gp 


Method 


AAT/GAP 




Start 


2332 


End 


2642 




GI 


2800368 


Score 


C T A 

570 




Exons 


2332. .2642 








Seq. No. 


40367 


Seq. ID 


OJ000229_14.0327 


.C6 


Gene No. 


83550 


Strand 






Start 


2575 


End 


3382 





40328 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000229_14.0327.C6.o2.gs 

2575 

none 

2575.. 3043, 3120.. 3382 



Method GEN SCAN 
End 3382 
Score .64 



Seq. ID 

Strand 

•End 

Method 

End 

Score 



OJ000229 14. 0327. C6 



3382 
AAT/NAP 
3382 
856 



40367 
83550 
2575 

OJ000229_14.0327.C6.ol.np 
2578 
127582 
2578.. 3043, 3120.. 3382 

MYB-RELATED PROTEIN ZM38 gi | 82730 I pir | | S04 899 transforming 

protein (myb) homolog (clone Zm38) - maize 

gi I 227033 |prf | I1613412D myb-related gene Zm38 [Zea mays] 

40367 Seq. ID OJ000229_14 . 0327 . C6 

83550 Strand 

2575 End 3382 

OJ00022 9_14 . 0327 . C6 . o2 . gp Method AAT/GAP 

2766 End 3345 

LIB3434-018-P1-K1-F3 Score 959 

2766.. 3043, 3120.. 3345 

■ 127582/sp|P20025|MYB3_MAIZE 2.0e-7 6 MYB-RELATED PROTEIN ZM38 

>gi_82730_pir S04899 transforming protein (myb) homolog (clone 

Zm38) - maize >gi_227033_prf 1613412D myb-related gene Zm38 

[Zea mays] 1 



40367 
83551 
4537 

OJ000229_14.0327.C6.o3.gs 
4537 
none 



7759 
GENSCAN 
7759 
.72 

4537. .4640, 5185. .5268, 6132. .6197, 7621. .7759 



Seq. ID OJ000229_14.0327.C6 
Strand 
End 

Method 
End 
Score 



40367 
83552 
9233 

OJ000229_14, 

2575 

none 



0327.C6.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_14.0327.C6 
11552 

TBLASTX: Cress 

3383 

130 



2575.. 2607, 2665.. 2706, 2794.. 2874, 2887.. 3045, 2933.. 3046, 
3119.. 3382, 3121.. 3153, 3249.. 3383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40367 
83552 
9233 

OJ000229_14.0327.C6.ol.tw 

2804 

none 



Seq. ID OJ000229_14.0327.C6 
Strand 

End 11552 

Method TBLASTX : Wheat 

End 3383 

Score 135 



2804. .2839, 2929. .3045, 2930. .3046, 2960. .3046, 3109. .3153, 
3119.. 3382, 3249.. 3383 



Seq. No. 
Gene No. 
Start 



40367 
83552 
9233 



Seq. ID OJ000229_14.0327.C6 
Strand 

End 11552 



40329 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000229_1'4 . 0327 . C6 . ol . tm Method TBLASTX : Maize 

2806 End 3383 

none Score 38 

2806. .2832, 2806.. 2844, 2915. .3046, 2917.. 3045, 3103.. 3153, 
3119. .3382, 3249. .3383 



40367 
83552 
9233 

OJ000229_14.0327.C6.ol.ts 

2902 

none 



Seq. ID OJ000229_14.0327.C6 
Strand 

End 11552 

Method TBLASTX : Soybean 

End 3383 

Score 142 



2902. .3045, 2903,. 3046, 3119. .3382, 3249. .3383 



40367 
83552 
9233 

OJ000229_14 .0327.C6.o4.gs 
9233 
none 

9233.-9263, 9826.. 10028, 10370 ,. 10472, 10568 .. 10647 , 
10739. .10821, 11393.. 11495 



Seq. ID OJ000229_14.0327.C6 
Strand 

End 11552 

Method GENSCAN 

End 11495 

Score .84 



40367 
83552 
9233- 

OJ000229_14.0327.C6.o3.gp 
9467 

1748 1.R1084 



Seq. ID OJ000229_14.0327.C6 
Strand 

End 11552 

Method AAT/GAP 

End 11552 

Score 1680 



9467. .10028, 10370 .. 10472, 10568 10647 , 10739 .. 10821, 
11393. .11441, 11522.. 11552 

'1019946 1.0e-116 (U37060) ascorbate peroxidase [Gossypium 
hirsutum] ■ 



Seq. No. 40367 

Gene No. 83552 

Start 9233 

Name OJ000229_14 .0327.C6.o2. tm 

Start 9822 

GI none 
Exons 



Seq. ID OJ000229_14.0327.C6 
Strand 

End 11552 

Method TBLASTX : Mai ze 

End 11552 

Score 57 



9822.. 9944, 9824.. 9934, 9840.. 9953, 9936.. 10031, 9946.. 10029, 
9966.. 10040, 10368. .10433, 10368 .. 10478 , 10369. . 10470, 
10375. .10479, 10376. . 10480, 10556 .. 10648, 10567 10647 , 
10730. .10822, 10731. .10823, 10738 .. 10824, 11382 .. 11444 , 
11391. .11441, 11392. .11442, 11502 .. 11552, 11522.. 11551 



Seq. No. 40367 Seq. ID OJ000229JL4 . 0327 . C6 

Gene No. 83552 Strand 

Start 9233 End 11552 

Name OJ000229JL4 .0327.C6.o2.np Method AAT/NAP 

Start 9825 End 11552 

GI 5442410 Score 579 

Exons 9825.. 10028, 10370 10472, 10568 10647 , 10739. . 10821, 

11393. .11441, 11522.. 11552 

GI Descrip. (AF159254) ascorbate peroxidase [Zantedeschia aethiopica] 

Seq. No. 



40367 



Seq. ID OJ000229_14.0327.C6 



40330 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



83552 Strand 

9233 End 

OJ000229_14 . 0327 . C6 . o2 . ts Method 

9852 End 

none Score 



11552 

TBLASTX : Soybean 

11551 

41 



9852.. 9911, 9954.. 10031, 9961.. 10029, 10370 .. 10432, 
10383. .10433, 10556 .. 10648, 10567 10647 , 10730 .. 10822 , 
10731. .10823, 11382. .11444, 11392 .. 11442 , 11507 .. 11551 , 
11510.. 11551 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40367 
83552 
9233 

OJ000229_14.0327.C6.o2.tw 

9918 

none 



Seq. ID OJ000229_14.0327.C6 
Strand 

End 11552 

Method TBLASTX : Wheat 

End 11542 

Score 152 



9918.. 10031, 9919.. 10029, 10365 .. 10478 , 10368 .. 10433, 
10369. .10470, 10375. .10479, 10376 .. 10480 , 10556 .. 10648 , 
10567. .10647, 10730 .. 10822, 10731 .. 10823 , 10738 .. 10824 , 
10738. .10836, 11382 .. 11444 , 11392 .. 11442 , 11522.. 11542 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



40367 
83552 
9233 

OJ000229_14 . 0327 . C6.o2 . tc 
9951 



OJ000229 14. 0327. C6 



none 
9951. . 
10408. 
10731, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10031, 9961.. 10029, 10370. . 10432, 1037 6 .. 104 65, 
.10479, 10556. .10648, 10567 10647 , 10730 .. 10822, 
.10823, 11382. .11444, 11522.. 11551 



11552 

TBLASTX: Cress 

11551 

95 



40368 
83553 
2799 

OJ000229_14 . 0327 . C7 ,o2 .np 

2775 

6686900 



Seq. ID OJ000229_14.0327.C7 

Strand + 

End 7304 

Method AAT/NAP 

End 6998 

Score 1880 



2775. .3077, 3181. .3296, 3413. .3479, 3660. .3752, 3866. .4009, 
4210. .4304, 4470.. '4575, 4678. .4762, 4864. .4982, 5092. .5444, 
5527.. 5636, 5753.. 5862, 6152.. 6998 
GI Descrip. (AJ270310) putative beta-galactosidase [Arabidopsis thaliana] 



40368 
83553 
2799 

OJ000229_14 . 0327 . C7 ,o2 . gs 

2799 

none 

2799.. 3080, 3184.. 3296, 3413. 
4210. .4304, 4470. .4762, 4864. 
5753.. 5862, 6152.. 7021 

40368 
83553 
2799 

OJ000229JL4 . 0327 . C7 . o2 . gp 
3866 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3479, 3660.. 3752, 
.4982, 5092.. 5444, 



OJ000229_14.0327.C7 
+ 

7304 
GENS CAN 
7021 
.99 



3866. 
5527. 



,4009, 
.5636, 



Seq. ID OJ000229_14.0327.C7 

-Strand + 

End 7304 

Method AAT/GAP 

End 3999 



40331 






GI 


uC-osflcyp035h06bl 


Score 


259 






Exons 


3866.-3999 










GI Descrip. 


M510395/gb|AAD21482.1| 3.0e 


-11 (AC006587) putative 








beta-galactosidase precursor 


[Arabidopsis thaliana] 1 






Seq. No. 


40368 


Seq. ID 


OJ000229_14.0327 


.C7 




Gene No. 


83553 


Strand 


+ 






Start 


2799 


End 


7304 






Name 


OJ000229 14.0327.C7.o3.gp 


Method 


AAT/GAP 






Start 


5395 


.End 


6342 






GI 


uC-osflcyp035g07bl 


Score 


822 






Exons 


5395. .5444, 5527. .5636, 5753 


. .5862, 6152. .6342 






GI Descrip. 


, 4467146/emb|CAB37515| 2.0e- 


26 (AL035540) galactosidase 


li 






protein [Arabidopsis thaliana] ' 








Seq. No. 


40368 


Seq. ID 


OJ000229_14.0327 


.C7 




Gene No. 


83553 


Strand 


+ 






Start 


2799 


End 


7304 






Name 


OJ000229 14 . 0327 ,C7 . o4 . gp 


Method 


AAT/GAP 






Start 


6848 


End 


7304 






GI 


3761852 


Score 


797 






Exons 


6848.. 7304 








St- 


Seq. No. 


40368 


Seq. ID 


OJ000229_14.0327 


.C7 




Gene No. 


83554 


Strand 


+ 






Start 


11485 


End 


14021 




£n 


Name 


OJ000229 14.0327.C7.o4.gs 


Method 


GENSCAN 




= y 


Start 


11485 


End 


14021 




L - 


GI 


none 


Score 


.8 




? : S 


Exons 


11485. .11533, 11848. .12161, 


12378. .12430, 1334 6 .. 13370, 








14010. .14021 








i y 


Seq. No. 


40368 


Seq. ID 


OJ000229_14.0327 


.C7 




Gene No. 


83555 


Strand 








Of •a v>+- 

o tar u 


1 


End 


1437 






Name 


OJ000229 14.0327.C7.ol.np 


Method 


AAT/NAP 




c - 


Start. 


1 


End 


1304 






GI 


3288066 


Score 


267 






Exons 


1..236, 1192. .1304 










GI Descrip. 


(AJ006030) ascorbate peroxidase [Arabidopsis thaliana] 




S3 


Seq. No. 


40368 


Seq. ID 


OJ000229_14.0327 


.C7 




Gene No. 


83555 


Strand 








Start 


1 


End 


1437 






Name 


OJ000229 14.0327.C7.ol.gp 


Method 


AAT/GAP 






Start 


112 


End 


1437 






GI 


1748 1.R1084 


Score 


626 






Exons 


112. .236, 1192. .1437 










GI Descrip. 


•1019946 1.0e-116 (U37060) ascorbate peroxidase [Gossypium 






hirsutvim] 1 










Seq. No. 


40368 


Seq. ID 


OJ000229_14.0327 


,C7 




Gene No. 


83555 


Strand 








Start 


1 


End 


1437 






Name 


OJ000229 14.0327.C7.ol.gs 


Method 


GENSCAN 






Start 


112 


End 


1304 






GI 


none 


Score 


.74 





40332 




Exons 


112.. 236, 1192.. 


1304 








Seq. No. 


40368 








Seq. ID 


OJ000229_14.0327.C7 


Gene No. 


83556 








Strand 




Start 


7914 








End 


10719 


Name 


OJ000229 14 


.0327 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


112 








End 


1307 


GI 


none 








Score 


173 


Exons 


112.. 246, 113. .235, 114 


. .248, 


1176. .1307, 1194. .1304 


Seq. No. 


40368 








Seq. ID 


OJ000229_14 .0327.C7 


Gene No. 


83556 








Strand 




Start 


7914 








End 


10719 


Name 


OJ000229 14 


.0327 


.C7.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


113 








End 


1384 


GI 


none 








Score 


200 


Exons 


113.. 235, 114.. 248, 123 


. .245, 


1176. .1322, 1194. .1304, 1367. 


Seq. No. 


40368 








Seq. ID 


OJ000229_14 .0327.C7 


Gene No. 


83556 








Strand 




Start 


7914 








End 


10719 


Name 


OJ000229 14 


. 0327 


.C7 .o2. 


tm 


Method 


TBLASTX : Maize 


Start 


2862 








End 


3482 


GI 


none 








Score 


327 


Exons 


2862. .3077, 


2871 


. .2948, 


2876. 


.3085, 3181.. 3297, 3186. .3296, 




3411. .3482, 


3414 


. .3482 








Seq. No. 


40368 








Seq. ID 


OJ000229_14.0327.C7 


Gene No. 


83556 








Strand 




Start 


7914 








End 


10719 


Name 


OJ000229 14 


. 0327 


,C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2895 








End 


3746 


GI 


none 








Score 


241 


Exons 


2895. .3077, 


2918 


. .3076, 


3181. 


.3297, 3189.. 3233, 3258. .3308, 




3413. .3478, 


3414 


. .3479, 


3663. 


.3746 




Seq. No. 


40368 








Seq. ID 


OJ000229_14.0327.C7 


Gene No. 


83556 








Strand 




Start 


7914 








End 


10719 


Name 


OJ000229 14 


.0327 


.C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2895 








End 


4985 


GI 


none 








Score 


247 


Exons 


2895. .3077, 


2924 


. .3076, 


3172. 


.3297, 3181. .3297, 3413. .3478, 




3414. .3479, 


3666 


. .3755, 


3859. 


.3987, 3862.. 4029, 3863. .4030, 




4255. .4299, 


4470 


. .4553, 


4471. 


.4575, 4650.. 4697, 4651. .4740, 




4717. .4767, 


4863 


. .4985 








Seq. No, 


40368 








Seq. ID 


OJ000229_14.0327.C7 


Gene No. 


83556 








Strand 




Start 


7914 








End 


10719 


Name 


OJ000229 14 


.0327 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 


OCarT. 


3666 








End 


4030 


GI 


none 








Score 


86 


Exons 


3666. .3755, 


3677 


. .3751, 


3861. 


.4010, 3862.. 3879, 3863. .4030, 




3907. .3999 












Seq. No. 


■40368 








Seq. ID 


OJ000229_14.0327.C7 



40333 




Gene No. 


83556 








Strand 






Start 


7914 








End 


10719 




Name 


OJ000229 14 


.0327. 


C7 . o3 . 


tc 


Method 


TBLASTX: 


Cress 


Start 


3876 








End 


4982 




GI 


none 








Score 


58 




Exons 


3876. .3950, 


3899. 


.3949, 


3955. 


.4023, 


3959. .4018, 


4210. .4302, 




4215. . 4298, 


4471. 


.4575, 


4476. 


.4574, 


4663. .4767, 


4677. .4763, 




4863. .4982 














Seq. No. 


40368 








Seq. ID OJ000229 


_14.0327.C7 


Gene No. 


83556 








Strand 






Start 


7914 








End 


10719 




Name 


OJ000229_14 


.0327. 


C7.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4197 








End 


4880 




GI 


none 








Score 


122 




Exons 


4197 . , 4301, 


4201. 


.4305, 


4470. 


.4574, 


4473. .4574, 


4474 . .4575, 




4650. .4763, 


4651. 


.4767, 


4666. 


.4770, 


4679. .4783, 


4863. .4880 


Seq. No. 


40368 








Seq. ID OJ000229 


_14 . 0327 .C7 


Gene No. 


83556 








Strand 






Start 


7914 








End 


10719 




Name 


OJ000229_14 


.0327. 


C7.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4881 








End 


7020 




GI 


none 








Score 


131 




Exons 


4881. .4 982, 


4883. 


.4984, 


4883. 


.4987, 


5077. .5250, 


5078. .5131, 




5089. .5448, 


5091. 


.5444, 


5145. 


.5450, 


5390. .5446, 


5524. .5637, 




5525. .5638, 


5525. 


.5638, 


5719. 


.5856, 


5731. .5859, 


5736. .5867, 




5751. .5864, 


6151. 


.6276, 


6152. 


.6658, 


6295. .6654, 


6493. .6666, 




6540. . 6665, 


6663. 


.6686, 


6664. 


.6687, 


6665. .6688, 


6727. .7020, 




6728. .6988 














Seq. No. 


40368 








Seq. ID OJ000229 


_14.0327.C7 


Gene No. 


83556 








Strand 






Start 


7914 








End 


10719 




Name 


OJ000229_14 


.0327. 


C7.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6247 








End 


7056 


GI 


none 








Score 


75 




Exons 


6247. . 6327, 


6254. 


. 6328, 


6347. 


.6658, 


6349. .6684, 


6740. . 6934, 




6751. .6921, 


6928. 


.7056, 


6941. 


.6985 






Seq. No. 


40368 








Seq. ID OJ000229 


_14.0327.C7 


Gene No. 


83556 








Strand 






Start 


7914 








End 


10719 




Name 


OJ000229_14 


.0327. 


C7.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6341 








End 


6934 




GI 


none 








Score 


152 




Exons 


6341. . 6475, 


6343. 


. 6456, 


6475. 


.6648, 


6488. .6676, 


6731. .6934 


Seq. No. 


40368 








Seq. ID OJ000229 


_14.0327.C7 


Gene No. 


83556 








Strand 






Start 


7914 








End 


10719 




Name 


OJ000229 14 


.0327. 


C7.ol. 


tw 


Method 


TBLASTX: 1 


Wheat 


Start 


6538 








End 


6990 




GI 


none 








Score 


171 




Exons 


6538. .6660, 


6540. 


.6665, 


6542. 


.6661, 


6663. .6686, 


6664. .6693, 




6665. .6688, 


6727. 


.6990, 


6728. 


.6988 







40334 



Seq. No. 40368 

Gene No. 83556 

Start 7914 

Name OJ000229_14 . 0327 . C7 . oS.gp 

Start 7914 

GI 533_1.R1084 

Exons 7914.. 8365, 8894.. 9016, 9564, 
GI Descrip. » 113172/sp I P15543 | ACP3_H0RVU 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000229 14. 0327. C7 



10719 
AAT/GAP 
10719 
1484 

,9662, 10607. .10719 
9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] ' 





Seq. No. 


40368 


Seq. ID 


OJ000229_14.0327.C7 




Gene No. 


83556 


Strand 






Start 


7914 


End 


10719 




Name 


OJ000229 14.0327.C7.o3.gs 


Method 


GENSCAN 




Start 


8222 


End 


10657 




GI 


none 


Score 


.98 




Exons 


8222. .8365, 8894. .9016, 9564. 


.9662, 10607.. 10657 




Seq. No. 


40368 


Seq. ID 


OJ000229_14.0327.C7 




Gene No. 


83556 


Strand 






Start 


7914 


End 


10719 


*- -J 

: 3 
■= — 


Name 


OJ000229 14 .0327.C7.o3.np 


Method 1 


AAT/NAP ' 




Start 


8240 


End 


10654 


S. : : 


GI 


113172 


Score 


452 


c : = 
5 : : 


Exons 


8240. .8365, 8894. .9016, 9564. 


.9662, 10607.. 10654 


f-z 


GI Descrip. 


ACYL CARRIER PROTEIN III PRECURSOR (ACP III) 






gi|100561|pir| IS17928 acyl carrier protein 3 - barley gi|166971 


li 




(M58754) acyl carrier protein 


III [Hordeum vulgare] 


m 


Seq. No. 


40368 


Seq. ID 


OJ000229_14.0327.C7 




Gene No. 


83556 


Strand 






Start 


7914 


End 


10719 




Name 


OJ000229 14.0327.C7.o3.tw 


Method 


TBLASTX: Wheat 




Start 


8243 


End 


9608 




GI 


none 


Score 


105 




Exons 


8243.. 8365, 8244.. 8375, 8248. 


.8385, 8891. .9016, 8892.. 9017, 






8893.. 9018, 9564.. 9608, 9568. 


.9606 






Seq. No. 


40368 


Seq. ID 


OJ000229_14.0327.C7 




Gene No. 


83556 


Strand 






Start 


7914 


End 


10719 




Name 


OJ000229 14 .0327.C7.o6.tm 


Method 


TBLASTX: Maize 




Start 


8255 


End 


10670 




GI 


none 


Score 


64 




Exons 


8255.. 8332, 8255.. 8365, 8298. 


.8375, 8891. .9016, 8892.. 9017, 






9559.. 9663, 9567.. 9665, 9567. 


.9668, 10602.. 10670 




Seq. No. 


40369 


Seq. ID 


OJ000229 14. 0327. C8 




Gene No. 


83557 


Strand 


+ 




Start 


1 


End 


6258 




Name 


OJ000229 14 .0327.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4589 




GI 


4510349 


Score 


106 




Exons 


1..26, 3037. .3183, 4480. .4589 








GI Descrip. 


(AC006921) putative bZIP transcription 


factor [Arabidopsis 



40335 



thaliana] 



Seq. No. 40369 Seq. ID 

Gene No. 83557 Strand 

Start 1 End 

Name OJ000229_14 . 0327 . C8 . o2 . gs Method 

Start 2826 End 

GI none Score 
Exons 



OJ000229_14. 
+ 

6258 
GENSCAN 
6258 
.42 



0327. C8 



2826.. 3179, 3239.. 3367, 
5978. .6258 



4260. .4708, 5430. .5608, 5614. .5712, 



Seq. No. 


40369 






Seq. ID 


OJ000229 


14 


.0327 


.C8 


Gene No. 


83558 






Strand 


+ 








Start 


9313 






End 


10208 








Name 


OJ000229 14 


.0327 


.C8 .o4 .gs 


Method 


GENSCAN 








Start 


9313 






End 


10208 








GI 


none 






Score 


.78 








Exons 


9313. .-9451, 


9511 


. .10208 












Seq. No. 


40369 






Seq. ID 


OJ000229_ 


14 


.0327 


.C8 


Gene No. 


83558 






Strand 


+ 








Start 


9313 






End 


10208 








Name 


OJ000229 14 


.0327 


.C8 .ol.gp 


Method 


AAT/GAP 








[3 Start 


9701 




End 


10069 








Q GI 


2312964 






Score 


693 








?S Exons 


9701. .10069 

















Seq. No. 40369 Seq. ID 

Gene No. 83559 Strand 

Start 6472 End 

Name OJ000229_14 . 0327 .C8 .o3.gs Method 

Start 6472 End 

GI none Score 

Exons 6472.. 6580,. 7591.. 7616 



OJ000229_14.0327.C8 

7616 
GENSCAN 
7616 
.5 



Seq. No. 


40370 








Seq. ID 


OJ000229 


14 


.0327 


.C12 


iU Gene No. 


83560 








Strand 


+ - 








Start 


238 








End 


730 








]i = Name 


OJ000229 14 


.0327 


.C12.ol 


. gs 


Method 


GENSCAN 








^3 start 


238 








End 


730 








O GI 


none 








Score 


.94 








Exons 


238. .730 


















Seq. No. 


40370 








Seq. ID 


OJ000229_ 


_14 


.0327 


.C12 


Gene No. 


83561 








Strand 










Start 


1023 








End 


3128 








Name 


OJ000229 14 


.0327 


.C12.o2 


. gs 


Method 


GENSCAN 








Start 


1023 






End 


3128 








GI 


none 








Score 


.43 








Exons 


1023. .1539, 


2384 


. .2841, 


2892. 


.3128 










Seq. No. 


40371 








Seq. ID 


OJ000229_ 


14 


.0327 


.C13 


Gene No. 


83562 








Strand 


+ 








Start 


607 








End 


7231 








Name 


OJ000229 14 


.0327 


.C13.ol 


. gs 


Method 


GENSCAN 








Start 


607 








End 


3955 








GI 


none 








Score 


.41 









40336 




Exons 607. .755, 1243. .1300, 2041. .2128, 2363. .2561, 3486. .3691, 

3898. .3955 





Seq. No. 


40371 








Seq-. ID 


OJ000229_ 


14 


.0327 


.C13 




Gene No. 


83562 








Strand 


+ 










Start 


607 








End 


7231 










Name 


OJ000229 14 


.0327. 


C13.ol 


.gp 


Method 


AAT/GAP 










Start 


659 








End 


1023 










GI 


3761585 








Score 


674 










Exons 


Dj3 . • ±\J £ J 




















Seq. No. 


40371 








Seq. ID 


OJ000229 


14 


.0327 


.C13 




Gene No. 


83562 








Strand 


+ 










Start 


607 








End 


7231 










Name 


OJ000229 14 


.0327. 


C13.o2 


• gp 


Method 


AAT/GAP 










Start 


1545 








End 


1932 










GI 


3761586 








Score 


696 










Exons 


1545. .1932 




















Seq. No. 


40371 








Seq. ID 


OJ000229_ 


_14 


.0327 


.C13 




Gene No. 


83562 








Strand 


+ 










Start 


607 








End 


7231 








J: an 


Name 


OJ000229 14 


.0327. 


C13.ol 


.np 


Method 


AAT/NAP 








iJ 


Start 


3081 








End 


7231 










GI 


6069653 








Score 


566 








if\ 


Exons 


3081. .3109, 


4352. 


.5515, 


5674. 


.5970, 7192.. 7231 








?! : 


GI Descrip. 


(AP000616) 


hypothetical protein [Oryza 


sativa] 










Seq. No. 


40371 








Seq. ID 


OJ000229_ 


_14 


.0327 


.C13 




Gene No. 


83562 








Strand 


+ 








%5 


Start 


607 








End 


7231 








i y 


Name 


OJ000229 14 


.0327. 


C13.o2 


.np 


Method 


AAT/NAP 








s 


Start 


4348 






End 


6015 










GI 


6069654 








Score 


598 










Exons 


4348. .6015 






















\t\r UU U DIOj 


hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


40371 








Seq. ID 


OJ000229_ 


_14 


.0327 


• C13 


i" ™S 


Gene No. 


83563 








Strand 


+ 










Start 


8445 








End 


8876 










Name 


OJ000229 14 


.0327. 


C13.o3 


. gs 


Method 


GENSCAN 










Start 


8445 








End 


8876 










GI 


none 








Score 


.91 










Exons 


8445. .8876 




















Seq. No. 


40371 








Seq. ID 


OJ000229_ 


_14 


.0327 


.C13 




Gene No. 


83564 








Strand 












Start 


9876 








End 


14064 










Name 


OJ000229 14 


.0327. 


C13.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


8438 








End 


8819 










GI 


none 








Score 


68 










Exons 


8438. .8506, 


8441. 


.8512, 


8445. 


.8519, 8556.. 8696, 


8567. .8737, 






8615. .8737, 


8677. 


.8766, 


8694. 


.8813, 8700. .8819 










Seq. No. 


40371 








Seq. ID 


OJ000229_ 


14 


.0327 


.C13 




Gene No. 


83564 








Strand 












Start 


9876 








End 


14064 









40337 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI ' 
Exons 

Seq. No. 



OJ000229_14 . 0327 . C13 . ol . tc Method 
8441 End 
non.e Score 



TBLASTX: Cress 

8807 

81 



8441. .8515, 8442. .8540, 8550. .8807, 8576. .8791 



40371 
83564 
9876 

OJ000229_14.0327.C13.o4.gs 
9876 
none 

9876.. 10149, 10250. .11232, 11325 12338 , 12418 12677 , 
13479. .13529, 13767.. 14064 



Seq. ID OJ000229_14.0327.C13 
Strand 

End 14064 

Method GEN SCAN 

End 14064 

Score .87 



40372 
83565 
1 

OJ000229_14.0327.C16.ol.np 
1 

6651292 
1..232, 1009. .1296 

(AF161711) myb-related transcription factor [Pimpinella 
brachycarpa] 



Seq. ID OJ000229_14.0327.C16 
Strand 

End 1299 

Method AAT/NAP 

End 1296 

Score 401 



40372 
83565 
1 

OJ000229JL4 . 0327 . C16 . ol . ts 

1009 

none 

1009.. 1299, 1031.. 1078, 1124. 

40372 
83565 
1 

OJ000229_14.0327.C16.ol.tw 
1009 
• none 

1009.. 1296, 1031.. 1297, 1049. 

40372 
83565 
1 

OJ000229_14 . 0327 . C16 . ol . tm 

1021 

none 

1021.. 1263, 1031.. 1264 

40372 
83565 
1 

OJ000229_14.0327.C16.ol.tc 

1025 

none 



Seq. ID OJ000229_14.0327.C16 
Strand 

1299 

TBLASTX : Soybean 
1299 
49 



End 

Method 
End 
Score 
.1297 



Seq. ID OJ000229_14.0327.C16 
Strand 

1299 

TBLASTX: Wheat 
1297 
177 



End 

Method 
End 
Score 
.1297 



Seq. ID OJ000229_14.0327.C16 
Strand 

End 1299 

Method TBLASTX: Maize 

End 1264 

Score 281 



Seq. ID OJ000229_14.0327.C16 
Strand 

End 1299 

Method TBLASTX : Cress 

End 1297 

Score 68 



1025.. 1081, 1033.. 1296, 1121.. 1297 

40372 Seq. ID OJ000229_14 . 0327 . C16 



40338 






Gptip No 


83565 

V -J S V *J 


O L. -L CI 1 1 *>-i 










Start 


1 


End 


1299 








Name . 


OJ000229 14.0327.C16.ol.gs 


Method 


GENSCAN 








Start 


1034 


End 


1296 








GI 


none 


Score 


.93 








Exons 


1034. .1296 












Seq. No. 


40373 


Seq. ID 


OJ000229_ 


_14.0327 


.C18 




Gene No. 


83566 


Strand 


+ 








Start 


420 


End 


5063 








Name 


OJ000229 14.0327.C18.ol.gs 


Method 


GENSCAN 








Start 


420 


End 


4093 








GI 


none 


Score 


.95 








Exons 


420. .467, 2905. .3091, 3198.. 


3376, 3659 


. .4093 








Seq. No. 


40373 


Seq. ID 


OJ000229_ 


14 .0327 


.C18 




Gene No. 


83566 


Strand 


+ 








Start 


420 


End 


5063 








Name 


OJ000229 14.0327.C18.ol.np 


Method 


AAT/NAP 








Start 


603 


End 


3841 








GI 


5852093 


Score 


77 








Exons 


603. .659, 1987. .2144, 3704.. 


3841 










GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 










Seq. No. 


40373 


Seq. ID 


OJ000229_ 


JL4.0327 


.C18 




Gpnp No 


83566^ 


Strand 


+ 








Start 


420 


End 


5063 






ry 


Name 


OJ000229 14.0327.C18.ol.gp 


Method 


AAT/GAP 






r ™ 


Start 


2865 


End 


3258 






= : = 


GI 


none 


Score 


488 






— 


Exons 


2865. .3091, 3198. .3258 










iy 


Seq. No. 


40373 


Seq. ID 


OJ000229_ 


JL4.0327 


.C18 




Gene No. 


83566 


Strand 


+ 








Start 


420 


End 


5063 








Name 


OJ000229 14.0327.C18.o2.np 


Method 


AAT/NAP 








Start 


2919 


End 


5063 








GI 


6598805 


Score 


361 








Exons 


2919.. 3091, 3198.. 3376, 3659 


..4035, 4944. .5063 






IS; 


GI Descrip. 


(AF024504) unknown protein [Arabidopsis thaliana] 






Seq. No. 


40373 


Seq. ID 


OJ000229 


14.0327 


.C18 




Gene No. 


83566 


Strand 


+ 








Start 


420 


End ■ 


5063 








Name 


OJ000229 14.0327.C18.o2.gp 


Method 


AAT/GAP 








Start 


3644 


End 


3990 








GI 


none 


Score 


586 








Exons 


3644. .3990 












Seq. No. 


40373 


Seq. ID 


OJ000229_ 


14 .0327 


.C18 




Gene No. 


83566 


Strand 


+ 








Start 


420 


End 


5063 








Name 


OJ000229 14.0327.C18.ol.tm 


Method 


TBLASTX: Maize 






Start'- 


3658 


End 


4045 








GI 


none 


Score 


136 








Exons - 


3658.. 3756, 3659.. 3796, 3659 


..3796, 3913.. 3975, 


3914. .3976,. 



3962. .4045 



40339 





1UJ/J 








OJ000??9 14 0127 




Gene No. 


83566 






Strand 


+ " 




Start 


420 






End 


5063 




Name 


OJ000229 14 


.0327.C18.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


3913 






End 


4045 




GI 


none 






Score 


183 




Exons 


3913. .4038, 


3914. .4045 










Seq. No. 


40374 






Seq. ID 


OJ000229_14.0327 


.C19 


Hone Mo 


83567 






Strand 


+ 




Start 


2886 






End 


4446 




Name 


OJ000229 14 


.0327.C19.ol 


.np 


Method 


AAT/NAP 




Start 


2435 






End 


3254 




GI 


1495259 






Score 


191 




Exons 


2435. .2515, 


3030. .3254 










GI Descrip. 


(X97826) orf04 [Arabidopsis 


thaliana] 








40374 








OJ000??9 14 0127 




Gene No. 


o Job / 






Strand 


+ _ 




Start 








End 


4446 




Name 




. Kjo/. 1 . oiy . OZ 


. gs 


Method 


GENSCAN 




Start 








End . 


4446 




GI' 


none 






Score 


•71 




Exons 




/iooo A A A C 
4/ZO . . 4 4 4 D 










oeq . no . 


40374 






oeq • xu 


o.Tnnn99Q id ni97 


PI Q 

. \^l 17 


Gene No. 


O JJO / 






Strand 


+ - 




Start 


OQQC 

<iooo 






End 


4446 




Name 


OJUUU^zy 14 


. ujz / . Liy . Ol 


. tra 


Method 


TBLASTX: Maize 




Start 


*3 o o ^ 






End 


3254 




GI 


none 






Score 


314 




Exons 








. .3253 








40374 








n.Tfinri9?Q id ni?7 




Gene No. 


83567 






Strand 


+ ~ 




Start 


2886 






End 


4446 




Name 


OJ000229 14 


.0327.C19.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3030 






End 


3254 




GI 


none 






Score 


239 




Exons 


3030. .3254, 


3110. .3253 










Can NT/-\ 

oeq • lnu • 


40374 






Octj • XU 


n.Tnnn??Q id ni?7 




Gene No. 


83567 






Strand 


+ _ 




Start 


2886 






End 


4446 




Name 


OJ000229 14 


.0327.C19.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3045 






End 


3250 




GI 


none 






Score 


211 




Exons 


3045. .3248, 


3110. .3250 










Seq. No. 


40375 






Seq. ID 


OJ000229JL4.0327 


.C20 


Gene No. 


83568 






Strand 


+ 




Start 


399 






End 


3431 




Name 


OJ000229 14 


.0327.C20.ol 


.np 


Method 


AAT/NAP 




Start 


399 






End 


3410 




GI 


5668808 






Score 


1119 




Exons 


399.. 433, 1745.. 2402, 2858.. 


3410 







40340 



GI Descrip. 


(AC007519) 


F16N3. 


20 [Arabidopsis thaliana] 


Seq. No. 


40375 






Seq. ID 


OJ000229_14.0327.C20 


Gene No. 


OODOO 






o rrana 


T 


Start 


399 






i^na. 




Name 


OJ000229 14 


.0327. 


l^u . o£ . gs 


Mini- V\ s^s~i 

Metnoa 




Start 


1780 






tiHa 




GI 


none 






Score 




Exons 


1780. .2402, 


2858. 








Seq. No. 


40375 






Seq. ID 


OJ000229_14.0327.C20 


Gene No. 


O O C C Q 






Strand 




Start 


4593 










Name 


OJ000229 14 


.0327. 


Lzu . ox . gp 


Method 




Start 


4543 






Lnu 


fi Z? J. 4 


GI 


426277 






Score 




Exons 


4543. .4668, 


4756. 


A Q1 A 






Seq. No. 


40375 






Seq. ID 


OJ000229_14.0327.C20 


Gene No. 


83569 






Strand 


+ 


Start 


4593 






End 


7102 


Name 


OJ000229 14 


.0327. 


C20.o2.np 


Method 


AAT/NAP 


btart 


4590 






End 


7102 


GI 


3914467 






Score 


750 


Exons 


4590. .4 668, 


4756. 


.4946, 6096. 


.6233, 6309.. 6449, 6543. .6593, 




6688. .6798, 


7032. 


.7102 






GI Descrip. 


26S PROTEASOME REGULATORY SUBUNIT S3 


(NUCLEAR ANTIGEN 21D7) 


gi 1 1864003 | dbj IBAA19252I (AB001422) 21D7 [Nicotiana tabacum] 


Seq. No. 


40375 






Seq. ID 


OJ000229_14 . 0327 .C20 


Gene No. 


83569 






Strand 


+ 


Start 


4593 






End 


7102 


Name 


OJ000229 14 


.0327. 


C20.o3.gs 


Method 


GEN SCAN 


Start 


4593 






End 


6798 


GI 


none 






Score 


.87 


Exons 


4593. .4668, 


4756. 


.4946, 4994. 


.5119, 6096. .6233, 6309. .6445, 



6539.-6593, 6688.. 6798 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40375 
83569 
4593 

OJ000229_14.0327.C20.o2.gp 
6119 

9001_1.R1084 
6119.. 6233, 6309.. 6445, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6539. .6593, 



OJ000229 
+ 

7102 
AAT/GAP 
7102 
866 
6688. .6798, 



14.0327.C20 



7032. .7102 



'3914467/sp|P93768|PSD3_TOBAC 5.0e-83 26S PROTEASOME REGULATORY 
SUBUNIT S3 (NUCLEAR ANTIGEN 21D7) >gi_1864003_dbj_BAA19252_ 
(AB001422) 21D7 [Nicotiana tabacum] 1 



Seq. No. 40375 Seq. ID 

Gene No. 83570 Strand 

Start 71 . End 

Name OJ000229_14 . 0327 . C20 . ol . gs Method 

Start 71 End 

GI none Score 

Exons 71.. 151, 208.. 793, 893.. 1062 



OJ000229_14 .0327.C20 

1062 
GENS CAN 
1062 
.56 



40341 



Seq. No. 40375 

Gene No. 83571 

Start 1776 

Name OJ000229_14.0327.C20.ol.tc 

Start 1776 

GI none 

Exons 1776.. 2402, 1777.. 2400, 2841. 

3024. .3398, .3107. .3235 



Seq. ID OJ000229_14.0327.C20 
Strand 

End 3415 

Method TBLASTX : Cress 

End 3398 

Score 572 

.2873, 2858. .2983, 2862. .2933, 



Seq. No. 40375 

Gene No. 83571 

Start 1776 

Name OJ000229_14 . 0327 .C20.ol.ts 

Start 1776 

GI none 

Exons 1776.. 2039, 1777.. 2406, 2862, 
3056. .3349 



Seq. ID OJ000229_14.0327.C20 
Strand 

End 3415 

Method TBLASTX : Soybean 

End 3392 

Score 489 

.2933, 2870.. 2986, 3015.. 3392, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40375 
83571. 
1776 

OJ000229_14.0327.C20.o3.tm 

1776 

none 



Seq. ID OJ000229_14.0327.C20 
Strand 
End 

Method 
End 
Score 

1776. .2024, 1777. .2025, 2017. .2214, 2074. .2220, 2224. .2289, 
2302.. 2385, 2305.. 2364 



3415 

TBLASTX: Maize 

2385 

200 



Seq. No. 40375 

Gene No. 83571 

Start 1776 

Name OJ000229JL4 . 0327 . C20 . ol . tw 

Start 1951 

GI none 

Exons 1951.. 2217, 1989.. 2039, 2164, 



Seq. ID OJ000229_14.0327.C20 
Strand 
End 

Method 
End 
Score 
,2220 



3415 

TBLASTX: Wheat 

2220 

199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40375 Seq. ID 

83571 Strand 

1776 End 
OJ000229_14 . 0327 . C20 . ol . tm Method 

2912 End 

none -" Score 

2912.. 3409, 3012.. 3404, 3275.. 3415 



OJ000229_14.0327.C20 
3415 

TBLASTX: Maize 

3415 

594 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40375 Seq. ID 

83572 Strand 

4755 End 

OJ000229_14.0327.C20.o2.tm Method 

4755 End 

none Score 



OJ000229_14.0327.C20 
7102 

TBLASTX: Maize 

7102 

165 



4755. .4814, 4758. .4946, 4898. .4948, 6093. .6233, 6094. .6228, 

6096.. 6233, 6307.. 6447, 6309.. 6461, 6490.. 6594, 6539.. 6604, 

6540. .6611, 6669.-6797, 6685. .6813, 6739. .6798, 7028. .7102, 

7029.. 7100, 7030.. 7101, 7031.. 7102 



Seq. No, 
Gene No. 
Start 



40375 
83572 
4755 



Seq. ID 

Strand 

End 



OJ000229 14.0327.C20 



7102 



40342 



Name 

Start 

GI 

Exons 



OJ000229_14 . 0327 . C20 . o2 . ts Method TBLASTX : Soybean 
4758 End 7100 

none Score 115 

4758.-4946, 6093. .6233, 6096. .6233, 6308. .6445, 6309. .6461, 
6540. .6611, 6542. .6589, 6684. .6797, 6739.-6798, 7028. .7099, 
7029. .7100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40375 
83572 
4755 

OJ00022 9_14 . 0327 . C20 . o2 . tc 
6183 



-End 
Method 
End 

none Score 
6183.. 6233, 6185.. 6232, 6304.. 6438, 6306.. 6440, 6308 
6309. .6470, 6543. .6611, 6685.-6798, 6726. .6812, 6739 
7028.. 7102, 7029.. 7100 



Seq. ID OJ000229_14.0327.C20 
Strand 

7102 

TBLASTX: Cress 
7102 
73 



.6445, 
.6798, 



Seq. No. 40376 Seq. ID 

Gene No. 83573 Strand 

Start 62 End 

Name OJ000229_14 . 0327 . C22 . ol . gs Method 

Start. 62 End 

GI ' : * none Score 

Exons 62.. 194 



OJ000229_14.0327.C22 
+ 

194 

GENS CAN 

194 

.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40377 
83574 
12 

OJ000229_14. 0327.C23.ol.gs 
12 

none 



Seq. ID OJ000229_14.0327.C23 

Strand + 

End 1715 

Method GENSCAN 

End 1715 

Score .76 



12. .75, 678. .791, 1349. .1392, 1527. .1715 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229 14.0327.C23 



40377 
83575 
4117 

OJ000229_14 . 0327 . C23 . ol . gp 
3843 

1044_1.R1084 
3843..4278 

, 3024432/sp|O04861|PRC6_ORYSA 1.0e-127 PROTEASOME ALPHA SUBUNIT 
(MULT I CATALYTIC ENDOPE PT I DASE COMPLEX ALPHA SUBUNIT) >gi_l 930070 
(U92540) proteasome alpha subunit [Oryza sativa] ' 



4285 
AAT/GAP 
4278 
799 



Seq. No. 40377 Seq. ID 

Gene No. 83575 Strand 

Start 4117 End 

Name OJ000229_14 . 0327 . C23 . o2 . gs Method 

Start 4117 End 

GI none Score 

Exons 4117.. 4278 



OJ000229_14.0327.C23 

4285 
GENSCAN 
4278 
.92 



Seq. No. 40377 Seq. ID 

Gene No. 83575 Strand 

Start 4117 End 

Name OJ000229_14 . 0327 . C23 . ol . np Method 

Start 4120 End 



OJ000229_14.0327.C23 

4285 

AAT/NAP 

4285 



40343 



GI 3024432 Score 234 

Exons 4120.. 4285 

GI Descrip. PROTEASOME ALPHA SUBUNIT (MULT I CATALYTIC ENDOPEPTIDASE COMPLEX 
ALPHA SUBUNIT) gi 11930070 (U92540) proteasome alpha subunit 
[Oryza sativa] 



Seq. No. 


40378 


Seq. ID 


OJ000229__14.0327.C24 


Gene No. 


83576 


Strand 




Start 


518 


End 


2276 


Name 


OJ000229 14.0327. 


C24.ol.np Method 


AAT/NAP 


Start 


518 


End 


2276 


GI 


3024432 


Score 


803 


Exons 


518. .565, 1698. .2112, 2183. .2276 




GI Descrip. 


PROTEASOME ALPHA 


SUBUNIT (MULT I CATALYTIC ENDOPEPTIDASE COMPLEX 




t\ t nri7i n rm nil t m \ * 

ALPHA SUBUNIT) gi 


11930070 (U92540) proteasome alpha subunit 




[Oryza sativa] 






Seq. No. 


40378 


Seq. ID 


OJ000229_14.0327.C24 


Gene No. 


83576 


Strand 




Start 


518 


End 


2276 


Name 


OJ000229 14.0327. 


C24.ol.tc Method 


TBLASTX: Cress 


Start 


1695 


End 


2275 


GI 


none 


Score 


453 


Exons 


1695 . .2117 , 1696. 


.2118, 2182. .2274, 2183.. 2275 


Seq. No. 


40378 


Seq. ID 


OJ000229__14.0327.C24 


Gene No. 


83576 


Strand 




Start 


518 


End 


2276 


Name 


OJ000229 14.0327. 


C24.ol.ts Method 


TBLASTX: Soybean 


Start 


1695 


End 


2275 


GI 


none 


Score 


489 


Exons 


1695.. 2117, 1696. 


.2118, 2023. .2154, 2182. .2217, 2182. .2274, 




2183. .2275 






Seq. No. 


40378 


Seq. ID 


OJ000229_14.0327.C24 


Gene No. 


83576 


Strand 




Start 


518 


End 


2276 


Name 


OJ000229 14.0327. 


C24'.ol.tm Method 


TBLASTX: Maize 


Start 


1695 


End 


2275 


GI 


none 


Score 


596 


Exons 


1695.. 2117, 1696. 


.2118, 2026. .2154, 2089. .2163, 2165. .2215, 




2181.. 2216, 2182. 


.2274, 2183.. 2275 




Seq. No. 


40378 


Seq. ID 


OJ000229_14 . 0327 .C24 


Gene No. 


83576 


Strand 




Start 


518 


End 


2276 


Name 


OJ000229 14.0327. 


C24.ol.gp Method 


AAT/GAP 


Start 


1696 


End 


2276 


GI 


1044 1.R1084 


Score 


974 


Exons 


1696,. 2112, 2183. 


.2276 




GI Descrip. 


, 3024432/sp| 004861 |PRC6_ORYSA 1.0e-127 


PROTEASOME ALPHA SUBUNIT 



(MULT I CATALYTIC ENDOPEPTIDASE COMPLEX ALPHA SUBUNIT) >gi_1930070 
(U92540) proteasome alpha subunit [Oryza sativa] 1 



Seq. No. 
Gene No. 
Start 



40378 
83576 
518 



Seq. ID OJ000229_14.0327.C24 
Strand 

End 2276 



40344 



# 





Name 


UUUUUZ^ y -L'i.UOZ/.CZ'i.O.L 


.gs 


Method 


C* U 1 "NT O 7\ VT 

, (ahjJNbUAJN 




oiarl. 


10!?o 




01 no 

zlUo 






none 




Score 


n q 

• / y . 




Exons 


1 £QQ 9 1 fiQ 










beq. NO. 


4Uj / o 




beq. id 


r\ Trtnnooo i ^ hoot ^o/i 
OJUUUzzy 14.Uoz7.Cz4 




bene wo. 






Strand 






Start 


518 




End 


2276 




Name 


OJ000229_14.0327.C24.ol 


.tw 


Method 


TBLASTX: Wheat 






1 Q91 
J. ifZ X 




End . 


2275 






none 




Score 


304 




Exons 


1 Q91 911fi 1 Q9*3 911"7 


1 Q9Q 

i yzo . 


.2128, 2026.. 2154, 2165.. 2215, 






91P1 991 £ 91Q9 991 7 
ZiOl. . ZZ ± 0 , ZlOZ . . ZZ 1 / , 


9 1 Q 9 
Z 1 oZ . 


.2274, 2183.. 2275 




beq . wo . 


j / y 




Seq. ID 


OJ000229_14.0327.C25 




Gene No. 


83577 




Strand 


+ 




Start 


126 




End 


993 




Name 


AJU UUVJZZ.7 ±4 • U JZ / iLZj.Ol 


. gs 


Method 


GENSCAN 




C -H -J v>4- 
b LalL 


1 oc 
1Z D 




End 


993 " 






none 




Score 


.92 




Exons 


1 9£ 9£R QDR QCn 










oeq . wo . 


fl u o / y 




Seq. ID 


OJ000229_14.0327.C25 




Gene No . 


O JJ / 0 




Strand 






Start 


1 




End 


97 




Name ' 


OJ000229 14.0327.C25.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


97 ■ 




GI 


1044 1.R1084 




Score 


194 




Exons 


1..97 










GI Descrip. 


• 3024432/sp| 004861 | PRC 6 


_0RYSA 


1.0e-127 


PROTEASOME ALPHA SUBUNIT 



( MULT I CAT AL YT I C ENDOPEPTIDASE COMPLEX ALPHA SUBUNIT) >gi_1930070 
(U92540) proteasome alpha subunit [Oryza sativa] • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40379 
83579 
2165 

OJ000229_14 . 0327 . C25 . o2 . gs 

2165 

none 

2165. .3193 



Seq. ID OJ000229_14.0327.C25 
Strand 

End 3193 

Method GENSCAN 

End" * 3193. 

Score .7 



Seq. No. 40380 

Gene No. 83580 

Start 284 

Name OJ000229_14 . 0327 . C2 6 . ol . gs 

Start 284 

GI none 
Exons 



Seq. ID OJ000229_14.0327.C26 

Strand + 

End 6329 

Method GENSCAN 

End 6329 

Score .52 



284. .383, 472. .519, 697. .1064, 1127. .4616, 5497. .5554, 
5937. .5984, 6168. .6329 



Seq. No. 40380 

Gene No. 83580 

Start 284 

Name OJ000229_14 . 0327 . C26 . ol . np 

Start 713 

GI 6539553 

Exons 7 13.. 4 617 



Seq. ID OJ000229_14.0327.C26 

Strand + 

End 6329 

Method AAT/NAP 

End 4617 

Score 6749 



40345 



GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 40380 

Gene No. 83581 

Start 7303 

Name OJ000229_14 . 0327 . C26 . o2 . gs 

Start 7303 

GI none 

Exons 7303.. 7361, 7422.. 7497, 7845. 

9267.. 9948, 10061. .10145 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_14.0327.C26 

10145 
GENS CAN 
10145 
.83 



,7906, 8674. .8884, 8897. .8966, 



Seq. No. 40380 Seq. ID OJ000229_14 . 0327 . C26 

Gene No. 83581 Strand 

Start 7303 End 10145 

Name OJ000229_14 . 0327 .C26. o2 .np Method AAT/NAP 

Start 8735 End 9949 

GI 7442168 Score 779 

Exons 8735.. 9027, 9278.. 9949 

GI Descrip. pathogenesis-related protein F20M13.220 - Arabidopsis thaliana 
gi I 4467153 | emb| CAB37522.il (AL035540) putative thaumatin-like 
protein [Arabidopsis thaliana] gi | 7270849 | emb | CAB80530 . 1 | 
. ...(AL161593) putative thaumatin-like protein [Arabidopsis 
thaliana] 



Seq. No. 40380 Seq. ID 

Gene No. 83582 Strand 

Start 13011 End 

Name OJ000229_14 . 0327 .C26.o4 . tw Method 

Start 707 End 

GI none Score 

Exons 707.. 1093, 718.. 1092 



OJ000229_14.0327.C26 
13079 

TBLASTX: Wheat 

1093 

354 



Seq. No. 40380 

Gene No. 83582 

Start 13011 

Name 0 J000229JL4 . 0327 . C26 . o3 . tm 

Start 842 

GI none 

Exons 842.. 1153, 850.. 1155 



Seq. ID OJ000229_14.0327.C26 
Strand 

End 13079 

Method TBLASTX : Maize 

End 1155 

Score 366 -\ 



Seq. No. 40380 

Gene No. 83582 

Start 13011 

Name OJ000229_14 . 0327 .C26. o2 . tm 

Start 1653 

GI none 

Exons 1653.. 1907, 1660.. 1974, 1680. 



Seq. ID OJ000229_14.0327.C26 
Strand 

End 13079 

Method TBLASTX : Mai ze 

End 1975 

Score 268 
.1973, 1808.. 1975 



Seq. No. 40380 

Gene No. 83582 

Start 13011 

Name OJ000229_14 .0327.C26.o6.ts 

Start 2002 

GI none 



Seq. ID OJ000229_14 .0327.C26 
Strand 

End 13079 

Method TBLASTX : Soybean 

End 2388 

Score 90 



40346 



Exons 



2002.. 2157, 2140.. 2388 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



40380 
83582 
13011 

OJ000229_14. 

2176 

none 

"2176... 2610, 

40380 
83582 
13011 

OJ000229_14. 

2253 

none 

2253. .2444, 

40380 
83582 
13011 

OJ000229_14. 

2398 

none 

2398. .2622, 

40380 
83582 
13011 

OJ000229_14. 

2431 

none 

2431. .2613, 

40380 
83582 
13011 

OJ000229_14. 

2446 

none 

2446. .2910, 
3042. .3200 

40380 
83582 
13011 

OJ000229_14. 
3121 
5509260 
3121. .3585, 



0327.C26.o6.tm 
238S..2585 

0327.C26.o5.tw 
2254.. 2445, 2254, 

0327.C26.o4.ts 



Seq. ID OJ000229_14.0327.C26 
Strand 

End 13079 

Method TBLASTX : Maize 

End 2610 

Score 301 



Seq. ID OJ000229_14.0327.C26 
Strand 

End 13079 

Method TBLASTX : Wheat 

End 2445 

Score 131 
.2445 

Seq. ID OJ000229_14.0327.C26 
Strand 

End 13079 

Method TBLASTX : Soybean 

End " 2796 
197 



Score 

2406. .2576, 2623. .2796, 2631.. 2669 



0327.C26.o3.tc 



2626. .2820 



Seq. ID OJ000229_14.0327.C26 
Strand 

End 1307 9 

Method TBLASTX: Cress 

End 2820 

Score 112 



Seq. ID OJ000229_14.0327.C26 
Strand 

End 13079 
Method TBLASTX: Wheat 
End 3201 
634 



0327.C26.ol.tw 
2454. .2933, 2954. .3184, 2962. .3201, 2984. .3181, 



Score 



0327.C26.o2.ts 
3222.. 3290, 3339. 



40380 
83582 
13011 

OJ000229_14 .0327.C26.o2.tc 
3214 



Seq. ID OJ000229_14.0327.C26 
Strand 

End 13079 

Method TBLASTX : Soybean 

End 3585 

Score 383 
.3434, 3507. .3566 



Seq. ID OJ000229_14.0327.C26 
Strand 

End 13079 

Method TBLASTX : Cress 

End 3474 



40347 




GI 


none 








Score 


286 




Exons 


3214. .3474, 


3216. 


.3293 










Seq. No. 


40380 








Seq. ID 


OJ000229_14.0327 


,C26 


Gene No. 


83582 








Strand 






Start 


13011 








End 


13079 




Name 


OJ000229 14 


.0327. 


C26.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


3255 








End 


3720 




GI 


none 








Score 


361 




Exons 


' 3255. .3437, 


3256. 


.3720, 


3391. 


.3573, 3507. .3617 ., 




Seq. No. 


40380 








Seq. ID 


OJ000229_14.0327 


.C26 


Gene No. 


83582 








Strand 






Start 


13011 








End 


13079 




Name 


OJ000229 14 


.0327. 


C26.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


3256 








End 


3801 




GI 


none 








Score 


319 




Exons 


3256. .3600, 


3403. 


.3576, 


3595. 


.3801, 3669.. 3791 




Seq. No. 


40380 








Seq. ID 


OJ000229_14.0327 


.C26 


Gene No. 


83582 








Strand 






Start 


13011 








End 


13079 




Name 


OJ000229 14 


.0327. 


C26.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


3654 . 








■ End 


3999 




GI 


none 








Score 


314 




Exons 


3654. .3854, 


3655. 


.3999 










Seq. No. 


40380 








Seq. ID 


OJ000229_14.0327 


.C26 


Gene No. 


83582 








Strand 






Start 


13011 








End 


13079 




Name 


OJ000229 14 


.0327. 


C26.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


3810 








End 


4149 




GI 


none 








Score 


318 




Exons 


3810. .4148, 


3811. 


.4149 










Seq. No. 


40380 








Seq. ID 


OJ000229_14.0327 


.C26 


Gene No. 


83582 








Strand 






Start 


13011 








End 


13079 




Name 


OJ000229 14 


.0327. 


C26.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4005 








End 


4481 




GI 


none 








Score 


101 




Exons 


4005. .4076, 


4006. 


.4080, 


4094. 


.4402, 4095. .4481, 4096. .4443 


Seq. No. 


40380 








Seq. ID 


OJ000229_14.0327 


.C26 


Gene No. 


83582 








Strand 






Start 


13011 








End 


13079 




Name 


OJ000229 14 


.0327. 


C26.o5 


.ts 


Method 


TBLASTX : Soybean 




Start 


4012 








End 


4353 




GI 


none 








Score 


91 




Exons 


4012. .4125, 


4038. 


.4118, 


4144. 


.4353, 4149.. 4274 




Seq. No. 


40380 








Seq. ID 


OJ000229_14.0327 


.C26 


Gene No. 


83582 








Strand 






Start 


13011 








End 


13079 




Name 


OJ000229 14 


.0327. 


C26.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


9263 








End 


9485 




GI 


none 








Score 


146 





40348 




Exons 


9263. .9310, 


9317 


. .9484, 


9318. 


. 9485 




Seq. No. 


40380 








Seq. ID 


OJ000229_14.0327.C26 


Gene No. 


o o c o o 








Strand 




Start 


13011 








End 


13079 


Name 


OJ000229 14. 


0327 


.C26.o7 


. tm 


Method 


TBLASTX: Maize 


Start. 


9266 








End 


9485 


GI 


none 








Score 


137 


Exons 


9266. .9307, 


9317 


. .9484, 


9318. 


.9485 ■ 




Seq. No. 


40380 








Seq. ID 


OJ000229_14 . 0327 . C26 


Gene No. 










Strand 




Start 


13011 








" End 


13079 


Name 


OJ000229 14. 


0327 


.C26.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


9269 








End 


9929 


GI 


none 








Score 


178 


Exons 


9269. .9505, 


9285 


. .9494, 


9503. 


.9565, 9572.. 9925, 9576.. 9929 


Seq. No. 


40380 








Seq. ID 


OJ000229_14.0327.C26 


Gene No. 


83582 








Strand 




Start 


loUll 








End 


13079 


Name 


OJ000229 14. 


0327 


.C26.ol 


.tc ■ 


Method 


TBLASTX: Cress 


Start 


9282 








End 


9929 


GI 


none 








Score 


97- 


Exons 


9282. .9485, 


9287 


. .9484, 


9494. 


.9568, 9504.. 9548, 9575.. 9925, 




9576. .9929 












Seq. No. 


40380 








Seq. ID 


OJ000229_14 . 0327 . C26 


Gene No. 


o o c o o 

83582 








Strand 




Start 


13011 








End 


13079 


Name 


OJ000229 14. 


0327 


.C26.o6 


. tw 


Method 


TBLASTX: Wheat 


Start 


9488 








End 


9904 


GI 


none 








Score 


60 


Exons 


9488. .9706, 


9489 


. .9626, 


9648. 


.9710, 9710. .9799, 9845. .9904 


Seq. No. 


40380 








Seq. ID 


OJ000229_14.0327.C26 


bene No. 


o o c o o 








Strand 




Start 


13011 








End " 


13079 


Name 


OJ000229 14. 


0327 


.C26.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


. 9569 








End 


9878 


GI 


none 








Score 


249 


Exons 


9569. .9745, 


9570 


. .9755, 


9747. 


.9878, 9749. .9877 


Seq. No. 


40380 








Seq. ID 


OJ000229_14.0327.C26 


bene no. 


83582 








Strand 




Start 


13011 








End 


13079 


Name 


OJ000229 14. 


0327 


.C26.o3 


. gs 


Method 


GENSCAN 


Start 


13011 








End 


13079 


GI 


none 








Score 


.79 


Exons 


13011. .13079 










Seq. No. 


40381 








Seq. ID 


OJ000229_14.0327.C27 


Gene No. 


83583 








Strand 


+ 


Start 


427 








End- 


797 


Name 


OJ000229 14. 


0327 


.C27.ol 


. gs 


Method 


GENSCAN 


Start 


427 








End 


797 


GI 


none 








Score 


.69 



40349 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



427. .530, 726. .797 



OJ000229 14.0327.C28 



40382 Seq. ID 

83584 Strand 
1 End 414 

OJ000229_14 . 0327 . C28 . ol . np Method AAT/NAP 
1 End 253 

7486861 Score 230 

1..253 

hypothetical protein T11I11.180 - Arabidopsis thaliana 
gi|5123711|emb|CAB45455.1| (AL079347) putative protein 
[Arabidopsis thaliana] gi | 7270445 | emb | CAB80211 . 1 | (AL161586) 
putative protein [Arabidopsis thaliana] 



40382 Seq. ID 

83584 Strand 
1 End 
OJ000229_14 .0327.C28.ol.gs Method 
137 - . - End 
none Score 
137. .250, 309. .414 

40382 Seq. ID 

83585 Strand 
1593 End 
OJ000229_14 . 0327 . C28 . o2 . gs Method 
1593 End 
none Score 
1593. .1853 



OJ000229_14.0327.C28 
414 

GENSCAN 

414 

.61 



OJ000229_14.0327.C28 

1853 
GENSCAN 
1853 
.95 



Seq. No. 40383 

Gene No. 83586 

Start 333 

Name OJ000229JL4 . 0327 .C29.ol.gs 

Start 333 

GI none 

Exons 333.. 4 16 



Seq. ID OJ000229_14.0327.C29 

Strand + 

End 416 

Method GENSCAN 

End 416 

Score .59 



Seq. No. 40383 Seq. ID OJ000229_14 . 0327 . C29 

Gene No. 83587 Strand 

Start 677 * End 1216 

Name OJ000229_14 . 0327 . C29 . ol . gp Method AAT/GAP 

Start 677 End 1216 

GI 7390_1.R1084 Score 1033 

Exons 677.. 1216 

GI Descrip. ' 3880441 /emb I CAB04890 . 1 | 2.0e-10 (Z82062) similar to Zinc 

finger, C3HC4 type (RING finger); cDNA EST EMBL:D76353 comes 
from this gene; cDNA EST EMBL:D71838 comes from this gene; cDNA 
EST EMBL:D74561 comes from this gene; cDNA EST EMBL:D73319 comes 
from this ' 



Seq. No. ' 40383 T 

Gene No. 83587 

Start 677 

Name OJ000229JL4 . 0327 . C29 . ol . np 

Start 705 

GI 7488763 



Seq. ID* OJ000229_14.0327.C29 
Strand 

End 1216 

Method AAT/NAP 

End 1208 

Score 200 



40350 




Exons 705.. 779, 816.. 1208 

GI Descrip. DnaJ protein homolog - kidney bean (fragment) 

gi|1684851|gb|AAB36543.1| (U77935) DnaJ-like protein [Phaseolus 
vulgaris] 



Seq. No. 


40383 




Seq. ID 


OJ000229_14.0327. 


C29 


Gene No. 


83588 




Strand 


- 




Start 


4046 




End 


4896 




- Name 


OJ000229_14.0327.C29.o2. 


ts 


Method 


TBLASTX : Soybean 




C -1 , v>4- 

otart 






End 


1013 




GI 


none 




Score 


42 




Exons 


702. .722, 703. .735, 828. 


.911, 


853. .903 


, 907.. 1005, 912.. 


1013 


Seq. No. 


40383 




Seq. ID 


OJ000229_14.0327. 


C29 


Gene No. 


83588 




Strand 






Start 


4046 




End 


4896 




Name 


OJ000229_14 . 0327 . C29 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Of a r*+- 


/of 




End 


1013 




GI 


none 




Score 


41 




Exons 


787. .810, 843. .1013, 853 


..1005, 942. .1007 




Seq. No. 


40383 




Seq. ID 


OJ000229_14.0327. 


C29 


Gene No. 


83588 




Strand 






Start 


4046 




• End 


4896 




Name 


OJ000229 14.0327.C29.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


804 




End 


1152 




GI 


none 




Score 


46 




Exons 


804. .914, 853. .903, 895. 


.1014, 900.. 1013, 1129.. 1152 




Seq. No. 


40383 




Seq. ID 


OJ000229_14.0327. 


C29 


Gene No. 


83588 




Strand 






Start 


4046 




End 


4896 




Name 


OJ000229 14.0327.C29.o2. 


gp 


Method 


AAT/GAP 




Start 


4046 




End 


4812 




GI 


2311727 




Score 


829 




Exons 


4046.. 4365, 4612.. 4720, 


4790. 


.4812 






GI Descrip. 


3880441/embl CAB04890.il 


2.0e- 


10 (Z82062) similar to Zinc 


finger, 



C3HC4 type (RING finger); cDNA EST EMBL:D76353 comes from this 
gene; cDNA EST EMBL:D71838 comes from this gene; cDNA EST 
EMBL:D74561 comes from this gene; cDNA EST EMBL:D73319 comes 
from this 



Seq. No. 40383 Seq. ID 

Gene No. ^ 83588 Strand 

Start 4046 End 

Name 0 J00022 9_14 . 0327 . C29 . ol . tm Method 

Start 4201 End 

GI none Score 

Exons 4201. 



OJ000229_14.0327.C29 
4896 

TBLASTX: Maize 

4882 

35 



,4245, 4311. .4367, 4312. .4368, 4607. .4720, 4608. .4769, 
4609. .4722, 4781. .4882, 4783. .4881, 4784. .4882 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40383 . 

83588 

4046 

OJ000229_14. 

4312 

none 



0327.C29.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_14.0327.C29 
4896 

TBLASTX: Wheat 

4881 

63 



40351 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ) r 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



W 

4312. .4368, 4313. .4366, 4607. .4729, 4607. .4720, 4609. .4722, 
4781. .4879, 4783. .4881 



40383 
83588 
4046 

OJ000229_14.0327.C29.o2.np 

4330 

6522599 



Seq. ID OJ000229_14.0327.C29 
Strand 

End 4896 

Method AAT/NAP 

End 48 96 

Score 112 



4330.. 4365, 4612.. 4720, 4790.. 4896 

(AL133292) zinc-finger-like protein [Arabidopsis thaliana] 



40383 
83588 
4046 

OJ000229_14 . 0327 . C29 . ol . tc 

4609 

none 



Seq. ID OJ000229_14.0327.C29 
Strand 

End 4896 

Method TBLASTX : Cress 

End 4876 

Score 104 



4609. .4719, 4610. .4720, 4781. .4876, 4783.-4875 



40383 
83588 
4046 

OJ000229_14.0327.C29.61.ts 

4609 

none 



Seq. ID OJ000229_14.0327.C29 
Strand 

End 4896 

Method TBLASTX : Soybean 

End 4882 

Score 111 



4609. .4719, 4610. .4720, 4781. .4882, 4783. .4881 



Seq. ID OJ000229_14.0327.C30 
Strand 

End 3455 

Method AAT/NAP 

End 1789 

Score 64 



40384 
83589 
1 

OJ000229_14 . 0327 . C30 . ol . np 
1 

7506276 
1..26, 1467. .1789 

hypothetical protein R04E5.8*-- Caenorhabditis elegans 
gi|1109849|gb|AAC48181.1| (U41538) proline rich [Caenorhabditis 
elegans] 



40384 
83589 
1 - 

OJ000229JL4 . 0327 . C30 . ol . gs 

140 

none 



Seq. ID OJ000229_14.0327.C30 
Strand 

End 3455 

Method GENSCAN 

End 344 8 

Score .61 



140. .181, 836. .936, 1055. .1364, 1467. .1573, 2506. .2675, 
3324. .3448 



Seq. No. 40384 

Gene No. 83589 

Start 1 

Name OJ000229_14 . 0327 . C30 . ol . gp 

Start 1070 

GI none 

Exons 1070.. 1364, 1467.. 1691 



Seq. ID OJ000229_14.0327.C30 
Strand 

End 3455 

Method AAT/GAP 

End 1691 

Score 1012 



Seq. No. 



40384 



Seq. ID OJ000229_14.0327.C30 



40352 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



83589 Strand 

1 End 3455 

OJ000229_14 . 0327 . C30 . o2 . np Method AAT/NAP 

2474 End 3425 

4803924 ' Score 119 
2474. .2524, 3320. .3425 

(AC006264) putative ER lumen protein retaining receptor 
[Arabidopsis thaliana] 



40384 
83589 
1 

OJ000229_14 . 0327 . C30 . o2 . gp 

2750 

none 

2750.. 3249, 3324.. 3386 



Seq. ID OJ000229_14.0327.C30 

Strand • - 

End 3455 

Method AAT/GAP 

End 3386 

Score 1043 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 



40384 
83589 
1 

OJ000229_14 .0327.C30.ol.tm 

3189 

none 



Seq. ID OJ000229_14.0327.C30 
Strand 

End 3455 

Method TBLASTX: Maize 

End 3455 

Score 7 4 



3189.. 3251, 3202.. 3252, 3324.. 3455, 3326.-3454 



40384 
83589 
1 

OJ000229_14.0327.C30.ol.tc 

3201 

none 



Seq. ID OJ000229_14.0327.C30 
Strand 

End 3455 

Method TBLASTX : Cress 

End 3455 

Score 7 8 



3201. .3251, 3202. .3252, 3324. .3455, 3326. .3454 



40384 
83589 
1 

OJ000229JL4 . 0327 .C30 . ol . ts 

3201 

none 



Seq. ID OJ000229_14.0327.C30 
Strand 

End 3455 

Method TBLASTX : Soybean 

End 3455 

Score 73 



3201. .3251, 3205. .3252, 3317. .3454, 3324.. 3455 



Seq. ID • OJ000229_14.0327.C31 
Strand 

End 1577 
Method AAT/GAP 
End 587 
Score 341 



40385 
83590 
1 

OJ000229_14 . 0327 .C31 . ol . gp 
1 

8486_1.R1084 
1..24, 382. .587 

? 4803924/gb|AAD29797.1|AC006264_5 1.0e-103 (AC006264) putative 
ER lumen protein retaining receptor [Arabidopsis thaliana] ' 



40385 
83590 
1 

OJ000229_14 . 0327 .C31 .ol .np 
1 

4803924 



Seq. ID OJ000229_14.0327.C31 
Strand 

End 1577 

Method AAT/NAP - 

End 1577* 

Score 244 



40353 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..23, 384. .584, 1530. .1577 

(AC006264) putative ER lumen protein retaining receptor 
[Arabidopsis thaliana] 



40385 
83590 
1 

OJ000229_14 . 0327 . C31 . ol . ts 

379 

none 

379. .594, 381. .587, 382. .594 

40385 
83590 
1 

OJ000229_14 . 0327 . C31 . ol . tc 

381 

none 

381. .587, 385.. 588, 387.. 575 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_14.0327.C31 
1577 

TBLASTX: Soybean 

594 

129 



OJ000229_14.0327.C31 
1577 

TBLASTX: Cress 

588 

120 



Seq. No. 40385 Seq. ID 

Gene No. 83590 Strand 

Start 1 End 

Name OJ000229_14 . 0327 . C31 . ol . tm Method 

Start 381 End 

GI none Score 

Exons 381. .575, 381.. 587, 382.. 594 



OJ000229_14.0327.C31 
1577 

TBLASTX: Maize 

594 

185 



Seq. No. 40385 Seq. ID 

Gene No. 83590 Strand 

Start 1 End 

Name OJ000229_14 . 0327 . C31 . ol . gs Method 

Start 384 End 

GI none Score 

Exons 384.. 583 



OJ000229_14.0327.C31 

1577 
GENSCAN 
583 
.74 



Seq. No. 40385 Seq. ID 

Gene No. 83590 Strand 

Start 1 End 

Name OJ000229_14 . 0327 .C31 . ol . tw Method 

Start- 402 End 

GI none Score 

Exons 402.. 587, 404.. 565, 439.. 594 



OJ000229_14.0327.C31 
1577 

TBLASTX: Wheat 

594 

172 



Seq. No. 40386 Seq. ID 

Gene No. 83591 Strand 

Start 1 End 

Name OJ000229JL4 . 0327 . C33 . ol . np Method 

Start 1 End 

GI 7486660 Score 

Exons 1. . 540 

GI Descrip. hypothetical protein F8F16.10 - Arabidopsis thaliana 

gi I 2827514 | emb | CAA16523.il (AL021633) predicted protein 
[Arabidopsis thaliana] gi | 7270022 | emb | CAB79838 . 1 | (AL161578) 
predicted protein [Arabidopsis thaliana] 



OJ000229_14.0327.C33 
+ 

574 

AAT/NAP 

540 

480 



Seq. No. 



40386 



Seq. ID OJ000229_14.0327.C33 



40354 




Gene No .- 




b t rana 




Start 


1 


End 


574 


Name 


OJ000229 14.0327.C33.ol.gs 


Method 


GEN SCAN 


Start 


53 


End 


574 


GI 


none 


Score 


.69 


Exons 


53. .574 






Seq. No. 


40386 


Seq. ID 


OJ000229_14.0327.C33 


bene wo. 


OOCQ1 

0 JJ z? 1 


oiranu 


T 


Start 


1 


End 


574 


Name 


OJ000229 14.0327.C33.ol.tm 


Method 


TBLASTX: Maize 


Start 


344 


End 


543 


GI 


none 


Score 


296 


Exons 


344. .538, 367. .543, 367. .540 






Seq. No. 


40386 


Seq. ID 


OJ000229_14.0327.C33 


Gene No . 




Strand 


4- 
T" 


Start 


1 


End 


574 


Name 


OJ000229 14.0327.C33.ol.ts 


Method 


TBLASTX: Soybean 


Start 


350 


End 


549 


GI 


none 


Score 


245 


Exons 


350. .547, 367. .549 






Seq. No. 


40387 


Seq. ID 


OJ000229 16. 0327. CI 


Gene No. 


83592 


Strand 


+ 


Start ' 


1 


End 


■943 


Name 


OJ000229 16.0327.Cl.ol.np 


Method 




Start 


1 


End 


904 


GI 


4836907 


Score 


556 


Exons 


1..106, 395. .580, 659. .904 






GI Descrip. 


(AC007153) Highly similar to putative 


callose synthase catalytic 




subunit [Arabidopsis thaliana] 




Seq. No. 


40387 


Seq. ID 


OJ000229 16. 0327. CI 


Gene No. 


83592 


Strand 


+ 


otdi u 


1 


End 




Name 


OJ000229 16.0327.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


47 


End 


923 


GI 


none 


Score 


88 


Exons 


47. .112, 55. .105, 389. .451, 


392. .583, 


394. .576, 509. .586, 




659. .907, 670. .906, 816. .923 






Seq. No. 


40387 


Seq. ID 


OJ000229_16.0327.C1 


Gene No. 


83592 


Strand 


+ 


OtaiL 


1 


End 


y f* o 


Name 


OJ000229 16.0327.Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 


47 


End 


917 


GI 


none 


Score 


77 


Exons 


47. .112, 389. .451, 394. .576, 


394. .459, 


404. .577, 509. .586, 




653. .907, 656. .874, 676. .906 


, 810. .917 




Seq. No. 


40387 


Seq. ID 


OJ000229_16.0327.C1 


Gene No. 


83592 


Strand 


+ 


Start 


1 


End 


943 


Name 


OJ000229 16.0327.Cl.ol.gs 


Method 


GENSCAN 


Start 


56 


End 


907 


GI 


none 


Score 


.91 



40355 



Exons 



56. .106, 138. .185, 395. .580, 659. .907 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40387 Seq. ID 

83592 Strand 

1 End 

OJ000229_16 . 0327 . CI . ol . tw Method 

410 End 

none Score 



OJ000229_16.0327.C1 
+ 

943 

TBLASTX: Wheat 

908 

123 



410. .580, 411. .575, 415. .576, 512. .586, 659. .904, 670. .906, 
810. .908 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40387 Seq. ID 

83592 Strand 

1 End 

OJ000229_16 . 0327 . CI . ol . tc Method 

442 End 

none Score 



OJ000229_16.0327.C1 
+ 

943 

TBLASTX: Cress 

909 

99 



442. .579, 446. .580, 512. .586, 659. .907, 661. .909, 694. .906 



Seq. No. 40387 Seq. ID OJ000229_16 . 0327 . CI 

Gene No. 83592 Strand + 

Start 1 End 943 

Name- OJ000229_16 . 0327 . CI . ol . gp Method AAT/GAP 

Start 521 End 943 

GI 17247_2.R1084 Score 602 

Exons 521.. 580, 659.. 943 

GI Descrip. ' 4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. No. 


40388 








Seq. ID 


OJ000229_16.0327 


.C2 


Gene No. 


83593 








Strand 


+ 




Start 


115 








End 


759 




Name 


OJ000229 16. 


0327. 


C2.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


307 




GI 


none 








Score 


244 




Exons 


1..177, 112. 


.177, 


229. , 


.306, 


241. .306, 


245. .307 




Seq. No. 


40388 








Seq. ID 


OJ000229_16.0327 


.C2 


Gene No. 


83593 








Strand 


+ 




Start 


115 








End 


759 




Name 


OJ000229 16. 


0327. 


C2.ol, 


.ts 


Method 


TBLASTX : Soybean 




Start 


1 








End 


180 




GI 


none 








Score 


259 




Exons 


1. .180 















Seq. No. 40388 Seq. ID 

Gene No. 83593 Strand 

Start 115 End 

Name OJ000229_16 . 0327 . C2 . ol . gs Method 

Start 115 End 

GI none Score 

Exons 115.. 759 



OJ000229_16.0327.C2 
+ 

759 

GENSCAN 

759 

.92 



Seq. No. 40388 Seq. ID 

Gene No. 83593 Strand 

Start 115 End 

Name OJ000229 16 . 0327 . C2 . o2 . tm Method 



OJ000229_16.0327.C2 
+ 

759 

TBLASTX: Maize 



40356 




Start 


367 




End 


483 






GI 


none 




Score 


177 






Exons 


367. .483, 370. .471 












Seq. No. 


40389 




Seq. ID 


OJ000229_16 


.0327 


.C3 


Gene No . 


o jo y 4 




otrana 


+ 






Start 


1 




End 


959 






Name 


OJ000229 16. 0327. C3 


.ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


505 






GI 


none 




Score 


1010 






Exons 


1. .505 












Seq. No. 


40389 




Seq. ID 


OJ000229_16 


.0327 


.C3 


Gene No . 






Strand 


+ 






Start 


1 




End 


959 






Name 


OJ000229 16. 0327. C3 


.ol.gs 


Method 


GENS CAN 






Start 


82 




End 


959 






GI 


none 




Score 


.9 






Exons 


82... 159, 210. .959 












Seq. No. 


40389 




Seq. ID 


OJ000229_16 


.0327 


.C3 


Gene No . 






btrana 








Start 


927 




End 


1350 






Name 


OJ000229 16. 0327. C3 


. o2.gp 


Method 


AAT/GAP 






Start 


927 




End 


1350 






GI 


none 




Score 


828 






Exons 


927. .1350 












Seq. No. 


40389 




Seq. ID 


OJ000229_16 


.0327 


.C3 


Gene No. 


83596 




Strand 








Start 


1675 




End 


2092 






Name 




. o 1 . tm 


Method 


TBLASTX: Maize 




Start 


9 




End 


845 






GI 


none 




Score 


100 






Exons 


9. .122, 64. .120, 93 


.,218, 131 


..202, 139. .207, 216. 


.368, 






219. .326, 244. .327, 


345. .428, 


356. .430, 


365. .430, 


458. . 


499 




459. .506, 501. .575, 


506. .574, 


615. .845, 


662. .742 






Seq. No. 


40389 




Seq. ID 


OJ000229_16 


.0327 


.C3 


Gene No . 


oooy d 




Strand 








Start 


1675 




End 


2092 






Name 


OJ000229 16. 0327. C3 


.o2.gs 


Method 


GENSCAN 






Start 


1675 


End 


2092 






GI 


none 




Score 


.61 






Exons 


. 1675.. 2092 












Seq. No. 


40390 




Seq. ID 


OJ000229_16 


.0327 


.C4 


Gene No . 






Strand 


+ 






Start 


95 




End 


1421 






Name 


OJ000229 16. 0327. C4 


.ol.gs 


Method 


GENSCAN 






Start 


95 




End 


1421 






GI 


none 




Score 


.71 






Exons 


95. .366, 434. .568, 


714. .759, 


1111. .1421 






Seq. No. 


40390 




Seq. ID 


OJ000229_16 


.0327 


.C4 


Gene No. 


83597 




Strand 


+ 






Start 


95 




End 


1421 







40357 




Name 


OJ000229 16.0327.C4 .ol.ts 


Method 


TBLASTX: Soybean 


Start 


121 ~ 


End 


396 


GI 


none 


Score 


167 


Exons 


121. .210, 250. .396 






Seq, No. 


40391 


Seq. ID 


OJ000229_16.0327.C5 


Gene No. 


83598 


Strand 


+ 


Start 


7547 


End 


10476 


Name 


OJ000229 16.0327.C5.o3.np 


Method 


AAT/NAP 


Start 


7544 


End 


10476 


GI 


6682841 


Score 


624 


1? von c; 


7544. .7773, 7848.-7993, 8134 


..8442, 8532. .8853, 10363. .10476 


GI Descrip. 


(AB022091) sucrose synthase 


[Citrus unshiu] 


Seq. No. 


40391 


Seq. ID 


OJ000229_16.0327.C5 


Gene No. 


83598 


Strand 


+ 


Start 


7547 


End 


10476 


Naine 


OJ000229 16.0327.C5.o3.gs 


Method 


GENSCAN 


Start 


7547 ~~ 


End 


8853 


GI 


none 


Score 


.93 


Exons 


7547. .7654, 7660. .7773, 7848 


..8002, 8134. .8466, 8532.-8853 


Seq . No . 


40391 


Seq. ID 


OJ000229_16.0327.C5 


Gene No. 


83598 


Strand 


+ 


Start 


7547 


End 


10476 


Name 


OJ000229 16.0327 ,C5 .o4 .np 


Method 


AAT/NAP 




9887 ~ 


End 


10476 


VJ J. 


6721547 


Score 


95 




9887 9971. 10435.. 10476 








(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 




40391 


Seq. ID 


OJ000229_16.0327.C5 


Gene No. 


83599 


Strand 




Start 


113 


End 


3619 


Name 


OJ000229 16.0327.C5.ol.gp 


.Method 


AAT/GAP 


Start 


113 


End 


1713 


GI 


101147 1.R1084 


Score 


628 


Exons 


113. .194, 289. .326, 442. .498 


, 636.-699, 788. .884, 1678.-1713 


GI Descrip. 


'1707074 1.0e-10 (U80450) M01E11.2 [Caenorhabditis elegans] ' 


Sea. No. 


40391 


Seq. ID 


OJ000229_16.0327.C5 


Gene No. 


83599 


Strand 




Start 


113 


End 


3619 


Name 


OJ000229 16.0327.C5.ol.gs 


Method 


GENSCAN 


Start 


113 


End 


3593 


GI 


none 


Score 


.79 


Evnn ^ 

i_J Avl 1 O 


113. .194, 289. .326, 442. .498 


, 636.. 699 


, 788. .884, 1445. .1497 




1678. .1786, 2490. .2688, 2847 


. .3593 




Seq. No. 


40391 


Seq. ID 


OJ000229_16.0327.C5 


Gene No. 


83599 


Strand 




Start 


113 


End 


3619 


Name 


OJ000229 16.0327.C5.ol.np 


Method 


AAT/NAP 


Start 


571 


End 


3619 


GI 


6957734 


Score 


1034 



Exons 571.. 699, 788.. 857, 1678.. 1762, 2485.. 2713, 2791.. 3619 

GI Descrip. (AC021640) unknown protein [Arabidopsis thaliana] 



40358 



Seq. No. 


40391 




Seq. ID 


OJ000229_16.0327 


.C5 


Gene No . 


Q jDUU 




our ana 






Start 


4321 




End 


6018 




Name 


OJ000229 16.0327.C5.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


112 




End 


689 




GI 


none 




Score 


71 




Exons 


112. .192, 113. .187, 113 


..193, 


150. .206, 


286.-327, 287.. 


328 




287. .328, 288. .329, 439 


. .501, 


442. .501, 


633. .689 




Seq. No. 


40391 




Seq. ID 


OJ000229JL6.0327 


.C5 


bene wo. 


O jOUU 




oLiana 






Start 


4321 




End 


6018 




Name 


OJ000229 16.0327.C5.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


113 




End 


2616 




GI 


none 




Score 


102 




Exons 


113. .187, 291. .329, 439 


. .501, 


666. .719, 


784. .885, 785.. 


886 




1676.. 1783, 2485.. 2616, 


2486. 


.2593 






Seq. No. 


40391 




Seq. ID 


OJ000229_16.0327 


.C5 


bene wo . 


0 jDUU 




Strand 






Start 


4321 




End 


6018 




Name" 


OJ000229 16.0327.C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start • 


2476 




End - 


294 6 




GI 


none 




Score 


209 




Exons 


2476. .2679, 2486. .2680, 


2651. 


.2731, 2811.. 2906, 2829. .2945 




2830. .2946 










Seq. No. 






Seq. ID 


OJ000229_16.0327 


.C5 


Gene No. 


83600 




Strand 






Start 


4321 




End 


6018 




Name 


OJ000229 16.0327.C5.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2862 




End 


3437 




GI 


none 




Score 


69 




Exons 


2862.. 3173, 2863.. 2946, 


3312. 


.3437 






oeq. no. 


a n ^ qi 
*i u j yi 




Seq. ID 


OJ000229JL6.0327 


.C5 


Gene No. 


83600 




Strand * 






Start 


4321 




End 


6018 




Name 


OJ000229 16.0327.C5.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3312 




End 


3587 




GI 


none 




Score 


64 




Exons 


3312.. 3518, 3376.. 3420, 


3564. 


.3587 






oeq. mo. 


4 u jy j. 




Seq. ID 


OJ000229_16.0327 


.C5 


Gene No. 


83600 




Strand 






Start 


4321 




End 


6018 




Name 


OJ000229 16.0327.C5.o2. 


gs 


Method 


GEN SCAN 




Start 


4321 




End 


5895 




GI 


none 




Score 


.88 




Exons 


4321.. 4461, 4548.. 4673, 


4777. 


.4860, 5362. .5574, 5677. .5895 


Seq. No. 


40391 




Seq. ID 


OJ000229_16.0327 


.C5 


Gene No. 


83600 




Strand 






Start 


4321 




End 


6018 




Name 


OJ000229 16.0327.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5350 




End 


5835 





40359 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 44 

5350. ,5484, 5366. .5410, 5368. .5457, 5476. .5577, 5492. .5575, 
5533. .5577, 5677. .5835 



40391 
83600 
4321 

OJ000229JL6 . 0327 . C5 . o2 . gp 
5780 . 
2442726 
5780. .6018 



Seq. ID OJ000229_16.0327.C5 
Strand 

End 6018 

Method AAT/GAP 

End 6018 

Score 394 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

' Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40391 
83601 
7651 

OJ000229_16.0327.C5.ol. tm 

7651 

none 



Seq. ID OJ000229_16.0327.C5 
Strand 

End 8849 

Method TBLASTX : Mai ze 

End 8849 

Score 53 



7651. .7725, 7839. .7994, 7857. .7994, 8129. .8299, 8282. .8446, 
8529. .8849, 8530. .8847 



40391 
83601 
7651 

OJ000229_16.0327.C5.ol.ts 

7651 

none 



Seq. ID OJ000229_16.0327.C5 
Strand 

End 884 9 

Method TBLASTX : Soybean 

End- 8849 

Score 51 



7651. .7773, 7651. .7809, 7887. .8000, 7895. .8032, 8129. .8287, 
8270. .8437, 8533. .8823, 8536. .8847, 8544.-8849 



40391 
83601 
7651 

OJ000229_16.0327.C5.ol.tc 

8282 

none 



Seq. ID OJ000229_16.0327.C5 
Strand 

End 8849 

Method TBLASTX: Cress 

End 8849 

Score 109 



8282. .8446, 8529. .8849, 8530. .8847, 8670. .8849 



40392 
83602 
251 

OJ000229_16 . 0327 . C7 . ol . gs 

251 

none 



Seq. ID OJ000229_16.0327.C7 

Strand + 

End 24 90 

Method GENSCAN 

End 24 90 

Score .52 



251. .298, 1826. .1876, 2303. .2490 



40392 
83603 
10704 

OJ000229_16.0327.C7.ol.gp 
10704 

9262 1.R1084 



Seq. ID OJ000229_16.0327.C7 

Strand + 

End 12556 

Method AAT/GAP 

End 11876 

Score 1156 



10704. .11154, 11278. .11328, 11636 .. 11723, 11813. .11876 
, 4539332/emb|CAB37480.1| 2.0e-26 (AL035539) glycosyltransf erase 
like protein (fragment) [Arabidopsis thaliana] 1 



Seq. No. 



40392 



Seq. ID OJ000229_16.0327.C7 



40360 



Gene No. 83603 Strand + 

Start 10704 End 12556 

Name OJ000229_16.0327.C7.o4.np Method AAT/NAP 

Start 11080 End 12556 

GI 5764049 Score 164 

Exons 11080. .11154, 11278 .. 11332, 11640 11723, 11813 .. 11939, 

12535.. 12556 

GI Descrip. (Y16832) alpha- 1, 3-mannosyl-glycoprotein 

beta-1, 2-N-acetylglucosaminyltransf erase [Nicotiana tabacum] 





Seq. No. 


40392 


Seq. ID 


OJ000229_16.0327.C7 




Gene No. 


83604 


Strand 






Start 


1 


End 


2928 




Name 


OJ000229 16.0327.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2928 




GI 


7485953 


Score 


739 




Exons 


1..258, 917. .1050, 1400. .1530 


, 1748. .1883, 2029. .2199, 






2274.. 2425, 2733.-2928 








GI Descrio. 


hypothetical protein F22I13.150 - Arabidopsis thaliana 






gi | 4539346 | emb | CAB374 94 . 1 1 (AL035539) 


putative protein 






[Arabidopsis thaliana] gi | 7270822 | emb | 


CAB80503.il (AL161593 






putative protein [Arabidopsis 


thaliana 


] 




Sf»n No 


40392 


Seq. ID 


OJ000229_16.0327.C7 




Gene No. 


83605 


Strand 




\ a? 


Start 


3478 


End ' 


5661 




Name 


OJ000229 16.0327.C7.o2.gs 


Method 


GENSCAN 


f\\ 


Start 


3478 


End 


5661 


- ST 


GI 


none 


Score 


1 




Exons 


3478. .5661 








Seq. No. 


40392 


Seq. ID 


OJ000229_16.0327.C7 


ry 


Gene No. 


83606 


Strand 




a 


Start 


6064 


End 


12052 




Name 


OJ000229 16.0327.C7.o4.tm 


Method 


TBLASTX: Maize 




Start 


49 


End 


2369 




GI 


none 


Score 


181 




Exons 


49. .258, 78. .260, 84. .257, 86 


. .259, 906. .1016, 914. .1015, 






915.. 1019, 916.. 1017, 1390.. 1503, 1397 


..1498, 1432.. 1503, 


r ^ 




1745. .1876, 1746. .1877, 1746. 


.1880, 1747. .1881, 2040. .2180, 






2043.. 2171, 2295.. 2369, 2311. 


.2361, 2322.. 2369 




Seq. No. 


40392 


Seq. ID 


OJ000229_16.0327.C7 




Gene No. 


83606 


Strand 






Start 


6064 


End 


12052 




Name 


OJ000229 16.0327.C7.o3.ts 


Method 


TBLASTX : Soybean 




Start 


3886 


End 


4824 




GI 


none 


Score 


61 




Exons 


3886. .4071, 4084. .4224, 4186. 


.4503, 4693.. 4824 




Seq. No. 


40392 


Seq. ID 


OJ000229_16.0327.C7 




Gene No. 


83606 


Strand 






Start 


6064 


End 


12052 




Name 


OJ000229 16.0327.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3895 


End 


4986 




GI 


none 


Score 


89 




Exons 


3895.. 4095, 3979.. 4143, 4096. 


.4401, 4106. .4405, 4342. .4542, 



40361 



4702.. 4986, 4715.. 4918 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40392 
83606 
6064 

OJ000229_16. 

3907 

none 

3907. .4077, 
4733. .4921, 



0327.C7.o3.tm 



4093.. 4383, 4094 
5002. .5214 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4381, 



OJ000229 16. 0327. C7 



12052 

TBLASTX: Maize 
5214 
102 

4456. .4542, 4705. .5004, 



Seq. No. 40392 Seq. ID 

Gene No. 83606 Strand 

Start 6064 End 

Name OJ000229_16 . 0327 . C7 . o2 . tc Method 

Start 4087 End 

GI none Score 
Exons 



OJ000229_16.0327.C7 
12052 

TBLASTX: Cress 

5223 

99 



4087. .4506, 4087. .4224, 4088. .4291, 4096. .4356, 4456. .4542, 
4703. .4885, 4708. .4986, 4708. .4821, 4741. .5223, 4915. .5214, 
4993.. 5112, 4993.. 5121, 5002.. 5163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40392 
83606 
6064 

OJ00022 9_1 6 . 0327 . C7 . o2 . np 
6013 
7413555 
6013.. 7041, 7786.. 7973 

(AL162973) protein kinase-like [Arabidopsis thaliana] 



Seq. ID OJ000229_16.0327.C7 
Strand 

End 12052 

Method AAT/NAP 

End 7973 

Score 839 



40392 Seq. ID 

83606 Strand 

6064 End 

OJ000229_16 . 0327 . C7 . o3 . gs Method 

6064 End 

none Score 
6064.. 7158 



OJ000229_16.0327.C7 

12052 
GENSCAN 
7158 
.92 



Seq. No. 40392 

Gene No. 83606 

Start 6064 

Name OJ00022 9_16 . 0327 . C7 . ol . tc 

Start 6121 

GI none 

Exons 6121.. 6300, 6289.. 6330, 6385 
6724.-6927, 6940.. 7047, 6944 



Seq. ID OJ000229_16.0327.C7 
Strand 

End 12052 

Method TBLASTX: Cress 

End 7047 

Score 101 
.6627, 6473.. 6628, 6671.. 6928, 
.6994 



Seq. No. 40392 

Gene No. 83606 

Start 6064 

Name OJ000229_16 . 0327 . C7 . ol . tm 

Start 6125 

GI none 

Exons 6125.. 6274, 6130.. 6297, 6289. 

6739.. 6927, 6743.. 6925, 6946. 



Seq. ID OJ000229_16.0327.C7 
Strand 

End 12052 
Method TBLASTX: Maize 
End 7039 
Score 102 

.6330, 6382.. 6708, 6470.. 6709, 
.7038, 6953.. 7039 



Seq. No. 



40392 



Seq. ID OJ000229_16.0327.C7 



40362 




Gene No. 


83606 








Strand 




Start 


. 6064 








End 


12052 


Name 


OJ000229_16 


.0327. 


C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6127 








End 


7042 


GI 


none 








Score 


98 


Exons 


6127. .6306, 


6131. 


.6292, 


6385. 


.6708, 6395.. 6559, 6608.. 6685, 




6712. .6927, 


6743. 


.6925, 


6931. 


.7041, 6944.. 7042 


Seq. No. 


40392 








Seq. ID 


OJ000229_16.0327.C7 


Gene No. 


83606 








Strand 




Start 


6064 








End 


12052 


Name 


OJ000229_16 


. 0327. 


C7 .ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6385 








End 


6703 


GI 


none 








Score 


117 


Exons 


6385 . . 6627, 


6473. 


. 6559, 


6553. 


.6624, 6659.. 6703 


Seq. No. 


40392 








Seq. ID 


OJ000229_16.0327.C7 


Gene No. 


83606 








Strand 




Start 


6064 








End 


12052 


Name 


OJ000229_16 


.0327. 


C7.o3. 


np 


Method 


AAT/NAP 


Start 


7611 








End 


9747 


GI 


4153896 








Score 


93 


Exons 


7611. .7630, 


8666. 


.8900, 


9208. 


.9497, 9724.. 9747 


GI Descrip. 


(AB022209) 


ribonucleoprotein F [Rattus 


norvegicus] 


Seq. No. 


40392 








Seq. ID 


OJ000229_16.0327.C7 


Gene No. 


83606 








Strand 




Start 


6064 








End 


12052 


Name 


OJ000229 16 


.0327. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8544 








End 


9767 


GI 


none 








Score 


40 


Exons 


8544. .8600, 


8545. 


.8643, 


8645. 


.8776, 8649..8783, 8650. .8787, 




8662. .8784, 


8766. 


.8888, 


8776. 


.8898, 8776. .8898, 8777. .8899, 




9156. . 9596, 


9161. 


.9586, 


9195. 


.9596, 9214.. 9597, 9261.. 9389, 




9371 . . 9412, 


9408. 


.9485, 


9583. 


.9750, 9589.. 9690, 9594.. 9698, 




9649. . 9705, 


9685. 


.9726, 


9732. 


.9767 




Seq. No, 


40392 








Seq. ID 


OJ000229_16.0327.C7 


Gene No. 


83606 








Strand 




Start 


6064 








End 


12052 


Name 


OJ000229_16 


.0327. 


C7.o4. 


gs 


Method 


GENS CAN 


Start 


8572 






End 


12052 


GI 


none 








Score 


.59 


Exons 


8572. .8915, 


9063. 


.9082, 


9313. 


.9545, 11999.. 12052 


Seq. No. 


40392 








Seq. ID 


OJ000229_16.0327.C7 


Gene No. 


83606 








Strand 




Start 


6064 








End 


12052 


Name 


OJ000229_16 


.0327. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


8836 








End 


9755 


GI 


none 








Score 


257 


Exons 


8836. .8904, 


9204. 


.9494, 


9223. 


.9495, 9223.. 9501, 9239.. 9502, 




9649. .9750, 


9650. 


.9706, 


9652. 


.9714, 9660.. 9755 


Seq. No. 


40393 








Seq. ID 


OJ000229_16.0327.C9 


Gene No. 


83607 








Strand 




Start 


1 








End 


138 



40363 




Name 


OJ000229 16.0327.C9.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


138 






GI 


none 


Score 


255 






Exons 


1. .138 










Seq. No. 


40394 


Seq. ID 


OJ000229_ 


16.0327 


.C22 


Gene No. 


83608 


Strand 


+ 






Start 


1 


End 


1122 






Name 


OJ000229 16.0327.C22.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1122 






GI 


5803259 


Score 


1314 






Exons 


1..433, 533. .1122 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


40394 


Seq. ID 


OJ000229_ 


16.0327 


.C22 


Gene No. 


83608 


Strand 


+ 






Start 


1 


End 


1122 






Name 


OJ000229 16.0327.C22.ol.gs 


Method 


GENSCAN 






Start 


67 


End 


903 






GI 


none 


Score 


.86 






Exons 


67. .407, 533. .903 










Seq. No. 


40395 


Seq. ID 


OJ000229_ 


16.0327 


.C23 


Gene No. 


83609 


Strand 








Start 


132 


End 


10480 






Name 


OJ000229 16.0327.C23.ol.gs 


Method 


GENSCAN 






Start 


132 


End 


10480 






GI 


none 


Score 


.47 






Exons 


132.. 398, 843.. 960, 1257.. 1352, 2279.. 


2397, 3166 


. .3283, 






6167.. 6297, 7063.. 7172, 8422. 


.8460, 8686. .8825, 


10374. . 


10480 


Seq. No. 


40396 


Seq. ID 


OJ000229_ 


16.0327 


.C27 


Gene No. 


83610 


Strand 








Start 


1 


End 


919 






Name 


OJ000229 16-0327. C27.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


919 






GI 


5042454 


Score 


636 






Exons 


1..275, 331. .438, 769. .919 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


40397 


Seq. ID 


OJ000229_ 


16.0327 


.C37 


Gene No. 


83611 


Strand 








Start 


217 


End 


1466 






Name 


OJ000229 16.0327.C37.ol.gs 


Method 


GENSCAN 






Start 


217 


End 


1349 






GI 


none 


Score 


.78 






Exons 


217. .310, 427. .530, 608. .745, 


1223. .1349 






Seq. No. 


40397 


Seq. ID 


OJ000229_ 


16.0327 


.C37 


Gene No. 


83611 


Strand 








Start 


217 


End 


1466 






Name 


OJ000229 16.0327.C37.ol.np 


Method 


AAT/NAP 






Start 


256 


End 


1466 






GI 


4836907 


Score 


504 






Exons 


256. .310, 427. .503, 608. .733, 


1223. .1349, 1439.. 


1466 





GI Descrip. (AC007153) Highly similar to putative callose synthase catalytic 
subunit [Arabidopsis thaliana] 



40364 



Seq. No. 


40397 








Seq. ID 


OJ000229_16 . 0327 . C37 


Gene No. 


83611 








Strand 




Start 


217 








End 


1466 


Name 


OJ000229 16. 


0327. 


C37.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1215 








End 


1355 


GI 


none 








Score 


105 


Exons 


1215. .1355, 


1220. 


.1351 








Seq. No. 


40397 








Seq. ID 


OJ000229_16.0327.C37 


Gene No. 


83611 








Strand 




Start 


217 








End 


1466 


Name 


OJ000229 16. 


0327. 


C37.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1220 








End 


1466 


GI 


none 








Score 


140 


Exons 


1220. .1351, 


1220. 


.1348, 


1437. 


.1463, 1437. .1466 


Seq. No. 


a r\ o n o 

40398 








Seq. ID 


OJ000229_16.0327.C38 


Gene No. 


83612 








Strand 


+ 


Start 


2408 








End 


7400 


Name 


OJ000229 16. 


0327. 


C38.o2 


.gs 


Method 


GENSCAN 


Start 


2408 








End 


7386 


GI 


none 








Score 


.75 


Exons 


2408. .2598, 


3161. 


.3284, 


5057. 


.5123, 5750.. 5888, 6687. .7386 


Seq. No. 


40398 








Seq. ID 


OJ000229_16.0327.C38 


Gene No. 


83612 








Strand 


+ 


Start 


2408 








End 


7400 


Name 


OJ000229 16. 


0327. 


C38.ol 


.gp 


Method 


AAT/GAP 


Start 


3538 








End 


4977 


GI 


3762658 








Score 


883 


Exons 


3538. .3646, 


3733. 


.3831, 


4673. 


.4977 




GI Descrip. 


6066609/embl 


CAB58442.il 


7.0e- 


13 (AJ009987) chloroplast channel 




forming outer membrane protein [Pisum 


sativum] 


Seq. No. 


40398 








Seq. ID 


OJ000229_16.0327.C38 


Gene No. 


83612 








Strand 


+ 


Start • 


240'8 








End 


7400 


Name 


OJ000229 16. 


0327. 


C38.o2 


. np 


Method 


AAT/NAP 


Start 


6820 








End 


7400 


GI 


3790573 








Score 


327 


Exons 


6820. .7400 













GI Descrip. (AF078824) RING-H2 finger protein RHA3a [Arabidopsis thaliana] 
gi I 4914367 |gb|AAD32903.1|AC007584_l (AC007584) putative RING 
zinc finger protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40398 Seq. ID 

83613 Strand 

18795 End 

OJ000229_16 . 0327 . C38 . o5 . gp Method 

18765 End 

217 1.R1084 Score 



OJ000229_16.0327.C38 
+ 

26440 
AAT/GAP 
20105 
1568 



18765v.. 18912, 18987. .19106,- 19570. .20105 
, 4585706/emb | CAB40841.il 1.0e-60 (AJ238116) putative 
phospholipase A2 [Oryza sativa] 1 



Seq. No. 



40398 



Seq. ID OJ000229_16.0327.C38 



40365 



Gene No. 


83613 




Strand 


+ 




otart 


18795 




End 


26440 




Name 


OJ000229 16.0327.C38 


.o4 .np 


Method 


AAT/NAP 




Start 


18795 




End 


19745 




GI 


4585706 




Score 


700 




Exons 


18795. .18912, 18987. 


.19106, 


19570. .19745 




GI Descrip. 


(AJ238116) putative phospholipase A2 


[Oryza sativa] 


Seq. No. 


4u jyb 




Seq. ID 


OJ000229_ 


i a n *3 o t 


Gene No.. 


o obi J 




Strand 


+ 




Start 


lo /yo 




End 


26440 ' 




Name 




. 06 . gs 


Method 


GEN SCAN 




Start 


lo /9o 




End 


26383 




GI 


none 




Score 


.76 




Exons 


lo / yo . . lo ylz , lo9o/. 


. 19106, 


19570. .19716, 21054. 


. ^lo Jo, 




oonci oooon ooctj 
ZzUol. .ZZZZU, ZZJjj. 


. zzdUo , 


22753. .22929, 22956. 


. £. J1UU, 




23136. .23191, 23350. 


.23448, 


23548. .23597, 23694. 


9 "3 ft A ^ 




23936. .23976, 24366. 


.24475, 


25301. .25407, 25523. 


.25652, 




26023. .26130, 26312. 


.26383 








Seq. No. 


40398 




Seq. ID 


OJ000229_ 


16.0327 


Gene No. 


83613 




Strand 


+ 




Start 


18795 




End 


26440 




Name 


OJ000229 16.0327.C38 


.o5 .np 


Method 


AAT/NAP 




Start 


23268 




End 


26440 




GI 


7459546 




Score 


461 




Exons 


23268. .23303, 23389. 


.23587, 


23699. .23843, 23936. 


.24069, 




24366. .24475, 25301. 


.25413, 


25523. .25652, 25809. 


.25925, 




26023. .26130, 26398. 


.26440 








GI Descrip. 


translation initiation factor eIF-2C 


- rabbit 





.C38 



gi|3253159|gb|AAC24323.1| (AF005355) 
factor eIF2C [Oryctolagus cuniculus] 



translation initiation 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000229_16.0327.C38 
+ 

26440 
AAT/GAP 
23854 
658 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40398 Seq. ID 

83613 Strand 
18795 End 
OJ00O229JL6 . 0327 . C38 . 06 . gp Method 
23392 End 
uC-osroM202032h09bl Score 
23392. .23597, 23694.. 23854 

'2149640 3.0e-42 (U91995) Argonaute protein [Arabidopsis 
thaliana] >gi_5733867_gb_AAD49755 . 1_AC007932_3 (AC007932) 
Identical to gb_U91995 Argonaute protein from Arabidopsis 
thaliana. ESTs gb_H7 6075, gb_AA720232, gb_N65911 and 
gb_AA6514 94 come from this gene' 

40398 Seq. ID OJ000229_16 . 0327 . C38 

83614 Strand 

1 End 2547 

OJ000229_16 . 0327 . C38 . ol . np Method AAT/NAP 
1 End 2547 

4836907 Score 540 

1..433, 2511. .2547 

(AC007153) Highly similar to putative callose synthase catalytic 
subunit [Arabidopsis thaliana] 



Seq. No. 



40398 



Seq. ID OJ000229_16.0327.C38 



40366 



Gene No . 


o Jblo 








Strand 




Start 


7146 








End 


7517 


Name 


OJ000229 16 


.0327. 


C38.o2 


■ gp . 


Method 


AAT/GAP 


Start 


7146 








End 


7517 


GI 


none 








Score 


716 


Exons 


7146. .7517 












Seq. No. 


40398 








Seq. ID 


OJ000229_16.0327.C38 


Gene No. 


OJOlD 








Strand 




Start 


9492 








End 


11450 


Name 


OJ000229 16 


.0327. 


C38.o3 


gs 


Method 


GENSCAN 


Start 


9492 








End 


11450 


GI 


none 








Score 


1 


Exons 


9492. .11450 












Seq. No. 


40398 








Seq. ID 


OJ000229_16.0327.C38 


Gene No. 










btrana 




Start 


13917 








End 


21479 


Name 


OJ000229 16 


.0327. 


C38.o4 


ts 


Method 


TBLASTX : Soybean 


Start 


57 








End 


408 


GI 


none 








Score 


353 


Exons 


57. .407, 58 


. .408 










Seq. No. 


• " 40398 








Seq. ID 


OJ000229_16.0327.C38 


Gene No. 


83617 








Strand 




Start 


13917 








End 


21479 


Name 


fNTnnnoo q 1 a 
UJUUUzzy lb 


C\ "3 O 1 


C38.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3214 








End 


21479 


GI 


none 








Score 


97 


Exons 


3214. .3285, 


3215. 


.3289, 


3385. 


.3507, 3529.. 3645, 3531.. 3641, 




3559. .3645, 


3729. 


.3830, 


3739. 


.3834, 3742. .3819, 4666. .4707, 




4670. .4708, 


21141 


..21293, 21324.. 21479 




Seq. No. 


40398 








Seq. ID 


OJ000229_16.0327.C38 


Gene No. 


83617 








Strand 




O 4- -» v-f- 

otart; 


uyi / 








End 


21479 


Name 


OJ000229 16 


.0327. 


C38.68 . 


tm 


Method 


TBLASTX: Maize 


Start 


3406 








End 


4757 


GI 


none 








Score 


56 


Exons 


3406. .3471, 


3531. 


.3644, 


3532. 


.3645, 3729.. 3833, 3733.. 3834, 




3742. .3831, 


4661. 


.4756, 


4665. 


.4757, 4675.. 4755 


Seq. No. 


40398 








Seq. ID 


OJ000229_16.0327.C38 


uene no . 


Q "5 CI "7 








Strand 




Start 


13917 








End 


21479 


Name 


OJ000229 16 


.0327. 


C38.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


6835 








End 


7283 


GI 


none 








Score 


87 


Exons 


6835. .6942, 


7048. 


.7254, 


7074. 


.7283 




Seq. No. 


40398 








Seq. ID 


OJ000229_16. 0327 .C38 


Gene No. 


83617 








Strand 




Start 


13917 








End 


21479 


Name 


OJ000229 16 


.0327. 


C38.o7. 


ts 


Method 


TBLASTX : Soybean 


Start 


6850 








End 


7277 


GI 


none ■ 








Score 


91 


Exons 


6850. .6942, 


7041. 


.7103, 


7048. 


.7095, 7086.. 7277, 7120.. 7254 



40367 



Seq. No. 


40398 


Seq. ID 


OJ000229_16.0327 


.C38 


Gene No. 


83617 


Strand 






Start 


13917 


End 


21479 




Name 


OJ000229 16. 


0327 . C38 . o7 . tm Method 


TBLASTX : Maize 




Start 


6862 


End 


7230 




GI 


none 


Score 


80 . 




Exons 


6862. . 6942,- 


7044. .7214, 7045. .7128, 7120. .7230, 7122. .7229 


Seq. No. 


40398 


Seq. ID 


OJ000229_16.0327 


.C38 


Gene No. 


83617 


Strand 






Start 


13917 


End 


" 21479 




Name 


OJ000229 16.. 


0327 . C38 . o2 . tw Method 


TBLASTX: Wheat 




Start 


7131 


End 


15366 




GI 


none 


Score 


136 




Exons 


7131. .7190, 


15097. .15366, 15101 .. 15202, 15127 .. 15240, 






15260. .15349, 15304.. 15366 






Seq. No. 


40398 


Seq. ID 


OJ000229_16.0327 


.C38 


Gene No. 


83617 


Strand 






Start 


13917 


End 


21479 




Name 


OJ000229 16. 


0327.C38.o2.tm Method 


TBLASTX: Maize 




Start 


9534 


End 


15874 




GI 


none 


Score 


480 




Exons 


9534 . . 9848, 


9538.. 10251, 9930.. 10238, 


10218. .10295, 






10272. . 10424 


, 10345. .10413, 15758.. 15874 




Seq. No. 


40398 


Seq. ID 


OJ000229_16.0327 


.C38 


Gene No. 


83617 


Strand 






Start 


13917 


End 


21479 




Name 


OJ000229 16. 


0327.C38.o3.tc Method 


TBLASTX: Cress 




Start 


9534 


End 


11451 




GI 


none 


Score 


62 




Exons 


9534. .9755, 


9682.. 9759, 9762.. 9809, 9798.. 9848, 9799.. 10230, 




9930. .10190, 


10245. .10289, 10368 10412, 10545 .. 10613, 






10546. .10614 


, 10734. .11168, 10735. .10896, 10960 .. 11313, 






11223. .11321 


, 11343. .11450, 11344. .11451 




Seq. No. 


40398 ' 


Seq. ID 


OJ000229_16.^0327 


.C38 


Gene No. 


83617 


Strand 






Start 


13917 


End 


21479 




Name 


OJ000229 16. 


0327 . C38 . 06 . tw Method 


TBLASTX: Wheat 




Start 


9534 


End 


9777 




GI 


none 


Score 


62 




Exons 


9534. .9719, 


9538.-9594, 9715.. 9777, 9726.. 9773 




Seq. No. 


40398 


Seq. ID 


OJ000229__16.0327 


.C38 


Gene No. 


83617 


Strand 






Start 


13917 


End 


21479 




Name 


OJ000229 16. 


0327 . C38 . o2 . ts Method 


TBLASTX: Soybean 




Start 


9534 


End 


10401 




GI 


none 


Score 


71 




Exons 


9534. .9848, 


9538. .9594, 9676. .9849, 9928. .10191, 99 t 30.. 


10190, 




10242. .10364, 10362 .. 10400, 10363. .10401 




Seq. No. 


40398 


Seq. ID 


OJ000229JL6.0327 


.C38 


Gene No. 


83617 


Strand 







40368 



Start 
Name 
Start 
GI 

Exons 



13917 

OJ000229__16.0327.C38.o4.tm 

10717 

none 

10717. .10908, 10719. .11168, 



End 

Method 

End 

Score 



21479 

TBLASTX: Maize 

11181 

119 



10960. .11181 



Seq. No. 


40398 




Seq. ID 


OJ000229_16.0327 


.C38 


Gene No. 


83617 




Strand 






Start 


13917 




End 


21479 




Name 


OJ000229 16.0327.C38 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


10761 




End 


11276 




GI" 


none 




Score 


88 




Exons 


10761. .11276, 10792. 


.10908, 


10960. .11274 




Seq. No. 


40398 




Seq. ID 


OJ000229_16.0327 


.C38 


Gene No. 


83617 




Strand 






Start 


13917 




End 


21479 




Name 


OJ000229 16.0327.C38 


.o5. tw 


Method 


TBLASTX: Wheat 




Start 


10854 




End 


11084 




GI 


none 




Score 


161 




Exons 


10854. .11084, 10855. 


.11082 








Seq. No. 


40398 




Seq. ID 


OJ000229_16.0327 


.C38 


Gene No. 


83617 




Strand 






Start 


13917 




End 


21479 




Name 


OJ000229 16.0327.C38 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


11188 




End 


11472 




GI 


none 




Score 


108 




Exons 


11188. .11313, 11223. 


.11336, 


11346. .11471, 11347.. 11472 




Seq. No. 


40398 




Seq. ID 


OJ000229_16.0327 


.C38 


Gene No. 


83617 




Strand 






Start 


13917 




End 


21479 




Name 


OJ000229 16.0327.C38 


.o4 .gs 


Method 


GENSCAN 




Start 


13917 




End 


15714 




GI 


none 




Score 


.95 




Exons 


13917. .14059, 14140. 


.14362, 


14449. .15714 




Seq. No. 


40398 




Seq. ID 


OJ000229_16.0327 


.C38 


Gene No. 


83617 




Strand 






Start 


13917 




End 


21479 




Name 


OJ000229 16.0327.C38 


. o3.np 


Method 


AAT/NAP 




Start 


13942 


End 


18508 




GI 


7428005 




Score 


1876 




Exons 


13942. .14059, 14140. 


.14362, 


14449. .15530, 18271.. 18508 




GI Descrip. 


calcium-dependent protein kinase (EC 2, 


.7.1.-) 7 - maize 





gi| 1504052 | dbj IBAA13232.il (D87042) Calcium-dependent protein 
kinase [Zea mays] 



Seq. No. 40398 

Gene No. 83617 

Start 13917 

Name OJ00022 9_16 . 0327 . C38 . ol 

Start 14000 

GI none 

Exons 14000. .14059, 14007.. 14 
14279. .14362, 14310. .14 



Seq. ID OJ000229_16.0327.C38 
Strand 

End 21479 
.tm Method TBLASTX: Maize 

End 15516 

Score 66 
060, 14140. .14223, 14229 .. 14258 , 
384, 14449. .15516, 14450 .. 15202, 



40369 




15260. .15514 



oeq. NO. 


A moo 




Seq. ID 


OJ000229_16.0327.C38 


Gene No. 


83617 




Strand 




Start 


13917 




End 


21479 


Name 


OJ000229 16.0327.C38 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


14012 




End 


15532 


GI 


none 




Score 


85 


Exons 


14012. .14059, 14140. 


.14223, 


14229. .14258, 14279 .. 14362, 




14304. .14405, 14449. 


.15531, 


14450- .15202, 15260.. 15532 


o e q . in o • 


fi U O 3 0 




Seq. ID 


OJ000229_16.0327.C38 


Gene No. 


83617 




Strand 




Start 


13917 




End 


21479 


Name 


OJ000229 16.0327.C38 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


14012 




End 


15532 


GI 


none 




Score 


87 


Exons 


14012. .14059, 14140. 


.14223, 


14229. .14258, 14279. .14362, 




14307. .14405, 14449. 


.15531, 


14450. .15202, 15260.. 15532 


O64 ■ NO . 


fi U J 30 




Seq. ID 


OJ000229_16.0327.C38 


Gene No. 


83617 




Strand 




Start 


13917 




End 


2147 9 .„ . 


Name 


OJ000229 16.0327.C38 


. o4 . tw 


Method 


TBLASTX : Wheat 


Start 


14015 




End 


14538 


GI 


none 




Score 


66 


Exons 


14015. .14059, 14140. 


.14223, 


14229. . 14258, 14279 .. 14 362, 




14310. .14363, 14449. 


.14538, 


14452. .14523 


Seq. No. 


40398 




Seq. ID 


OJ000229_16.0327.C38 




83617 




Strand 




Start 


13917 




End 


21479 


Name 


OJ000229 16.0327.C38 


. o3 . gp 


Method 


AAT/GAP 


Start 


14532 




End 


14875 


GI 


uC-osflcypl42ellbl 




Score 


644 


Exons 


14532. .14875 








GI Descrip. 


•1632768/dbj |BAA12338| 2.0e 


-47 (D84408) 


calcium dependent 




protein kinase [Zea mays] 1 






Seq. No. 


40398 




Seq. ID 


OJ000229_16.0327.C38 


Gene No. 


83617 




Strand 




Start 


13917 




End 


21479 


Name 


OJ000229 16.0327.C38 


. ol.tw 


Method 


TBLASTX: Wheat 


Start 


14719 




End 


15073 


GI 


none 




Score 


235 


Exons 


14719. .15072, 14720. 


.15073 






Seq. No. 


40398 




Seq. ID 


OJ000229_16. 0327 .C38 


Gene No. 


83617 




Strand 




Start 


13917 




End 


21479 


Name 


OJ000229 16.0327.C38 


. o4 . gp 


Method 


AAT/GAP 


Start 


15317 




End 


15860 


GI 


29518 1.R1084 




Score 


977 


Exons 


15317. .15860 








GI Descrip. 


'967125 6.0e-27 (U08140) calcium dependent protein kinase [Vigna 



radiata] 1 



40370 




Seq. No. 


40398 








Seq. ID 


OJ000229 


_16.0327 


.C38 


Gene No. 


83617 








Strand 








Start 


13917 








End 


21479 






Name 


OJ000229 16.0327.C38 


.oS.gs 


Method 


GENSCAN 






Start 


17509 








End 


18645 






GI 


none 








Score 


1 






Exons 


17509. 


.18645 














Seq. No. 


40398 








Seq. ID 


OJ000229 


_16.0327 


.C38 


Gene No. 


83617 








Strand 








Start 


13917 








End 


21479 






Name 


OJ000229 16.0327.C38 


,o4 . tc 


Method 


TBLASTX : 


Cress 




Start 


17524 








End 


17944 






GI 


none 








Score 


256 






Exons 


17524. 


.17943, 


17534. 


.17944 










Seq. No. 


40398 








Seq. ID 


OJ000229 


_16.0327 


.C38 


Gene No. 


83617 








Strand 








Start 


13917 








End 


21479 






Name 


OJ000229 16.0327.C38 


.06. tm 


Method 


TBLASTX: 


Maize 




Start 


18827 








End 


19715 






GI 


none 








Score 


48 






Exons 


18827. 


.18913, 


18875. 


.18913, 


18986. .19108, 18987 


. .19028, 






19568. 


,19609, 


19569- 


.19628, 


19583. .19711, 19611 


. .19715 




Seq. No. 


40398 








Seq. ID 


OJ000229 


_16.0327 


■ C38 


Gene No. 


83617 








Strand 








Start 


13917 








End 


21479 






Name 


OJ000229 16.0327.C38 


.o8.ts 


Method 


TBLASTX: 


Soybean 




Start 


18989 








End 


19718 






GI 


none 








Score 


187 






Exons 


18989. 


.19108, 


19569. 


.19718 










Seq. No. 


40398 








Seq. ID 


OJ000229 


JL6.0327 


.C38 


Gene No. 


83618 








Strand 








Start 


23174 








End 


26391 






Name 


OJ000229 16.0327.C38 


,o2.tc 


Method 


TBLASTX: 


Cress 




Start 


23174 








End 


26391 






GI 


none 








Score 


198 






Exons 


23174. 


.23305, 


23175. 


. 23318, 


23362. .23532, 23388 


. .23564, 






23389. 


.23613, 


23661. 


.23846, 


23692. .23850, 23882 


. .24076, 






23922. 


.24068, 


24004. 


.24072, 


24364. .24474, 24365 


. .24478, 






25300. 


.25407, 


25301. 


.25411, 


25520. .25624, 25521 


. .25637, 






25533. 


.25625, 


25629. 


.25655, 


25806. .25925, 25808 


. .25918, 






25995. 


.26132, 


26011. 


.26127, 


26311. .26391, 26312 


. .26383 




Seq. No. 


40398 








Seq. ID 


OJ000229 


_16.0327 


.C38 


Gene No. 


83618 








Strand 








Start 


23174 








End 


26391 






Name 


OJ000229 16.0327.C38 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


23177 








End 


24454 






GI 


none 








Score 


206 






Exons 


, 23177. 


.23305, 


23178. 


.23318, 


23178. .23306, 23388 


. .23480, 






23389. 


.23481, 


23478. 


.23564, 


23479. .23589, 23691 


. .23849, 






23692. 


.23847, 


23933. 


.24067, 


23933. .24076, 23934 


. .24068, 





24365. .24454 

40371 




Seq. No. 


40398 




Seq. ID 


OJ000229JL6.0327 


.C38 


Gene No. 


83618 




Strand 






Start 


23174 * 




End 


26391 




Name 


OJ000229 16.0327 .C38 


.o5. ts 


Method 


TBLASTX : Soybean 




Start 


23241 




End 


23981 




GI 


none 




Score 


109 




Exons 


23241. .23318, 23244. 


.23306, 


23388. .23564, 2338 9 .. 23613, 






23395. .23598, 23691. 


.23849, 


23692. .23847, 23933 .. 23980, 






23934. .23981 

• 










Seq. No. 


40398 




Seq. ID 


OJ000229_16.0327 


.C38 


Gene No. 


83618 




Strand 






Start 


23174 




End 


26391 




Name 


OJ000229_16.0327.C38 


.06 . ts 


Method 


TBLASTX: Soybean 




Start 


23981 




End 


25925 




GI 


none 




Score 


154 




Exons 


23981. .24076, 23982. 


.24068, 


23994. .24077, 23995 .. 24072, 






24364. .24471, 24365. 


.24478, 


25300. .25407, 25301 .. 254 11, 






25520. .25624, 25521. 


.25625, 


25626. .25655, 25806 .. 25925, 






25808. .25921 










Seq. No. 


40398 




Seq. ID 


OJ000229JL6.0327 


.C38 


Gene No. 


83618 




Strand 






Start 


23174 




End 


26391 




Name 


OJ000229 16.0327.C38 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


25300 




End 


26388 




GI 


none 




Score 


165 




Exons 


25300. .25404, 25301. 


.25411, 


25521. .25625, 25526. .25624, 






25626.-25655, 25806. 


.25925, 


25808. .25918, 25956. .26126, 






26011. .26133, 26020. 


.26130, 


26309. .26383, 26311.. 26388 




Seq. No. 


40399 




Seq. ID 


OJ000229_16.0327 


.C40 


Gene No. 


83619 




Strand 


+ 




Start 


113 




End 


724 




Name 


OJ000229 16.0327.C40 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


104 




End 


697 




GI 


none 




Score 


233 




Exons 


104. .256, 112. .252, 


375. .437 


, 626.. 697, 


626. .694, 634.. 


696 


Seq. No. 


40399 




Seq. ID 


OJ000229_16.0327 


.C40 


Gene No. 


83619 




- Strand 


+ 




Start 


113 




End 


724 




Name 


OJ000229 16.0327.C40 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


104 




End 


697 




GI 


none 




Score 


211 




Exons 


104. .256, 112. .252, 


371. .436, 375. .437, 


626.-697, 631.. 


696 


Seq. No. 


40399 




Seq. ID 


OJ000229_16.0327 


.C40 


Gene No. 


83619 




Strand 


+ 




Start 


113 




End 


724 




Name 


OJ000229 16.0327.C40 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


104 




End 


697 




GI 


none 




Score 


231 ' 




Exons 


' 104. .256, 112. .252, 


374. .436 


:, 375. .437, 


626. . 697 




Seq. No. 


40399 




Seq. ID 


OJ000229_16.0327 


.C40 


Gene No. 


83619 




Strand 


+ 





40372 



Start 


113 


End 


724 


Name 


OJ000229 16.0327.C40.ol.np 


Method 


AAT/NAP 


Start 


113 


End 


724 


GI 


2959781 


Score 


327 


Exons 


113. .255, 374. .436, 634. .724 






GI Descrip. 


(AJ223508) Zwille protein [Arabidopsis 


thaliana] 


Seq. No. 


40399 


Seq. ID 


OJ000229_16.0327.C40 


Gene No. 


83619 


Strand 


+ 


Start 


113 


End 


724 


Name 


OJ000229 16.0327.C40.ol.gs 


Method 


GEN SCAN 


Start 


113 


End 


697 


GI 


none 


Score 


.9 


Exons 


113. .255, 634. .697 






Seq. No. 


40400 


Seq. ID 


OJ000229_16.0327.C41 


Gene No . 


83620 


Strand 


+ 


Start 


1 


End 


743* 


Name 


OJ000229 16.0327.C41.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


743 


GI 


6815062 


Score 


1003 


Exons 


1..743 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 




sativa] 






Seq. No. 


40401 


Seq. ID 


OJ000229_16.0327.C42 


Gene No . 


83621 


Strand 


+ 


Start 


1 


End 


3271 


Name 


OJ000229 16.0327.C42.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2596 


GI 


6815062 


Score 


3062 


Exons 


1..439, 516. .707, 800. .1005, 


1049. .1394, 1476. .1574, 1652. .1 




2289. .2309, 2364. .2596 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence ;mudrA like protein (AC004561) [Oiryza 




sativa] 






Seq. No. 


40401 


Seq. ID 


OJ000229_16.0327.C42 


Gene No. 


83621 


Strand 


+ 


Start 


1 


End 


3271 


Name 


OJ000229 16.0327.C42.ol.gs 


Method 


GENSCAN 


Start 


278 


End 


3271 


GI 


none 


Score 


.47 


Exons 


278. .393, 653.. 707, 800.. 1005, 1049.. 1394, 1476.. 1574, 




1737. .1756, 1948. .2000, 2358. 


.2584, 3035.. 3139, 3266. .3271 


Seq. No. 


40401 


Seq. ID 


OJ000229_16.0327.C42 


Gene No. 


83622 


Strand 


+ 


Start 


3677 


End 


4043 


Name 


OJ000229 16.0327.C42.ol.gp 


Method 


AAT/GAP 


Start 


3677 


End 


4043 


GI 


none 


Score 


734 


Exons 


3677. .4043 






Seq. No. 


40401 


Seq. ID 


OJ000229_16.0327.C42 


Gene No. 


83623 


Strand 





1990, 



40373 






Start 


4171 








End 


4808 




Name 


OJ000229 16. 


0327 . 


C42.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


34 ~ 








End 


268 




GI 


none 








Score 


63 




Exons 


34. .108, 35. 


. 103, 


131. . 


268, 133.. 264 






Seq. No. 


40401 








Seq. ID 


OJ000229 16.0327.C42 




Gene No. 


83623 








Strand 






Start 


4171 








End 


4808 




Name 


OJ000229 16. 


0327. 


C42.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


271 








End 


1394 




GI 


none 








Score 


200 




Exons 


271. .435, 272. .442, 504 


. .575, 


597. .638 


, 648. .725, 806. .973, 






806. .973, 980.. 1006, 1098. .1394 






Seq. No. 


40401 








Seq. ID 


OJ000229_16.0327.C42 




Gene No. 


83623 








Strand 






Start 


4171 








End 


4808 




Name 


OJ000229 16. 


0327. 


C42.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4110 








End 


4429 




GI 


none 








Score 


127 




Exons 


4110. .4262, 


4111. 


.4263, 


4112. 


.4276, 4119.. 4277, 4253. .4306, 






4263. .4307, 


4313. 


.4393, 


4320. 


.4373, 4324. .4386, 4391. .4429 




Sea. No. 


40401 








Seq. ID 


OJ000229_16.0327.C42 


3 


Gene No. 


83623 








Strand 




n 


Start 


4171 








End 


4808 




Name 


OJ000229 16. 


0327. 


C42.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


4121 








End 


4808 




GI 


none 








Score 


99 


Li 


Exons 


4121. .4300, 


4122. 


.4301, 


4303. 


.4365, 4310. .4366, 4373. .4807, 


*% 




4391.. 4669, 


4431. 


.4808 










Seq. No. 


40401 








Seq. ID 


OJ000229_16.0327.C42 




Gene No. 


83623 








Strand 






Start 


4171 








End 


4808 


J 


Name 


OJ000229 16. 


0327. 


C42.o2 


.gp 


Method 


AAT/GAP 




Start 


4171 








End 


4806 




GI 


none 








Score 


1197 


— 


Exons 


4171. .4806 












3 


Seq. No. 


40401 








Seq. ID 


OJ000229_16.0327.C42 




Gene No. 


83623 








Strand 






Start 


4171 








End 


4808 




Name 


OJ000229 16. 


0327. 


C42.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4418 








End 


4724 




GI 


none 








Score 


135 




Exons 


4418. .4714, 


4433. 


.4711, 


4638. 


.4724 






Seq. No. 


40401 








Seq. ID 


OJ000229_16.0327.C42 




Gene No. 


83623 








Strand 






Start 


4171 








End 


4808 




Name 


OJ000229 16. 


0327. 


C42.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4460 








End 


4785 




GI 


none 








Score 


372 




Exons 


4460. .4783, 


4461. 


.4784, 


4462. 


.4785 





40374 




Seq. No. 


40402 




Seq. ID 


OJ000229JL6.0327. 


C44 


Gene No. 


83624 




Strand 






Start 


1 




End 


387 




Name 


OJ000229 16.0327.C44.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


387 




GI 


none 




Score 


774 




Exons 


1. .387 










Seq. No. 


40402 




Seq. ID 


OJ000229_16.0327. 


C44 


Gene No. 


83625 




Strand 






Start 


678 




End 


1245 




Name 


OJ000229 16.0327.C44.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


487 




GI 


none 




Score 


61 




Exons 


2. .94, 4. .60, 88. .144, 


131. . 


256, 160.. 


255, 161.. 259, 335 


. .487, 




336..467, 364. .468 










Seq. No. 


40402 




Seq. ID 


OJ000229_16.0327. 


C44 


Gene No. 


O O /TO c 

83625 




Strand 






Start 


678 




End 


1245 




Name 


OJ000229 16.0327.C44.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


293 




End 


1239 




GI 


none 




Score 


68 




Exons 


293.. 397, 688.. 771, 704 


. .784 


, 705.. 779 


, 1120.. 1239, 1127 


. .1237 


Seq. No. 


40402 




Seq. ID 


OJ000229_16.0327. 


C44 


Gene No. 


83625 




Strand 






Start 


678 




End 


1245 




Name 


OJ000229 16.0327.C44.ol 


.np 


Method 


AAT/NAP 




Start 


678 




End 


1245 




GI 


4038036 




Score 


258 




Exons 


678. .895, 1126. .1245 










GI Descrip. 


(AC005936) unknown protein [Arabidopsis thaliana] 




Seq. No. 


40402 




Seq. ID 


OJ000229_16.0327. 


C44 


Gene No. 


83625 




Strand 






Start - 


678 




End 


1245 




Name 


OJ000229 16.0327.C44.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1120 




End 


1239 




GI 


none 




Score 


130 




Exons 


1120.. 1239, 1127.. 1237 










Seq. No. 


40402 




Seq. ID 


OJ000229_16.0327. 


C44 


Gene No . 


83625 




" Strand 






Start 


678 




End 


1245 




Name 


OJ000229 16.0327.C44.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1126 




End 


1239 




GI 


none 




Score 


138 




Exons 


1126.. 1239, 1127.. 1237, 


1149 


. .1238 






Seq. No. 


40403 




Seq. ID 


OJ000229_16.0327. 


C45, 


Gene No. 


83626 




Strand 


+ ■*■■:■' 




Start 


275 




End 


619 




Name 


OJ000229 16.0327.C45.ol 


.gs 


Method 


GENSCAN 




Start 


275 




End 


619 




GI 


none 




Score 


.6 




Exons 


275. .430, 509. .619 











40375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40404 
83627 
1 

OJ000229_16 . 0327 . C48 . ol . np 
1 

5764049 



Seq. ID OJ000229_16.0327.C48 

Strand 

End 925 

Method AAT/NAP 

End 925 

Score 380 



1..117, 216. .278, 417. .506, 594. .688, 774. .925 
(Y16832) alpha-1, 3-mannosyl-glycoprotein 

beta-1, 2-N-acetylglucosaminyltransferase [Nicotiana tabacum] 



40404 
83627 
1 

OJ000229_16.0327.C48-ol.tm 
40 

none 



Seq. ID OJ000229_16.0327.C48 
Strand 

End 925 

Method TBLASTX : Mai ze 

End 850 

Score 58 



40. .117, 51. .110, 213. .278, 223.-279, 417. .512, 417. .509, 
418. .534, 421. .555, 594. .689, 598. .687, 775. .831, 775. .837, 
776. .850 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40404 
83627 
1 

OJ000229_16.0327.C48.ol.ts 
46 

none 



Seq. ID OJ000229_16.0327.C48 
Strand 

End 925 

Method TBLASTX : Soybean 

End 838 

Score 96 



46. .117, 213.-278, 214. .279, 417. .506, 418. .507, 457. .522, 
597. .698, 599. .709, 601. .699, 602. .700, 775. .837, 776.-838 



40404 
83627 
1 

OJ000229_16.0327.C48.ol.gp 
79 

3305 1.R1084 



Seq. ID OJ000229_16.0327.C48 
Strand 

End 925 

Method AAT/GAP 

End 681 

Score 375 



79. .117, 216. .278, 417. .507, 594. .681 
, 5764049/emb|CAB53347.1| 1.0e-33 (Y16832) 
alpha-1, 3-mannosyl-glycoprotein 

beta-1, 2-N-acetylglucosaminyltransf erase [Nicotiana tabacum] ' 



Seq. ID OJ000229_16.0327.C48 
Strand 

End 925 

Method GENSCAN 

End 828 

Score . 93 



40404 
83627 
1 

OJ000229_16.0327.C48.ol.gs 
79 

none 

79. .117, 417. .517, 774. .828 

40404 
83627 
1 

OJ000229_16 . 0327 . C4 8 . ol . tc 
489 
none 

489. .509, 594. .698, 598.-699, 775. .837, 776. .838 



Seq. ID OJ000229_16.0327.C48 
Strand 

End 925 

Method TBLASTX: Cress 

End 838 

Score 98 



40376 



GI Descrip. 



Seq. No. 


40405 




Seq. ID 


OJ000209_ 


04.0317 


.CI 


Gene No. 


83628 




Strand 


+ 






Start 


372 




End 


768 






Name 


OJ000209 04. 0317. CI. ol. 


gs 


Method 


GENSCAN 






Start 


372 




End 


768 






GI 


none 




Score 


.9 






Exons 


372. .560, 759. .768 












Seq. No. 


40405 




Seq. ID 


OJ000209_ 


04 .0317 


.CI 


Gene No. 


83629 




Strand 


+ 






Start 


8542 




End 


13212 






Name 


OJ000209 04. 0317. CI. ol. 


np 


Method 


AAT/NAP 






Start 


8542 




End 


13101 






GI 


1706082 




Score 


1747 






Exons 


8542. .9061, 9170. .9408, 


9436. 


.9459, 9939.. 10199, 


10727. 


.10845, 



12347. .12439, 12594 .. 12699, 12928.. 13101 

SERINE CARBOXY PEPTIDASE II-3 PRECURSOR (CP-MII.3) 

gi I 629787 |pir | IS44191 serine-type carboxypeptidase (EC 3.4.16.1) 

II-3 - barley gi I 619350 | bbs | 153536 CP-MII . 3=serine 

carboxypeptidase [Hordeum vulgare=barley, cv. Alexis, aleurone, 

Peptide, 516 aa] gi I 474392 | emb | CAA55478 . 1 1 (X78877) serine 

carboxylase II-3 [Hordeum vulgare] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000209_04.0317.C1 

Strand + 

End 13212 

Method TBLASTX : Cress 

End 9321 

Score 130 



40405 
83629 
8542 

OJ000209_04.0317.Cl.ol.tc 
8773 
none 

8773.. 8937, 8928.. 9059, 8929.. 9057, 9157.. 9279, 9171.. 9275, 
9283. .9321 



Seq. No. 40405 

Gene No. 83629. 

Start 8542 

Name OJ000209_04 . 0317 . CI . ol . tm 

Start 8773 

GI none 

Exons 8773.. 8913, 8796.-8849, 8928. 

9156.. 9377, 9157.. 9390 



Seq. ID OJ000209_04.0317.C1 

Strand + 

End 13212 

Method TBLASTX: Maize 

End 9390 

Score 137 

.9023, 8929. .9057, 8989. .9057, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40405 
83629 
8542 

OJ000209_04 . 0317 . CI . ol . ts 

8773 

none 



Seq. ID OJ000209_04 .0317. CI 

Strand + 

End 13212 

Method TBLASTX : Soybean 

End 13077 

Score 142 



8773.-8898, 8796.-8852, 8928. .9059, 8929. .9060, 9157. .9390, 
9171. .9377, 9939. .10055, 10733 .. 10843, 12363 12437, 
12592. .12702, 12973.. 13077 



Seq. No. 40405 Seq. ID 

Gene No. 83629 Strand 

Start 8542 End 

Name OJ000209_04 . 0317 . CI . ol . gp Method 

Start 9006 End 

GI 3768194 Score 



OJ000209_04.0317.C1 
+ 

13212 
AAT/GAP 
9410 
520 



40377 



Exons 9006.. 9061, 9170.. 9410 

GI Descrip. 1706082/sp I P52711 |CP23_HORVU 2.0e-35 SERINE CARBOXY PEPTIDASE 

II-3 PRECURSOR (CP-MII.3) >gi_629787_pir S44191 serine-type 

carboxypeptidase (EC 3.4.16.1) II-3 - barley 

>gi_619350_bbs_153536 CP-MII . 3=serine carboxypeptidase [Hordeum 
vulgare=barley, cv. Alexis, aleurone, Peptide, 516 aa] 
>gi_474392_emb_CAA55478.1_ (X78877) serine carboxylase II-3 
[Hordeum vulgare] 



OJ000209_04.0317.C1 
+ 

13212 
AAT/GAP 
9463 
460 



Seq. No. 40405 Seq. ID 

Gene No. 83629 Strand 

Start 8542 End 

Name OJ000209_04 . 0317 . CI . o2 . gp Method 

Start 9111 End 

GI 3768194 Score 

Exons 9111.. 9463 

GI Descrip. 1706082/sp | P52711 1 CP23_HORVU 2.0e-35 SERINE CARBOXYPEPTIDASE 

II-3 PRECURSOR (CP-MII.3) >gi_629787_pir S44191 serine-type 

carboxypeptidase (EC 3.4.16.1) II-3 - barley 

>gi_619350_bbs_153536 CP-MII . 3=serine carboxypeptidase [Hordeum 
vulgare=barley, cv. Alexis, aleurone, Peptide, 516 aa] 
>gi_474392_emb_CAA55478.1_ (X78877) serine carboxylase II-3 
[Hordeum vulgare] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40405 
83629 
8542 

OJ000209_04 . 0317 . CI . o2 . tm 

9923 

none 



Seq. ID OJ000209_04.0317.C1 

Strand + 

End 13212 

Method TBLASTX : Mai ze 

End 13109 

Score 193 



9923.. 10069, 9939.. 10067, 10071 .. 10172, 10085 .. 10171, 
10175. .10198, 10727. .10843, 10727 .. 10843, 12341 .. 12439, 
12342. .12437, 12591 .. 12698, 12592 12699, 12921 .. 12968, 
12925. .12969, 12925 .. 13083, 12933 13109, 12934.. 13092 



Seq. No. 


40405 




Seq. ID 


OJ000209_ 


04.0317 


.CI 


Gene No. 


83629 




Strand 


+. 






Start 


8542 




End 


13212 






Name 


OJ000209 04:0317.C1 


. o4 .gs 


Method 


GENSCAN 






Start 


10601 




End 


13104 






GI 


none 




Score. 


.92 






Exons 


10601. .10642, 10727 


. .10845, 


12347. .12439, 12594. 


.12699, 






12928. .13104 












Seq. No. 


40405 




Seq. ID 


OJ000209_ 


04.0317 


.CI 


Gene No. 


83629 




Strand 


+ 






Start 


8542 




End 


13212 






Name 


OJ000209 04. 0317. CI 


. o3 . gp 


Method 


AAT/GAP 






Start 


10752 




End 


13212 






GI 


43856 1.R1084 




Score 


1033 






Exons 


10752. .10845, 12347 


. .12439, 


12594. .12699, 12928. 


.13212 





GI Descrip. ' 1706082/sp | P52711 1 CP23_HORVU 3.0e-68 SERINE CARBOXYPEPTIDASE 

II-3 PRECURSOR (CP-MII.3) >gi_629787_pir S44191 serine-type 

carboxypeptidase (EC 3.4.16.1) II-3 - barley 

>gi_619350_bbs_153536 CP-MII . 3=serine carboxypeptidase [Hordeum 
vulgare=barley, cv. Alexis, aleurone, Peptide, 516 aa] 
>gi_474392_emb_CAA55478.1_ (X78877) serine carboxylase II-3 



40378 




[Hordeum vulgare] ' 



Sea No 


40406 


Seq. ID 


OJ000209_04.0317.C2 


flfane Md 
uCiiC istyj . 


83630 


Strand 




Start 


1 


End 


96 




OJ000209 04 .0317.C2.ol.ap 


Method 


AAT/GAP 


Start 


1 ~ 


End 


96 


O JL 


702017 


Score 


183 


Exons 


1..96 






Seq. No. 


40406 


Seq. ID 


OJ000209_04.0317.C2 


Cpnp Kin 


83631 


Strand 




ij L. CI J. L. 


125 


End 


2596 


Nam© 


OJ000209 04 .0317.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


9 ~ 


End 


332 


rir 


none 


Score 


45 




9. .38, 19. .51, 108. .326, 127 


..327, 127 


..327, 177. .332 


Seq. No. 


40406 


Seq. ID 


OJ000209_04.0317.C2 


Gene No. 


83631 


Strand 




Start 


125 


End 


2596 


Name 


OJ000209 04 0317.C2.ol.no 


Method 


AAT/NAP 


Q-j-a rt 


125 ~ 


End 


2583 


(IT 


7329701 


Score 


356 


E von s 


125.. 311, 556.. 637, 733.. 763 


, 881.'. 933 


, 1013. .1032, 1116. .1184, 




1268 1381 1435 1478. 2453 


. .2583 




GI Descrip. 


(AL162295) putative protein 


[Arabidopsis thaliana] 


kj ^ a 1 w W * 


40406 


Seq. ID 


OJ000209_04.0317.C2 




83631 


Strand 




Start 


125 


End 


2596 


Name 


OJ000209 04.0317.C2.o2.ts 


Method 


TBLASTX : Soybean 


Start 


178 ~ 


End 


2587 


(IT 


none 


Score 


92 


T* 1 von q 


178. .309, 2430. .2540, 2441.. 


2539, 2534 


..2587, 2538. .2576 


Seq. No. 


40406 


Seq. ID 


OJ000209_04.0317.C2 


Gene No. 


83631 


Strand 




Start 


125 


End 


2596 


Name 


OJ000209 04 .0317.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


552 


End 


1382 


GI 


none 


Score 


62 


F von c; 


552. .638, 554. .637, 730. .768, 743. .775 


, 874. .933, 878. .952, 




.1013.. 1036, 1014.. .1052, 1107 


..1172, 1117. .1173, 1269. .1382, 




1275. .1382 






Sea. No. 


40406 


Seq. ID 


OJ000209_04.0317.C2 


Gpnp No 


83631 


Strand 




Start 


125 


End 


2596 


Name 


OJ000209 04.0317.C2.o2.gp 


Method 


AAT/GAP 


Start 


556 


End 


1092 


GI 


none 


Score 


776 


Exons 


556.. 637, 732. .1092 






Seq. No. 


40406 


Seq. ID 


OJ000209_04.0317.C2 


Gene No. 


83631 


Strand 




Start 


125 


End 


2596 



40379 



Name 

Start 

GI 

Exons 



OJ000209_04 . 0317 . C2 . ol . tc Method TBLASTX : Cress 
578 End 2587 

none Score 57 

578. .637, 1112. .1183, 1114. .1185, 1114. .1182, 1264. .1338, 
1269. .1385, 1272. .1379, 2430. .2528, 2441. .2530, 2543. .2587 



Seq. No. 40406 

Gene No. 83631 

Start 125 

Name ■ OJ000209_04 . 0317 . C2 . o3 . tm 

Start 695 

GI none 
Exons 



Seq. ID OJ000209_04.0317.C2 
Strand 

End 2596 

Method TBLASTX : Mai ze 

End 988 

Score . 7 6 



695. .769, 698.-769, 699. .773, 705. .770, 706. .774, 709. .774, 
788. .841, 796. .840, 805. .855, 847. .987, 860. .988 



Seq. No. 40406 

Gene No. 83631 

Start 125 

Name OJ000209_04 . 0317 . C2 . o2 . tm 

Start 1251 

GI none 
Exons 



Seq. ID OJ000209_04 .0317.C2 
Strand 

End 2596 

Method TBLASTX : Mai ze 

End 2596 

Score 169 



1251. .1385, 1263. .1385, 2436. .2576, 2441. .2596, 2564. .2593 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40407 
83632 
1 

OJ000209_04 .0317.C4 .ol.gp 
1 

LIB3432-013-P1-K1-B9 
1..211, 634. .776, 1454. .1527 

1 1362162/pir | IA57512 2.0e-28 beta-glucosidase BGQ60 precursor - 
barley >gi_804656 (L41869) beta-glucosidase [Hordeum vulgare] f 



Seq. ID OJ000209_04.0317.C4 
Strand 

End 1996 

Method AAT/GAP 

End 1527 

Score 738 



Seq. No. 
Gene No. 
Start " 
Name . 
Start 
GI 

Exons 

GI Descrip. 



40407 
83632 
1 

OJ000209_04 .0317.C4 .ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000209_04.0317.C4 

1996 
AAT/NAP 
1996 
267 



7487716 

5. .211, 634. .746, 1454. .1579, 1713. .1800, 1894. .1996 
hypothetical protein T5K18.170 - Arabidopsis thaliana 
gi I 3080369 | emb | CAA18626.il (AL022580) putative protein 
[Arabidopsis thaliana] gi | 7268734 | emb | CAB78941 . 1 1 (AL161550) 
putative protein [Arabidopsis thaliana] 



Seq. No. 40407 

Gene No. 83632 

Start 1 

Name OJ000209_04 . 0317 .C4 .ol . tc 

Start 5 

GI none 

Exons 5.. 232, 6.. 212, 14.. 214, 632.. 745, 634 
1455. .1553, 1456. .1554, 1724. .1798 



Seq. ID OJ000209_04.0317.C4 



Strand 
End 

Method 

End 

Score 



1996 

TBLASTX: Cress 

1798 

247 

..696, 700. .792, 713. .805, 



Seq. No. 
Gene No. 
Start 



40407 
83632 
1 



Seq. ID 

Strand 

End 



OJ000209 04. 0317. C4 



1996 



40380 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000209_04 . 0317 . C4 . ol . gs Method GENSCAN 

6 End 1953 

none Score . 7 

6. .206, 634. .776, 1723. .1870, 1894. .1953 



40407 
83632 
1 

OJ000209_04 . 0317 . C4 . ol . tm 
6 

none 

6. .224, 11. .226, 14. .226 

40407 
83632 
1 

OJ000209_04.0317.C4.o2.tm 

628 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_04.0317.C4 
1996 

TBLASTX: Maize 

226 

255 



OJ000209_04.0317.C4 
1996 

TBLASTX: Maize 

1990 

125 



628. .777, 632. .790, 634. .777, 1448. .1552, 1455. .1553, 



1456. .1554, 1724. .1801, 1724, 
1957. .1989, 1958. .1990' 



1801, 1891.. 1968, 1892... 1927, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40408 Seq. ID OJ000209_04 . 0317 . C5 

83633 * Strand + 

3756 End 4714 

OJ000209_04.0317.C5.o2.np Method AAT/NAP 

3198 End "4714 

2130042 Score 1552 

3198. .3243, 3638. .4714 

Mg-chelatase chain Xantha-f - barley gi 1861199 (U26916) 
protoporphyrin IX Mg-chelatase subunit precursor [Hordeum 
vulgare] 



40408 
83633 
3756 

OJ000209_04.0317.C5.o2.gs 

3756 

none 

3756.. 3963, 4177.. 4596 

40408 
83634 
752 

OJ000209_04.0317.C5.ol.gs 

752 

none 

752.. 967, 1133.. 1272, 1455. 
2565.. 2678, 2748. .2895 

40408 
83634 
752 

OJ000209_04 . 0317 . C5 . o2 . tm 

752 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,1554, 1826 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_04.0317.C5 
+ 

4714 
GENSCAN 
4596 
.51 



OJ000209 04. 0317. C5 



3009 
GENSCAN 
2895 
.74 

.2009, 2188. 



,2428, 



OJ000209_04.0317.C5 
3009 

TBLASTX: Maize 

2099 

223 



40381 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



752. .979, 755. .973, 772. .984, 1131. .1214, 1133. .1189, 
1186. .1272, 1187. .1273, 1188. .1274, 1205. .1273, 1452. .1553, 
1454. .1552, 1456. .1554, 1457. .1555, 1648. .1680, 1649. .1678, 
1663. .1716, 1667. .1714, 1823. .1849, 1934. .2098, 1935. .2099 



40408 
83634 
752 

OJ000209_04 . 0317 .C5.ol.np 
761 

7487716 



Seq. ID OJ000209_04.0317.C5 
Strand 

End 3009 

Method AAT/NAP 

End 3009 

Score 225 



761. .967, 1133. .1242, 1455. .1558, 1616. .1715, 2909. .3009 
hypothetical protein T5K18.170 - Arabidopsis thaliana 
gi|3080369|emb|CAA18626.1| (AL022580) putative protein 
[Arabidopsis thaliana] gi I 7268734 | emb | CAB78941 . 1 1 (AL161550) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ000209_04 r 0317.C5 
Strand 

End 3009 
Method TBLASTX : Cress 
End 1716 
none Score 205 

761. .973, 774. .968, 1131. .1190, 1133. .1189, 1205. .1273, 
1209. .1274, 1209. .1274, 1454. .1549, 1456. .1554, 1457. .1555, 
1648. .1680, 1649. .1708, 1663. .1716 



40408 
83634 
752 

OJ000209_04 . 0317 . C5 . o2 . tc 
761 



40408 
83635 
3596 

OJ000209_04.0317.C5.ol.ts 

3596 

none 



Seq. ID OJ000209_04.0317.C5 
Strand 

End 4712 

Method TBLASTX : Soybean 

End 4712 

Score 245 



3596.. 3796, 3634.. 3792, 3788.. 3970, 3792.-3968, 3804.. 3989, 
3863. .3976, 3945. .4139, 3967. .4140, 4131. .4667, 4139. .4711, 
4140. .4712 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



40408 
83635 
3596 

OJ000209_04.0317.C5.o3.tc 

3630 

none 

3630.. 3779, 3634.. 3780, 3634. 

40408 
83635 
3596 

OJ000209_04 . 0317 .C5.ol.tc 

3830 

none 

3830.. 3970, 3834.. 3968, 3967. 
4136. .4309,^ 4140. .4310 

40408 
83635 
3596 



Seq. ID OJ000209_04 .0317.C5 
Strand 

End 4712 

Method TBLASTX : Cress 

End 37 90 

Score 97 
.3789, 3638.. 3790 

Seq. ID OJ000209_04.0317.C5 
Strand 

End 4712 

Method TBLASTX : Cress 

End 4310 

Score 200 

.4140, 3969.. 4139, 4131.. 4307, 



Seq. ID OJ000209_04.0317.C5 
Strand 

End 4712 



40382 



Name 

Start 

GI 

Exons 



OJ000209_04 . 0317 . C5 . ol . tm Method TBLASTX : Maize 
4014 End 4519 

none Score 129 

4014. .4139, 4016. .4138, 4020. .4139, 4045. .4140, 4124. .4480, 
4137. .4517, 4161. .4517, 4165. .4518, 4166. .4519 



Seq. No. 40409 Seq. ID 

Gene No. 83636 Strand 

Start 1 End 

Name OJ000209_04 . 0317 .C6.ol .np Method • 

Start 1 End 

GI 2130042 Score 

Exons 1..568, 667.. 1518 

GI Descrip. Mg-chelatase chain Xantha-f - barley gi 1861199 (U26916) 

protoporphyrin IX Mg-chelatase subunit precursor [Hordeum 
vulgare] 



OJ000209_04.0317.C6 
+ 

1518 
AAT/NAP 
1518 
2098 



Seq. No. 40409 Seq. ID 

Gene No. 83636 Strand 

Start 1 End 

Name OJ000209_04 . 0317 . C6 . ol . gs Method 

Start 231 End 

GI none Score 

Exons 231.. 568, 601.. 1437 



OJ000209_04.0317.C6 
+ 

1518 
GENSCAN 
1437 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40409 Seq. ID OJ000209_04 . 0317 . C6 

83636 Strand 
1 End 
0 J000209_04 . 0317 . C6 . ol . gp Method 
54 8 End 
7195_1.R1084 Score 
548. .568, 667. .1362 

'2130042/pir | IS64721 4.0e-34 Mg-chelatase chain Xantha-f - 
barley >gi_861199 (U26916) protoporphyrin IX Mg-chelatase 
subunit precursor [Hordeum vulgare] 1 



OJ000209_04, 
+ 

1518 
AAT/GAP 
1362 
1340 



Seq. ID OJ000209_04.0317.C6 
Strand 
End 

Method 
End 
Score 

10. .162, 11. .580, 23. .580, 664. .1530, 664. .936, 666. .1436, 
875. .1540, 1606. .1671, 1616. .1678, 1618. .1677, 1619. .1678 



40409 
83637 
2099 

OJ000209_04 . 0317 . C6.ol . tm 
10 

none 



4431 

TBLASTX: Maize 

1678 

855 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



40409 
83637 
2099 

OJ000209_04.0317.C6.ol.ts 
11 

none 



Seq. ID OJ000209_04.0317.C6 
Strand 

End 4 4 31 

Method TBLASTX : Soybean 

End 1524 

Score 84 8 



11. .580, 13. .564, 26. .580, 663. .929, 664. .1524, 664. .927, 
666.. 1436, 1141.. 1524 



40409 
83637 
2099 



Seq. ID OJ000209_04.0317.C6 
Strand 

End 4431 



40383 



Name 


OJ000209 04 


.0317 


.C6.o5.tc 


Method 


TBLASTX: Cress 




Start 


11 






End 


151 




GI 


none 






Score 


194 




Exons 


11. .151, 22 


. .150 










Seq. No. 


40409 






Seq. ID 


OJ000209_04.0317 


.C6 




83637 






Strand 






Start 


2099 






End 


4431 




Name 


OJ000209 04 


.0317 


.C6.o2. tc 


Method 


TBLASTX: Cress 




Start 


158 






End 


735 




GI 


none 






Score 


606 




Exons 


158. .580, 171. .452, 214. .567, 


664. .735, 


666. .734 




Seq. No. 


40409 






Seq. ID 


OJ000209_04.0317 


.C6 


Con d Wo 


83637 






Strand 






Start 


2099 






End 


4431 




Name 


O.T00090Q 04 


. 0317 


.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


737 






End 


1521 




GI 


none 






Score 


118 




Exons 


737 1066 


781 


1521, 795. .1436, 1141.. 


1521 




Seq. No. 


H \J *i \J -7 






Seq. ID 


OJ000209_04.0317 


.C6 




A3637 






Strand 






Start 


^ \j j j 






End 


4431 




Name 




(131 7 


.C6.o2.gs 


Method 


GENSCAN 




Start 


9099 ~ 

C. \J J J 






End 


4345 




GI 


none 






Score 


.95 




Exons 


2099. .2104, 


2610 


..2681, 2763. 


.2889, 3057.. 4345 




Seq. No. 








Seq. ID 


OJ000209_04.0317 


.C6 




O -J U J / 






Strand 






Start 


2099 

£.\J Z) ZJ 






End 


4431 




Name 


OJ000209 04 


.0317 


.C6.o5. ts 


Method 


TBLASTX: Soybean 




Start 


2205 ~~ 






End 


2636 




GI 


none 






Score 


69 




Exons 


2205. .2336, 


2250 


..2555, 2538. 


.2636 






Seq. No. 


40409 






Seq. ID 


OJ000209_04.0317 


.C6 


Gene No. 


R3637 






Strand 






Start 


2099 






End 


4431 




Name 


OJ000209 04 


.0317 


.C6.o2.np 


Method 


AAT/NAP 




Start 


2208 






End 


4431 




GI 


. 2335100 






Score 


1947 




Exons 


2208. .2681, 


2763 


..2889, 3057. 


.4431 






GI Descrip. 


(AC002339) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


40409 






Seq. ID 


OJ000209_04.0317 


.C6 


VjCUC LiU • 


83637 






Strand 






Start 


2099 






End 


4431 




Name 


OJ000209 04 


.0317 


.C6.o3. tm 


Method 


TBLASTX: Maize 




Start 


2211 






End 


2819 




GI 


none 






Score 


195 




Exons 


2211. .2651, 


2214 


..2681, 2760. 


.2819, 2764. .2817 




Seq. No. 


40409 






Seq. ID 


OJ000209_04.0317 


.C6 


Gene No. 


83637 






Strand 






Start 


2099 






End 


4431 





40384 




Name 


OJ000209 04 


.0317 


.C6.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


2808 








End 


3332 


GI 


none 








Score 


121 


Exons 


2808. .2894, 


3055 


. .3297, 


3056. 


.3298, 3056. .3331, 3069. .3332 


Seq. No. 


40409 








Seq. ID 


OJ000209_04 .0317.C6 


Gene No. 


83637 








Strand 




Start 


2099 








End 


4431 


Name 


OJ000209 04 


.0317 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2820 








End 


3845 


GI 


none 








Score 


771 


Exons 


2820. .2924, 


3054 


. .3845, 


3055. 


.3417, 3056. .3838 


Seq. No. 


40409 








Seq. ID 


OJ000209_04.0317.C6 


Gene No. 


83637 








Strand 




Start 


2099 








End 


4431 


Name 


OJ000209 04 


.0317 


.C6.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3054 








End 


3383 


GI 


none 








Score 


311 


Exons 


3054. .3383, 


3056 


. .3382 








Seq. No. 


40409 








Seq. ID 


OJ000209_04.0317.C6 


Gene No. 


83637 








Strand 




Start 


2099 








End 


4 431. 


Name 


OJ000209 04 


.0317 


.C6.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3576 








End 


3904 


GI 


none 








Score 


234 


Exons 


3576. .3851, 


3581 


. . 38 68 , 


. 3813. 


.3899, 3851. .3904 


Seq. No. 


40409 








Seq. ID 


OJ000209_04.0317.C6 


Gene No. 


83637 








Strand 




Start 


2099 








End 


4431 


Name 


OJ000209 04 


.0317 


.C6.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


3847 








End 


4210 


GI 


none 








Score 


91 


Exons 


3847. .4077, 


3854 


. .3979, 


3854. 


.4078, 3975. .4079, 4100. .4210 




4101. .4181 












Seq. No. 


40409 








Seq. ID 


OJ000209_04.0317.C6 


Gene No. 


83637 








Strand 




Start 


2099 








End 


4431 


Name 


OJ000209 04 


.0317 


.C6.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


3941 








End 


4354 


GI 


none 








Score 


88 


Exons 


3941. .4075, 


3981 


. .4073, 


4092. 


.4181, 4100.. 4354 


Seq. No. 


40409 








Seq. ID 


OJ000209_04.0317.C6 


Gene No. 


83637 








Strand 




Start 


2099 








End 


4431 


Name 


OJ000209 04 


.0317 


.C6.o4 . 


ts 


Method 


TBLASTX: Soybean 


Start 


3998 








End 


4246 


GI 


none 








Score 


101 


Exons 


3998. .4078, 


4002 


. .4079, 


4100. 


.4246 




Seq. No. 


40410 








Seq. ID 


OJ000209_04.0317.C7 


Gene No. 


83638 








Strand 


+ 


Start 


169 








End 


1725 



40385 



Name 


OJ000209 04 


.0317. 


C7.ol. 




Method 


GEN SCAN 






169 








End 


1725 




GI 


none 








Score 


.96 




F.von <5 


169. .314, 334. .562, 641 


. . 978, 


1143. .1212, 1714. 


.1725 


Sea No 


40410 








Seq. ID 


OJ000209 


04 . 0317 .C7 


Gene No. 


83639 








Strand 


+ 




Start 


7540 








End 


10488 




Name 


OJ000209 04 


.0317. 


C7.o2. 


np 


Method 


AAT/NAP 




Start 


7540 . 








End 


10485 




GI 


5902444 








Score 


4739 




F, von 9 


7540. .10485 














\«? ^ Li/ w *L- «L * 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


40410 








Seq. ID 


OJ000209 


_04.0317.C7 


Gene No. 


83639 








Strand 


+ 




Start 


7540 








End 


10488 




Name 


OJ000209 04 


.0317. 


C7.o3. 


gs 


Method 


GEN SCAN 




Start 


7540 








End 


10488 




GI 


none 








Score 


.96 




F von q 


7540. .10488 














Qpff Mo 


40410 








Seq. ID 


OJ000209 


04 . 0317 .C7 




83640 








Strand 






O Lai. L. 


2408 








End 


6725 




KI ra rn c» 


OJ000209 04 


.0317. 


C7.ol. 


tm 


Method 


TBLASTX: 


!4ai ze 




2407 








End 


4996 




GI 


none 








Score 


321 




Exons 


2407. .2688, 


2417. 


.2698, 


2427. 


.2702, 2756.-2896, 


2791. .2898, 




2793. .2897, 


2799. 


.2900, 


3009. 


.3059, 3016. .3045, 


3154 . . 3375, 




3158. .3376, 


3167. 


.3376, 


3553. 


.3672, 3553.. 3672, 


3557. .3694, 




3795. .4040, 


3796. 


.4041, 


4128. 


.4226, 4129. .4227, 


4286. .4384, 




4302. .4385, 


4476. 


.4562, 


4480. 


.4563, 4480. .4554, 


4665. .4724, 




4665. . 4724, 


4817. 


.4996, 


4818. 


.4985 






Sea No 


40410 








Seq. ID 


OJ000209 


04 . 0317 .C7 


[Zona Mo 


83640 








Strand 






Start 


2408 








End 


6725 




Name 


OJ000209 04 


.0317. 


C7.o2. 


gs 


Method 


GENSCAN 




Start 


2408 








End 


6725 




GI 


none 








Score 


.69 




Exon ^ 


2408. .2688, 


2795. 


.2897, 


3015. 


.3046, 3159.. 3376, 


3554 . .3669, 




3798. .3940, 


4479. 


.4554, 


4665. 


.4723, 4E 


J19. .5064, 


5367 . .5458, 




6183. .6376, 


6391. 


.6683, 


6689. 


.6725 






Sea Mo 


40410 








Seq. ID 


OJ000209 


04 .0317.C7 


Qene No . 


83640 








Strand 






Start 


2408 








End 


6725 




Name 


OJ000209 04 


.0317. 


C7.ol. 


np 


Method 


AAT/NAP 




Start 


2411 








End 


5065 




GI 


1362162 








Score 


1897 




Exons 


2411. .2688, 


2795. 


.2897, 


3015. 


.3046, 3159.. 3376, 


3554. .3669, 




3798. .4041, 


4138. 


.4225, 


4312. 


.4383, 4479.. 4554, 


4665. .4723, 



4819. .5065 

GI Descrip. beta-glucosidase BGQ60 precursor - barley gi 1804 656 
beta-glucosidase [Hordeum vulgare] 



(L41869) 



40386 






Seq. No. 


40410 








Seq. ID 


OJ000209_04.0317.C7 




Gene No. 


83640 . 








Strand 






Start 


2408 








End 


6725 




Name 


OJ000209 04. 


0317. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2413 








End 


4960 




GI 


none 








Score 


89 




Exons 




241 / . 


. 2. boy , 




.2690, 2791. .2898, 2791. .2889, 






2793. .2900, 


2799. 


.2903, 


3009. 


.3053, 3160.. 3375, 3161.. 3376, 






3163. .3378, 


3553. 


.3663, 


3554. 


.3661, 3620.. 3664, 3786.. 3890, 






3792. .3887, 


3903. 


.4034, 


3904. 


.4038, 4132. .4239, 4137. .4232, 






4286. .4384, 


4302. 


.4382, 


4477. 


.4554, 4480. .4554, 4665. .4724, 






4668. .4724, 


4817. 


.4960, 


4818. 


.4958 






Seq. No. 


40410 








Seq. ID 


OJ000209_04.0317.C7 




Gene No. 


83640 








Strand 






Start 


2408 








End 


6725 




Name 


uuuuu^uy U4 . 




L / . Oc. • 


tc 


Method 


TBLASTX: Cress 




Start 


2414 








End 


3824 




GI 


none 








Score 


95 




Exons 


2414. .2689, 


2437. 


.2688, 


2439. 


.2690, 2613.. 2690, 2759.. 2893, 






2791. .2892, 


2791. 


.2898, 


2793. 


.2900, 3211.. 3375, 3212.. 3367, 






3553. .3672, 


3553 r 


.3663, 


378.6. 


.3824 






Seq. No. 


40410 








Seq. ID 


OJ000209_04.0317.C7 




Gene No . 










Strand 






Start 


2408 








End 


6725 


n 


Name 


OJ000209 04. 


0317. 


C7.o2. 


tw 


Method 


TBLASTX : Wheat 




Start 


2423 








End 


2850 




GI 


none 








Score 


197 


y 


Exons 


2423. .2689, 


2430. 


.2690, 


2791. 


.2850, 2793. .2849 


~j 


Seq. No. 


40410 








Seq. ID 


OJ000209_04.0317.C7 


i i 


Gene No. 


83640 








Strand 






Start 


2408 








End 


6725 




Name 


OJ000209 04. 


0317. 


C7.ol. 


gp 


Method 


AAT/GAP 




. Start 


3213 








End 


3860 




GI 


1631549 








Score 


601. 




Exons 


3213. .3376, 


3554. 


.3669, 


3798: 


.3860 




Hi 


GI Descrip. 


1362162/pir| 


IA57512 2.0e-28 beta-glucosidase BGQ60 precursor 


3 




barley >gi_804656 


(L41869) beta-glucosidase [Hordeum vulgare 




Seq. No. 


40410 








Seq. ID 


OJ000209_04.0317.C7 




Gene No. 


83640 








Strand 






Start 


2408 








End 


6725 




Name 


OJ000209 04. 


0317. 


C7.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3864 








End 


4952 




GI 


none 








Score 


40 




Exons 


3864. .3887, 


3864. 


.3887, 


3903. 


.4034, 3904. .4038, 4137. .4226, 






4153. .4227, 


4286. 


.4384, 


4302. 


.4385, 4480. .4554, 4481. .4555, 






4665. .4730, 


4814. 


.4951, 


4818. 


.4952 






Seq. No. 


40410 








Seq. ID 


OJ000209_04.0317.C7 




Gene No. 


83640 








Strand 






Start 


2408 








'End 


6725 




Name 


OJ000209 04. 


0317. 


C7.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3897 








End 


4530 




GI 


none 








Score 


110 



40387 



P. von s 


3897 4034. 3907 4035, 4128. 


.4226, 4129. .4227,' 4301. .4384 




4302 4385. 4480 4530. 4481. 


. 4525 




uC^i Liu < 


40410 


Seq. ID 


OJ000209_04.0317.C7 


Gene No . 


83640 


Strand 




Start 


2408 


End 


6725 


Name 


OJ000209 04.0317.C7.o2.gp 


Method 


AAT/GAP 


Start 


4678 


End 


5264 


\3JL 


uC-osflm202101e02bl 


Score 


939 


F von s 


4678. .4723, 4819. .5264 






OX L/~ O w .L JL » 


, 1362162/pir||A57512 1.0e-17 


beta-glucosidase BGQ60 precur; 




barley >gi_804 656 (L418 69) beta-glucosidase [Hordeum vulga: 


Seq. No. 


40410 


Seq. ID 


OJ000209_04.0317.C7 


Gene No. 


83641 


Strand 




Start 


8844 


End 


9246 


Name 


OJ000209 04.0317.C7.o4.tw . 


Method 


TBLASTX: Wheat 


Sfart- 

O L.O.i- U 


8844 


End 


9246 




none 


Score 


297 


Evon s 


8844.. 9152, 8845.. 9246 






Cpn No 


40410 


Seq. ID 


OJ000209_04.0317.C7 


Gene No. 


83642 


Strand 




Start 


9820 


End 


10563 


Name 


OJ000209 04.0317.C7.ol.tw 


Method 


TBLASTX: Wheat 


O Lai L. 


9820 


End 


10563 




none 


Score 


149 


F V/^iFl Q 
JuAUUO 


9820.. 9996, 10041 .. 10277 , 10045 .. 10275, 


10324. .10563, 




10389. .10562, 10465.. 10563 






Seq. No. 


40410 


Seq. ID 


OJ000209_04.0317.C7 


Gene No. 


83642 


Strand 




Start 


9820 


End 


10563 


Name 


OJ000209 04.0317.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


10128 


End 


10275 


GI 


none 


Score 


183 


Evons 


10128. .10274, 10129.. 10275 






Sea No 


40411 


Seq. ID 


OJ000209_04.0317.C8 


Gene No. 


83643 


Strand 


+ 


Start 


22 


End 


8021 


Name 


OJ000209 04.0317.C8.ol.gs 


Method 


GENSCAN 


Start 


22 


End 


8021 


GI 


none 


Score 


.6 


Evons 


22. .168, 425. .619, 675. .1908, 


2108. .2384, 3023. .3467, 




3494.. 3633, 4076.. 4164, 4336. 


.4487, 4722. .4744, 4940. .8021 


Sea No 


40411 


Seq. ID 


OJ000209_04.0317.C8 


Gene No. 


83643 


Strand 


+ 


Start 


22 


End 


8021 


Name 


OJ000209 04 .0317.C8.ol.np 


Method 


AAT/NAP 


Start 


22 


End 


4775 


GI 


5042454 


Score 


4476 


Exons 


22. .168, 509. .619, 675. .2384, 


3023.. 3633, 4315.. 4487, 4722 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


40411 


Seq. ID 


OJ000209_04.0317.C8 



40388 




Gene No. 


83643 






Strand 


+ 


Start 


22 






End 


8021 


Name 


n.Tnnn?OQ oa 

\JU \J\J\J C\J -7 U *» 


.0317 


.C8.o2.np 


Method 


AAT/NAP 


Of arf 


/ QO T ~~ 






End 


8018 










Score 


5315 


dXOUS 


A QO"5 ft 01 ft 
fi ■ • OU10 












f aro^o9r 


GAG- POL precursor 


[Oryza sativa] 


Seq. No. 


40411 






Seq. ID 


OJ000209_04.0317.C8 


Gene No. 


83644 






Strand 




Of -a 


ft ^*}ft 






End 


8799 


Name 


otooo9oq 04 


.0317 


.C8.o7.tw 


Method 


TBLASTX: Wheat 


Of a r-f- 


1 ^4 7 ~~ 






End 


1739 




none 






Score 


58 


Exons 


1^4 7 1 ^Q4 


1401 


..1499, 1418. 


.1498, 1466. .1627, 1482. .1739 


Seq. No. 


40411 






Seq. ID 


OJ000209_04.0317.C8 


Gene No. 


83644 






Strand 




Of a r f 
o Lai u 


R^R 

O JJO 






End 


8799 


Name 


o.tooo9 0q a a 


.0317 


.C8 .o6.tm 


Method 


TBLASTX: Maize 


O LaX L 


1 ^R9 ~~ 






End 


1637 




none 






Score 


193 


Exons 


1^9 1 fi^fi 


1389 


. .1637 

• 






oeq . no . 


4 0 411 






Seq. ID 


-OJ000209_04.0317.C8 


Gene No. 


83644 






Strand 




Start 


8338 






End 


8799 


Name 






. L-O . 04 . LIU 


Method 


TBLASTX: Maize 


Of a *>f 

otar u 








End 


7970 




none 






Score 


102 


Exons 


91/0 99 ^"3 


2241 


..2336, 2254. 


.2337, 7737. .7889, 7838.-7888, 




7ftfift 7Q6Q 


7869 


. .7970 






oeq. wo. 


t ±U t i J. X 






Seq. ID 


OJ000209_04.0317.C8 


Gene No. 


83644 






Strand 




Start 


8338 






End 


8799 


NT jam o 


o.tooo9 0Q 04 


.0317 


.C8 .o5.tw 


Method 


TBLASTX: Wheat 


Of arf 


914^ ~ 
z x 4 0 






End 


8009 


ox 








Score 


50 


T von q 


914^ 9917 


2247 


..2369, 2248. 


.2373, 7395.. 7673, 7556.. 7657, 




7798 78R6 


7872 


..8009, 7883. 


.8005 




Seq. No. 


40411 






Seq. ID 


OJ000209_04.0317.C8 


Gene No. 


83644 






Strand 




Of arf 


0 j j 0 






End 


8799 


Name 


n.Tono9nQ 04 


.0317 


.C8.o4.tw 


Method 


TBLASTX: Wheat 


Of "3 — f 


"34 47 _ 






End 


6116 


VjX 


none 






Score 


85 


Exons 


"3447 ^^79 


5687 


..5959, 5688. 


.6116 






40411 






Seq. ID 


OJ000209_04.0317.C8 


Gene No. 


83644 






Strand 




Start 


8338 






End 


8799 


Name 


OJ000209 04 


.0317 


.C8.06.tw 


Method 


TBLASTX: Wheat 


Start 


4885 






End 


5222 


GI 


none 






Score 


129 


Exons 


4885. .5214, 


4913 


..5221, 4914. 


.5222, 4926.-5222 



40389 




Seq. No. 


40411 








Seq. ID 


OJ000209_04 .0317 


.C8 


Gene No . 


83644 








Strand 






Start 


8338 








End 


8799 




Name 


OJ000209 04 


.0317 


. C8 . o3 . 


ts 


Method 


TBLASTX: Soybean 




Start 


4917 ~~ 








End 


5273 




GI 


none 








Score 


124 




Exons 


4917. .5132, 


5139 


. . 5273 










Seq. No. 


40411 








Seq. ID 


OJ000209_04 .0317 


.C8 


Gene No. 


83644 








Strand 






Start 


8338 








End 


8799 




Name 


OJ000209 04 


.0317 


,C8 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


4998 ~~ 








End 


5354 




GI 


none 








Score 


375 




Exons 


4998 . . 5354, 


5039 


. .5344 










Seq. No. 


40411 








Seq. ID 


OJ000209_04.0317 


.C8 


Gene No . 


83644 








Strand 






Start 


8338 








End 


8799 




Name 


OJ000209 04 


. 0317 


. C8 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


5223 ~~ 








End 


5642 




GI 


none 








Score 


468 




IT von 


5223 5642. 


5223 


5438, 


5225. 


. 5641 






Seq. No. 


40411 








Seq. ID 


OJ000209_04 .0317 


,C8 


fipnp No 
\j cue ii %-/ . 


83644 








Strand 






Start 


8338 








End 


8799 




Name 


OJ000209 04 


. 0317 


.C8 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


5487 _ 








End 


5918 




GI 


none 








Score 


320 




Exons 


5487 . . 5918, 


5534 


. .5677, 


5714 . 


. 5884 






Seq. No. 


40411 








Seq. ID 


OJ000209_04.0317 


.C8 


Gene No. 


83644 








Strand 






Start 


8338 








End 


8799 




Name 


OJ000209 04 


.0317 


.C8 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


5586 ~~ 








End 


6029 




GI 


none 








Score 


264 




Exons 


5586. .5840, 


5610 


. .5786, 


5618. 


.5839, 5861.. 5992, 5862.. 5993 




6003. .6029 














Seq. No. 


40411 








Seq. ID 


OJ000209_04 .0317 


.C8 


Gene No. 


83644 








Strand 






Start 


8338 








End 


8799 




Name 


OJ000209 04 


. 0317 


. C8 . o2 


ts 


Method 


TBLASTX : Soybean 




Start 


6144 ~ 








End 


6532 




GI 


none 








Score 


88 




Exons 


6144 . . 6248, 


6152 


. . 6532, 


6288 . 


.6530 






Seq. No. 


40411 








Seq. ID 


OJ000209_04.0317 


.C8 


Gene No. 


83644 








Strand 






Start 


8338 








End 


8799 




Name 


OJ000209 04 


.0317 


.C8.o3. 


tw ■ 


Method 


TBLASTX: Wheat 




Start 


6153 








End 


6577 




GI 


none 








Score 


417 




Exons 


6153. .6575, 


6161 


. .6577 











40390 




Seq. No. 


40411 








Seq. ID 


OJ000209_04.0317.C8 


Gene No. 


83644 








Strand 




Start 


8338 








End 


8799 


Name 


OJ000209 04 


. 0317 


. C8 . o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


6206 _ 








End 


6479 


GI 


none 








Score 


126 


Exons 


6206. . 6376, 


6207 


. . 6377, 


6381. . 


6479, 6413.. 6478 


Seq. No. 


40411 








Seq. ID 


OJ000209_04.0317.C8 


Gene No . 


83644 








Strand 




Start 


8338 








End 


8799 


Name 


OJ000209 04 


. 0317 


. C8 .08 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6591 ~~ 








End 


6890 


GI 


none 








Score 


134 


Exon ^ 


6591 . . 6725, 


6750 


. . 6890 








Seq. No. 


40411 








Seq. ID 


OJ000209_04.0317.C8 


Gene No . 


83644 








Strand 




Start 


8338 








End 


8799 


Name 


OJ000209 04 


. 0317 


.C8.0I. 


tm 


Method 


TBLASTX: Maize 


Start 


6887 ~ 








End 


7250 


GI 


none 








Score 


446 


Exon 


6887. 7198. 


6888 


. .7211, 


6908. . 


7222, 7202.. 7249, 7203.. 7250 


Seq. No. 


40411 








Seq. ID 


OJ000209_04.0317.C8 


fipnp No 


83644 








Strand 




Start 


8338 








End 


8799 


Name 


OJ000209 04 


. 0317 


. C8 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6893 ~ 








End 


7280 


GI 


none 








Score 


420 


Exons 


6893. .7204, 


6894 


. .7280, 


7095. . 


7280 




Seq. No. 


40411 








Seq. ID 


OJ000209_04.0317.C8 


Gene No. 


83644 








Strand 




Start 


8338 








End 


8799 


Name 


OJ000209 04 


. 0317 


,C8 ,o7 . 


tm 


Method 


TBLASTX: Maize 


Start 


7352 ~~ 








End 


7625 


GI 


none 








Score 


95 


Exons 


7352. .7450, 


7353 


. .7451, 


7442. . 


7528, 7446.-7529, 7539. .7625 


Seq. No. 


40411 








Seq. ID 


OJ000209_04.0317.C8 


Gene No . 


83644 








Strand 




Start 


8338 








End 


8799 


Name 


OJ000209 04 


. 0317 


.C8.o2. 


OS 


Method 


GENSCAN 


Start 


8338 ~~ 








End 


8799 


GI 


none 








Score 


.99 


Exons 


8338. .8799 












Seq. No. 


40411 








Seq. ID 


OJ000209_04.0317.C8 


Gene No. 


83644 








Strand 




Start 


8338 








End 


8799 


Name 


OJ000209 04 


.0317 


,C8.o3. 


np 


Method 


AAT/NAP 


Start 


8341 








End 


8799 


GI 


5902446 








Score 


685 


Exons 


8341. .8799 












GI Descrip. 


(AB030283) 


orf5 


[Oryza 


sativa] 







40391 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40412 Seq. ID 

83645 Strand 
4187 End 
OJ000209_04 . 0317 . C9 . ol . gp Method 
3654 End 
uC-osf Icypl77g01al Score 
3654. .3802 

, 4884864/gb|AAD31846.1|AF133530_l 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] ' 



OJ000209_04.0317.C9 
+ 

9790 
AAT/GAP 
3802 
237 



Seq. ID OJ000209_04.0317.C9 

Strand + 

End 9790 

Method GENSCAN 

End 9790 

Score .75 
6244. .6312, 6641. .6799, 6902. .7156, 8106. .9347, 



40412 
83645 
4187 

OJ000209_04.0317.C9.o2.gs 
4187 
none 

4187. .4222, 
9608. .9790 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



40412 Seq. ID 

83645 Strand 
4187 End 
OJ00020-9_04.0317.C9.-o2.gp Method 
8843 End 
2799602 Score 
8843. .9020, 9111. .9247 

6006871/gb|AAF00647.1|AC009540_24 2.0e-16 (AC009540) 
hypothetical protein [Arabidopsis thaliana] 

>gi_6091753_gb_AAF034 63.1_AC009327_2 (AC009327) hypothetical 
protein [Arabidopsis thaliana] 



OJ000209_04.0317.C9 
+ 

9790 
AAT/GAP 
9247 
599 



40412 Seq. ID 

83646 Strand 

10471 End 

OJ000209_04 . 0317 . C9 . o3 . gp Method 

10471 End 

24989JL.R1084 Score 
10471. .10661, 10694.. 10734 

, 5042437/gb|AC007789.1|AC007789 2.0e-13 Oryza sativa BAC T49B20 

genomic sequence, complete sequence' 



OJ000209_04.0317.C9 
+ 

10734 
AAT/GAP 
10734 
311 



40412 Seq. ID 

83647 Strand 

1 End 

OJ000209_04 . 0317 . C9 . ol . np Method 

1 End 

6691716 Score 



OJ000209 04. 0317. C9 



2351 
AAT/NAP 
2351 
1760 
1094. .1269, 



1467. .2351 



1..43, 194. .297, 373. .567, 744. .1011, 
(AP000492) hypothetical protein [Oryza sativa] 
gi| 6691717 | dbj [BAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



40412 Seq. ID 

83647 Strand 

1 End 

OJ000209 04.0317.C9.ol.gs Method 



OJ000209_04 .0317.C9 

2351 
GENSCAN 



40392 



Start 
GI 

Exons 



108 End 2351 

none Score . 86 

108. .297, 373. .560, 680. .1011, 1094 1269, 14 67 .. 2351 



Seq. No. 40412 

Gene No. 83648 

Start 12502 

Name OJ000209_04 . 0317 . C9 . o3 . gs 

Start 12502 

GI none 

Exons 12502. .12912 



Seq. ID OJ000209_04.0317.C9 
Strand 

End 12912 

Method GEN SCAN 

End 12912 

Score . 97 



Seq. No. 40412 Seq. ID 

Gene No. 83649 Strand 

Start 13078 End 

Name OJ000209_04 . 0317 . C9 . o2 . tw Method 

Start 1941 End 

GI none Score 

Exons 1941.. 2231 



OJ000209__04.0317.C9 
16353 

TBLASTX: Wheat 

2231 

211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40412 Seq. ID 

83649 Strand 

13078 End 

OJ000209_04 .0317.C9.o2.tc Method 

8103 End 

none Score 

8103.. 8174, 8259.. 8549, 8291.. 8524 



OJ000209_04.0317.C9 
16353 

TBLASTX: Cress 

854 9 

55 



40412 
83649 
13078. 

OJ000209_04 .0317.C9.ol.tm 
8253 
none 

8253.. 8666, 8253.. 8663, 8255.. 8665 



Seq. ID OJ000209_04.0317.C9 



Strand 
End 

Method 
End 
Score 



16353 

TBLASTX: Maize 

8666 

666 



Seq. No. 40412 Seq. ID 

Gene No. 83649 Strand 

Start 13078 End 

Name OJ000209_04 . 0317 . C9 . o2 . ts Method 

Start 8385 End 

GI none Score 

Exons 8385.-8642, 8393.. 8644 



OJ000209_04.0317.C9 
16353 

TBLASTX: Soybean 

8644 

238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. No. 
Gene No. 
Start 
Name 



40412 
83649 
13078 

OJ000209_04 .0317.C9.ol.tc 

8556 

none 

8556.. 8924, 8567.. 8872, 8874, 
9072. .9134, 9092. .9136 

40412 
83649 . 
13078 

OJ000209 04.0317.C9.o2.tm 



Seq. ID OJ000209_04.0317.C9 
Strand 

End 16353 

Method TBLASTX: Cress 

End 9136 

Score 388 

.8966, 8928.. 9044, 8939.. 9016, 



Seq. ID OJ000209_04.0317.C9 
Strand 

End 16353 

Method TBLASTX : Mai ze 



40393 



Start 
GI 

Exons 



8973 End 9802 

none Score 93 

8973. .9044, 8973. .9032, 8975. .9043, 9075. .9371, 9110. .9370, 

9602.. 9802, 9607.. 9768, 9620.. 9796 



Seq. No. 


40412 




Seq. ID 


OJ000209_04.0317 


.C9 


Gene No. 


83649 




Strand 






Start 


13078 




End 


16353 




Name 


OJ000209 04. 0317. C9. 


o2.np 


Method 


AAT/NAP 




Start 


13078 




End 


16353 




GI 


6862912 




Score 


785 




Exons 


13078. .13141, 13412. 


.13727, 


13838. .14001, 14777. .15196, 






15292. .15548, 16311. 


.16353 








GI Descrip. 


(AC018907) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


40412 




Seq. ID 


OJ000209_04 .0317 


.C9 


Gene No. 


83649 




Strand 






Start 


13078 




End 


16353 




Name 


OJ000209 04. 0317. C9. 


o4 .gs 


Method 


GENSCAN 




Start 


13402 




End 


16227 




GI 


none 




Score 


.46 




Exons 


13402. .13723, 13843. 


.13985, 


14201. .14297, 14777. .15249, 






15440. .15569, 15722. 


.15806, 


15808. .16039, 16168.. 16227 




Sea. No. 


40412 




Seq. ID 


OJ000209_04.0317 


.C9 


Gpne No . 


83649 




Strand 






Start 


13078 




End 


16353 




Name 


OJ000209 04. 0317. C9. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


13412 




End 


15392 




GI 


none 




Score 


92 




Exons 


13412. .13486, 13417. 


.13485, 


13528. .13581, 13848 .. 13991, 






14788. .14883, 14792. 


.14902, 


14935. .15042, 14960 .. 15028, 






15094. .15207, 15098. 


.15151, 


15285. .15392 




Seq. No. 


40412 




Seq. ID 


OJ000209_04.0317 


.C9 


Gene No. 


83649 




Strand 






Start 


13078 




End 


16353 




Name 


OJ000209 04. 0317. C9. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


14788 




End 


15392 




GI 


none 




Score 


125 




Exons 


14788. .14883, 14935. 


.15006, 


15094. .15207, 15291.. 15392 




Seq. No. 


40412 




Seq. ID 


OJ000209_04.0317 


.C9 


Gene No. 


83649 




Strand 






Start 


13078 




End 


16353 




Name 


OJ000209 04. 0317. C9. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


14791 




End 


15393 




GI 


none 




Score 


82 




Exons 


14791. .14880, 14935. 


.14985, 


15094. .15207, 15288 .. 15392, 






15289. .15393 










Seq. No. 


40412 




Seq. ID 


OJ000209_04 .0317 


.C9 


Gene No. 


83649 




Strand 






Start 


13078 




End 


16353 




Name 


OJ000209 04. 0317. C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


14800 




End 


15335 




GI 


none 




Score 


58 





40394 



Exons 



14800. .14853, 14935. . 14991, 15094 15204 , 15101 .. 15148, 
15282. .15335 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40413 Seq. ID 

83650 Strand 

1 End 

OJ000209 J)4 . 0317 . C10 . ol . np Method 

1 End 

3850582 Score 



OJ000209_04. 0317. C10 

4130 
AAT/NAP 
4090 
595 



1..37, 693. .788, 1197. .1313, 1831. .1917, 1997. .2095, 2721. .2775, 
3172.. 3233, 4007.. 4090 

(AC005278) F15K9.14 [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209 04. 0317. C10 



40413 
83650 
1 

OJ000209_04. 0317. C10. ol.gp 
299 

LIB3432-039-P1-K1-H9 
299. .349, 693. .786 

•3850582 3.0e-20 (AC005278) F15K9.14 [Arabidopsis thaliana]' 



4130 
AAT/GAP 
786 
171 



40413 
83650 
1 

OJ000209J34. 0317. C10. ol.gs 

319 

none 



Seq. ID OJ000209_04. 0317. C10 
Strand 

End 4130 

Method GENSCAN 

End 4093 

Score .86 



319. .349, 693. .785, 1197. .1313, 1831. .1917, 1997. .2095, 
2721. .2775, 3494. .3612, 3998. .4093 



40413 Seq. ID 

83650 Strand 

1 End 

OJ000209_04 . 0317 . C10 . o2 . gp Method 

1880 End 

uC-osflcyp074c04bl Score 



OJ000209_04. 0317. C10 

4130 
AAT/GAP 
4130 
670 



1880. .1917, 1997. .2095, 2721. .2775, 3172. .3233, 3998. .4130 
•3850582 3.0e-34 (AC005278) F15K9.14 [Arabidopsis thaliana] 1 



40413 
83651 
5179 

OJ000209_04 . 0317 . C10 . ol . tm 

690 

none 



Seq. ID OJ000209_04. 0317. C10 
Strand 

End 5766 

Method TBLASTX: Maize 

End 4121 

Score 102 



690. .782, 690. .785, 694. .786, 1176. .1277, 1193. .1315, 
1198. .1320, 1198. .1314, 1274. .1321, 1811. .1918, 1828. .1917, 
1832. .1918, 1990. .2016, 1991. .2095, 1994. .2107, 2718. .2774, 
3172. .3234, 3176. .3235, 3180. .3236, 3977. .4120, 3984. .4121 



40413 Seq. ID 

83651 Strand 

5179 End 

OJ000209_04 .0317. C10. ol.ts Method 

1212 End 

none Score 



OJ000209_04. 0317. C10 
5766 

TBLASTX : Soybean 

2777 

92 



40395 



Exons 



1212. .1277, 1213.. 1296, 1825. .1917, 1832. .1918, 1976. .2107, 
1988. .2095, 2718. .2777 



Seq. No. 40413 Seq. ID 

Gene No. 83651 Strand 

Start 5179 End 

Name 0 J000209_04 . 0317 . CIO . o3 . gp Method 

Start 5179 End 

GI none Score 

Exons 5179.. 5766 



OJ000209_04. 0317. CIO 

5766 
AAT/GAP 
5766 
1016 



Seq. No. 40413 Seq. ID 

Gene No. 83651 Strand 

Start 5179 End 

Name OJ000209_04 . 0317 .C10 . o2 . tm Method 

Start 5571 End 

GI none Score 

Exons 5571.. 5714, 5572.. 5715 



OJ000209_04. 0317. C10 
5766 

TBLASTX: Maize 

5715 

122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40414 Seq. ID OJ000209_04 . 0317 . Cll 

83652 Strand + 

384 End 4472 

OJ000209_04 .0317. Cll. ol.np Method AAT/NAP 

384 End 334 6 

130593 Score 580 

384. .407, 2298. .3346 

ENZYMATIC POLYPROTEIN [CONTAINS: ASPARTIC PROTEASE ; 

EN DON UC LEASE ; REVERSE TRANSCRIPTASE ] gi | 7 6775 | pir | | S00854 

hypothetical protein 5 - carnation etched ring virus 

gi|588 63|emb|CAA28360| (X04658) pot. ORF 5 (AA 1-659) [Carnation 

etched ring virus] gi | 225356 | prf | | 1301227E ORF 5 [Carnation 

etched ring virus] 



40414 Seq. ID 

83652 Strand 

384 End 

OJ000209_04 . 0317 .Cll .o3 . gs Method 

2636 End 

none Score 



OJ000209_04. 0317. Cll 
+ 

4472 
GENSCAN 
4472 
.63 



2636. .2906, 2943. .3039, 3338.-3497, 3852. .4472 



40414 Seq. ID 

83653 Strand 

4801 End 

OJ000209JD4 . 0317 .Cll .o2 .np Method 

4801 End 

7228451 Score 



OJ000209_04. 0317. Cll 
+ 

8478 
AAT/NAP 
8478 
136 



4801. .4890, 5650. .5806, 8431. .8478 

(AP001366) EST AU055734 (S20025) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



40414 Seq. ID 

83654 .... Strand 

88 65 End 

OJ000209_04 . 0317 . Cll . o5 . gs Method 

8865 End 

none Score 



OJ000209_04. 0317. Cll 
+ 

11205 
GENSCAN 
11205 
.8 



40396 



Exons 



8865. .9031, 10584. .10677, 11188. .11205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name *^ 
Start *' 
GI 

Exons 



0317.Cll.ol.gs 



40414 
83655 
60 

OJ000209_04. 
60 

none 
60. .363 



40414 
83656 
1594 

OJ000209_04 .0317. Cll. o2.gs 

1594 

none 

1594. .1733, 2184. .2193 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



QJ000209_04 . 0317 . Cll 
363 

GENSCAN 

363 

.58 



OJ000209_04. 0317. Cll 

2193 
GENSCAN 
2193 
.54 



OJ000209 04. 0317. Cll 



40414 Seq. ID 

83657 Strand 
2228 End 8363 

OJ000209_04. 0317. Cll. ol.gp Method AAT/GAP 
2228 End 5848 

LIB3477-003-P1-K1-E9 Score 95 

2228.. 2273, 5789.. 5848 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1. [Oryza 
sativa] ' 



40414 
83657 
2228 

OJ000209_04. 0317. Cll. o3.np 
4907 
7488000 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 04. 0317. Cll 



8363 
AAT/NAP 
8363 
348 

4907.. 4960, 6344.. 6690, 6843.. 6999, 7822.. 7932, 8124.. 8363 
pectinesterase homolog T20K24.17 - Arabidopsis thaliana 
gi|3176717|gb|AAD12032.1| (AC002392) putative pectinesterase 
[Arabidopsis thaliana] 



40414 
83657 
2228 

OJ000209_04 . 0317 . Cll . o4 . gs 

5249 

none 

5249. .5440, 6344. .6480, 6498. 
7972. .8084, 8120. .8341 

40414 
83658 
11539 

OJ000209_04 . 0317 . Cll . ol . tm 

6346 

none 

6346.. 6540, 6574.. 6693 



OJ000209_04 . 0317 . Cll 

8363 
GENSCAN 
8341 
.84 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6690, 6843.. 6947, 7719.. 7932, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_04. 0317 .Cll 
12151 

TBLASTX: Maize 

6693 

134 



40397 




Seq. No. 


40414 




Seq. ID 


OJ000209_04 . 0317 .Cll 


Gene No. 


83658 




Strand 




O lai L 


11539 




End 


12151 


Name 


OJ000209 04.0317.Cll.o6 


.gs 


Mpt* H aH 


nFN9PAN 




11539 




lit 11 Li. 


I 9 1 M 

II 1 JX 




none 




uLUl c 


S4 




11539. .11718, 11897.. 12151 






Seq. No. 


40415 




Seq. ID 


OJ000209_04.0317.C15 


Gene No. 


83659 




Strand 




Of a r f 

o Lax. L 


710 




End 


1830 

X. O _/ \J 


Name 


OJ000209 04.0317.C15.ol 


.gs 


Mf^t* hi oH 






710 




FnH 

CtllLX 


1 ft 30 

XO JU 




none 






4 9 


Exons 


710. .975, 1530. .1830 








O C LJ . IN LJ • 


40415 




uCvJ . X U 


OJ000?09 04 0317 CIS 


Gene No. 


83660 




Strand 




Start 


515 




End 


2715 


Name 


OJ000209 04.0317.C15.ol 


.np 


Method 


AAT/NAP 


Of- a-rl" 
O Lol. L 


515 




End 


2715 




6598513 




Score 


158 




515. .591, 2590. .2715 










(AC006072) unknown protein [Arabidopsis thaliana] 


Seq. No. 


40415 




Seq. ID 


OJ000209_04.0317.C15 


Gene No. 


83660 




Strand 




Of ar f 
O Lai L 


515 




End 


2715 


Name 


OJ000209 04.0317.C15.o2 


.gs 


Method 


GEN SCAN 


OLaiTL 


2171 




End 


2715 


VJ J. 


none 




Score 


.75 


Exons 


2171.. 2203, 2590.. 2715 








Con Mr> 


40415 




Seq. ID 


OJ000209J34 . 0317 . C15 


Gene No. 


83660 




Strand 




Start 


515 




End 


2715 


Ma mo 


OJ000209 04.0317.C15.o2 


.np 


Method 


AAT/NAP 


O LclX. L 


2585 




End 


2700 




4868120 




Score 


66 


Exons 


2585. .2700 








fl T Hocpri o 


(AF116556) putative transcription factor [Arabidopsis thaliana] 




40415 




Seq. ID 


OJ000209_04.0317.C15 




83661 




Strand 




Start 


4059 




End 


5257 


Name 


OJ000209 04.0317.C15.ol 


. tm 


Method 


TBLASTX: Maize 


O LaX. L 


4053 




End 


5029 




none 




Score 


36 


Exons 


4053.. 4091, 4054.. 4092, 


4076. 


.4156, 4083. .4157, 4084. .4158, 




4085. .4162, 4651. .4791, 


4654. 


.4779, 4661. .4786, 4662. .4790, 




4869.-4994, 4871. .5029, 


4871. 


.5023, 4918.. 5025 


Seq. No. 


40415 




Seq.. ID 


OJ000209_04.0317.C15 


Gene No. 


83661 




Strand 




Start 


4059 




End 


5257 


Name 


OJ000209 04. 0317. CIS. o3 


.np 


Method 


AAT/NAP 


Start 


4059 


End 


5257 



40398 




GI 


6648207 


Score 


306 


Exons 


4059.. 4155, 4654. .4788, 4871 


. .5257 




GI Descrip. 


(AC013483) unknown protein [Arabidopsis thaliana] 


Seq. No. 


40415 


Seq. ID 


OJ000209_04.0317.C1 


Gene No. 


83661 


Strand 




Start 


4059 .". 


End 


5257 


Name 


OJ000209_04 . 0317.C15.ol . ts 


Method 


TBLASTX : Soybean 


Start 


4639 


End 


5019 


GI 


none 


Score 


122 


Exons 


4639.. 4791, 4662.. 4790, 4856 


..5005, 4871.\4999, 4873. .5007 




4918. .5019 






Seq. No. 


40416 


Seq. ID 


OJ000209_06.0317.C1 


Gene No. 


83662 


Strand 


+ 


Start 


789 


End 


1098 


Name 


OJ000209_06. 0317 .CI .ol.np 


Method 


AAT/NAP 


Start 


789 


End 


1098 


GI 


3449041 


Score 


161 


Exons 


789. .1098 






GI Descrip. 


(U73462) carbonic anhydrase 


[Arabidopsis thaliana] 


Seq. No. 


40416 


Seq. ID 


OJ000209 06. 0317. CI 


Gene No. 


83662 


Strand 


+ 


Start 


789 


End 


1098 


Name 


OJ000209_06 . 0317 . CI . ol . tm 


Method 


TBLASTX: Maize 


Start 


852 


End 


1089 


GI 


none 


Score 


235 


Exons 


852. .1088, 853. .1089 






Seq. No. 


40416 


Seq. ID 


OJ000209JD6.0317.C1 


Gene No. 


83662 


Strand 


+ 


Start 


789 


End 


1098 


Name 


OJ000209_06.0317 .CI .ol. ts 


Method 


TBLASTX : Soybean 


Start 


871 


End 


1071 


GI 


none 


Score 


199 


Exons 


ft Tl TAT"! OOO 1 A T A 

871. .1071, 882. .1070 






Seq. No. 


40416 


Seq. ID 


OJ000209_06.0317.C1 


Gene No. 


83662 


Strand 


+ 


Start 


789 


End 


1098 


Name 


OJ000209_06. 0317. CI . ol'.gp 


Method 


AAT/GAP 


Start 


990 


End 


1098 


GI 


uC-osflM202071gllbl 


Score 


202 


Exons 


990. . 1098 






GI Descrip. 


' 1420932/gb| U61383 | ORU61383 


7.0e-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 1 


Seq. No. 


40417 


Seq. ID 


OJ000209_06.0317.C2 


Gene No. 


83663 


Strand 




Start 


1 


End 


757 


Name 


OJ000209 06. 0317. C2. ol.np 


Method 


AAT/NAP 


Start 


1 


End 


757 


GI 


6006359 


Score 


77 


Exons 


1..31, 660. .757 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 



40399 




Seq. No. 


40418 


Seq. ID 


OJ000209 06 


. 0317 


-C4 


Gene No. 


83664 


Strand 


+ ~~ 






Start 


1 


End 


183 






Name 


OJ000209 06.0317.C4.ol.np 


Method 


AAT/NAP 






Start 


1 ~ 


End 


183 






GI 


5852084 


Score 


90 






Exons 


1. .183 










GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 








Seq. No. 


40418 


Seq. ID 


OJ000209_06 


.0317 


.C4 


Gene No. 


83665 


Strand 


+ 






Start 


100 


End 


186 






Name 


OJ000209 06.0317.C4.ol.gs 


Method 


GENSCAN 






Start 


100 ~ 


End 


186 






GI 


none 


Score 


. 65 






Exons 


100. . 186 










Seq. No. 


40419 


Seq. ID 


OJ000209_06 


.0317 


.C7 


Gene No. 


83666 


Strand 








Start 


79 


End 


1755 






Name 


OJ000209 06.0317.C7.ol.gs 


Method 


GENSCAN 






Start 


79 ~ 


End 


1755 






GI 


none 


Score 


.82 






Exons 


79. .245, 1749. . 1755 










Seq. No. 


40419 


Seq. ID 


OJ000209_06 


.0317 


.C7 


Gene No. 


83666 


Strand 








Start 


79 


End 


1755 






Name 


OJ000209 06 0317 C7 ol tm 


Method 


TBLASTX: Maize 




Start 


120 ~~ 


End 


1023 






GI 


none 


Score 


137 






Exons 


120. .167, 270. .335, 800. .880 


, 802. .879 


, 931.. 1023, 


948. 


. 1022 


Seq. No. 


40420 


Seq. ID 


OJ000209_06 


.0317 


.C8 


Gene No. 


83667 


Strand 


+ 






Start 


1 


End 


2080 






Name 


OJ000209 06.0317.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2080 






GI 


7523517 


Score 


256 






Exons 


1..256, 401. .455, 2057. .2080 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


40420 


Seq. ID 


OJ000209_06 


.0317 


.C8 


Gene No . 


83668 


Strand 


+ 






Start 


2293 


End 


2353 






Name 


OJ000209 06.0317.C8.o2.gp 


Method 


AAT/GAP 






Start 


2293 


End 


2353 






GI 


2312838 


Score 


73 






Exons 


2293. .2353 










GI DescriD. 


1420932/gb|U61383|ORU61383 7 


,0e-21 Oryza rufipogon 








4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Seq. No. 


40420 


Seq. ID 


OJ000209_06 


.0317 


.C8 


Gene No. 


83669 


Strand 








Start 


5262 


End 


5782 






Name 


OJ000209 06.0317.C8.o2.gs 


Method 


GENSCAN 






Start 


5262 


End 


5782 







40400 






GI 


none 




Score 


.92 






Exons 


5262.-5387, 5735.. 5782 










Seq. No. 


40421 




Seq. ID 


OJ000209_06.0317 


,C9 




Gene No. 


83670 




Strand 


+ 






Start 


1 




End 


1638 






Name 


OJ000209_06 . 0317 . C9 


. ol.np 


Method 


AAT/NAP 






Start 


1 




End 


1604 






GI 


5911167 




Score 


1629 






Exons 


1. .1604 












GI Descrip. 


(AF136221) putative 


transposase protein [Zea mays] 






Seq. No. 


40421 




Seq. ID 


OJ000209_06.0317 


,C9 




Gene No. 


83670 




Strand 


+ 






Start 


1 




End 


1638 






Name 


OJ000209_06. 0317 ,C9 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


1 




End 


313 






GI 


none 




Score 


255 






Exons 


1..120, 2. .313 












Seq. No. 


40421 




Seq. ID 


OJ000209_06.0317 


.C9 




Gene No. 


83670 




Strand 


+ 






Start 


1 




End 


1638 






Name 


OJ000209 06. 0317. C9 


.ol.gs 


Method 


GENSCAN 






Start 


38 




End 


1638 




~ & 

; : - 


GI 


none 




Score 


.57 




i. : : 
: LH 


Exons 


38. .720, 1058. .1638 












Seq. No. 


40421 




Seq. ID 


OJ000209_06.0317 


.C9 




Gene No. 


83670 




Strand 


+ 






Start 


1 




End 


1638 






Name 


OJ000209_06.0317.C9 


. o2. tw 


Method 


TBLASTX: Wheat 






Start 


92 




End 


400 




3 


GI 


none 




Score 


236 




f I 


Exons 


92. .400, 127. .294, 


173. .388 










Seq. No. 


40421 




Seq. ID 


OJ000209_06.0317 


.C9 




Gene No. 


83670 




Strand 


+ 






Start • 


1 




End 


1638 






Name 


OJ000209_06.0317.C9 


. o2 . tm 


Method 


i dJ-iAo ia: Mai ze 






Start 


155 




End 


603 






GI 


none 




Score 


265 






Exons 


155. .400, 158. .298, 


166. .378, 


407. .469, 


407. .466, 457.. 


600, 






459. .602, 460. .603 












Seq. No. 


40421 




Seq. ID 


OJ000209_06.0317 


,C9 




Gene No. 


83670 




Strand 


+ 






Start 


1 




End 


1638 






Name 


nTPifinoncj ric n^i n r*Q 
ujuuu^uy ud. uoi / .Ly 


. o3. tm 


Method 


TBLASTX: Maize 






Start 


658 




End 


1007 






GI 


none 




Score 


248 






Exons 


658.. 993, 669.. 1007 












Seq. No. 


40421 




Seq. ID 


OJ000209_06.0317 


.C9 




Gene No. 


83670 




Strand 


+ 






Start 


1 




End 


1638 






Name 


OJ000209 06. 0317. C9 


. o3 . tw 


Method 


TBLASTX: Wheat 





40401 




Start 


795 




End 


1157 






GI 


none 




Score 


118 






Exons 


795.-899/ 802.. 918, 913 


..1002, 924.. 1016, 1026. 


.1157, 1055. 


Seq. No. 


40421 




Seq. ID 


OJ000209 


_06.0317 


.C9 


Gene No. 


83670 




Strand 


+ 






Start 


1 




End 


1638 






Name 


OJ000209 06.0317.C9.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1035 




End 


1516 






GI 


none 




Score 


448 






Exons 


1035. .1514, 1107. .1250, 


1320. 


.1463, 1346. .1516 






Seq. No. 


40421 




Seq. ID 


OJ000209 


_06.0317 


.C9 


Gene No. 


83670 




Strand 


+ 






Start 


1 




End 


1638 






Name 


OJ000209 06.0317.C9.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1068 




End 


1470 




GI 


none 




Score 


112 






Exons 


1068 . . 1214, 1209. . 14 69, 


1224. 


.1469, 1321. .1470, 


1321. .1470 


Seq. No. 


40421 




Seq. ID 


OJ000209 


_06.0317 


.C9 


Gene No. 


83670 




Strand 


+ 






Start 


1 




End 


1638 






Name 


OJ000209 06.0317.C9.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1167 ~ " 




End . 


1568 






GI 


none 




Score 


322 






Exons 


1167. .1568, 1355. .1561 












Seq. No. 


40422 




Seq. ID 


OJ000209 


_06.0317 


.C12 


Gene No. 


83671 




Strand 


- 






Start 


973 




End 


1500 






Name 


OJ000209 06. 0317 .C12.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


414 ~ 




End 


773 






GI 


none 




Score 


102 






Exons 


414. .737, 576. .728, 628 


. .738, 


726. .773 








Seq. No. 


40422 




Seq. ID 


OJ000209 


_06.0317 


.C12 


Gene No. 


83671 




Strand 








Start 


973 




End 


1500 






Name 


OJ000209 06.0317.C12.ol 


.gs 


Method 


GENSCAN 






Start 


973 




End 


1500 






GI 


none 




Score 


.49 






Exons 


973. .1085, 1482. .1500 












Seq. No. 


40423 




Seq. ID 


OJ000209 


_06.0317 


.C13 


Gene No. 


83672 




Strand 








Start 


626 




End 


4206 






Name 


OJ000209 06.0317.C13.ol 


.gs 


Method 


GENSCAN 






Start 


626 


End 


4206 






GI 


none 




Score 


.49 






Exons 


626. .894, 1013.. 1465, 3342. .3698, 3843 


. .4206 






Seq. No. 


40423 




Seq. ID 


OJ000209 


_06.0317 


.C13 


Gene No. 


83673 




Strand 








Start 


6361 




End 


7537 






Name . 


OJ000209 06.0317.C13.o2 


.gs 


Method 


GENSCAN 






Start 


6361 


End 


7525 







40402 



i.1 



GI 


none 








Score 


.97 




Exons 


6361. . 6578, 


6844 


. .6884, 


7146 


..7207, 7325.-7525 




Seq. No. 


40423 








Seq. ID 


OJ000209 


_06.0317.C13 


Gene No. 


83673 








Strand 






Start 


6361 








End 


7537 




Name 


OJ000209 06 


.0317 


.C13.ol 


.np 


Method 


AAT/NAP 




Start 


6364 








End 


7525 




GI 


5360180 








Score 


686 




Exons 


6364. .6578, 


6844 


. .6884, 


7146 


..7207, 7325.. 7525 




GI Descrip. 


(AF159883) < 


"en-like protein 


FDR1 [Oryza sativa] 




Seq. No. 


40423 








Seq. ID 


OJ000209 


_06.0317.C13 


Gene No. 


83673 








Strand 






Start 


6361 








End 


7537 




Name 


OJ000209 06 


.0317 


.C13.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


6382 








End 


7520 




GI 


none 








Score 


76 




Exons 


6382. . 6519, 


6395 


. .6478, 


6469 


..6579, 6470.. 6580, 


6839. .6883, 




7128. .7220, 


7145 


. .7207, 


7322 


..7510, 7323.. 7520 




Seq. No. 


40423 








Seq. ID 


OJ000209 


_06.0317.C13 


Gene No. 


83673 








Strand 






Start 


6361 








End 


7537 




Name 


OJ000209 06 


.0317 


,C13.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


6382 ~ 








End 


6884 




GI 


none 








Score 


169 




IT von s 


6382. . 6579, 


6392 


. .6580, 


6839 


..6883, 6843.. 6884 




Sea No 


40423 








Seq. ID 


OJ000209 


06.0317.C13 


Gene No . 


83673 








Strand 






Start 


6361 








End 


7537 




Name 


OJ000209 06 


.0317 


.C13.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


6382 








End 


7537 




GI 


none 








Score 


87 




Exons 


6382. . 6471, 


6389 


. .6469, 


6469 


..6579, 6470.. 6580, 


6508. .6606, 




6510. . 6590, 


6839 


. .6883, 


6840 


..6884, 7128. .7217, 


7141. .7197, 




7 ; 145. .7207, 


7146 


. .7220, 


7317 


..7529, 7322.. 7528, 


7403. .7537, 




7419. .7529 














Seq. No. 


40423 








Seq. ID 


OJ000209 


_06.0317.C13 


Gene No. 


83673 








Strand 






Start . 


6361 








End 


7537 




Name 


OJ000209 06 


.0317.C13.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


7145 








End 


7513 




GI 


none 








Score 


72 




Exons 


7145. .7207, 


7146 


. .7217, 


7317 


..7418, 7322. .7420, 


7421. .7513, 




7434. .7511 














Seq. No. 


40424 








Seq. ID 


OJ000209 


_06.0317.C14 


Gene No. 


83674 








Strand 


+ 




Start 


856 








End 


1566 




Name 


OJ000209 06 


.0317 


.C14.ol 


. gs 


Method 


GENSCAN 


- 1> r ■ 


Start 


856 








End 


1566 




GI 


none 








Score 


.59 




Exons 


856. .931, 1178.. 


1246, 1530.. 


1566 







40403 




Seq. No. 


40424 






Seq. ID 


OJ000209_06.0317 


.C14 


Gene No . 


ojo / D 






Oil arid 






Start 


2770 






End 


3319 




Name 


OJ000209 06.0317 


.C14.o2 


.gs 


Method 


GENSCAN 




Start 


2770 






End 


3319 




GI 


none 






Score 


.71 




Exons 


2770. .2795, 3145 


. .3319 










Seq. No. 


40425 






Seq. ID 


OJ000209 06.0317 


.C17 


Gene No . 


O JO / D 






Strand . 


+ 




Start 


1909 






End 


6488 




Name 


OJ000209 06.0317 


.C17.ol 


.gs 


Method 


GENSCAN 




Start 


1909 






End 


4912 




GI 


none 






Score 


.64 




Exons 


1909.. 1979, 3327 


. .3402, 


3915. 


.3999, 4482.. 4912 




Seq. No. 


40425 






Seq. ID 


OJ000209_06.0317 


♦ C17 


Gene No. 


83676 






Strand 


+ 




Start 


1909 






End 


6488 




Name 


OJ000209 06.0317 


.C17.ol 


.np 


Method 


AAT/NAP 




Start 


3145 






End 


6488 . 




GI 


7487438 






Score 


160 




Exons 


3145. .3174, 4586 


. .4832, 


6458. 


.6488 






GI Descrip. 


hypothetical protein T26B15.4 


- Arabidopsis thaliana 





gi|3298536|gb|AAC25930.1| (AC004681) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 


40425 


Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83677 


Strand 


+ 




Start 


8789 


End 


15607 




Name 


OJ000209 06.0317.C17.o2.gs 


Method 


GENSCAN 




Start 


8789 


End 


15607 




GI 


none 


Score 


.56 




Exons 


8789..8858, 9417.. 9711, 10925 .. 11015, 


11217. .11319, 






11359. .11380, 11587. .11813, 


13725. .13978, 14 070 .. 14281, 






14385. .14646, 14764 .. 15050, 


15478. .15607 




Seq. No. 


40425 


Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83677 


Strand 


+ 




Start 


8789 


End 


15607 




Name 


OJ000209 06.0317.C17.o2.np 


Method 


AAT/NAP 




Start 


13679 


End 


15060 




GI 


4510348 


Score 


977 




Exons 


13679. .13990, 14073 .. 14281, 


14385. .14624, 14730. .15060 




GI Descrip. 


(AC006921) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


40425 


Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83678 


Strand 


+ 




Start 


19059 


End 


30070 




Name 


OJ000209 06.0317.C17.o4.np 


Method 


AAT/NAP 




Start 


18844 


End 


20342 




GI 


5852093 


Score 


48 




Exons 


18844. .18874, 20213.. 20342 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


40425 


Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83678 


Strand 


+ 





40404 




Start 


19059 


End 


30070 




Name 


OJ000209 06.0317.C17.o4.gs 


Method 


GENSCAN 




Jldl L. 


1 QflRQ 


End 


30070 




GI 


none 


Score 


.71 




Exons 


19059. .19173, 20528. .20605, 


21436. .21547, 21934 22123, 






22374. .22439, 23730 .. 23836, 


26121. .26265, 26399.-26447, 






26880. .27094, 27303 .. 2744 6, 


28532. .28656, 29064 .. 29202, 






29580. .29659, 29998.. 30070 








Seq. No. 


40425 


Seq. ID 


OJ000209_06.0317 


.C17 


bene inu • 


ft ^67Q 
o o \j i y 


Strand 


+ 




Start 


33799 


End 


34156 




Name 


OJ000209 06.0317.C17.o2.gp 


Method" 


AAT/GAP 




Start 


33799 


End 


34156 




GI 


4879670 


Score 


688 




Exons 


33799. .34156 








Seq. No. 


40425 


Seq. ID 


OJ000209JD6.0317 


.C17 




OjDOU 


Strand 


+ 




Start 


39084 


End 


42646 




Name 


OJ000209 06.0317.C17.o7.gs 


Method 


GENSCAN 




Start 


39084 


End 


42646 




GI 


none 


Score 


.92 




Exons 


39084. .39168, 40819 4 1852 , 


42590. .42646 




Seq. No. 


40425 


Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83680 


Strand 


+ 




O tdl L. 


O J U O *i 


End 


42646 




Name 


OJ000209 06.0317.C17.o5.np 


Method 


AAT/NAP 




Start 


39986 


End 


41894 




GI 


4314401 


Score 


1070 




Exons 


39986. .40052, 40831. .41894 








GI' Descrip. 


(AC006232) putative beta-1, 


3-glucanase 


[Arabidopsis thaliana 


Seq. No. 


40425 


Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83681 


Strand 


+ 




Start 


42861 


End. 


43005 




Name 


OJ000209 06 0317 C17 o4 an 


Method 


AAT/GAP 




Start 


42861 


End 


43005 




GI 


1298 1.R1084 


Score 


271 




Exons 


42861. .43005 








GI Descrip. 


, 1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene 


, intron 1, 


partial sequence 




Seq. No. 


40425 


Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83682 


Strand 






Start 


17520 


End 


18205 




Name 


OJ000209 06.0317.C17.o3.np 


Method 


AAT/NAP 




Start 


17520 


End 


18205 




GI 


6143869 


Score 


547 




Exons 


17520. .18205 








GI Descrip. 


(AC010927) germin-like protein [Arabidopsis thaliana] 




Seq. No. 


40425 


Seq. ID 


OJ000209JD6.0317 


.C17 


Gene No. 


83682 


Strand 






Start 


17520 


End 


18205 




Name 


OJ000209 06.0317.C17.ol.gp 


Method 


AAT/GAP 





40405 




Start 17786 End 18135 

GI 5038585 Score 700 

Exons 17786.. 18135 

GI Descrip. 1169942/sp I P45852 | GLP1_MESCR 1.0e-19 GERMIN-LIKE PROTEIN 
PRECURSOR >gi_167258 (M93041) germin-like protein 

[Mesembryanthemum crystal linum] >gi_445592_prf 190 934 4 A 

germin-like protein [Mesembryanthemum crystallinum] 



Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


3950 




End 


9544 




GI 


none 




Score 


234 




Exons 


3950.. 4000, 4646.. 4822, 4690 


1. .4821, 9431. .9544 




Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06. 0317 .C17 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


13764 




End 


14547 




GI 


none 




Score 


37 




Exons 


13764 .. 13781, 13778. 


. 13990, 


13789. .13962, 14070 .. 14297 , 






14087. .14143, "14210. 


. 14281, 


14382. .14543, 14383. .14547 




Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209_06. 0317 .C17 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13771 




End 


14645 




GI 


none 




Score 


64 




Exons 


13771. .13974, 13773. 


.13880, 


13778. .13975, 14067 .. 14282 , 






14068 .. 14283, 14079. 


. 14282, 


14382. .14453, 14382 14 645, 






14383. . 14643 










Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


13778 




End 


14282 




GI 


none 




Score 


148 




Exons 


13778. .13954, 13792. 


.13953, 


14067. .14282, 14087. .14275 




Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


13846 




End 


14427 




GI 


none 




Score 


120 




Exons 


13846. .13974, 13847. 


.13978, 


13847. .13969, 13855 13980, 






14063. .14143, 14068. 


.14166, 


14070. .14282, 14 070 .. 14282 , 






14383. .14427 










Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


. o3.tc 


Method 


TBLASTX: Cress 





40406 




Start 


14454 




End 


15048 




GI 


none 




Score 


339 




Exons 


14454. .14627, 14755. 


.15048, 


14799.. 15029 




Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


14746 




End 


15054 




GI 


none 




Score 


188 




Exons 


14746. .14889, 14799. 


.14879, 


14868. .15032, 14869.. 15054 




Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


14755 




End 


15045 




GI 


none 




Score 


295 




Exons 


14755. .15045, 14799. 


.14993 








Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


,o3. tw 


Method 


TBLASTX: Wheat 




Start 


17541 




End 


37048 




GI 


none 




Score 


59 




Exons 


17541. .17789, 17653. 


.17769, 


17787. .17882, 17788 .. 17904, 






17868. .18023, 36945. 


.36995, 


36992.. 37048 




Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


17541 




End 


18122 




GI 


none 




Score 


52 




Exons 


17541. .17882, 17788. 


.17886, 


17874. .18053, 17875 .. 18045, 






18096. .18122 










Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


,C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


17619 




End 


18131 




GI 


none 




Score 


76 




Exons 


17619. .17879, 17635. 


.17754, 


17797. .17880, 17874 .. 18053, 






18102. .18131 










Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


17619 




End 


18134 




GI 


none 




Score 


159 * 




Exons ■ 


17619. .17882, 17623. 


.17883, 


17874. .18035, 18096. .18134 




Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 







. 40407 



Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


.06. tm 


Method 


TBLASTX: Maize 




Start 


34320 




End 


34571 




GI 


none 




Score 


180 




Exons 


34320. .34481, 34322. 


.34378, 


34386. .34415, 34515 .. 34571, 






34523. .34555 










Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


36829 




End 


41258 




GI 


none 




Score 


201 




Exons 


36829. .36870, 36873. 


.36929, 


40850. .41011, 40851. .41015, 






40935. .41018, 41066. 


.41251, 


41100. .41258 




Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


.o6.gs 


Method 


GENS CAN 




Start 


38048 




End 


38794 




GI 


none 




Score 


.62 




Exons 


38048. .38156, 38616. 


.38794 








Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


40806 




End 


41018 




GI 


none 




Score 


210 




Exons 


40806. .41015, 40850. 


.41011, 


40932. .41018 




Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


40833 




End 


41828 




GI 


none 




Score 


237 




Exons 


40833. .41087, 40850. 


141011, 


41100. .41828, 41102. .41293, 






41321. .41827 










Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


40848 




End 


41435 




GI 


none 




Score 


199 




Exons 


40848. .41015, 40850. 


.41011, 


41058. .41087, 4 1100 .. 4 1201, 






41208. .41435, 41225. 


.41431 








Seq. No. 


40425 




Seq. ID 


OJ000209_06.0317 


.C17 


Gene No. 


83683 




Strand 






Start 


38048 




End 


41828 




Name 


OJ000209 06.0317.C17 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


41102 




End 


41795 




GI 


none 




Score 


828 




Exons 


41102. .41791, 41103. 


.41795 









40408 



Seq. No. 


40425 


Gene No. 


83683 


Start 


38048 


Name 


OJ000209 06. 


Start 


41544 


GI 


none 


Exons 


41544. .41666 


Seq. No. 


40425 


Gene No. 


83683 


Start 


38048 


Name 


OJ000209 06. 


Start 


41615 


Gi 


none 


Exons 


41615. .41806 


Seq. No. 


40426 


Gene No. 


83684 


Start 


1 


Name 


OJ000209 06. 


Start 


1 


GI 


7406400 


Exons 


1..29, 224.. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_06.0317.C17 
41828 

TBLASTX: Cress 

41810 

119 



41544. .41666, 41555 .. 41653, 4164 8 .. 41803, 41661. .41810 



,41807 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_06.0317.C17 
41828 

TBLASTX: Wheat 

41807 

211 



OJ000209_06.0317.C18 

5063 
AAT/NAP 
5020 
724 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1989. .2078, 2197. .2262, 2359. .2431, 2914. .2985, 3249. .3349, 

3453.. 3560, 3671.. 3940, 4880.. 5020 

(AL162873) putative protein [Arabidopsis thaliana] 



40426 
83684 
1 

OJ000209_06.0317.C18.ol.gp 
221 

31642_1.R1084 
221. .367, 595. .658, 742. .809 

, 1169942/sp|P45852|GLPl_MESCR 1.0e-19 GERMIN-LIKE PROTEIN 
PRECURSOR >gi_167258 (M93041) germin-like protein 

[Mesembryanthemum crystallinum] >gi_445592_prf 190 934 4 A 

germin-like protein [Mesembryanthemum crystallinum] 1 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000209 06.0317.C18 



5063 
AAT/GAP 
809 
455 



40426 
83684 
1 

OJ000209_06.0317.C18.ol.gs 

224 

none 



Seq. ID OJ000209_06.0317.C18 
Strand 

End 5063 

Method GENS CAN 

End 5063 

Score .69 



224. .367, 595. .658, 742. .828, 1403. .1545, 1738. .1803, 

1986. .2078, 2197. .2262, 2395. .2431, 2914. .2985, 3249. .3349, 

3453. .3560, 3671. .3871, 4768. .5063 



40426 
83684 
1 

OJ000209_06.0317.C18.ol.tm 

263 

none 



Seq. ID OJ000209_06.0317.C18 
Strand 
End 

Method 
End 
Score 



5063 

TBLASTX: Maize 

2987 

141 



263. .376, 263. .367, 265. .384, 556. .660, 569. .658, 738. .827, 



40409 



741. .830, 742. .858, 742. .840, 1396. .1548, 1397. .1546, 
1405.. 1548, 1731.. 1805, 1732.. 1806, 1738.. 1812, 1739.. 1813, 
1980.. 2078, 1984.. 2079, 1986.. 2078, 2194.. 2271, 2197.. 2259, 
2356.. 2394, 2356.. 2394, 2829.. 2867, 2910.. 2987, 2911.. 2985, 
2913.. 2987 



Seq. No. 40426 . 

Gene No. 83684 

Start 1 

Name OJ000209_06 . 0317 . C18 . o2 . ts 

Start 1402 

GI none 
Exons 



Seq. ID OJ000209_06.0317.C18 
Strand 

End 5063 

Method TBLASTX : Soybean 

End 2432 

Score 39 



1402. .1440, 1460. .1480, 1490. .1546, 1495. .1548, 1738. .1809, 
2010.. 2078, 2014.. 2103, 2014.. 2112, 2194.. 2271, 2201.-2260, 
2356.. 2385, 2361.. 2432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40426 
83684 
1 

OJ000209_06 . 0317 . C18 . o2 . gp 

2212 

702393 



Seq. ID OJ000209_06.0317.C18 
Strand 

End 5063 

Method AAT/GAP 

End 3363 

Score 558 



2212.. 2262, 2359.. 2431, 2914.. 2985, 3249.. 3363 

1652084/dbj |BAA17009| 6.0e-10 (D90902) hypothetical protein 

[Synechocystis * sp. ] 



Seq. No. 40426 

Gene No. 83684 

Start 1 

Name OJ000209_06. 0317 .C18 . ol . ts 

Start 3248 

GI none 
Exons 



Seq. ID OJ000209_06.0317.C18 
Strand 

End 5063 

Method TBLASTX: Soybean 

End 3560 

Score 75 



3248.-3367, 3249.. 3350, 3453.. 3560 



Seq. No. 40426 

Gene No. 83684 

Start 1 

Name OJ000209_06.0317.C18. ol . tc 

Start 3278 

GI none 
Exons 



Seq. ID OJ000209_06.0317.C18 
Strand 

End 5063 

Method TBLASTX: Cress 

End 3866 

Score 101 



3278.. 3337, 3453.. 3560, 3668.. 3865, 3669.. 3866 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40426 
83684 
1 

OJ000209_06.0317.C18.o2.tm 

3709 

none 



Seq. ID OJ000209_06.0317.C18 
Strand 

End 5063 

Method TBLASTX : Mai ze 

End 3901 

Score 41 



3709.. 3738, 3710.. 3739, 3738.. 3869, 3743.. 3868, 3878.. 3901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40427 
83685 
1 

OJ000209_06.0317.C19.ol.gp 
1 

3947 1.R1084 



Seq. ID OJ000209_06.0317.C19 

Strand + . 

End 1965 

Method AAT/GAP 

End 1965 

Score 1043 



1..28, 163. .298, 1476. .1585, 1679. .1965 



40410 




GI Descrip. ' 4895187/gb | AAD32774 . 1 | AC007661_11 2.0e-21 (AC007661) unknown 
protein [Arabidopsis thaliana] ' 





Seq. No. 


40427 


Seq. ID 


OJ000209_06. 


0317 


.C19 




Gene No. 


83685 


Strand 


+ 








Start 


1 


End 


1965 








Name 


OJ000209 06.0317.C19.ol.np 


Method 


AAT/NAP 








Start ■ 


1 


End 


1750 








GI 


6143864 


Score 


297 








Exons 


1.-8-4, 161.. 298, 1476.. 1585, 


1679. .1750 








GI Descrip. 


(AC010927) unknown protein [Arabidopsis thaliana] 








Seq. No. 


40427 


Seq. ID 


OJ000209 06. 


0317 


.C19 




Gene No. 


83685 


Strand 


+ 








Start 


1 


End 


1965 








Name 


OJ000209 06.0317.C19.ol.gs 


Method 


GENSCAN 








Start 


2 


End 


1585 








GI 


none 


Score 


. 95 








Exons 


2. .28, 163. .298, 1476. .1585 












Seq. No. 


40427 


Seq. ID 


OJ000209_06. 


0317 


.C19 




Gene No. 


83685 


Strand 


+ 








Start 


1 


End 


1965 








Name 


OJ000209 06.0317.C19.ol.tm 


Method 


TBLASTX: Maize 






Start 


231 


End ■ 


1792 






? Fb 


GI 


none 


Score 


103 






E- : s 


Exons 


231.. 299, 232.. 300, 232.. 303, 1490.. 1591, 1492.. 1581, 




T : 5 




1633.. 1788, 1676.. 1792 












Seq. No. 


40428 


Seq. ID 


OJ000209_06. 


0317 


• C21 




Gene No . 


83686 


Strand 


+ 








Start 


1 


End 


822 






i y 


Name 


OJ000209 06.0317.C21.ol.np 


Method 


AAT/NAP 






= 


Start 


1 


End 


626 






f i 


GI 


3449041 


Score 


175 






■3 


Exons 


1..28, 198. .380, 471. .626 










§: = 


GI Descrip. 


(U734 62) carbonic anhydrase 


[Arabidopsis thaliana] 








Seq. No. 


40428 


Seq. ID 


OJ000209_06. 


0317 


.C21 




Gene No. 


83686 


Strand 


+ 






f 1 


Start 


1 


End 


822 








Name 


OJ000209 06.0317.C21.ol.gs 


Method 


GENSCAN 








Start 


192 


End 


822 








GI 


none 


Score 


.65 








Exons 


192.. 380, 471.. 572, 667.. 822 












Seq. No. 


40429 


Seq. ID 


OJ000209_06. 


0317 


.C22 




Gene No. 


83687 


Strand 


+ 








Start 


857 


End . 


4585 . 








Name 


OJ000209 06.0317.C22.ol.gs 


Method 


GENSCAN 








Start 


857 


End 


4585 








GI 


none 


Score 


.58 








Exons 


857.. 1092, 2682.. 2924, 4265. 


.4585 










Seq. No. 


40430 


Seq. ID 


OJ000209_06. 


0317 


.C23 




Gene No. 


83688 


Strand 


+ 








Start 


694 


End 


1982 







40411 




Name 


OJ000209 06 0317 C23 ol 




Mpt hod 


AAT/GAP 






Start 


694 ~~ 




End 


1534 






GI 


703000 
t \j *j \j \j \j 




Score 


780 






J— f rfW Vw/ 1 i o 


694. .913, 1328. .1534 












Seq. No. 


40430 




Seq. ID 


OJ000209_ 


06.0317 


.C23 


Gene No. 


83688 




Strand 


+ 






Start 


694 




End 


1982 






Name 


OJ000209 06.0317.C23.ol. 


gs 


Mpt hod 


GENSCAN 






Start 


705 




End 


1982 






GI 


none 




Score 


. 55 






F, von *? 


705. .1216, 1261. .1379, 1909.. 


1982 








Seq. No. 


40431 




Seq. ID 


OJ000209_ 


06.0317 


.C24 


Gene No. 


83689 




Strand 








Start 


1278 




End 


2565 






Name 


OJ000209 06.0317.C24.ol. 


gp 


Method 


AAT/GAP 






Start 


1278 




End 


1798 






GI 


none 




Score 


735 






J— J *\ w no 


1278.. 1579, 1714.. 1798 












Sea No 


40431 




Sea. ID 


OJ000209 


06. 0317 


.C24 


Gene No. 


83689 




Strand 








Start 


1278 




End 


2565 






Name 


OJ000209 06.0317.C24.ol. 


np 


Method 


AAT/NAP ' 






Start 


1696 




End 


2565 






(IT 


5106371 




Score 


111 






T7 1 von q 


1696. .1814, 1894. .1958, 


2474. 


.2565 










(AB029059) FIFO-ATPase inhibitor protein [Oryza 


o d I L VqJ 




Seq. No. 


40431 




Seq. ID 


OJ000209_ 


06.0317 


.C24 


Gene No. 


83689 




Strand 








Start 


1278 




End 


2565 






Name 


OJ000209 06.0317.C24.o2. 


gp 


Method 


AAT/GAP 






Start 


1703 




End 


1993 






GI 


3107067 




Score 


314 






E von<3 

1—1 -<V V-/ HkJ 


,1703. .1809, 1898. .1993 












Seq. No. 


40431 




Seq. ID 


OJ000209_ 


06.0317 


.C24 


Gene No. 


83689 




Strand 








Start 


1278 




End 


2565 






Name 


OJ000209 06.0317.C24.ol. 


gs 


Method 


GENSCAN 






Start 


1714 




End 


2071 






GI 


none 




Score 


.88 






F. von q 


1714. .1809, 1898. .2071 












Sea No 


40431 




Seq. ID 


OJ000209_ 


06. 0317 


. C24 


Gene No. 


83690 




Strand 








Start 


2674 




End 


2863 






Name 


OJ000209 06.0317.C24.o3. 


gp 


Method 


AAT/GAP 






Start 


2674 




End 


2863 






GI 


3732 1.R1084 




Score 


283 






Exons 


2674. .2863 












GI Descrip. 


' 526294 6/emb| CAB45873.il 


l.Oe 


-139 (Y19104) beta- 


■alanine 


synthase 



[Lycopersicon esculentum] ' 



Seq. No. 40432 Seq. ID OJ000209_06 . 0317 . C25 



40412 




Gene No. 


83691 




Strand 


+ 


Start 


911 




End 


2631 


Name 


OJ000209 06.0317 


.C25.ol.np 


Method 


AAT/NAP 


Start 


911 




End 


2631 


GI 


5262946 




Score 


780 


Exons 


911. .1038, 1261. 


.1352, 1455.. 


1606, 1698.. 1744, 1837.. 1870, 




1989.. 2155, 2290 


..2386, 2459. 


.2631 . 




GI Descrip. 


(Y19104) beta-alanine synthase [Lycbpersicon esculentum] 


Seq. No. 


40432 




Seq. ID 


OJ000209_06.0317.C25 


Gene No. 


83691 




Strand 


+ 


Start 


911 




End 


2631 


Name 


OJ000209 06.0317 


.C25.ol. tm 


Method 


TBLASTX: Maize 


Start 


987 ~ 




End 


2478 


GI 


none 




Score 


84 


Exons 


987. .1040, 988.. 


1065, 1256.. 1345, 1256. 


.1345, 1258. .1353, 




1261.. 1353, 1453 


..1608, 1453. 


.1608, 1684. .1761, 1697. .1762, 




1835.. 1873, 1836 


..1871, 1836. 


.1874, 1970. .2155, 1984. .2157, 




1985.. 2152, 1989 


..2156, 1990. 


.2172, 2289.. 2387, 2289.. 2387, 




2290.. 2388, 2296 


..2388, 2454. 


.2477, 2455. .2478, 2455. .2478 


Seq. No. 


40432 




Seq. ID 


OJ000209_06.0317.C25 


Gene No. 


83691 




Strand 


+ 


Start 


911 




End 


2631 


Name 


OJ000209 06.0317 


. C25.ol.gp 


Method 


AAT/GAP 


Start 


988 




End 


2386 


GI 


3732 1.R1084 




Score 


1124 


Exons 


988.. 1038, 1261. 


.1352, 1455.. 


1606, 1696 


..1744, 1837. .1870, 




1989.. 2155, 2290 


. .2386 






GI Descrip. 


, 5262946/emb|CAB45873.1| 1 . Oe 


-139 (Y19104) beta-alanine synl 




[Lycopersicon esculentum] 1 






Seq. No. 


40432 




Seq. ID 


OJ000209_06.0317.C25 


Gene No. 


83691 




Strand 


+ 


Start 


911 




End 


2631 


Name 


OJ000209 06.0317 


.C25.ol.tc 


Method 


TBLASTX: Cress 


Start 


988 




End 


1608 


GI 


none 




Score 


85 


Exons 


988.. 1065, 1258. 


.1329, 1261.. 


1353, 126S 


>. .1352, 1453. .1608, 




1482. .1607 








Seq. No. 


40432 




Seq. ID 


OJ000209_06.0317.C25 


Gene No. 


83691 




Strand 


+ 


Start 


911 




End 


2631 


Name 


OJ000209 06.0317 


.C25.ol.ts 


Method 


TBLASTX: Soybean 


Start 


988 




End 


1747 


GI 


none 




Score 


77 


Exons 


988.. 1065, 1261. 


.1353, 1453.. 


1608, 1482 


..1607, 1684. .1746, 




1697. .1747 








Seq. No. 


40432 




Seq. ID 


OJ000209_06.0317.C25 


Gene No. 


83691 




Strand 


+ 


Start 


911 




End 


2631 


Name 


OJ000209 06.0317 


.C25.ol.gs 


Method 


GENSCAN 


Start 


990 




End 


2155 


GI 


none 




Score 


.98 


Exons 


990.. 1038, 1261. 


.1352, 1455.. 


1606, .1698 


..1744, 1837. .1870, 



40413 



1989. .2155 



Seq. No. 40432 Seq. ID 

Gene No. 83691 Strand 

Start 911 End 

Name OJ000209_06 . 0317 . C25 . o2 . ts Method 

Start 1984 End 

GI none Score 

Exons 1984.. 2157, 1985.. 2152, 1988.. 2161, 2116 

2289.. 2387, 2289.. 2387, 2290.. 2388, 2454 



OJ000209_06.0317.C25 
+ 

2631 

TBLASTX: Soybean 
2478 
280 

2172, 2288.. 2386, 
2477, 2455.. 2478 



Seq. No. 40433 Seq. ID 

Gene No. 83692 Strand 

Start 382 End 

Name OJ000209JD2 . 0314 . C3 . ol . gs Method 

Start 382 End 

GI none Score 

Exons 382.. 744 



OJ000209_02.0314.C3 
744 

GENSCAN 

744 

.51 



Seq. No. 40434 

Gene No. 83693 

Start 63 

Name OJ000209_02 . 0314 . C4 . ol . gs 

Start 63 

GI none 

Exons 63.. 191, 421.. 1023 



Seq. ID OJ000209_02.0314.C4 

Strand + 

End 1055 

Method GENSCAN 

End 1023 

Score . 9 



Seq. No. 40434 Seq. ID 

Gene No. 83693 Strand 

Start 63 End 

Name OJ000209_02 . 0314 . C4 . ol . tm Method 

Start 121 End 

GI none Score 
Exons 



OJ000209_02.0314.C4 
+ 

1055 

TBLASTX: Maize. 

1055 

70 



121. .198, 126. .191, 413. .604, 417. .566, 455.-577, 457. .585, 
572. .721, 574. .723, 574. .723, 576. .725, 719. .841, 720. .845, 
730. .867, 736. .867, 860. .916, 862. .930, 867.. 944, 1017.. 1055 



Seq. No. 40435 Seq. ID 

Gene No. 83694 Strand 

Start 316 End 

Name OJ000209_02 . 0314 . C6 . ol . gp Method 

Start 316 End 

GI none Score 

Exons 316.. 678 



OJ000209_02.0314.C6 
+ 

1725 
AAT/GAP 
678 
684 



Seq. No. 


40435 








Seq. ID 


OJ000209 


_02. 


0314 


.C6 


Gene No. 


83694 








Strand 


+ 








Start 


316 








End 


1725 








Name 


OJ000209 


02.0314 


.C6.ol 


.gs 


Method 


GENSCAN 








Start 


470 








End 


1725 








GI 


none 








Score 


.66 








Exons 


470. .845, 


1606. . 


1725 














Seq. No. 


40435 








Seq. ID 


OJ000209_ 


_02. 


0314 


-C6 


Gene No. 


83694 








Strand 


+ 








Start 


316 . 








End 


1725 








Name 


OJ000209 


02.0314 


.C6.ol 


.np 


Method. 


AAT/NAP 









40414 




Start 


491 




End 


1229 




GI 


3885343 




Score 


192 




Exons 


491. .844, 1121. .1229 










GI DescriD. 


(AC005623) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


40435 




Seq. ID 


OJ000209_02.0314 


.C6 


Gene No. 


83694 




Strand 


+ 




Start 


316 - 




End 


1725 




Name 


OJ000209 02.0314 .C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


598 ~ 




.End 


790 




GI 


none 




Score 


118 




Exons 


598.. 702, 601.. 789, 602 


. .790 








Seq. No. 


40435 




Seq. ID 


OJ000209_02.0314 


.C6 


Gene No. 


83694 




Strand 


+ 




Start 


316 




End 


1725 




Name 


OJ000209 02.0314.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


601 ~ 




End 


844 




GI 


none 




Score 


183 




Exons 


601. .669, 602. .742, 740 


. .844 








Seq. No. 


40436 




Seq. ID 


OJ000209_02.0314 


.C7 


Gene No. 


83695 




■ Strand 


+ 




Start 


133 




End 


239 




Name 


OJ000209 02.0314.C7.ol. 


gs 


Method 


GENSCAN 




Start 


133 ~~ 




End 


239 




GI 


none 




Score 


.8 




F.xon <? 


133 239 










Sea. No. 


40437 




Seq. ID 


OJ000209_02.0314 


.C8 


Gene No . 


83696 




Strand 






Start 


1 




End 


1528 




Name 


OJ000209 02.0314.C8.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1528 




GI 


7523406 




Score 


490 




Exons 


1..191, 281. .474, 547.. 


994, 


1022. .1177 


, 1486. .1528 




GI Descrip. 


(AL138648) inositol-1, 


4, 5- 


trisphosphate 5-Phosphatase 


-like 




protein [Arabidopsis thaliana] 






Seq. No. 


40437 




Seq. ID 


OJ000209_02.0314 


.C8 


Gene No. 


83696 




Strand 






Start 


1 




End 


1528 




Name 


OJ000209 02.0314.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


80 




End 


433 




GI 


none 




Score 


42 




Exons 


80. .190, 87. .185, 280.. 


432, 


287. .433 






Seq. No. 


40437 




Seq. ID 


OJ000209_02.0314 


.C8 


Gene No. 


83696 




Strand 






Start 


1 




End 


1528 




Name 


OJ000209 02.0314.C8.ol. 


gs 


Method 


GENSCAN 




Start 


83 




End 


1177 




GI 


none 




Score 


.83 




Exons 


83. .191, 281. .474, 547. 


.1177 








Seq. No. 


40437 




Seq. ID 


OJ000209_02.0314 


.C8 


Gene No. 


83696 




Strand 







40415 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ000209_02.0314.C8.ol.tc 

125 

none 



End 

Method 

End 

Score 



1528 * 

TBLASTX: Cress 

684 

54 



125. .187, 131. .190, 280. .444, 281. .445, 282. .446, 547. .663, 
547. .684, 548. .682 



40437 Seq. ID 

83696 Strand 

1 End 

OJ000209_02.0314.C8.ol.ts Method 

131 End 

none Score 



OJ000209_02.0314.C8 
1528 

TBLASTX : Soybean 

684 

140 



131. .190, 280. .477, 338. .475, 547. .681, 547. .684 



40437 
83696 
1 

OJ000209_02.0314.C8.ol.tm 
434 
none 

434. .475, 434. .475, 436. .486, 436. .477, 545 
548. .697, 702. .911, 767..913, 793. .912, 802 



Seq. ID OJ000209_02.0314 .C8 
Strand 

End 1528 
Method TBLASTX: Maize 
End 915 
Score 66 

697, 547 
915, 803 



711, 
913 



OJ000209JD2.0314.C9 
1698 

AAT/NAP . - 

1698 

101 



40438 Seq. ID 

83697 Strand 
1 End 
OJ000209_02 . 0314 . C9 . ol . np Method 
1 End 
7484956 Score 
1..21, 885. .1557, 1675. .1698 

extensin homolog F2401.18 - Arabidopsis thaliana 
gi 12781362 | gb IAAB96863.il (AC003113) F2401.18 [Arabidopsis 
thaliana] gi | 5454187 | gb|AAD43602 . 1 |AC005698_1 (AC005698) T3P18.1 
[Arabidopsis thaliana] 

Seq. ID OJ000209_02. 0314. C10 



4.0439 
83698 
1 

OJ000209_02. 0314. C10. ol.np 
1 

3461822 
1..800, 1280. .2104 

(AC004138) hypothetical protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

2451 
AAT/NAP 
2104 
1078 



40439 Seq. ID 

83698 Strand 

1 End 

OJ000209_02 . 0314 . C10 . ol . gs Method 

81 End 

none Score 
81. .521, 1643. .1963, 2347. .2451 

40439 Seq. ID 

83698 Strand 

1 End 

OJ000209 02.0314.C10.o2.tc Method 



OJ000209_ 
+ 

.2451 
GENS CAN 
2451 
.5 



02. 0314. C10 



OJ000209_02. 0314. C10 
+ 

2451 

TBLASTX: Cress 



40416 




Start 150 

GI none 

Exons 150.. 395, 171.. 395, 398. 

663. .788, 672. .788, 1279 

Seq. No. 40439 

Gene No. . 83698 

Start 1 

Name OJ000209_02 . 0314 .CIO .o3. 

Start 177 

GI none 

Exons 177.. 383, 288.. 383, 362. 

630. .806, 650.. 787, 693. 

Seq. No. 40439 

Gene No. 83698 

Start 1 

Name OJ000209_02 . 0314 .C10 . ol . 

Start 198 

GI none 

Exons 198.. 389, 395.. 568, 399. 

1280. .1378, 1285. .1371 

Seq. No. 40439 

Gene No. 83698 

Start 1 

Name OJ000209_02 . 0314 .C10 .o3 . 

Start 201 

GI none 

Exons 201.. 302, 315.. 392, 399. 
702. .806 

Seq. No. 40439 

Gene No. 83698 

Start 1 

Name OJ000209_02 . 0314 .C10 . o2 . 

Start 1289 

GI none 

Exons 1289.. 1378, 1358.. 1738 

Seq. No. 40439 

Gene No. 83698 

Start 1 

Name OJ000209_02 . 0314 . C10 . ol . 

Start 1345 

GI none 

Exons 1345.. 1602, 1346.. 1600, 

Seq. No. 40439 

Gene No. 83698 

Start 1 
'.Name . " . .OJ000209_02 . 0314 .C10 . ol. 

Start;^ ' : '1574 ■">"•«■: 

GI none 

Exons 1574.. 2107, 1859.. 2119, 

Seq. No. 40439 






End 


1460 






Score 


108 




.796, 


399. .794 


, 486. . 554., 507 . . 


788, 


>..1362, 1280.. 


1372, 1380.. 1460 






Seq. ID 


OJ000209 02.0314 


.C10 




Strand 


+ ~~ 






End 


2451 




tm 


Method 


TBLASTX: Maize 






End 


806 






Score 


86 




.724, 


396. .716 


, 411 . .497, 594 . . 


788, 


.740 










Seq. ID 


OJ000209_02.0314 


.C10 




Strand 


+ 






End 


2451 




tw 


Method 


TBLASTX: Wheat 






End 


1483 






Score 


101 




.572, 


462. .806, 479. .799, 1262. 


. 148 




Seq. ID 


OJ000209 02.0314 


.C10 




Strand 


+ 






End 


2451 




ts 


Method 


TBLASTX : Soybean 






End 


806 






Score 


54 




.611, 


621. .770 


, 626.. 766, 636.. 


773, 




Seq. ID 


OJ000209_02.0314 


.C10 




Strand 


+ 






End 


2451 




ts 


Method 


TBLASTX: Soybean 






End 


1738 






Score 


83 






Seq. ID 


OJ000209_02.0314 


.C10 




Strand 


+ 






End 


2451 




tm 


Method 


TBLASTX: Maize 






End 


1602 






Score 


360 




1357 . 


.1602 








Seq. ID 


OJ000209_02.0314 


.C10 




Strand 


+ 






End 


2451 




tc. 


Method, 


- TBLASTX: Cress 






End ' 


2119 V 






Score 


415 




1956. 


.2108 








Seq. ID 


OJ000209_02.0314 


.C10 



40417 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



83698 Strand 
1 End 
OJ000209_02. 0314 .CIO. o2.tm Method 
1697 End 
none Score 
1697.. 2107, 1705.. 1938, I960.. 2001 



+ 

2451 . 

TBLASTX: Maize 

2107 

318 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40439 

83698 Strand 
1 End 
OJ000209_02.0314.C10.6l.ts Method 
1739 End 
none Score 
1739.. 2107, 1833.. 1904, 1897.. 2106 

40440 Seq. ID 

83699 Strand 
1 End 
OJ000209_02.0314.Cll.ol.gp Method 
1 End , 
none Score 
1..442 



Seq. ID OJ000209_02. 0314 .C10 



+ 

2451 

TBLASTX: Soybean 

2107 

338 



OJ000209_02.0314.C11 
+ 

442 

AAT/GAP 

442 

862 



Seq. ID OJ000209_02.0314.C11 
Strand 
End 

Method 
End 
Score 

195. .398, 207. .398, 209. .439, 460. .552, 627. .653, 743. .928, 
776. .928, 1325. .1402, 1327. .1401, 1413. .1472, 1418. .1459 



Seq. No. 40440 

Gene No. 83700 

Start 203 

Name OJ000209_02 . 0314 . Cll . ol . tm 

Start 195 

GI none 
Exons 



1472 

TBLASTX: Maize 

1472 

169 



Seq. No. 


40440 






Seq. ID 


OJ000209JD2.0314 


.Cll 


Gene No. 


83700 






Strand 






Start 


203 






End 


1472 




Name 


OJ000209 


02. 0314. Cll. ol. 


gs 


Method 


GENSCAN 




Start 


203 






End 


1444 




GI 


none 






Score 


.91 




Exons 


203. .922, 


1326. .1444 










Seq. No. 


40440 






Seq. ID 


OJ000209_02.0314 


.Cll 


Gene No. 


83700 






Strand 






Start 


203 






End 


1472. 




Name 


OJ000209 


02. 0314. Cll. ol. 


tw 


Method* * 


TBLASTX: Wheat 




Start 


329 






End 


917 




GI 


none 






Score 


172 




Exons 


329. .460, 


464.. 580, 615. 


.653, 


616. .882, 


629. .892, 762.. 


905, 




773. .916, 


789. .917 











Seq. No. 40441 Seq. ID 

Gene No. 83701 Strand 

Start 85 .;. , . .- End , 

Name. OJ000209_02 .'0314 . C12 . ol . gp. Method - 

Start 85 End 

GI none Score 

Exons 85.. 107, 421.. 587 



OJ000209_02.0314.C12 

587. ... 
AAT/GAP 
587 
256 



40418 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40441 
83702 
570 

OJ000209_02.0314.C12.ol.np 
570 

7485985 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 02.0314.C12 



4541 
AAT/NAP 
4541 
342 

570.. 623, 2686.-2829, 4025.. 4209, 4305.. 4541 
hypothetical protein F22O13.20 - Arabidopsis thaliana 
gi|3063458|gb|AAC14046.1| (AC003981) F22O13.20 [Arabidopsis 
thaliana] 





Seq. No. 


40441 




Seq. ID 


OJ000209_02.0314.C12 




Gene No . 


83702 




Strand 






Start 


570 




End 


4541 




Name 


OJ000209 02.0314.C12.o2.gp 




Method 


AAT/GAP 




Start 


726 




End 


1038 




GI 


3107358 




Score 


574 




Exons 


726. .1038 










Seq. No. 


40441 




Seq. ID 


OJ000209_02.0314.C12 




Gene No. 


83702 




Strand 






Start 


570 




End 


4541 




Name 


OJ000209 02.0314.C12.o2.gs 




Method 


GEN SCAN 




Start 


2392" 




End 


4541 




GI 


none 




Score 


.86 




Exons 


2392. .2402, 2702.. 2829, 4025. 


.4198, 4276. .4541 


fjj 


Seq. No. 


40441 




Seq. ID 


OJ000209_02.0314.C12 


f ^ 


Gene No . 


83703 




Strand 






Start 


5588 




End 


7663 




Name 


OJ000209 02.0314.C12.o3.gp 




Method 


AAT/GAP 




Start 


5490 




End 


5838 


ry 


GI 


none 




Score 


694 


= 

f i 


Exons 


5490.. 5838 










Seq. No. 


40441 




Seq. ID 


OJ000209J32 . 0314 .C12 




Gene No. 


83703 




Strand 




— 


Start 


5588 




End 


7663 




Name 


OJ000209 02.0314.C12.o3.gs 




Method 


GENSCAN 




Start 


5588 




End 


7597 


f ^ 


GI 


none 




Score 


.72 




Exons 


5588.. 5692, 6110.. 6190, 6552. 


.6611, 6711.. 6760, 6873.. 6924, 






7577. .7597 










Seq. No. 


40441 




Seq. ID 


OJ000209_02.0314.C12 




Gene No. 


83703 




Strand 






Start 


5588 




End 


7663 




Name 


OJ000209 02.0314.C12.o2.np 




Method 


AAT/NAP 




Start 


5914 




End 


7663 




GI 


2281780 




Score 


335 




Exons 


5914. .5997, 6110. .6190, 6552. 


.6598, 6698.. 6760, 6873.. 6924, 






7577. .7663 










'GI Desbrip. 


(AB003041) O-acetylserine.. 


thiol) lyase' [Arabidopsis thaliana] 






gi|6091759|gb|AAF03469.1|AC009327 8 (AC009327) O-acetylserine 






(thiol) lyase [Arabidopsis 


thaliana] 





Seq. No. 



40442 



Seq. ID OJ000209_02.0314.C13 



40419 




Gene No. 


83704 


Strand 


+ 


Start 


805 


End 


929 


Name 


. OJ000209 02-0314. C13.ol.gs 


Method 


GEN SCAN 


Start 


805 


End 


929 


GI 


none 


Score 


.61 


Exons 


805. .929 









Seq. No. 


40442 






Seq. ID 


OJ000209_02.0314.C13 




Gene No. 


83705 






Strand 






Start 


515 






End 


1355 




Name 


OJ000209 


02.0314.C13.ol. 


gp 


Method 


AAT/GAP 




Start 


515 






End 


1104 




GI 


19579 1.R1084 




Score 


885 




Exons 


515. . 903, 


1015. .1104 










GI Descrip. 


1 3063455 


1.0e-13 (AC003981) 


F22013.17 


[Arabidopsis thaliana] 1 




Seq. No. 


40442 






Seq. ID 


OJ000209 02.0314.C13 




Gene No. 


83705 






Strand 






Start 


515 






End 


1355 




Name 


OJ000209 


02.0314.C13.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


678 






End 


1152 




GI 


none 






Score 


46 - 




Exons 


678. .737, 


769. .906, 809. 


.904 


, 850. .918 


, 1012.. 1152, 1016.. 1102 


vJ 


Sea. No. 


40442 






Seq. ID 


OJ000209_02.0314.C13 




Gene No . 


83705 






Strand 






. Start 


515 






End 


1355 


: Li 


Name 


OJ000209 


02.0314.C13.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


794 






End 


1116 




GI 


none 






Score 


137 




Exons 


794. .904, 


811. .906, 815. 


.904 


, 1012.. 1116, 1019.. il02 




Seq. No. 


40442 






Seq. ID 


OJ000209_02.0314.C13 




Gene No. 


83705 






Strand . 






Start 


515 






End 


1355 




Name 


OJ000209 


02.0314.C13.ol. 


tc 


Method 


TBLASTX: Cress 


SIS 


Start 


807 






End . 


1152 




GI 


none 






Score 


63 




Exons' 


807. .878, 


808. .906, 812. 


.919 


, 815. .904 


, 1012. .1152, 1016. .1102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40442 Seq. ID 

83705 Strand 

515 End 

OJ000209_02 . 0314 . C13 . ol . np Method 

814 End 

4336205 Score 



OJ000209_02.0314.C13 

1355 
AAT/NAP 
1355 
246 



814.. 903, 1015.. 1143, 1320.. 1355 

(AF077372) cytochrome b5 reductase [Zea mays] 



40443 
83706 

1, 

' OJ000209_02 . 0314 . C14 . ol . np 
1 

4336205 



Seq. ID OJ000209_02.0314 .C14 
Strand 

End 1140 
Method' ' AAT/NAP ' 
End 1140 
Score 299 



1..38, 576. .665, 767. .847, 1048. .1140 
(AF077372) cytochrome b5 reductase [Zea mays] 



40420 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40443 
83706 
1 

OJ000209_02.0314.C14.ol.tc 

565 

none 



Seq. ID OJ000209_02.0314.C14 
Strand 

End 1140 

Method TBLASTX : Cress 

End 1136 

Score 109 



565. .666, 570. .668, 748. .810, 764. .847, 765. .848, 765.-848, 
1048.. 1080, 1077.. 1136 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons" 



40443 
83706 
1 

OJ000209_02.0314 .C14 .ol.tm 

565 

none 



Seq. ID OJ000209_02.0314.C14 
Strand 

End 1140 

Method TBLASTX : Maize 

End 1136 

Score 116 



565. .666, 570. .668, 574. .672, 576. .668, 764. .847, 765. . 84 J 
765. .848, 766. .849, 1039. .1083, 1046. .1081, 1077. .1136, 
1081. .1125 



1-5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40443 
83706 
1 

OJ000209_02 . 0314 .C14 . ol . tw 

565 

none 



Seq. ID OJ000209_02.0314.C14 
Strand 

End 1140 

Method TBLASTX: Wheat 

End 1136 

Score . 119 



565. .666, 570. .668, 576.-668, 764. .847, 765. .848, 1039. .1083, 
1040. .1081, 1047. .1088, 1048. .1083, 1077. .1136, 1081. .1131 



Seq. No. 40443 

Gene No. 83706 

Start 1 

Name OJ000209_02 . 0314 . C14 . ol . ts 

Start 565 

GI none 
Exons 



Seq. ID OJ000209_02.0314 .C14 
Strand 

End 1140 

Method TBLASTX : Soybean 

End 1136 

Score 100 



565. .666, 570. .668, 764. .847, 765 .. 848 , ,1039 1080, 1040. .1081, 
1048.. 1080, 1077.. 1136, 1083.. 1130, 1084.. 1131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40443 
83706 
1 

OJ000209_02 . 0314 . C14 . ol . gp 
570 

19579 1.R1084 



Seq. ID OJ000209_02.0314.C14 
Strand 

End 1140 

Method AAT/GAP 

End 1103 

Score 315 



570. .665, 767. .847, 1048. .1103 

'3063455 1.0e-13 (AC003981) F22013.17 [Arabidopsis thaliana] 1 



Seq. No. 


40443 


Seq. ID 


OJ000209_ 


02. 


0314 


.C14 


Gene No. 


83706 


Strand 










Start 


1 


End 


1140 








Name 


OJ000209 02.0314.C14.ol.gs 


Method 


GENS CAN 








Start 


576 


End 


847 








GI < 


none . - 


Score 


■:qi " ■ 








Exons 


576. .665, 767. .847 












Seq. No. 


40444 


Seq. ID 


OJ000209_ 


02. 


0314 


.C16 


Gene No. 


83707 . 


Strand 


+ 









40421 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



1152 
AAT/NAP 
980 
144 



OJ000209_02.0314.C16.ol.np 
1 

91208 
1..26, 272. .980 

proline-rich protein M14 precursor - mouse 

gi|567232|gb|AAA53048.1| (M23236) proline-rich protein [Mus 
musculus] 



Seq. No. 


40444 




Seq. ID 


OJ000209 


_02 


Gene No. 


83707 




Strand 


+ 




Of -i v>4- 

o car c 


1 




End 


1152 




Name 


OJ000209 02.0314.C16.ol. 


gs 


Method 


GEN SCAN 




Start 


235 




End 


1152 




GI 


none 




Score . 


.53 




Exons 


235. .360, 415. .598, 738. 


.961, 


1065. .1152 




Seq. No. 


40444 




Seq. ID 


OJ000209_ 


_02 


Gene No. 


83708 




Strand 


+ 




Start 


1195 




End 


1631 




Name 


OJ000209 02.0314.C16.o2. 


np 


Method 


AAT/NAP 




Start 


1195 




End 


1631 




GI 


7340884 




Score 


86 




Exons 


1195. .1339, 1585. .1631 










GI Descrip. 


(AP001551) Similar to Antirrhinum majus transposon 




transposase. (AB013982) 


[Oryza sativa] 






Seq. No. 


40444 




Seq. ID 


OJ000209_ 


_02 


Gene No. 


83709 




Strand 


+ 




Start 


1587 




End 


2138 




Name 


OJ000209 02.0314.C16.o3. 


np 


Method 


AAT/NAP 




Start 


1587 




End 


2138 




GI 


7228441 




Score 


87 




Exons 


1587. .1742, 2112. .2138 










GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


40445 




Seq. ID 


OJ000209_ 


02 


Gene No. 


83710 




Strand 


+ . 




Start 


793 




End 


?88 




Name 


OJ000209 02.0314.C17.ol. 


gs 


Method 


GENSCAN 




Start 


793 




End 


988 




GI 


none 




Score 


.86 




Exons 


793. .801, 926. .988 










Seq. No. 


40446 




Seq. ID 


OJ000209_ 


02 


Gene No. 


83711 




Strand 


+ 




Start 


342 




End 


4869 




Name 


OJ000209 02.0314.C18.ol. 


gs 


Method 


GENSCAN 




Start 


342 




End 


4869 




GI 


none 




Score 


.6 




Exons 


342. .402, 557. .904, 1472 


. .1558 


1, 4660.. 


4869 




Seq. Nov : 


40447 ■ 




Seq. ID 


OJ000209 


02 


Gene No. 


83712 




Strand 


+ 




Start 


207 




End 


2244 




Name 


OJ000209 02.0314.C19.ol. 


gs 


Method 


GENSCAN 




Start 


207 


End 


1218 





40422 



GI 


none 


Score 


.68 








F 1 von q 


207. .319, 519. .568, 908. .982, 1139. .1218 








Qpn Mo 


40447 


Seq. ID 


OJ000209 


02 . 


0314 


.C19 


Gene No. 


83712 


Strand 


+ 








Start 


207 


End 


2244 








Name 


OJ000209 02.0314 .C19.ol.np 


Method 


AAT/NAP 








Q+- a rt 


815 


End 


2244 








GI 


5852084 


Score 


65 










815. .863, 2129. .2244 














(AL117264) zwh0007.1 [Oryza 


sati va] 










Seq. No. 


40447 


Seq. ID 


OJ000209_ 


02. 


0314 


.C19 


Gene No. 


83713 


Strand 


— 








Start 


1728 


End 


1875 








Name 


OJ000209 02.0314.C19.o2.gs 


Method 


GENSCAN 








Start 


1728 


End 


1875 








GI 


none 


Score 


.92 








Rxons 


1728. .1875 












Seq. No. 


40448 


Seq. ID 


OJ000209_ 


02. 


0314 


.C20 


Gene No. 


83714 


Strand 


+ 








Start 


572 


End 


998 








Name 


OJ000209 02.0314.C20.ol.gp 


Method 


AAT/GAP 










572 


End 


998 










none 


Score 


826 








R von c; 


572. .998 














40448 


Seq. ID 


OJ000209_ 


02 . 


0314 


.C20 


Gene No. 


83715 


Strand 










Start 


916 


End 


2079 








Name 


OJ000209 02.0314.C20.ol.np 


Method 


AAT/NAP 










910 


End 


1771 








GI 


6522534 


Score 


80 








R von 


910. .1015, 1635.. 1771 












GI Dp^prirj 


(AL132955} Dutative Drotein 


[Arabidopsis thaliana] 






Seq. No. 


40448 


Seq. ID 


OJ000209_ 


02. 


0314 


.C20 


Gene No. 


83715 


Strand 










Start 


916 


End 


2079 








Name 


OJ000209 02.0314.C20.ol.gs 


Method 


GENSCAN 








Start 


916 


End 


2079 








GI 


none 


Score 


.87 








R vons 


916. .1044. 1805. .1863, 1974. 


.2079 










Seq. No. 


40449 


Seq. ID 


OJ000209_ 


02. 


0314 


.C21 


Gene No. 


83716 


Strand 


+ 








Start 


2059 


End 


2577 








Name 


OJ000209 02 . 0314 . C21 . o2 . gs 


Method 


GENSCAN 








Start 


2059 


End 


2577 








GI 


none 


Score 


.99 








Exons 


2059.. 2577 












Seq. No. 


'40449 


Seq. ID 


OJ000209_ 


02. 


0314 


.C21 


Gene No. 


83717 


Strand 










Start 


1 


End 


138 








Name 


OJ000209 02.0314.C21.ol.gp 


Method 


AAT/GAP 









40423 





Of -1 


1 

X 




End 


138 






none 




Score 


245 




Exons 


J. • • 1 JO 










Seq. No. 


40450 




Seq. ID 


OJ000209_02.0314.C22 




Gene No. 


83718 




Strand 


+ 






115 




End 


2448 




Name 


01000909 09 0^14 C9? ol 


crs 


Method 


GENS CAN 




btan . 


115 _ 

X X O 




End 


2448 






none 




Score 


.62 ' 




Exons 


1 1 R 997 717 815 909 


. 1597, 


1660. .2448 




beq . NO . 






Seq. ID 


OJ000209_02 . 0314 .C22 




Gene No. 


83718 




Strand 


+ 




Start 


115 




End 


2448 




Name 


OJ000209 02 0314 C22.ol 


. tc 


Method 


TBLASTX: Cress 






715 ~~ 




End 


1721 






none 




Score 


66 




Exons 


71 5 7ft0 QO? 9fift 904 


1074, 


1027. .1116, 1042. .1116, 






T 1 c=^r io/c 1 1 fin 1258. 


1632 . . 


1721 






beq. wo. 


404 50 




Seq. ID 


OJ000209_02.0314.C22 




Gene No. 


83718 




Strand 


+ 




Start 


115 




End 


2448 




Name 


n.iooo909 09 0*^14 C77 ol 


. tm 


Method 


TBLASTX: Maize 


in 


start 


1 rm7 

1U J / 




End 


2144 




Gl 


none 




Score 


122 


i y 


Exons 


1 0R7 1 991 1 OQfi 1 909 


1 528 


1563, 1593.. 1880, 1593.. 1871, 


f i 

E , ; 




1 1 qqo 1 RQ5 1 fi79 


1962 


2024, 2064. .2144 




Seq. No. 


40450 




Seq. ID 


OJ000209_02.0314.C22 


fll 


Gene No. 


83718 




Strand 


+ 






115 




End 


2448 


5 


Name 


n T00090Q 09 0^14 r9 2 ni 




Method 


AAT/GAP 


f =| 


buarr 


1 fi74 ~~ 
ID /4 




End 


2140 


M 




none 




Score 


882 


L .3. 
r — 


Exons 


1 fi74 91 40 










beq. wo. 


404 51 
*i Ufl OX 




Seq. ID 


OJ000209_02.0314.C23 


C3 


Gene No. 


ft ^71 9 




Strand 


+ 


f 1 


DLdl L 


241 




End 


2029 




Name 


OJ000209 02.0314.C23.ol 


.gp 


Method 


AAT/GAP 




Start 


241 




End 


2029 




pT 


16970 3.R1084 




Score 


1331 




Exons 


241. .291, 404. .479, 572 


. .673, 


1148. .1296, 1655. .2029 




oi uescrip . 


• 1710521/sp | P50888 | RL24 


HORVU 


3.0e-59 


60S RIBOSOMAL PROTEIN 




>gi 1154859 emb CAA63960 (X94296) L24 


ribosomal protein 






[Hordeum vulgar e] ' 












40451 




Seq. ID 


OJ000209_02.0314 .C23 




Gene No. 


83719 




Strand 


+ 




Start 


241 




End 


2029 




Name 


OJ000209' 02.0314.C23.ol 


. gs ■ 


Method 


GENSCAN ■. 




Start 


281 




End 


1805 




GI 


none 




Score 


.97 




Exons 


281. .291, 404. .479, 572 


. .673, 


1148. .1296, 1655. .1805 



40424 




Seq. No. 


40451 




Seq. ID 


OJ000209_02.0314 -C23 


(2orip NO* 


83720 




Strand 


_ 


Start 


1269 




End 


4405 


Name 


OJ000209 02.0314.C23.o2. 


tw 


Method 


TBLASTX : Wheat 


Start 


209 




End 


1213 


GI 


none 




Score 


50 


Exons 


209. .292, 243.. 293, 245. 


.292, 


402. .497, 


404. .490, 411. .491, 


547. .675, 547. .654, 551. 


.658, 


558. .710, 


569. .682, 1144. .1212, 




1146. .1211, 1148. .1213 








Q/^z-t No. 


40451 




Seq. ID 


OJ000209_02.0314 .C23 


fipriP NO - 


83720 




Strand 




Start 


1269 




End 


4405 


Name 


OJ000209 02.0314.C23.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


241 




End 


1303 


GI 


none 




Score 


36 


Exons 


241. .291, 360. .392, 402. 


.497, 


404. .490, 


410. .517, 524. .592, 




568. .675, 569.-682, 571. 


. 654, 


1144. .1260, 1146. .1292, 




1147. .1293, 1148. .1303 








Seq. No. 


40451 




Seq. ID 


OJ000209_02.0314.C23 


Gene No. 


83720 




Strand 




Start 


1269 




End 


4405 


Name 


OJ000209 02.0314.C23.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


401 




End 


1303 


(IT 


none 




Score 


142 


jTvnn s 


401. .529, 402. .497, 547. 


.654, 


569. .673, 


1145. .1303, 1148. .1303 


Cprr No. 


40451 




Seq. ID 


OJ000209_02 . 0314 .C23 


Gene No. 


83720 




Strand 




Start 


1269 




End 


4405 


Name 


OJ000209 02.0314.C23.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


401 




End 


1303 


GI 


none 




Score 


136 


F.xon *5 

_j A x i 


401. .487, 402. .497, 569. 


.673, 


571. . 654, 


1144. .1260, 1145. .1303, 




1148. .1303 








Seq. No. 


40451 




Seq. ID. 


OJ000209_02.0314 .C23 


Gene No. 


83720 




Strand 




Start 


1269 




End 


4405 


Name 


OJ000209 02.0314.C23.ol. 


np 


Method 


AAT/NAP 


Start 


1269 




End 


4405 


GI 


3582328 




Score 


1051 


Exons 


1269. .1309, 2654. .4405 








GI DescriD. 


(AC005496) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


40451 




Seq. ID 


OJ000209_02.0314 .C23 


Gene No. 


83720 




Strand 




Start 


1269 




End 


4405 


Name 


OJ000209 02.0314.C23.o2 


gs 


Method 


GENSCAN 


Start 


2645 




End 


4345 


GI 


none 




Score 


.99 


Exons 


2645.. 4345 








Seq. No. 


40451 




Seq. ID 


OJ000209_02.0314 .C23 


Gene No. 


83720 




Strand 




Start 


1269 




End 


4405 



40425 




IN CLULC 


OJ000209 02 


. 0314 . 


C23.ol 


. ts 


Method 


TBLASTX : Soybean 


O L. CX J- U 


2654 ~~ 








End 


3082 


VjX 


n on 








Score 


71 


pvnn c 


2654 3082. 


2787. 


.2960, 


2870. 


.2974 




Corr Mo 
Oc4 • LNU • 


404 51 

*1 \/ *± J X 








Seq. ID 


OJ000209_02.0314.C23 


Pnnn Mo 


ft ^7?n 








Strand 




Of- a -rf- 
o Ldl u 


1269 








End 


4405 


Name 


OJ000209 02 


.0314. 


C23.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2669 








End 


4240 


VJ X 


none 








Score 


115 


Pyrin e 


2669 3400- 


2796. 


.2984, 


2825. 


.3133, 3074.. 3508, 3078.. 3272, 




3098 3490. 


3321 . 


. 3416, 


3326. 


.3574, 3410. .3574, 3413. .3577, 




3506 3673 


3710 . 


.4132, 


3740. 


.4150, 3777. .3953, 3809. .4183, 




4001 4237. 


4076. 


. 4240 








Qorr NIo 


40451 








Seq. ID 


OJ000209_02.0314.C23 




83720 








Strand 




Start 


1269 








End 


4405 


Name 


OJ000209 02 


.0314. 


C23.ol 


.tc 


Method 


TBLASTX: Cress 


O L. O.X U 


2882 








End 


4231 


ox 


none 








Score 


53 


Exons 


2882 2983 


2963 . 


. 3091, 


2987 . 


.3091, 3056.. 3217, 3101.. 3529, 




3101 ?fift? 


314 9 


3391 


3228 . 


.3248, 3344. .3412, 3557.. 3925, 




3794 4090 


3800 

j o \J \J • 


. 4228, 


4121 . 


.4231 




oeq » iNu . 


404 SI 








Seq. ID 


OJ000209_02.0314.C23 


Gene No. 


83720 








Strand 




Start 


1269 








End 


4405 


IN Clll.lt: 


OJ000209 02 


. 0314 . 


C23 ol 


. tw 


Method 


TBLASTX: Wheat 




2963 ~~ 








End 


4135 




n on ^ 
nunc 








Score 


156 


TJ* von c 


2963 3436 


3026. 


. 3139, 


3110. 


.3418, 3300. .3437, 3326. .3586, 




3491 3829 


3749. 


.4135 








JC^j. IN U • 


404 51 








Seq. ID 


OJ000209_02.0314.C23 


Gene No. 


83720 








Strand 




Start 


1269 








End 


4405 


Name 


OJ000209 02 


.0314 . 


C23.o3 


. ts 


Method 


TBLASTX: Soybean 


O LCll U 


3107 _ 








End 


4240 


O -L 


none 








Score 


92 


Pvnn c 


3107 3247 


3167 . 


. 3541, 


3212 . 


.3526, 3459.. 3551, 3704.. 3943, 




3866 4093 


4121 . 


. 4240 








Seq. No. 


40452 








Seq. ID 


OJ000209_02.0314.C24 


Gene No. 


83721 








Strand 


+ 




1951 








End 


4500 


LN CULIG 


OJ000209 02 


. 0314 . 


C24 o2 


. CJS 


Method 


GENSCAN 




1951 _ 








End 


4500 


ox 


n on ^ 
nunc 








Score 


.64 


DAUliO 


1951 3492 


4097 . 


. 4201, 


4444 . 


.4500 




Seq. No. • 


40452 








Seq. ID 


OJ000209_02.0314.C24 


Gene No. 


83721 








Strand 


+ 


Start 


1951 








End 


4500 


Name 


OJ000209 02 


.0314. 


C24.ol 


• gp 


Method 


AAT/GAP 


Start 


2789 








End 


3308 



40426 




GI 


uC-osflm202111gllbl 




Score 


1016 


Exons 


2789. .3308 








GI Descrip. 


•5454208/gb IAAD43623.il 


AC005698 22 7.0e-21 (AC005698) T3P18 




[Arabidopsis thaliana] 1 








Seq. No. 


40452 




Seq. ID 


OJ000209_02.0314.C24 


Gene No . 


83722 




Strand 


- 


Start 


169 




End 


1578 


Name 


OJ000209 02.0314.C24.ol 


.gs 


Method 


GENSCAN 


Start 


169 




End 


1578 


GI 


none 




Score 


.93 


Exons 


169. .1578 








Seq. No. 


40452 




Seq. ID 


OJ000209_02.0314.C24 


Gene No. 


83722 




Strand 




Start 


169 




End 


1578 


Name 


OJ000209 02.0314.C24.ol 


.np 


Method 


AAT/NAP 


Start 


181 




End 


1407 


GI 


3249111 




Score 


834 


Exons 


181. .1407 








GI Descrip. 


(AC003114) T12M4.7 [Arabidopsis thaliana] 


Seq. No. 


40452 




Seq. ID 


OJ000209_02.0314.C24 


Gene No. 


83723 




Strand 




.Start 


5143 




End 


7838 


Name 


OJ000209 02.0314.C24.o2 


. tm 


Method 


TBLASTX : Maize 


Start 


181 




End 


3024 


GI 


none 




Score 


186 


Exons 


181.. 738, 182.. 712, 592 


. .732, 


626. .730, 


724. .990, 727. .930, 




779. .991, 910. .1104, 931.. 1104, 1036.. 1335, 1036.. 1293, 




1036.. 1293, 2800.. 3024, 


2803. 


.2991 




Seq. No. 


40452 




Seq. ID 


OJ000209_02.0314.C24 


G@n@ No m 


83723 




Strand 




Start 


5143 




End 


7838 


Name 


OJ000209 02.0314.C24.o4 


.tc 


■Method 


TBLASTX: Cress 


Start 


184 




End 


511 


GI 


none 




Score 


65 


Exons 


184.. 510, 350.. 511 








Seq. No. 


40452 




Seq. ID 


OJ000209_02.0314.C24 


Gene No . 


83723 




Strand 




Start 


5143 




End 


7838 


Name 


OJ000209 02.0314.C24.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


400 




End 


2997 


GI 


none 




Score 


62 


Exons 


400. .789, 1036. .1131, 1036. .1131, 1112. 


.1195, 2797.. 2997 


Seq. No. 


40452 




Seq. ID 


OJ000209_02.0314 .C24 


Gene No . 


83723 




Strand 




Start 


5143 




End 


7838 


Name 


OJ000209 02.0314.C24.o2 


.tw 


Method 


TBLASTX: Wheat 


Start . 


490 




End 


1293 


GI 


none 




Score 


92 


Exons 


490.. 738, 553.. 663, 733 


. .966, 


947. .1198 


, 979.. 1293 


Seq. No. 


40452 




Seq. ID 


OJ000209_02.0314.C24 



40427 




Gene No. 


83723 








Strand 






Start 


5143 








End 


7838 




Name 


OJ000209 02 


.0314 


.C24.o2 


,tc 


Method 


TBLASTX: Cress 




Start 


514 








End 


1452 




GI 


none 








Score 


43 




Exons 


514. .630, 553. .759, 554 


. .727, 


637. .738, 


724. .825, 724.. 


900, 




733. .1317, 


770. . 


829, 911. .1171, 940. .1095, 940. .1098, 






1001. .1228, 


1036 


. .1293, 


1342. 


.1452 






Seq. No. 


.40452 








Seq. ID 


OJ000209_02.0314 


.C24 


Gene No. 


83723 








Strand 






Start 


5143 








End 


7838 




Name 


OJ000209_02 


.0314 


.C24 . ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2618 








End 


5990 




GI 


none 








Score 


47 




Exons 


2618. .2767, 


5566 


• . 5586, 


5585. 


.5617, 5586. .5612, 5733. .5849, 




5735. .5869, 


5852 


. .5989, 


5853. 


.5990 






Seq. No. 


40452 








Seq. ID 


OJ000209_02.0314 


.C24 


Gene No. 


83723 








Strand 






Start 


5143 








End 


7838 




Name 


OJ000209 02 


.0314 


.C24.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


2755 








End 


3354 




GI 


none 








Score 


28 9 




Exons . 


2755. .3333, 


2769 


. .3257, 


3178. 


.3321, 3187. .3354 




Seq. No. 


40452 








Seq. ID 


OJ000209_02.0314 


.C24 


Gene No. 


83723 








Strand 






Start 


5143 








End 


7838 




Name 


OJ000209 02 


.0314 


.C24.o2 




Method 


AAT/GAP 




Start 


4918 








End 


5500 




GI 


none 








Score 


1103 




Exons 


4918. .5500 














Seq. No. 


40452 








Seq. ID 


OJ000209_02.0314 


.C24 


Gene No. 


83723 








Strand 






Start 


5143 








End 


7838 




Name 


OJ000209 02. 


,0314 


,C24.o3 


• gs 


Method 


GEN SCAN 




Start 


5143 








End 


7838 




GI 


none 








Score 


.83 




Exons 


5143. .5610, 


5711 


. .5997, 


6096. 


.6534, 7701.. 7838 




Seq. No. 


40452 








Seq. ID 


OJ000209_02.0314 


.C24 


Gene No. 


83723 








Strand 






Start 


5143 








End . 


7838 




Name 


OJ000209 02 


.0314 


,C24.o2 


.np 


Method 


AAT/NAP 




Start 


5146 








End 


6291 




GI 


6730938 








Score 


1666 




Exons 


5146. .5610, 


5711 


. .5997, 


6096. 


.6291 






GI Descrip. 


(AB028183) OsNAC4 protein [Oryza sativa] 




Seq. No. . 


40452 








Seq. ID 


OJ000209_02.0314 


.C24 


Gene No. 


. 83723 








Strand 






Start 


5143 








End 


7838 




Name 


OJ000209 02 


.0314 


.C24.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


5548 








End 


6246 




GI 


none 








Score 


35 





40428 





Exons 


5548. .5616, 5588.. 5617, 


5738. 


.5863, 5742. .5864, 5867. .5992, 






5868. .6011, 6092.. 6238, 


6094. 


.6246 






Seq. No. 


40452 




Seq. ID 


OJ000209_02.0314 .C24 




Gene No. 


83723 




Strand 






Start 


5143 




End 


7838 




Name 


OJ000209 02.0314.C24.ol. 


, tc 


Method 


TBLASTX: Cress 




Start 


5563 




End 


6229 




GI 


none 




Score 


39 




Exons 


5563.. 5616, 5582.. 5617, 


5738. 


.5863, 5742.. 5864, 5867.. 5998, 






5871.. 5999, 6092.. 6229, 


6097. 


.6228 






Seq. No. 


40452 




Seq. ID 


OJ000209_02.0314 .C24 




Gene No. 


83723 




Strand 






Start 


5143 




End 


7838 




Name 


OJ000209 02.0314.C24.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


5572 




End 


6294 




GI 


none 




Score 


130 




Exons 


5572. .5616, 5738.. 5863, 


5742. 


.5864, 58 


67. .5992, 5868. .5993, 






6097.. 6294, 6098.. 6235, 


6100. 


.6243 






Seq. No. 


40452 




Seq. ID 


OJ000209_02.0314.C24 




Gene No. 


83723 




Strand 






Start 


5143 




End 


7838 




Name 


OJ000209 02 . 0314 . C24 . o3 , 


.gp 


Method 


AAT/GAP 


r Pi 


Start 


5822 




End 


6402 


1', . 


GI 


26933 1.R1084 




Score 


848 




Exons 


5822.-5997, 6096.. 6402 








« ~ 


GI Descrip. 


, 4218535/emb|CAA09371.1 


I 2.0e 


-42 (AJ010829) GRAB1 protein 






[Triticum sp. ] 1 










Seq. No. 


40452 




Seq. ID 


OJ000209_02.0314.C24 




Gene No. 


83723 




Strand 




= 


Start 


5143 




End 


7838 




Name 


OJ000209 02.0314.C24.o3, 


.tw 


Method 


TBLASTX: Wheat 




Start 


6097 




End 


6261 


f ~ 


GI 


none 




Score 


163 




Exons 


6097. .6261, 6098.. 6238, 


6100. 


.6243 






Seq. No. 


40453 




Seq. ID 


OJ000209_02.0314.C25 




Gene No. 


83724 




Strand 


+ 




Start 


92 




End 


1144 




Name 


OJ000209 02.0314.C25.ol, 


. gs 


Method 


GENSCAN 




Start 


92 




End 


1144 




GI 


none 




Score 


.64 




Exons 


92. .163, 862.. 949, 1029, 


. .1144 








Seq. No. 


40453 




Seq. ID 


OJ000209_02.0314.C25 




Gene No. 


83725 




Strand 






Start 


847 




End 


1329 




Name 


OJ000209 02.0314.C25.ol, 


.np 


Method 


AAT/NAP 




Start 


847 




End 


1329 




GI 


6539585 • • 




Score 


115 




Exons 


847.. 925, 1169.. 1329 










GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


40454 




Seq. ID 


OJ000209_02.0314 .C27 



40429 



Gene No. 83726 
Start 511 

Name OJ000209_02 . 0314 .021 .ol. tm 

Start 224 
GI none 
Exons 224. 

439. 

631. 
"837. 

898 



2270 

TBLASTX: Maize 

2005 

38 



Strand 
End 

_ Method 

End 
Score 

256, 224. .256, 294. .425, 296. .331, 334. .441, 437. .481, 
480, 508. .648, 510. .650, 515. .649, 520. .651, 587. .691, 
708, 697. .750, 697. .756, 698.-754, 711. .779, 836. .871, 
863, 884. .919, 893. .979, 894. .980, 897. .1091, 898. .1083, 
1092, 968. .1093, 1055. .1105, 1155. .1238, 1156. .1251, 
1161. .1238, 1162. .1245, 1512. .1610, 1513. .1614, 1513. .1611, 
1703. .1831, 1714. .1836, 1714. .1830, 1716. .1847, 1911. .1997, 
1912.. 1995, 1912.. 2004, 1916.. 2005 

OJ000209_02.0314.C27 

2270 
AAT/GAP 
715 
858 



2270 
GENSCAN 
1974 
. 69 





40454 


Seq. ID 


bene jnu • 




Strand 




j X X 


End 


Name 


OJ000209 02 0314 C27 ol.ao 


Method 


Start 


269 


End 


GI 


none 


Score 


Exons 


269. .715 






40454 


Seq. ID 




83726 


Strand 


OLdi u 


511 


End 


Naitie 


OJ000209 02.0314.C27.ol.gs 


Method 


o Lai u 


511 


End 


GI 


none 


Score 


Exons 


511. .752, 904. .1081, 1515.. 


1610, 1714. 


Seq. No. 


40454 


Seq. ID 


Gene No. 


83726 


Strand 


Start 


511 


End 


Name 


OJ000209 02.0314.C27.ol.np 


Method 


Start 


514 


End 


GI 


4263790 


Score 


Exons 


514. .755, 900. .1081, 1165.. 


1236, 1515. 




1912. .2270 




GI Descrip. 


(AC006068) putative microtubule-associ 




thaliana] 




Seq. No. 


40454 


Seq. ID 


Gene No. 


83726 


Strand 


Start 


511 


End 


Name 


OJ000209 02.0314.C27.ol.ts 


Method 


Start 


1186 


End 


GI 


none 


Score 



2270 
AAT/NAP 
2270 
579 



Exons 



2270 

TBLASTX: Soybean 
1831 
58 

1186. .1239, 1186. .1245, 1512. .1538, 1515. .1610, 1538. .1612, 
1543. .1614, 1703. .1831, 1714. .1830 



Seq. ID OJ000209_02.0314.C28 
Strand 

End 1573 

Method TBLASTX : Mai ze 

End 1196 

Score 7 6 

7. .123, 39. .122, 203. .265, 347. .433, 351. .434, 1125. .1196, 



Seq. No. 40455 

Gene No. 83727 

Start 24 

Name OJ000209_02 . 0314 . C28 . ol . tm 

Start 7 

GI none 
Exons 



40430 



1139. .1195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40455 
83727 
24 

OJ000209_02 . 0314 . C28 . ol . gs 
24 

none 



Seq. ID OJ000209__02.0314.C28 
Strand 

End 1573 

Method GEN SCAN 

End 1573 

Score .61 



24. .120, 256. .310, 1134. .1195, 1536. .1573 



Seq. No. 40455 
Gene No. 83727 
Start 24 

Name OJ000209__02 . 0314 . C28 . ol . ts 

Start 24 
GI none 

Exons 24.. 122, 31.. 123, 194.. 265, 

348. .434, 1121. .1192, 1125. 
1136. .1195 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 02.0314.C28 



1573 

TBLASTX: Soybean 
1200 
85 

203. .265, 327. .428, 347. .433, 
1196, 1135. .1200, 1135. .1191, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40455 Seq. ID 

83727 Strand 

24 End 
OJ000209_02 . 0314 . C28 . ol . np Method 

194 End 

7485983 Score 

194. .262, 347. .434, 1134. .1195, 1337.. 



OJ000209_02.0314.C28 

1573 
AAT/NAP 
1431 
227 
1431 



hypothetical protein F22013.17 - Arabidopsis thaliana 
gi|3063455|gb|AAC14043.1| (AC003981) F22013.17 [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40455 Seq. ID OJ000209_02 . 0314 . C28 

83727 Strand 

24 End 1573 

OJ000209_02 . 0314 . C28 . ol . gp Method AAT/GAP 

1134 End 1398 

4715792 Score 110 

1134.. 1195, 1375.. 1398 

3063455 1.0e-13 (AC003981) F22013.17 [Arabidopsis thaliana] 



Seq. No. 40456 Seq. ID 

Gene No. 83728 Strand 

Start 245 End 

Name OJ000209_02 . 0314 .C29 . ol . gs Method 

Start 245 End 

GI none Score 
Exons 



OJ000209_02 . 0314 .C29 
+ 

4262 
GENSCAN 
4167 
.6 



245. .293, 628. .714, 983. .1278, 1382. .1445, 1745. .1803, 
2227. .2302, 2953. .3040, 3200. .3422, 4113. .4167 



Seq. No. 40456 

Gene No. 83728 

Start 245 

Name OJ000209_02 . 0314 . C2 9 . ol . np 

Start 1144 

GI 6056418 

Exons 1144.. 1278, 1382.. 1453, 
2953. .3040, 3164. .3434, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1756.. 1803, 2227 
4064. .4262 



OJ000209_02.0314.C29 
+ 

4262 
AAT/NAP 
4262 
671 

2302, 2379.. 2450, 



40431 




GI Descrip. (AC009525) Similar to beta-glucosidases [Arabidopsis thaliana] 



Seq. No.. 


40456 








Seq. ID 


OJ000209 02.0314.C29 


Gene No. 


83728 








Strand 


+ 


Start 


245 








End 


4262 


Name 


OJ000209 02 


.0314. 


C29.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1225 








End 


4171 


GI 


none 








Score 


59 


Exons 


1225. .1278, 


1379. 


.1441, 


1726. 


.1803, 2230.. 2316, 2387.. .2452, 




2943. .3047, 


2981. 


.3049, 


3165. 


.3302, 3167.. 3244, 3168.'. 3302, 




3324. .3434, 


4058. 


.4171 








Seq. No. 


40456 








Seq. ID 


OJ000209_02.0314.C29 


Gene No. 


O O 1 o o 

83728 








Strand 


+ 


Start 


245 








End 


4262 


Name 


OJ000209 02 


.0314. 


C29.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2372 








End 


3380 


GI 


none 








Score 


93 


Exons 


2372. .2452, 


2952. 


.3047, 


2952. 


.3047, 2960. .3049, 3164. .3250, 




3164. .3247, 


3165. 


.3254, 


3166. 


.3255, 3253.. 3363, 3253.. 3366, 




3255. .3380, 


3287. 


.3373 








Seq. No. 


40456 








Seq. ID 


OJ000209_02.0314.C29 


Gene No. 


83728 








Strand 


■ + 


Start 


245 








End 


4262 


Name 


OJ000209 02 


.0314. 


C29.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2693 








End 


2851 


GI 


none 








Score 


83 


Exons 


2693. .2737, 


2694. 


.2738, 


2695. 


.2742, 2695.. 2739, 2731. .2835, 




2732. .2845, 


2741. 


.2851 








Seq. No. 


40456 








Seq. ID 


OJ000209_02.0314 .C29 


Gene No. 


83728 








Strand 


+ 


Start 


245 








End 


4262 


Name 


OJ000209 02 


.0314. 


C29.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2693 








End 


2857 


GI 


none 








Score 


83 


Exons 


2693. .2737, 


2695. 


.2742, 


2695. 


.2739, 2732. .2857, 2741. .2851 


Seq. No. 


40456 








Seq. ID 


OJ000209_02.0314 .C29 


Gene No. 


83728 








Strand 


+ 


Start 


245 








End 


4262 


Name 


OJ000209 02 


.0314. 


C29.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


2693 








End 


2851 


GI 


none 








Score 


78 


Exons 


2693. .2737, 


2695. 


.2742, 


2695. 


.2739, 2730. .2849, 2732. .2851, 




2741. .2851 












Seq. No. 


40456 








Seq. ID 


OJ000209_02.0314.C29 


Gene No. 


8.3728 








Strand 


+ 


Start 


245 








End 


4262 


Name 


OJ000209 02 


.0314. 


C29.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2936 








End 


• 3422.. 


GI 


none 








Score 


115 


Exons 


2936. .3049, 


2937. 


.3047, 


3155. 


.3244, 3156.. .3320, 3324.. 3422 


Seq. No. 


40457 








Seq. ID 


OJ000209_02.0314.C30 



40432 




Gene No. 


83729 




Strand 




Start 


746 




End 


1310 


Name 


OJ000209 02.0314.C30.ol 


.gp 


Method 


AAT/GAP 


Start 


746 




End 


1310 


GI 


uC-osflcypl52h01bl 




Score 


1092 


Exons 


746. .1310 








GI Descrip. 


•3063455 1.0e-13 (AC003981) F22013.17 


[Arabidopsis thaliana] 


Seq. No. 


40457 




Seq. ID 


OJ000209_02.0314.C30 


Gene No. 


83730 




Strand 




Start 


3216 




End 


3830 


Name 


OJ000209 02.0314.C30.o2 


.gs 


Method 


GEN SCAN 


Start 


3216 




End 


3830 


GI 


none 




Score 


. 62 


Rvrm s 


3216.. 3265, 3365.. 3491, 


3750. 


.3830 




Seq. No. 


40458 




Seq. ID 


OJ000209_02.0314.C31 


Gene No. 


83731 




Strand . 




Start 


268 




End 


2017 


Name 


OJ000209 02.0314.C31.ol 


.gp 


Method 


AAT/GAP 


Start 


268 




End 


892 


GI 


2442451 




Score 


658 


Exons 


268. .474, 546. .677, 767 


. .892 






Seq. No. 


40458 




Seq. ID 


OJ000209_02.0314.C31 


Gene No. 


83731 




Strand 




Start 


268 




End 


2017 


Name 


OJ000209 02.0314.C31.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


357 




End 


602 


GI 


none 




Score 


152 


Exons 


357. .482, 358. .477, 368 


. .487, 


545. .583, 546. .602 


Seq. No. 


40458 




Seq. ID 


OJ000209_02.0314.C31 


Gene No. 


83731 




Strand 




Start 


268 




End 


2017 


Name 


OJ000209 02.0314.C31.ol 


.gs 


Method 


GENSCAN 


Start 


358 




End 


1861 


GI 


none 




Score 


.61 


Exons 


358.-474, 546. .677, 767 


. .1861 






Seq. No. 


40458 




Seq. ID ? 


OJ000209_02.0314.C31 


Gene No. 


83731 




Strand 




Start 


268 




End 


2017 


Name 


OJ000209 02.0314.C31.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


977 




End 


1453 


GI 


none 




Score 


39 


Exons 


977.. 1012, 997.. 1128, 1001.. 1120, 1001 


..1135, 1128.. 1385, 




1128. .1364, 1130. .1387, 


1403. 


.1453, 1404. .1451 


Sec No. 


40458 




Seq. ID 


OJ000209_02.0314.C31 


Gene No. 


83731 




Strand 




Start 


268 




End 


2017 


Name ; 


OJ000209 02.0314.C31.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1001 




End 


1954 


GI 


none 




Score 


115 . 


Exons 


1001.. 1135, 1001.. 1135, 


1125. 


.1292, 1128.. 1298, 1130.. 1297, 




1141.. 1299, 1327.. 1467, 


1400. 


.1483, 1404. .1466, 1404. .1442, 



40433 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1458. .1616, 1461. .1577, 1468. .1617, 1617. .1790, 1617. .1784, 
1898.. 1954, 1899.. 1946 



40458 Seq. ID 

83731 Strand 

268 End 

OJ000209_02.0314.C31.o2.gp Method 

1222 End 

568424 Score 
1222. .1577 

40458 

83731 Strand 

268 End 

0 JO 0 0 2 0 9_0 2 . 0 3 1 4 . C3 1 . o3 . gp Method 

1625 End 

uC-osflcyp022f lObl Score 
1625. .1786, 1898. .2017 

•3063456 1.0e-12 (AC003981) F22013.18 



OJ000209_02 . 0314 .C31 

2017 
AAT/GAP 
1577 
712 



Seq. ID OJ000209_02.0314.C31 



2017 
AAT/GAP 
2017 
544 

[Arabidopsis thaliana] 1 



40459 Seq. ID 

83732 Strand 
1 End 
OJ000209_02.0314.C33.ol.np Method 
1 End 
7435451 Score 
1..283, 1289. .1384, 1574. .1660, 1823. 
beta-glucosidase homolog T27E11.60 - Arabidopsis thaliana 
gi I 4972113 | emb | CAB43970.il (AL078579) putative beta-glucosidase 
[Arabidopsis thaliana] gi | 7269635 | emb | CAB81431 . 1 1 (AL161571) 
putative beta-glucosidase [Arabidopsis thaliana] 



OJ000209_02.0314.C33 
+ 

1924 
AAT/NAP 
1924 
267 
,1924 



0314.C33.ol.tm 



,208, 57. .209 



40459 
83732 
1 

OJ000209JD2. 
54 

none 

54. .206, 56. 

40459 
83732 
1 

OJ000209JD2 . 0314 .C33 . ol . gs 
96 

none 

96. .257, 558. .586, 646. .665, 1573. .1660 



Seq. ID OJ000209_02.0314.C33 

Strand + 

End 1924 

Method TBLASTX : Mai ze 

End 209 

Score 139 



Seq. ID OJ000209_02.0314.C33 

Strand + 

End 1924 

Method GENSCAN 

End 1660 

Score .55 



40460 
83733 
2732 

OJ000209 02, 



0314.C34.ol,np 



Seq. ID OJ000209__02.0314.C34 

Strand + 

End 3012 

Method AAT/NAP 

End 3012 

Score 108 



1 4 354 52 - 
2732.. 2862, 2945.. 3012 

beta-glucosidase homolog T27E11.70 - Arabidopsis thaliana 

gi| 4972114 | emb | CAB43971.il (AL078579) putative beta-glucosidase 



40434 



[Arabidopsis thaliana] gi I 7269636 | emb | CAB8 1432 . 1 1 (AL161571) 
putative beta-glucosidase [Arabidopsis thaliana] 



Seq. No. 


40460 


Seq. ID 


OJ000209_02.0314 .C34 


Gene No. 


83734 


Strand 


- 


Start 


2650 


End 


3380 


Name 


OJ000209 02 


.0314.C34.ol.gs Method 


GENSCAN 


Start 


2650 


End 


3380 


GI 


none 


Score 


.63 


Exons 


2650. .2779, 


2903.. 2985, 3207.. 3380 




Seq. No. 


40461 


Seq. ID 


OJ000209_02.0314.C35 


Gene No . 


83735 


Strand 


+ 


Start 


1 


End 


4029 


Name 


OJ000209 02 


. 0314 . C35 . ol . np Method 


AAT/NAP 


Start 


1 


End 


2112 


GI 


5852093 


Score 


46 


Exons 


1..27, 273. 


.365, 2090.. 2112 




GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza sativa] 




Seq. No. 


40461 


Seq. ID 


OJ000209_02.0314 .C35 


Gene No. 


83735 


Strand 


+ 


Start 


1 


End 


4029 


Name 


OJ000209 02 


.0314 .C35.o3.np Method 


AAT/NAP 


Start 


1 


End 


4029 


GI 


6056418 


Score 


672 


Exons 


1..46, 1251 


..1326, 1404. .1475, 1573. .1660, 1769. .2039, 




2284. .2387, 


2989. .3203, 3971. .4029 




GI Descrip. 


(AC009525) 


Similar to beta-glucosidases [Arabidopsis thaliana 


Seq. No. 


40461 


Seq. ID 


OJ000209_02.0314 .C35 


Gene No . 


83735 


Strand 


+ 


Start 


1 


End 


4029 


Name 


OJ000209 02 


. 0314 . C35 . ol . gs Method 


GENSCAN 


Start 


223 


End 


3702 


GI 


none 


Score 


.66 


Exons 


223. .243, 1251. .1326, 1404. .1475, 1573 


..1660, 1805. .2027, 




2735. .2790, 


2989. .3190, 3667. .3702 




Seq. No. 


40461 


Seq. ID 


OJ000209_02.0314.C35 


Gene No. 


83736 


Strand 




Start 


1116 


End 


3184 


Name 


OJ000209 02 


. 0314 . C35 . o2 . np Method 


AAT/NAP 


Start 


1116 


End 


2541 


GI 


5852084 


Score 


91 


Exons 


1116. .1220, 


2522. .2541 




GI Descrip. 


(AL117264) 


zwh0007.1 [Oryza sativa] 




Seq. No. 


40461 


Seq. ID 


OJ000209_02.0314.C35 


Gene No. 


83736 


Strand 




Start 


1116 


End 


3184 


Name 


OJ000209 02 


. 0314-. C35 . ol . tw Method 


TBLASTX: Wheat 


-Start 


1242 


: * End 


3136 


GI 


none 


Score 


79 


Exons 


1242. .1325, 


1253. .1324, 1402. .1464, 1403. .1465, 1548. .1667, 




1760. .1906, 


1761.. 1907, 2993.. 3136 





40435 



Seq. No. 


40461 








Seq. ID 


OJ000209_02.0314.C35 


Gene No. 


83736 








Strand 




Start 


1116 








End 


3184 


Name 


OJ000209 02 


.0314 


.C35.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1245 








End 


2027 


GI 


none 








Score 


100 


Exons 


1245. .1325, 


1253 


. .1324, 


1402. 


.1479, 1403. .1477, 1515. .1667, 




1571. .1672, 


1766 


. .1921, 


1770. 


.1922, 1929.. 2027, 1931.. 1993 


Sea. No. 


40461 








Seq. ID 


OJ000209_02.0314.C35 


Gene No . 


83736 








Strand 




Start 


1116 








End 


3184 


Name 


OJ000209 02 


.0314 


.C35.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1245 








End 


3184 


GI 


none 








Score 


85 


Exons 


1245. .1340, 


1253 


. .1327, 


1412. 


.1477, 1421. .1483, 1560. .1667, 




1571 . . 1669, 


1769 


. .1912, 


1770. 


.1913, 1926.. 2027, 2272.. 2337, 




2332. .2391, 


2993 


. .3184 








Seq. No. 


40461 








Seq. ID 


OJ000209_02.0314.C35 


Gene No. 


83736 








Strand 




Start 


1116 








End 


3184 


Name 


OJ000209 02 


.0314 


.C35.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1556 








End 


2027 


GI 


none 








Score 


117 


Exons 


1556. . 1669, 


1557 


. . 1667, 


1751. 


.1924, 1761.. 1925, 1929.. 2027 


Sea No. 


40461 








Seq. ID 


OJ000209_02.0314.C35 


Gene No. 


83736 








Strand 




Start 


1116 








End 


3184 


Name 


OJ000209 02 


.0314 


.C35.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2268 








End 


3142 


GI 


none 








Score 


111 


Exons . 


2268. .2393, 


2271 


. .2387, 


2272. 


.2388, 2958. .3113, 2989. .3141, 




2989. .3141, 


2990 


. .3142 








Seq. No. 


40462 








Seq. ID 


OJ000209_02.0314.C36 


Gene No. 


83737 








Strand 


+ 


Start 


343 








End 


830 


Name 


OJ000209 02 


.0314 


.C36.ol 


. qs 


Method 


GENS CAN 


Start 


343 








End 


830 


GI 


none 








Score 


.56 


Exons 


343. .450, 802. .830 








Seq. No. 


40462 








Seq. ID 


OJ000209_02.0314.C36 


Gene No. 


83738 








Strand 




Start 


953 








End 


1241 


Name 


OJ000209 02 


.0314 


.C36.ol 


. QP 


Method 


AAT/GAP 


Start 


953 








End 


1241 


GI 


426253 








Score 


530 


Exons 


953. .1241 












Seq. No. 


- 40462 . 








Seq. ID 


OJ000209_02.0314.C36 


Gene No. 


83739 








Strand 




Start 


1756 








End 


1857 


Name 


OJ000209 02 


.0314 


.C36.o2 


.gs 


Method 


GEN SCAN 


Start 


1756 








End 


1857 



40436 



GI 

Exons 



none 

1756. .1857 



Score 



67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40462 
83740 
2006 

OJ000209_02, 

1511 

none 

1511. .1540, 
1697. .1795, 



0314.C36.ol.tw 



1512 
1713 



.1640, 
.1820, 



1584. 
1726. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1637, 



OJ000209 02.0314.C36 



2257 

TBLASTX: Wheat 
1865 
' 94 

1652. .1714, 1687. 



,1818, 1821. .1865, 1833. 



1713, 
1865 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209 02.0314.C36 



2257 
AAT/NAP 
2257 
420 



40462 
83740 
2006 

OJ000209_02.0314.C36.ol.np 
2006 
6630696 
2006. .2257 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 

40463 Seq. ID OJ000209_02 . 0314 . C37 

83741 Strand 

1 End 1102 

OJ000209_02.0314 .C37.ol.np Method AAT/NAP 

1 End 1102 

6630696 Score 1835 

1. .1102 

(AP000969) ESTs D22114 (C10364 ) , AO076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



40463 Seq. ID 

83741 Strand 

1 . . End 

OJ000209_02 H)314 . C37 . o2 . tw Method 

1 " End 

none Score 



OJ000209_02.0314.C37 
1102 

TBLASTX: Wheat 

224. 

205 



1.-153, 2. .151, 3. .152, 162. .221, 168. .224, 169. .222 

OJ000209 02.0314.C37 



40463 Seq. ID 

83741 Strand 

1 End 

OJ000209_02 . 0314 . C37 . ol . tm Method 

98 End 

none Score 
98.-346, 99. .470, 100. .447 

40463 Seq. ID 

83741 Strand 

1 End 

OJ000209_02 . 0314 . C37 . ol . tw Method 

225 End 

none Score 
225.-296, 450. .656, 651. .995 



1102 

TBLASTX: Maize 

470 

73 



OJ000209_02 . 0314 . C37 
1102 

TBLASTX: Wheat 

995 

293 



40437 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq.' No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
^ Start 
I J Name 
O Start 

^~ Exons 

^ Seq. No. 

^4 Gene No. 

U Start 

. =1 Name 

1% Start 

^ Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



40463 
83741 
1 

OJ000209_02.0314.C37.o2.ts 
246 
none 



Seq. ID OJ000209_02.0314.C37 
Strand 

End 1102 

Method TBLASTX : Soybean 

End 597 

Score 75 



246.-428, 249-.. 437, 250. .438, 433. .597, 438. .596 



40463 
83741 
1 

OJ000209_02.0314 .C37.o2.tm 
531 
none 



Seq. ID OJ000209_02.0314.C37 
Strand 

End 1102 

Method TBLASTX : Mai ze 

End 995 

Score 59 



531. .995, 634. .744, 780. .860, 923. .982 



40463 
83741 
1 

OJ000209_02.0314 .C37.ol.ts 
666 

5509260 

666. .1082, 814.. 843, 874. .1035 



Seq. ID. OJ000209_02.0314.C37 
Strand 

End 1102 

Method TBLASTX : Soybean 

End 1082 

Score 39 



40463 
83741 
1 

OJ000209_02.0314 .C37.ol.tc 
777 



End 

Method 
End 

none Score 
777. .1037, 865. .1035, 921. .1043 



Seq. ID OJ000209_02.0314.C37 
Strand 

1102 

TBLASTX: Cress 
1043 
105 



40464 
83742 

1 • 

OJ000209_02.0314 .C38.ol.gp 

1 

4715792 
1 . . 294 

3063455 1.0e-13 (AC003981) F22013.17 [Arabidopsis thaliana] 



Seq. ID OJ000209_02.0314.C38 
Strand 

294 

AAT/GAP 
294 
580 



End 

Method 

End 

Score 



40465 
83743 
166 

OJ000209_02 . 0314 . C42 . ol . np 
166 
81286 
166. .501 

extensin - Volvox carteri (fragment) gi 1-21992 | emb | CAA46283 | 
(X65165) extensin [Volvox carteri] 



Seq. ID OJ000209_02.0314.C42 

Strand + 

End 54 9 

Method AAT/NAP 

End 501 

Score 70 



40465 
83743 
166 

OJ000209 02.0314.C42.ol.gs 



Seq. ID OJ000209_02.0314.C42 

Strand + 

End 54 9 

Method GENSCAN 



40438 






Start 


274 




End 


549 






GI 


none 




Score 


.47 






Exons 


274. .549 












Seq. No. 


40466 




Seq. ID 


OJ000209_02.0314 


.C44 




Gene No. 


83744 




Strand 








Start 


45 




End 


760 






Name 


OJ000209 02.0314.C44 


.ol.gp 


Method 


AAT/GAP 






Start 


45 




End 


760 






GI 


11375 1.R1084 




Score 


1402 






Exons 


45. .760 












GI Descrip. 


, 4895198/gb|AAD32785 


.1IAC007661 22 2.0e-10 (AC007661) unknoi 






protein [Arabidopsis 


thaliana] ' 








Seq. No. 


40466 




Seq. ID 


OJ000209 02.0314 


.C44 




Gene No. 


83744 




Strand 








Start 


45 




End 


760 






Name 


OJ000209 02.0314.C44 


.ol. tm 


Method 


TBLASTX: Maize 






Start 


156 




End 


759 






GI 


none 




Score 


50 






Exons 


156. .212, 165. .212, 


228. .284, 239. .283, 


285. .338, 324.. 


758, 






358. .759 












Seq. No. 


40466 




Seq. ID 


OJ000209 02.0314 


.C44 




Gene No. 


83744 




Strand 






c a? 


Start 


45 




End 


760 




til 


Name 


OJ000209 02.0314.C44 


.ol.gs 


Method 


GENSCAN 




f! I 


Start 


251 




End 


746 






GI 


none 




Score 


.93 




L Li 


Exons 


251. .746 










sr. 


Seq. No. 


40466 




Seq. ID 


OJ000209_02.0314 


.C44 


r lj 


Gene No. 


83744 




Strand 


— 






Start 


45 




End 


760 




f i 


Name 


OJ000209 02.0314.C44 


.ol.np 


Method 


AAT/NAP 






Start 


318 




End 


760 






GI 


6714365 




Score 


478 






Exons 


318. .760 












GI Descrip. 


(AC012562) unknown protein 


[Arabidopsis 


} thaliana] 




L ,-2 


Seq. No. 


40466 




Seq. ID 


OJ000209_02.0314 


.C44 




Gene No. 


83744 




Strand 








Start 


45 




End 


760 






Name 


OJ000209 02.0314.C44 


.ol. ts 


Method 


TBLASTX: Soybean 






Start 


345 




End 


575 






GI 


none 




Score 


201 






Exons 


345. .575, 367. .573 












Seq. No. 


40466 




Seq. ID 


OJ000209_02.0314 


.C44 




Gene No. 


83744 




Strand 








Start 


45 




End 


760 






Name 


OJ000209 02.0314.C44 


-ol.tc 


. Method 


TBLASTX: Cress 






Start 


363 




End . 


528 






' GI 


none 




Score 


150 






Exons 


363. .527, 367. .528 












Seq. No. 


40467 




Seq. ID 


OJ000209_02.0314 


.C45 



40439 



Gene No. 83745 Strand 

Start 1 End 

Name OJ000209_02 . 0314 . C45 . ol . gs Method 

Start 15 End 

GI none Score 

Exons 15.. 123, 139.. 523, 1509.. 1655 

Seq. No. 40467 

Gene No. 83745 

Start 1 

Name OJ000209_02 . 0314 . C45 . ol . ts 

Start 1380 

GI none 
Exons 



2375 
GENSCAN 
1655 
.49 



Seq. ID OJ000209_02.0314.C45 
Strand 

End 2375 

Method TBLASTX : Soybean 

End 22 93 

Score 93 



1380.. 1454, 1533.. 1658, 1533.. 1664, 1537.. 1662, 2201.. 2293, 
2217. .2285 



Seq. No. 40467 

Gene No. 83745 

Start 1 

Name OJ000209_02 . 0314 . C4 5 . ol . tc 

Start 1386 

GI none 
Exons 



Seq. ID OJ000209_02.0314.C45 
Strand 

End 2375 

Method TBLASTX : Cress 

End 2375 

Score 79 



1386. .1457, 1389. .1454, 1533. .1658, 1533. .1664, 1540. .1662, 
2196.. 2375, 2201.. 2293 



Seq. No. 40467 

Gene No. 83745 

Start 1 

Name OJ000209_02 . 0314 . C45 . ol . tm 

Start 1389 

GI none 
Exons 



Seq. ID OJ000209_02.0314.C45 
Strand 

End 2375 

Method TBLASTX : Mai ze 

End 2293 

Score 52 



1389. .1454, 1401. .1457, 1533. .1664, 1537. .1659, 2196. .2285, 
2201. .2293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40467 
83745 
1 

OJ000209_02.0314.C45.ol.np 

1392 

1177047 



Seq. ID OJ000209_02.0314.C45 
Strand 

End 2375 

Method AAT/NAP 

End 2295 

Score 323 



1392.. 1456, 1538.. 1655, 2201.. 2295 

14 KD ZINC-BINDING PROTEIN {PROTEIN KINASE C INHIBITOR) (PKCI) 
gi I 629857 |pir M S44158 protein kinase C inhibitor - maize 
gi|473187|emb|CAA82751| (Z29643) protein kinase C inhibitor [Zea 
mays] 



Seq. No. 40468 

Gene No. 83746 

Start 2312 

Name - OJ000209_02 . 0314 . C46. ol . gp 

Start 2312 

GI none 

Exons. 2312.. 2755 

Seq, No. 40468 

Gene No. 83747 

Start 2782 



Seq. ID OJ000209_02.0314.C46 

Strand + 

End 2755 

Method AAT/GAP 

End 2755 

Score 864 



Seq. ID OJ000209_02.0314.C46 
Strand 

End 5362 



40440 




Name 


ojuouzuy 


ATI Jt 

. Uol4 . 


C4 O . OZ 


.gs 


Method 


GENS CAN 




Start 


O *7 O O 








End 


5346 




GI 


none 








Score 


.72 




Exons 


O "7 O O OO^C 

Z loZ . . _o OZ , 




. 4iuy, 


A O A O 

4z4o . 


.4319, 4492. .5346 




Seq. No. 


A A A c o 

404 bo 








Seq. ID 


OJ000209 


no noi>i c* a a 
\)Z . . U4 O 


Gene No. 


83747 








Strand 






Start 


2782 








End 


5362 




Name 


OJ000209 02 


.0314. 


C4 6.ol 


.np 


Method 


AAT/NAP 




Start 


2785 






End 


5127 




GI 


7489325 








Score 


458 




Exons 


2785. .2862, 


4248. 


.4319, 


4492. 


.4700, 4743.. 5127 




GI Descrip. 


Dc3 promoter-binding factor-3 


- common 


sunflower (fragment) 




gi|3273764| 


gb|AAC24835. 


1| (AF061870) Dc3 promoter-binding 




factor-3 [Helianthus annuus] 








Seq. No. 


40468 








Seq. ID 


OJ000209 


ao a o i a /■"» a r 

02 . 0314 .C46 


Gene No. 


83747 . 








Strand 






Start 


2782 








End 


5362 




Name 


OJ000209 02 


.0314. 


C4 6.ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


4242 








End 


5362 




GI 


none 








Score 


94 




Exons 


4242. .4322, 


4247. 


.4327, 


4491. 


.4661, 4492. .4662, 


4492. .4665, 




4661. .4828, 


4665. 


.4829, 


4665. 


.4832, 4669. .4845, 


4669. .4845, 




4846. .4944, 


4852. 


.4968, 


4892. 


.4969, 5011.. 5136, 


r ai C A A O 

5012 . . 5092, 




5029. .5127, 


5153. 


.5272, 


5167. 


.5265, 5333.. 5362 




Seq. No. 


40468 








Seq. ID 


OJ000209 


02 . 0314 . C4 6 


Gene No. 


83747 








Strand 






Start 


2782 








End 


5362 




Name 


OJ000209 02 


.0314. 


C46.ol 


.tw 


Method 


TBLASTX: 1 


Wheat 


Start 


4582 








End 


4948 




GI 


none 








Score 


70 




Exons 


4582. .4734, 


4583. 


.4708, 


4591. 


.4740, 4593.-4736, 


4789. .4869, 




4790. .4816, 


4873. 


.4947, 


4898. 


.4948 






Seq. No. 


40469 








Seq. ID 


OJ000209 


_02.0314.C47 


Gene No. 


. 83748 








Strand 


+ 




btart 


600 








End 


911 




Name 


OJ000209 02 


.0314. 


C47.ol 


.gs 


Method 


GENS CAN 




PL - „ J_ 

start 


600 








End 


911 






none 








Score 


.68 




Exons 


600. .911 














- 

Seq. No. 


40469 








Seq. ID 


OJ000209 


_02.0314.C47 


Gene No . 


83749 








Strand 


+ 




Start 


4851 








End 


9977 




Name 


OJ000209 02 


.0314. 


C47.ol 


.np 


Method 


AAT/NAP 




Start 


4851 








End 


9977 




GI 


6587812 








Score 


434 




Exons 


4851. .4942, 


5507. 


.5573, 


5687. 


.5772, 6436.-6524, 


6638. .6762, 




7057. .7133, 


7442. 


.7693, 


9949. 


.9977 







GI Descrip. (AC010924) Similar to gb|U44028 transcription factor CKC from, 
Arabidopsis thaliana and contains two PF 100847 AP2 domains. 

Seq. No. 40469 Seq. ID OJ000209_02 . 0314 . C4 7 

Gene No. 83749 Strand + 



40441 



Start 
Name 
Start 
GI 

Exons 



4851 End 9977 

OJ000209_02 . 0314 . C47 . o3 . gs Method GENS CAN 
5323 End 8094 

none Score .77 

5323. .5573, 5687. .5772, 6436. .6524, 6638. .6762, 7057. .7133, 
7442. .8094 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40469 Seq. ID 

83750 Strand 
10836 End 
OJ000209_02 . 0314 . C47 . ol . gp Method 
10836 End 
452_4.R1084 Score 
10836. .10990 

, 1703380/sp|P51823|ARF_ORYSA 1.0e-101 ADP-RIBOSYLATION FACTOR 
>gi_1132483_dbj_BAA04 607_ (D17760) ADP-ribosylation factor 
[Oryza sativa] 1 



OJ000209_02.0314.C47 
+ 

10990 
AAT/GAP 
10990 
287 



40469 Seq. ID 

83751 Strand 

2185 End 

OJ000209_02 . 0314 . C47 . o2 . gs Method 

2185 End 

none ■ Score 



OJ000209_02.0314.C47 

4898 
GENSCAN 
4898 
.61 



2185. .2410, 2484. .2798, 3344. .3544, 3718. .3799, 4847. .4898 



Seq. No. 


40469 








Seq. ID 


OJ000209_02.0314.C47 


Gene No. 


83752 








Strand 




Start 


5685 








End 


7536 


Name 


OJ000209 02 


.0314 


.C47.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


5685 








End 


7126 


GI 


none 








Score 


72 


Exons 


5685. .5759, 


6429 


. .6530, 


6638. 


.6763, 6652.. 6756, 7055.. 7126 


Seq. No. 


40469 








Seq. ID 


OJ000209_02.0314.C47 


Gene No. 


83752 








Strand 




Start 


5685 








End 


7536 


Name 


OJ000209 02 


.0314 


.C47.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6429 








End 


7533 


GI 


none 








Score 


129 


Exons 


6429. .6527, 


6429 


. .6527, 


6638. 


.6763, 6682. .6759, 7054. .7110, 




7055. .7105, 


7094 


. .7132, 


7441. 


.7533, 7444. .7521 


Seq. No. 


40469 








Seq. ID 


OJ000209_02.0314.C47 


Gene No. 


83752 








Strand 




Start 


5685 








End 


7536 


Name 


OJ000209 02 


.0314.C47.ol 


. tm 


Method 


TBLASTX : Mai ze 


Start 


6429 








End 


7536 


GI 


none 








Score 


131 


Exons 


6429. .6530, 


6429 


. .6527, 


6623. 


.6748, 6638.. 6763, 6685.-6759, 




7054. .7131, 


7055 


. .7132, 


7056. 


.7148, 7441.. 7536, 7441.. 7533 


Seq. No. 


40470 








Seq. ID 


OJ000209_02.0314,.C48 


Gene No. 


83753 








Strand 


+ 


Start 


211 








End 


2856 


Name 


OJ000209 02 


.0314 


.C48.ol 


.gp 


Method 


AAT/GAP 


Start 


211 








End 


2810 



40442 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



452_4.R1084 Score 1655 

211. .367, 921. .991, 1167. .1286, 1629. .1747, 2165. .2246, 

2458. .2810 

1 170338 0/sp | P51823 | ARF_ORYSA 1.0e-101 ADP-RIBOSYLATION FACTOR 
>gi_1132483_dbj_BAA04607__ (D17760) ADP-ribosylation factor 
[Oryza sativa] ' 



40470 
83753 
211 

OJ000209_02 . 0314 . C48 . ol . gs 

220 

none 



Seq. ID OJ000209_02.0314.C48 

Strand + 

End 2856 

Method GENSCAN 

End 2856 

Score .85 



220. .367, 921. .991, 1167. .1286, 1629. .1747, 2165. .2246, 
2785.. 2856 



40470 
83753 
211 

OJ000209JD2 . 0314 . C48 . ol . np 
220 

1703380 



Seq. ID OJ000209_02.0314 .C48 

Strand + 

End 2856 

Method AAT/NAP 

End 2249 

Score 810 



220. .367, 921. .991, 1167. .1286, 1629. .1747, 2165.. 2249,, 
ADP-RIBOSYLATION FACTOR gi 1 1132483 | dbj | BAA04 607 | (D17760) 
ADP-ribosylation factor [Oryza sativa] 



40470 
83754 
3102 

OJ000209_02.0314.C48.ol.tc 

189 

none 



Seq. ID OJ000209_02.0314.C48 

Strand + 

End 3370 

Method TBLASTX : Cress 

End 1724 

Score 65 



189. .335, 211. .369, 219. .368, 919. .990, 920. .994, 1164. .1286, 
1164. .1355, 1620. .1721, 1626. .1724 



Seq. ID OJ000209_02.0314.C48 

Strand + 

End 3370 

Method TBLASTX: Maize 

End 1229 

Score 255 

204. .368, 214. .369, 919. .990, 920. .991, 1164. .1229, 1166. .1207, 
1173. .1229 



40470 
83754 
3102 

OJ000209_02 . 0314 . C48 . ol . tm 

204 

none 



Seq. ID OJ000209_02.0314.C48 
Strand + 
End 3370 
Method TBLASTX : Soybean 
End 2246 
Score 255 

204. .368, 214. .369, 919. .990, 920. .994, 1164. .1286, 1164. .1322, 
1620. .1748, 1626. .1754, 1627. .1749, 2165. .2245, 2166. .2246 



40470 
83754 
3102 

OJ000209_02.0314.C48.ol.ts 

204 

none 



40470 
83754 
3102 

OJ000209 02.0314.C48.ol.tw 



Seq. ID OJ000209_02.0314.C48 

Strand + 

End 3370 

Method TBLASTX : Wheat 



40443 



Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



216 End 1204 

none Score 148 

216. .335, 216. .368, 217. .369, 919. .996, 920. .994, 924. .1016, 
1164. .1202, 1166. .1204, 1166. .1204 



40470 
83754 
3102 

OJ000209_02.0314 .C48.o2.tw 
1206 
none 



Seq. ID OJ000209_02.0314.C48 

Strand + 

End 3370 

Method TBLASTX : Wheat 

End 224 6 

Score 135 



1206. .1286, 1206. .1286, 1210. .1287, 1620. .1748, 1627. .1749, 
1661. .1750, 1667. .1750, 2165. .2245, 2166. .2246 



40470 
83754 
3102 

OJ000209_02 . 0314 . C48 . o2 . tm 
1230 
none 



Seq. ID OJ000209_02.0314.C48 

Strand + 

End 3370 

Method TBLASTX : Mai ze 

End 2246 

Score 97 



1230. .1286, 1230. .1319, 1237. .1320, 1620. .1748, 1626. .1751, 
1627. .1749, 2164. .2244, 2166. .2246 



40470 
83754 
3102 

OJ000209_02.0314.C48.o2.gp 

3102 

none 

3102. .3370 



Seq. ID OJ000209_02.0314.C48 

Strand + 

End" 3370 

Method AAT/GAP 

End 3370 

Score 538 



40471 
83755 
254 

OJ000209_02.0314.C49.ol.np 
254 

4929759 



Seq. ID OJ000209_02.0314.C49 
Strand 

2315 
AAT/NAP 
2315 
255 



End 

Method 
End ' 

, _ Score 
254. .321, 407. .530, 800. .869, 979 1036, 1121 1214 , 1727. .1927, 
2163.. 2315 

(AF151903) CGI-145 protein [Homo sapiens] 



40471 
83755 
254 

OJ000209_02.0314.C49.ol.gs 
543 
none 



Seq. ID OJ000209_02.0314.C49 
Strand 

End 2315 

Method GEN SCAN 

End 2267 

Score .9 



543. .605, 800. .854, 979. .1036, 1121. .1214, 1727. .1927, 
2163. .2267 



40471 
83755 
254 

OJ000209_02.0314.C4 9.ol.tm 

2157 

none 

2157. .2315, 2158. .2313 



Seq. ID OJ000209_02.0314.C49 
Strand 

End 2315 

Method TBLASTX : Maize 

End 2315 

Score 166 



40444 




Seq. No. 


40472 


Seq. ID 


OJ000209_02.0314.C50 




83756 


Strand 






27 


End 


356 


Mairio 


OJ000209 02 fni4 C50 ol as 




HEN STAN 


Cf arf 


27 _ 


End 


356 


O -L 


none 


Score 


. 88 


Li AUllO 


27 . . 356 






Cprr Mn 

O C M • liwt 


40472 


Seq. ID 


OJ000209 02.0314 C50 


Gene No. 


83757 


Strand 




Start 


2282 


End 


3022 


Name 


OJ000209 02.0314.C50.ol.np 


Method 


AAT/NAP 


Start 


2250 


End 


3022 


GI 


4249391 


Score 


172 


Exons 


2250. .2483, 2747. .2834, 2951. 


.3022 




GI Descrip. 


(AC005966) Similar to gi 13249076 T13D8 


.16 beta glucosidase from 




Arabidopsis thaliana BAC gb|AC004 473. 


[Arabidopsis thaliana] 



Seq. No. 40472 Seq. ID 

Gene No. 83757 Strand 

Start 2282 End 

Name . OJ000209_02 . 0314 .C5p . o2 . gs Method 

Start 2282 End 

GI none Score 

Exons 2282.. 2483, 2747.. 2834 



OJ000209_02.0314.C50 

3022 
GEN SCAN 
2834 
.99 



Seq. No. 40473 Seq. ID OJ000209_02 . 0314 . C51 

Gene No. 83758 Strand + 

Start 1 End 14 4 2 

Name OJ000209_02 . 0314 . C51 . ol . np Method AAT/NAP 

Start 1 End 1442 

GI 6630696 Score 2500 

Exons 1..1442 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 40473 Seq. ID 

Gene No. 83758 Strand 

Start 1 End 

Name OJ000209_02 . 0314 .C51.ol.gp Method 

Start 18 End 

GI 101595_1.R1084 Score 

Exons 18.. 718, 834.. 908 

GI Descrip. '3047066 3.0e-15 (AF058825) contains similarity to 

retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



OJ000209_02.0314.C51 
+ 

1442 
AAT/GAP 
908 ' 
1463 



Seq. No. 


40473 




Seq. ID 


OJ000209_ 


02 


.0314 


.C51 


Gene No. 


83758 




Strand 


+ 








Start 


1 




End 


1442 








Name 


OJ000209 


02.0314.C51.ol.gs 


Method 


GEN SCAN 








Start 


123 




End 


982 








GI 


none 




Score 


.48 








Exons 


123. .723, 


834. .982 












Seq. No. 


40473 




Seq. ID 


OJ000209_ 


02 


.0314 


.C51 



40445 






83759 


Strand 




Start 


1243 


End 


1383 


Name 


OJ000209 02,0314. C51.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6 


End 


267 


GI 


none 


Score 


291 


Exons 


6. .266, 56.-247, 85. .267, 136. .267 




Seq. No. 


4047^ 




OJ000209_02.0314.C51 


bene ino . 








Start 


1243 


End 


1383 


Name 


OJ000209 02.0314.C51.o2.tm 


Method 


TBLASTX: Maize 


Start 


18 


End 


326 


GI 


none 


Score 


318 


Exons 


18 ^26 65 247 118 261 


147 . . 323 




Seq. No. 


40473 


Seq. ID 


OJ000209_02.0314.C51 


(~2. ar\ VT /-\ 




91- rand 




Start 


1243 


End 


1383 


Name 


OJ000209 02.0314.C51.ol.tm 


Method 


TBLASTX: Maize 


Start 


84 9 

O *4 ^ 




1193 


GI 




OLUI tr 


384 


Exons 


Q/Q 1191 ftSO 1199 


119^ 8 m 


1123, 1152.. 1193 


Seq. No. 




uu^> J. U 


OJ000209_02.0314.C51 




8 ^7 S Q 


9+* t*^i nH 




Start 


194^ 




1383 


Name 


OJ000209 02.0314.C51.o2.gs 


Method 


GENSCAN 


Start 


1243 


End 


1383 


GI 


none 


Score 


.94 


Exons 


1243. .1383 






Seq. No. 


40474 


Seq. ID 


OJ000209_02.0314.C56 


Gene No. 


83760 


Strand 


+ 


Start 


1 


End 


879 


Name 


OJ000209 02.0314.C56.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


485 


GI 


59234 1.R1084 


Score 


958 


Exons 


1. .485 






GI Descrip. 


'2351071/dbj | AB006706 . 1 1 AB006706 2 . Oe- 


09 Arabidopsis thaliana 




genomic DNA, chromosome 5, 


PI clone: MVA3, complete sequence 1 


Seq. No. 


40474 


Seq. ID 


OJ000209_02.0314 .C56 


fZo Tl o XT o 


83760 


Strand 


+ 


Start 


1 


End 


879 


Name 


OJ000209 02.0314.C56.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


240 


GI 


none 


Score 


233 


Exons 


1..240, 67. .192 






Seq. No. 


40474 


Seq. ID 


OJ000209_02.0314.C56 


Gene No. 


83760 


Strand 


+ 


Start 


1 


End 


879 


Name 


OJ000209 02.0314..C56.ol.gs 


Method 


GENSCAN 


Start. 


22 


End 


879 


GI 


none 


Score 


.91 


Exons 


22. .225, 635. .705, 774. .879 








40446 






Seq. No. 


40474 


Seq. ID 


OJ000209_02.0314 .C56 


Gene No. 


83760 


Strand 


+ 


Start 


1 


End 


879 


Name 


OJ000209 02.0314.C56.ol.ts 


Method 


T BLAST X : Soybean 


Start 


49 ~~ 


End 


255 


ox 


none 


Score 


298 




49. .255, 49. .219, 171. .239 








40475 


Seq. ID 


OJ000209 08. 0309. C2 




83761 


Strand 


+ 


Start 


519 


End 


5744 


Name 


OJ000209 08.0309.C2.ol.np 


Method 


AAT/NAP 


Start 


519 


End 


5458 


GI 


7413593 


Score 


1383 


P. von s 


519. .565, 1854. .2045, 2321.. 


2522, 2616 


..2776, 2906. .2999, 




3077.. 3289, 3775.. 3845, 4737 


..4962, 5285. .5458 




(AL163002) putative protein 


[Arabidopsis thaliana] 


Seq.- No. 


40475 


Seq. ID 


OJ000209_08.0309.C2 


Gene No. 


83761 


Strand 


+ 


Start 


519 


End 


5744 


Name 


OJ000209 08.0309.C2.ol.gp 


Method 


AAT/GAP 


Start 


1352 ~~ 


End 


2496 


GI 


none 


Score 


835 




1352 1466, 1880 .2045, 2321 


. .2496 






40475 


Seq. ID 


OJ000209_08.0309.C2 


Gene No. 


83761 


Strand 


+ 


Start 


519 


End 


5744 


Name 


OJ000209 08 . 0309.C2 .ol .gs 


Method 


GENSCAN 


Start 


1391 ~ 


End 


5488 


GI 


none 


Score 


.92 


Exons 


1391. .1466, 1880. .2045, 2321 


..2522, 2616.. 2776, 2906.. 2999, 




3077.. 3289, 4744.. 4962, 5285 


. .5488 




Cpn No 


40475 


Seq. ID 


OJ000209_08.0309.C2 


Gene No. 


83761 


Strand 


+ 


-Start 


519 


End 


574'4 • 


Name 


OJ000209 08.0309.C2.o2.gp 


Method 


AAT/GAP 


Start 


3778 


End 


5744 


GI 


33112 1.R1084 


Score 


1328 


Exons 


3778. .3855, 4744.. 4962, 5285 


. .5744 




GI Descrip. 


•1363051/pirl IA56534 2.0e-23 


P58 protein - bovine >gi_46801 




(U04631) PKR inhibitor P58 [Bos taurus 


] 1 


Sea No 


40475 


Seq. ID 


OJ000209_08.0309.C2 


Gene No . 


83762 


Strand 


+ 


Start 


8369 


End 


10743 


Name 


OJ000209 08.0309.C2.o2.np 


Method 


AAT/NAP 


Start 


8369 


End 


10743 


GI 


7363286 


Score 


1428 


Exons 


8369.. 8450, 8579.. 9072, 9103 


. .10743 




GI Descrip. 


(AP001552) Similar to Arabidopsis thaliana DNA chromosome 4 




clone F4I10; vegetative storage protein. (AL035525) [Oryza 




sativa] 






Seq. No. 


40475 


Seq. ID 


OJ000209_08.0309.C2 



40447 




Gene No. 


83763 




Strand 


+ 


Start 


14723 




End 


15052 


Name 


OJ000209 08 0309 C2 o3 




Method 


AAT /GAP 


Start 


14723 _ 




End 


15052 


GI 


3106772 




Score 


534 


F.vnn *=! 

Lj W 1 X O 


14723 15052 








Qprr Mo 


40475 




Seq. ID 


OJ000209 08 0309. C2 


Gene No. 


83764 




Strand 


+ _ 


Start 


15095 




End 


15150 


Name 


OJ000209 08.0309.C2.o4 


.gp 


Method 


AAT /GAP 


Start 


15095 




End 


15150 


GI 


LIB3434-003-P1-K1-A11 




Score 


89 




15095. 15150 








GI Descrip. 


' 388214 9/dbi 1 BAA34434 . 


1| 3.0e 


-20 (AB018257) KIAA0714 protein 




THomo saDiensl 1 








Seq. No. 


40475 




Seq. ID 


OJ000209_08.0309.C2 


Gene No. 


83765 




Strand 




Start 


6294 




End 


7046 


Nanu?' 


OJ000209 08 0309 C2 o2 




Method 


GEN SCAN 


Start 


6294 ~~ 




End 


7046 


GI 


none 




Score 


.66 


Exons 


6294 7046 








Seq. No. 


40475 




Seq. ID 


OJ000209_08.0309.C2 


Gene No. 


83766 




Strand 




Start 


11176 




End 


14692 


Name 


OJ000209 08.0309.C2.o4 


.gs 


Method 


GENSCAN 


Start 


11176 




End 


14692 


GI 


none 




Score 


.54 


Rxon s 


11176. .11253, 13000. .13122, 14631.. 14692 


Seq. No. 


40475 




Seq. ID 


OJ000209_08.0309.C2 


Gene No. 


83767 




Strand 




Start 


14921 




End 


15372 


Name 


OJ000209 08.0309.C2.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


1866 




End 


2488 


GI 


none 




Score 


241 


Exons 


1866.. 2045, 1867.. 2052 


, 2313. 


.2486, 2323.-2487, 2366.-2488 


Seq. No. 


40475 




Seq. ID 


OJ000209_08.0309.C2 


Gene No. 


83767 




Strand. 




Start 


14921 




End 


15372 


Name 


OJ000209 08.0309.C2.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


1867 




End 


2420 


GI 


none 




Score 


254 


Exons 


1867.. 2046, 1878.. 2048 


, 1902. 


.2051, 2301.. 2420, 2313.. 2420 


Seq. No. 


40475 




Seq. ID 


OJ000209_08.0309.C2 


Gene No. 


83767 




Strand 




Start 


14921 




End 


15372 


Name 


OJ000209 08.0309.C2.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


2421 




End 


3128 


GI 


none 




Score 


135 



Exons 2421. .2522, 2423. .2521, 2432. .2524, 2613. .2780, 2614. .2778, 

2903. .2998, 2904. .3029, 3077. .3127, 3081. .3128, 3081. .3128 



40448 




Seq. No. 


40475 








Seq. ID 


OJ000209_08.0309.C2 


Gene No. 


83767 








Strand 




Start 


14921 








End 


15372 


Name 


OJ000209 08 


.0309. 


C2.o4 . 


tc 


Method 


TBLASTX : Cress 


Start 


2595 








End 


3157 


GI 


none 








Score 


94 


Exons 


2595. .2780, 


2612. 


.2749, 


2652. 


.2777, 2903. .2998, 2904. .2999, 




3049. .3153, 


3077. 


.3157 








Seq. No. 


40475 








Seq. ID 


OJ000209_08.0309.C2 


Gene No. 


83767 








Strand 




Start 


14921 








End 


15372 


Name 


OJ000209 08 


.0309. 


C2.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


3769 








End 


4905 


GI 


none 








Score 


124 


Exons 


3769. .3855, 


3774 . 


.3851, 


4740. 


.4904, 4741. .4905 


Seq. No. 


40475 








Seq. ID 


OJ000209J)8.0309.C2 


Gene No. 


83767 








Strand 




Start 


14921 








End 


15372 


Name 


OJ000209 08 


.0309. 


C2.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


4840 


>* 






End 


5470 


GI 


none 








Score 


203 


Exons 


4840. .4965, 


4 841. 


.4963, 


4842. 


.4964, 5282. .5341, 5283. .5363, 




5284 . .5364, 


5356, 


.5403, 


5369. 


.5470 




Seq. No. 


40475 








Seq. ID 


OJ000209_08.0309.C2 


Gene No . 


83767 








Strand 




Start 


14921 








End 


15372 


Name 


OJ000209 08 


.0309. 


C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


6714 








End 


7019 


GI 


none 








Score 


81 


Exons 


6714. . 6920, 


6736. 


. 6939, 


6846. 


.6956, 6948.. 7019 


Seq. No. 


40475 








Seq. ID 


OJ000209_08.0309.C2 


Gene No. 


83767 








Strand 




Start 


14921 








End 


15372 


Name 


OJ000209 08 


.0309. 


C2.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


6714 








End 


8244 


GI 


none 








Score 


246 


Exons 


6714. .7043, 


6730. 


.6975, 


8116. 


.8244 




Seq. No. 


✓* 

40475 








Seq. ID 


OJ000209_08.0309.C2 


Gene No. 


83767 








Strand 




Start 


14921 








End 


15372 


Name 


OJ000209 08 


.0309. 


C2.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


6720 








End 


7077 


GI 


none 








Score 


216 


Exons 


6720. .7025, 


6721. 


.7077 








Seq. No. 


40475 








Seq. ID 


OJ000209_08.0309.C2 


Gene No. 


83767 








Strand 




Start 


14921 








End 


15372 


Name 


OJ000209 08 


.0309. 


,C2.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


6720 








End 


9640 


GI 


none 








Score 


243 



40449 



Exons 


6720. .7025, 


Seq* No. 


40475 


Gene No. 


83767 


Start 


14921 


Name 


OJ000209 08 


Start 


8626 


GI 


none 


Exons 


8626. .8898, 




9796. .9906, 


Seq. No. 


40475 


Gene No. 


83767 


Start 


14921 


Name 


OJ000209 08 


Start 


8632 


GI 


none 


Exons 


8632. .8898, 




9577. . 10047 


Seq. No. 


40475 


G@n@ No m 


83767 


Start 


14921 


Name 


OJ000209 08 


Start 


8638 


GI 


none 


Exons 


8638 8898. 




9136 9684. 




9382 9549, 




9666. . 10118 


Seq. No. 


40475 


Gene No. 


83767 


Start 


14921 


Name 


OJ000209 08 


Start 


8749 ~ 


GI 


none 


Exons 


8749. .8898, 


Seq. No. 


40475 


Gene No. 


83767 


Start 


14921 


Name 


OJ000209 08 


Start 


9997 ~~ 


GI 


none 


Exons 


9997 . . 10524 


Seq. No. 


40475 


Gene No. 


83767 


Start 


14921 


Name 


OJ000209 08 


Start 


10152 


GI 


none 


Exons 


10152. .1068J 


Seq. No. 


40475 


Gene No. 


83767 



■0309.C2.o3.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 08. 0309. C2 



9136. 
9814. 



,9309, 9328. 
,9966, 10090 



15372 

TBLASTX: Cress 
10188 
122 

.9687, 9526. .10092,= 9546. 
. .10188 



9704, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_08.0309.C2 
15372 

TBLASTX: Wheat 

10047 

154 



Seq. ID OJ000209_08.0309.C2 
Strand 

End 15372 
09.C2.o2.tm Method TBLASTX: Maize 

End 10119 
Score 81 

65. .8964, 8665. .8898, 9124. .9309, 9136. .9306, 
11. .9306, 9265. .9633, 9342. .9656, 9349. .9609, 
9382.. 9549, 9502.. 9903, 9577.. 10062, 9610.. 10119, 9613.. 9939, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_08.0309.C2 
15372 

TBLASTX : Soybean 

9984 

77 



8749. .8898, 9136. .9246, 9718. .9984, 9723.-9848 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_08.0309.C2 
15372 

TBLASTX : Soybean 

10524 

423 



10017. .10199 



Seq. ID OJ000209_08.0309.C2 
Strand 
End 

Method 
End 
Score 



15372 

TBLASTX: Maize 

10701 

488 



Seq. ID 
Strand 



OJ000209 08. 0309. C2 



40450 



Start 


14921 




End 


15372 




Nam© 


OJ000209 08. 0309. C2. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


10215 ~ 




End 


10746 




GI 


none 




Score 


502 




Pyrin ^ 


10215. .10493, 10225. 


. 10746, 


10593. .10745 




Seq. No. 


40475 




Seq. ID 


OJ000209_08 . 0309. 


C2 


Gene No. 


83767 




Strand 






Start 


14921 




End- 


15372 




Name 


OJ000209 08. 0309. C2. 


o5 . ts 


Method 


TBLASTX: Soybean 




Cf art 
o Lai i— 


10525 _ 




End 


10782 




GI 


none 




Score 


255 






10525. . 10782, 10528 . 


. 10755 








Seq. No. 


40475 




Seq. ID 


OJ000209_08.0309. 


C2 


Gene No. 


83767 




Strand 






Start 


14921 




End 


15372 




Name 


OJ000209 08. 0309. C2. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


14873 ~ 




End 


15156 




GI 


none 




Score 


253 




Exons 


14873. .15151, 14923. 


. 15156, 


14937. .15149 




Sea No. 


40475 




Seq. ID 


OJ000209_08.0309. 


C2 


Gene No. 


83767 




Strand 






Start 


14921 




End 


15372 




"Name 


OJ000209 08. 0309. C2 . 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


14914 ~~ 




End 


15151 




rij 
ox 


none 




Score 


120 




pyrin Q 


14914 15024. 14914 


. 15150, 


14918. .15151, 14919. .15149, 






15064 15150 










Sea No 


40475 




Seq. " ID 


OJ000209_08.0309. 


C2 


Gene \#o m 


83767 




Strand 






Start 


14921 




End 


15372 




Name 


OJ000209 08. 0309. C2. 


o3.np 


Method 


AAT/NAP 




Start 


14921 




End 


15372 




GI 


6686129 




Score 


281 




Exons 


14921. .15372 










GI DescriD. 


HYPOTHETICAL PROTEIN KIAA0714 gi | 388214 9 | dbj | BAA34 434 . 1 1 






(AB018257) KIAA0714 


protein 


[Homo sapiens] 




Sea. No. 


40476 




Seq. ID 


OJ000209_08.0309. 


C4 


Gene No. 


83768 




Strand 






Start 


644 




End 


1456 




Name 


OJ000209 08. 0309. C4. 


ol .np 


Method 


AAT/NAP 




Start 


644 




End 


1456 




GI 


6996263 




Score 


491 




i—> *\ 1 1 ij 


644. .1456 












(AL138657) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


40476 




Seq. ID 


OJ000209_08.0309. 


C4 


Gene No. 


83769 




Strand 








3042 




End 


3494 




Name 


OJ000209 08. 0309. C4. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


653 




End 


1447 




GI 


none 




Score 


72 




Exons 


653. .682, 707. .892, 


717. .893, 926. .1135, 930. .968, 1245. 


.1325, 






40451 








1253.. 1354, 1373.. 1447 



Seq. No. 


40476 




Seq. ID 


OJ000209_08.0309 


. C4 


Gene No. 


83769 




Strand 






Start 


3042 




End 


3494 




Name 


OJ000209 08 


.0309. C4 .ol. tm 


Method 


TBLASTX: Maize 




Start 


705 




End 


1450 




GI 


none 




Score 


67 




Exons 


705. .896, 719. .748, 800. .895, 


926.. 1003, 939.. 962, 1013 


. - 1 




1060. .1152, 


1061.. 1177, 1250. 


.1450, 1253.. 1450 




Seq. No. 


A A A 1 C 

40476 




Seq. ID 


ATr\nAonQ aq 

ojuuu^uy Uo.ujuy 


.C4 


Gene No. 


83769 




Strand 






Start 


3042 




End 


*3 A A A 

i4 94 




Name 


OJ000209 08 


.0309.C4 .ol. ts 


Method 


TBLASTX: Soybean 




Start 


707 




End 


14 bl 




GI 


none 




Score 


154 




Exons 


707. .1135, 


708.. 965, 1239. .1325, 1253. 


.1354, 1370. .1462 




Seq. No. 


40476 




Seq. ID 


r\ T A A A A A A AO AOAO 

ojoou20y Oo.OoUy 


.C4 


Gene No. 


83769 




Strand 






Start 


3042 




End 


34 94 




Name 


OJ000209 08 


.0309.C4.ol.tw- 


Method 


TBLASTX : Wheat 




Start 


1253 




End 


14 80 




GI 


none 




Score 


182 




Exons 


1253. .1480 










Seq. No. 


40476 




Seq. ID 


OJ000209JD8.0309 


.C4 


Gene No. 


oof by 




Strand 






Start 


3042 




End 


34 94 




Name 


OJ000209 08 


.0309.C4.o2.gs 


Method 


GEN SCAN 




Start 


3042 




End 


O A A A 

o4 94 • 




GI 


none 




Score 


A O 

. 4 J 




Exons 


3042. .3167, 


3492. .3494 








O a y» VI a 

Seq. No. 


40476 




Seq. ID 


OJ000209_08.0309 


r* a 
. C4 


Gene No. 


83769 




Strand 






Start 


3042 




End ■ 


3494 




Name 


OJ000209 08 


.0309.C4.o2.np 


Method 


AAT/NAP 




Start 


3306 




End 


3494 




GI 


7228447 




Score 


282 




Exons 


3306. .3494 










GI Descrip. 


(AP001366) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


40477 




Seq. ID 


OJ000209_08.0309 


.C5 


Gene No. 


83770 




Strand 


+ 




Start 


1 




End 


2386 




Name 


OJ000209 08 


.0309.C5.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1511 




GI 


7228448 




Score 


812 




Exons 


1..26, 293. 


.760, 983. .1032, 1476.. 1511 







GI Descrip. (AP001366) ESTs AU068685 (C30691) , AU068684 (C30691) correspond to 
a region of the predicted gene.; Similar to Genomic sequence for 
Arabidopsis thaliana BAC F21J9, F21J9.24. (AC000103) [Oryza 
sativa] 

Seq. No. 40477 Seq. ID OJ000209_08 . 0309 . C5 



40452 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



83770 Strand + 

1 End 2386 

OJ000209_08 . 0309 . C5 . ol . gs Method GEN SCAN 

472 * End 2386 

none Score .47 

472. .760, 983. .1032, 1476. .1497, 2196. .2386 



40477 Seq. ID OJ000209_08 . 0309.C5 

83771 Strand + 

2513 End 8179 

OJ000209_08.0309.C5.o2.^np Method AAT/NAP 
2513 End 8179 

4371296 Score 1881 

2513. .2595, 3740. .4986, 5066. .5137, 5421. .5492, 5639. .5699, 
5808. .5945, 5999. .7053, 8148. .8179 

(AC006260) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40477 
83771 
2513 

OJ000209_08 . 0309 . C5 . o2 . gs 

3597 . 

none 



Seq. ID OJ000209_08.0309.C5 



Strand 
End 

Method 

End 

Score 



+ 

8179 
GENSCAN 
7160 
.82 



3597. ,3726, 3804. .4929, 5220. .5288, 5421. .5492, 5813. .7160 



40477 Seq. ID 

83771 Strand 
2513 End 
OJ000209_08 . 0309 . C5 . ol . gp Method 
3632 End 
uC-osflM202068el2bl Score 
3632.. 3726, 3804.. 4150 

, 5042437/gb|AC007789.1|AC007789 6.0e-12 Oryza sativa BAC T49B20 
genomic sequence, complete sequence* 



OJ000209_08.0309.C5 
+ 

8179 
AAT/GAP 
4150 
852 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40477 Seq. ID 

83771 Strand 

2513 End 

OJ000209_08 . 0309 . C5 . o2 . gp Method 

4 693 End 

569172 Score 
4693.. 4986, 5066.. 5099 

4371296/gb| AAD18154 I 1.0e-19 (AC006260) putative receptor 
protein kinase [Arabidopsis thaliana] 



OJ000209_08.0309.C5 
+ 

8179 
AAT/GAP 
5099 
590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



40477 
83772 
9584 

OJ000209_08.0309.C5.o3.tw 
84 

none 

84.-224, 85. .225, 85. .225, 

40477 
83772 
9584 



Seq. ID OJ000209_08.0309.C5 



Strand 
End 

Method 
End 
Score 
92. .226 

Seq. ID 

Strand 

End 



+ 

10163 

TBLASTX: Wheat 

226 

184 



OJ000209_08.0309.C5 
+ 

10163 



40453 




IN CUUC 


OJ000209 08 


.0309.C5.o2. 


tm 


Mpt* hori 


TBLASTX * Mai ze 


OLarL 


190 






End 


669 


ul 


none 






Score 


43 


iLXOIlo 


190.. 228, 231.. 392, 232 


564, 


423. .491, 


528 563. 553 . . 600. 




558.. 602, 610.. 669 








Seq. No. 


40477 






Seq. ID- 


OJ000209_08.0309.C5 


Gene No. 


83772 






Strand 


+ 




9584 






End 


10163 


Name 


OJ000209 08 


.0309.C5.ol. 


tw 




TBLASTX • Wheat 


OtaiL 


243 






End 


657 




none 








211 


Exons 


243. .386, 244..426 f 421 


657, 


429 . .656 




Seq. No. 


40477 






Seq. ID 


OJ000209_08.0309.C5 


Gene No. 


83772 






Strand 


+ 


OLClI L 


9584 






End 


10163 


Name 


. OJ000209 08 


.0309.C5.o4. 


tm 


Mpt hod 


TBLASTX : Mai ze 


Of- -a -r+- 


' 679 






End 


890 




none 






Score 


187 




679. .873, 708. .890 








Seq. No. 


40477 






Seq. ID 


OJ000209_08.0309.C5 


Gene No. 


83772 






Strand 


+ 


Otdl C 


9584 






End 


10163 


Name 


OJ000209 08 


.0309.C5.o2. 


t d 


Method 


TBLASTX: Soybean 




3806 






End 


4237 




none 






Score 


64 


fcjXons 


3806. .3847, 


3947. .4177, 


•D -7 D H • 


.4059, 4184. .4237 


oeq • lno • 


40477 






Seq. ID 


OJ000209_08.0309.C5 


oene ino. 


83772 






Strand 


+ 


Start 


9584 






End 


10163 


Name 


OJ000209 08 


.0309.C5.ol. 


tc 


Method 


TBLASTX: Cress 


O Lai L. 


4018 






End 


6980 




none 






Score 


148 




4018. .4158, 


4019. .4162, 




.4276, 4769. .4876, 4922. .4954, 




5067. .5138, 


5224. .5268, 




.6203, 6240.. 6374, 6366.. 6410, 




6419. .6583, 


6423. .6581, 


6633. 


.6755, 6819.. 6866, 6870.. 6980 


Seq. No. 


40477 






Seq. ID 


OJ000209_08.0309.C5 


Gene No. 


83772 






Strand 


+ 


Qfarf 
O LuJL L 


9584 






End 


10163 


Name 


OJ000209 08 


.0309.C5.o3. 


tm 


Method 


TBLASTX: Maize 


OLdl L 


4198 






End 


4533 




none 






Score 


117 


Exons 


4198. .4533, 


4202. .4330, 


4379 


.4507 




Seq. No. 


40477 






Seq. ID 


OJ000209_08.0309.C5 


Gene No. 


83772 






Strand 


+ 


Start 


9584 






End 


10163 


Name 


OJ000209 08 


.0309.C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4313 






End 


4558 


GI 


none 






Score 


219 


Exons 


4313. .4558, 


4315. .4557 








Seq. No. 


40477 






Seq. ID 


OJ000209jD8.0309.C5 



40454 



Gene No. 83772 . Strand 

Start 9584 End 

Name OJ000209_08 . 0309 . C5 . ol . tm Method 

Start 5067 End 

GI none Score 

Exons 5067.. 5144, 5422.. 5490, 5628.. 5702, 6045.. 6245, 6239 

6240.. 6335, 6339.. 6413, 6362.. 6406, 6395.. 6583, 6426 

6632.. 6754, 6633.. 6755, 6648.-6758 



+ 

10163 

TBLASTX: Maize 

6758 

66 



.6334, 
,6581, 



Seq. No. 40477 Seq. ID 

Gene No. 83772 Strand 

Start 9584 End 

Name OJ000209_08 . 0309 . C5 . o2 . tw Method 

Start 6362 End 

GI none Score 
Exons 



OJ000209J)8.0309.C5 
+ 

10163 

TBLASTX: Wheat 

6755 

60 



6362.. 6403, 6363, 
6633. .6755 



,6410, 6420. .6581, 6425. .6583, 6632. .6754, 



Seq. No. 40477 

Gene No. 83772 

Start 9584 

Name OJ000209_08 . 0309 . C5 . ol . ts 

Start 6407 

GI none 
Exons 



Seq. ID OJ000209_08.0309.C5 
Strand + 

10163 

TBLASTX: Soybean 
6989 
228 



End 

Method 
End 
Score 

6407. .6583, 6420. .6581, 6632. .6742, 6633. .6755, 6798. .6866, 
6870. .6989 



Seq. No. 40477 Seq. ID 

Gene No. 83772 Strand 

Start 9584 End 

Name OJ000209_08 . 0309 . C5 . o3 . gs Method 

Start 9584 End 

GI none Score 

Exons 9584.. 9812, 9838.. 10163 



OJ000209_08.0309.C5 
+ 

10163 
GENSCAN 
10163 
.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40477 Seq. ID 

83772 Strand 

9584 End 

OJ000209_08 . 0309 . C5 . o3 . np Method 

9590 End 

7549639 Score 



OJ000209_08.0309.C5 
+ 

10163 
AAT/NAP 
10160 
153 



9590.. 9712, 9864.. 9927, 9958.. 10160 

(AC023912) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


40477 










Seq. ID 


OJ000209_ 


08, 


.0309. 


C5 


Gene No. 


83772 










Strand 


+ 








Start 


9584 










End 


10163 








Name 


OJ000209 08 


.0309 


.C5 


• o3 


.gp 


Method 


AAT/GAP 








Start 


9725 










End 


9793 








GI 


2799534 










Score 


105 








Exons 


9725. .9793 




















Seq. No. 


40478 










Seq. ID 


OJ000209_ 


08. 


,0309'. 


C6 


Gene No. 


83773 










Strand 


+ 








Start 


20 










End 


104 








Name 


OJ000209 08 


.0309 


.C6 


.ol 


.np 


Method 


AAT/NAP 








Start 


20 










End 


104 









40455 




GI 


6721547 








Score 


77 


UAVl 1U 


20 104 












\J A. i_/ w O X- -L- • 


(AP001073) 


Similar to Oryza sativa gene for Pib. (AB013448) 


Seq. No. 


40478 








Seq. ID 


OJ000209_08.0309.C6 


Gene No. 


83774 








Strand 


+ 


Start 


2092 








End 


4578 


Name 


OJ000209 08 


.0309. 


C6.ol. 


gs 


Method 


GENS CAN 


Start 


2092 ~~ 








End 


4578 


GI 


none 








Score . 


.79 


p von *? 


2092 2392. 


2467. 


.2828, 


3021. 


.3257, 4378. .4578 


O ^ \-4 * 1-™ • 


40478 








Seq. ID 


OJ000209_08.0309.C6 


Gene No . 


83774 








Strand 


+ 


Start 


2092 








End 


4578 


Name 


OJ000209 08 


.0309. 


C6.o2. 


np 


Method 


AAT/NAP 


Start 


2095 








End 


4125 


GI 


4206122 








Score 


1095 


F.xnn*? 


2095. .2392, 


2467. 


.2828, 


3021. 


.3257, 3860.. 4125 


V3X i»y C» o ^ J_ J- £V • 


(AF097667) 


protein phosphatase 2C homolog [Mesembryanthemum 




crystallinum] 










iw* ^ V_J . L^t w « 


40478 








Seq. ID 


OJ000209_08.0309.C6 


Gene No. 


83774 








Strand 


+ 


Start 


2092 








End 


4578 


Name 


OJ000209 08 


.0309. 


.Ul . 




Method 


TBLASTX: Wheat 


O UCLI 1— 


2134 








End 


2590 


HT 


none 








Score 


133 


F. vnn 


2134. .2286, 


2148. 


• £. z. / o , 




.2363, 2311.. 2391, 2469.. 2543, 




2471. .2542, 


2538. 


9 ^ft ft 




.2590 




Qorr Mn 


40478 








Seq. ID 


OJ000209_08.0309.C6 


vJC 1 x ^ • 


83774 








Strand 


+ 


Start 


2092 








End 


4578 


Name 


OJ000209 08 


.0309. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2151 








End 


4006 


GI 


none 








Score 


165 


Exon<? 


2151. .2291, 


2155. 


.2292, 


2287. 


.2391, 2310.. 2351, 2468.. 2683, 




2469. .2684, 


2666. 


.2824, 


2685. 


.2831, 3018.. 3257, 3023.. 3238, 




3917. .4006, 


3919. 


.4005 








Sea No 


40478 








Seq. ID 


OJ000209_08.0309.C6 


Gene No. 


83774 








Strand 


• + 


Start 


2092 








End 


4578 


Name 


OJ000209 08 


.0309. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2157 








End 


2735 


GI 


none 








Score 


136 


rxon<? 


2157. .2273, 


2158. 


.2277, 


2310. 


.2354, 2311.. 2397, 2456.. 2683, 




2472. .2675, 


2684. 


.2734, 


2685. 


.2735 




Seq. No. 


40478 








Seq. ID 


OJ000209_08.0309.C6 


Gene No. 


83774 








Strand 


+ 


Start 


2092 








End 


4578' 


Name 


OJ000209 08 


.0309. 


C6.ol. 


tm 


Method 


TBLASTX : Maize '■" 


Start 


2160 








End 


4021 


GI 


none 








Score 


148 


Exons 


2160. .2273, 


2161. 


.2295, 


2310. 


.2366, 2310.. 23.93, 2311.. 2391, 



40456 



2468. .2683, 2469. .2708, 2678. .2824, 2685. .2831, 3018. .3257, 
3023.. 3250, 3859.. 4005, 3917.. 4021 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40478 
83774 
2092 

OJ000209_08.0309.C6.o2.tc 
2784 
none 

2784. .2843, 2785. .2859, 
3018.. 3236, 3020.. 3235 



Seq. ID OJ000209_08.0309.C6 

Strand + 

End 4 578 

Method TBLASTX: Cress 

End 3236 

Score 78 
2786.. 2854, 3000.. 3233, 3001.. 3228, 



40478 
83774 
2092 

OJ000209_08.0309.C6.o2.tw 
3911 . 
none 

3911. .4093, 3917. .4087, 3919. 

40479 
83775 
195 

OJ000209_08.0309.C7.ol.gs 
195 
none 

195. .361, 411. .665, 742. .803, 1275. .1430, 1526. .1670, 
2326. .2489, 2668. .2804 



Seq. ID OJ000209_08.0309.C6 

Strand + 

End 4578 

Method TBLASTX : Wheat 

End 4107 

Score 233 
.4098, 3919. .4107 

Seq. ID OJ000209_08.0309.C7 

Strand + 

End 2826 

Method GEN SCAN 

End 2804 

Score . 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



40479 Seq. ID 

83775 Strand 

195 End 

OJ000209_08 . 0309 . C7 . ol . np Method 

382 End 

7493128 Score 

,1430, 1526. 



OJ000209_08.0309.C7 
+ 

2826 
AAT/NAP 
2804 
319 

1670, 1856.. 1927, 



382.-674, 742.'. 816, 1318, 
2696.. 2804 

probable ubiquinone biosynthesis methyltransf erase - fission 
yeast (Schizosaccharomyces pombe) gi I 2213547 | emb | CAB09781 . 1 1 
(Z97052) putative ubiquinone biosynthesis methyltransf erase 
[Schizosaccharomyces pombe] 



40479 
83775 
195 

OJ000209_08 . 0309 . C7 . ol . tm 

400 

none 

400. .432, 432. .452, 523. .678, 
1271. .1432, 1272. .1445, 1272. 
1524. .1670, 1525. .1671, 1525. 
1853.. 1927, 2669.. 2806, 2670. 
2698.. 2805, 2698.. 2826 

40479 
83775 
195 



Seq. ID OJ000209_08.0309.C7 

Strand + 

End 2826 

Method TBLASTX : Mai ze 

End 2826 

Score 39 

532. .675, 739. .819, 740. .817, 
.1430, 1277. .1432, 1524. .1667, 
.1671, 1851. .1928, 1853. .1930, 
.2807, 2696.. 2794, 2697.. 2804, 



Seq. ID OJ000209_08.0309.C7 
Strand + 
End 2826 



40457 




Name 


OJ000209 08 0309.C7.ol. 


ts 




Method 


TBLASTX: Soybean 




Start 


400 _ 






End 


834 




(IT 


none 






Score 


36 






400 444 532 675. 537 




677, 


542 676. 


547. .678, 739. .834 




740 805. 751 .816 












O C ^ • LMU • 


40479 






Seq. ID 


OJ000209_08.0309. 


C7 


Gene No. 


83775 






Strand 


+ 




Start 


195 






End 


2826 




Name 


OJ000209 08. 0.309. C7.ol. 


tc 




Method 


TBLASTX: Cress 




Start 


421 ~~ 






End 


1432 




(IT 


none 






Score 


35 




F von ^ 


421 444 532 666, 544 


t m 1 


660, 


600 668, 


739. .816, 740. .817 




1271 1432. 1273 .1431 












C v.^ • i.'l W • 


40479 






Seq. ID 


OJ000209_08.0309. 


C7 


Gene No . 


83775 






Strand 


+ 




Start 


195 






End 


2826 




Name 


OJ000209 08.0309.C7.ol. 


gp 




Method 


AAT/GAP 




Start 


1263 






End 


2766 




GI 


22397 1.R1084 






Score 


797 




R von ^ 


1263.. 1430, 1526.. 1670, 


1856. 


.1927, 2696.. 2766 






'4511988/gb IAAD21548.il 


8 


.0e- 


30 (AF088896) ubiquinone 






methyltrans f erase [ Zymomonas 


mobilis] 1 






Seq. No. 


40480 






Seq. ID 


OJ000209_08.0309. 


C8 


Gene No. 


83776 






Strand 






k_> i_ a. j_ u. 


667 






End 


820 




IN a. ill" 


OJ000209 08.0309.C8.ol. 


gs 




Method 


GEN SCAN 




O Lai l_ 


667 






End 


820 




GI 


none 






Score 


.9 




P. von q 


667. .820 












Seq. No. 


40481 






Seq. ID 


OJ000209_08.0309. 


C9 


Gene No. 


83777 






Strand 


+ 




Start 


2914 






End 


3354 




Name 


OJ000209 08.0309.C9.ol. 


gp 




Method 


AAT/GAP 




Start 


2914 






End 


3354 




GI 


none 






Score 


870 




Evon s 


2914.. 3354 












Sea No 


40481 






Seq. ID 


OJ000209_08.0309. 


C9 


Gene No. 


83778 






Strand 






Start 


1 






End 


2475 




Name 


OJ000209 08.0309.C9.ol. 


np 




Method 


AAT/NAP 




Start 


1 






End 


2475 




GI 


2160165 






Score 


608 




R von c; 


1..175, 434 . .884, 942.. 


1672, 


2156. .222C 


), 2391. .2475 




\J J- UCOUJ IT * 


(AC000132) F21M12.11 gene 


product [Arabidopsis thaliana] 




Seq. No. 


40481 






Seq. ID 


OJ000209_08.0309. 


C9 


Gene No. 


83779 






Strand 






Start 


3209 






End 


4407 




Name 


OJ000209 08.0309.C9.o2. 


np 




Method 


AAT/NAP 




Start 


3209 






End 


4407 




GI 


7329638 






Score 


169 




Exons 


3209.. 3354, 4057.. 4205, 


4319. 


.4407 







40458 






(AL132970) rmfativp nrofpin 


[Arabidopsis thaliana] 


Seq. No. 


40481 


Seq. ID 


OJ000209_08.0309.C9 


Gene No. 


83780 


Strand 


- 


art 


6029 


End 


6414 


Name 


OJ000209 08 0309 C9 ol tm 


Method 


TBLASTX: Maize 




675 ~~ 


End 


1097 


ox 


none 


Score 


108 




675 .866. 945 1097 






Seq. No. 


40481 


Seq. ID 


OJ000209_08.0309.C9 


Gene No. 


83780 


Strand 


- 


Start 


6029 


End 


6414 


Name 


OJ000209 08 0309 C9 ol ts 


Method 


TBLASTX: Soybean 


<?r Art 

i-> Lai L. 


1458 _ 


End 


1686 


GI 


none 


Score 


129 




1458 1673 1462 1686 






^ VJ ■ IV v_/ . 


40481 


Seq. ' ID 


OJ000209_08.0309.C9 


Gene No. 


83780 


Strand 




Start 


6029 


End 


6414 


Name 


OJ000209 08.0309.C9.o3.np 


Method 


AAT/NAP 


Start 


6029 


End 


6414 . 


GI 


6721559 


Score 


223 


Exons 


6029.. 6162, 6192.. 6414 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




gi | 6815084 | dbj | BAA90370 . 1 | 


(AP001081) 


hypothetical protein 



[Oryza sativa] 



Seq. No. 


40482 


Seq. ID 


OJ000209_ 


Gene No. 


83781 


Strand 


+ 


Start 


8223 


End 


10366 


Name 


OJ000209 08.0309.C10.o3.gs 


Method 


GENSCAN 


Start 


8223 


End 


10366 


GI 


none 


Score 


.7 


Exons 


8223.. 8259, 10293.. 10366 






Seq. No. 


40482 


Seq. ID 


OJ000209_ 


Gene No. 


83782 


Strand 


+ 


Start 


11381 


End 


12088 


Name 


OJ000209 08.0309.C10.o2.gp 


Method 


AAT/GAP 


Start 


11337 


End 


11795 


GI 


33368 1.R1084 


Score 


895 


Exons 


11337.. 11795 






GI Descrip. 


, 4580389/gb|AAD24367.1|AC007171_3 8.0e 


-29 (AC007 



08. 0309. C10 



unknown 



protein [Arabidopsis thaliana] 1 



Seq. No. 40482 Seq. ID 

Gene No. 83782 Strand 

Start 11381 End 

Name OJ000209_08 . 0309 . C10 . o4 . gs Method 

Start 11381 End 

GI none Score 

Exons 11381.. 12058 



OJ000209_08. 0309. CIO 
+ 

12088 
GENSCAN 
12058 
.41 



Seq. No. 
Gene No. 



40482 
83782 



Seq. ID OJ000209_08. 0309. C10 
Strand + 



40459 




Start 


11381 


End 


12088 


Name 


OJ000209 08.0309.C10.o3.np 


Method 


AAT/NAP 


Start 


11426 


End 


12088 


GI 


4580389 


Score 


720 


Exons 


11426. .12088 






GI Descrip. 


(AC007171) legumin-like protein [Arabidopsis thaliana] 


Seq. No. 


40482 


Seq. ID 


OJ000209_08. 0309. C10 


Gene No. 


83783 


Strand 




Start 


221 


End 


5321 


Name 


OJ000209 08.0309.C10.ol.np 


Method 


AAT/NAP 


Start 


221 


End 


988 


GI 


4680183 


Score 


208 


Exons 


221. .310, 918. .988 






GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 


Seq. No. 


40482 


Seq. ID 


OJ000209_08. 0309. C10 


Gene No. 


83783 


Strand 




Start 


221 


End 


5321 


Name 


OJ000209 08.0309.C10.ol.gs 


Method 


GENSCAN 


Start 


265 


End 


5321 


GI 


none 


Score 


.65 


Exons 


265. .391, 1227. .1343, 1471.. 


1897, 2858 


..2941, 3136.. 3171, 




3310.. 3390, 4293.. 4400, 4684 


..4854, 4896.. 4959, 5058.. 5173, 




5262. .5321 






Seq. No. 


40482 


Seq. ID 


OJ000209_08. 0309. C10 


Gene No. 


83783 


Strand 




Start 


221 


End 


5321 


Name 


OJ000209 08.0309.C10.ol.gp 


Method 


AAT/GAP 


Start 


4293 


End 


5181 


GI 


none 


Score 


795 


Exons 


4293. .4400, 4534. .4593, 4684 


..4791, 4896. .4959, 5058. .5181 


Seq. No. 


40482 


Seq. ID 


OJ000209_08. 0309. C10 


Gene No. 


83784 


Strand 




Start 


6485 


End 


9243 


Name 


OJ000209 08.0309.C10.o2.gs 


Method 


GENSCAN 


Start 


6485 


End 


7099 


GI 


none 


Score 


1 


Exons 


6485. .7099 






Seq. No. 


40482 


Seq. ID 


OJ000209_08. 0309. C10 


Gene No. 


83784 


Strand 




Start 


6485 


End 


9243 


Name 


OJ000209 08.0309.C10.o2.np 


Method 


AAT/NAP 


Start 


6521 


End 


9243 


GI 


7413649 


Score 


265 


Exons 


6521.. 6749, 6996.. 7055, 9171 


. .9243 




GI Descrip. 


(AL162971) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


40482 


Seq. ID 


OJ000209_08. 0309. C10 


Gene No. 


83784 


Strand 




Start 


6485 


End 


9243 


Name 


OJ000209 08.0309.C10.o2.tm 


Method 


TBLASTX: Maize 


Start 


6540 


End 


6751 


GI 


none 


Score 


183 



40460 





Exons 


6540.. 6704, 6554. .6751, 6656. .6712 








Seq. No. 


40482 




Seq. ID 


OJ000209_08.0309 


.C10 




Gene No. 


83785 




Strand 








Start 


11384 




End 


12088 






Name 


OJ000209 08. 0309. CIO 


•ol.tm 


Method 


TBLASTX: Maize 






Start 


11384 




End 


12088 






GI 


none 




Score 


539 






Exons 


11384. .11944, 11401. 


.11940, 


11963. .12049, 11984. .12046, 








12043. . 12087, 12044 . 


.12088 










Seq. No. 


40482 




Seq. ID 


OJ000209_08.0309 


.C10 




Gene No. 


83785 




Strand 








Start 


11384 




End 


12088 






Name 


OJ000209 08. 0309. C10 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


11419 




End 


12022 






GI 


none 




Score 


206 






Exons 


11419. . 11652, 11420. 


. 11671, 


11662. .11733, 11663. .11734, 








11752. . 11811, 11753. 


. 12022, 


11860. .12021 






Seq. No. 


40482 




Seq. ID 


OJ000209_08.0309 


.C10 




Gene No. 


83785 




Strand 








Start 


11384 




End 


12088 




Name 


OJ000209 08. 0309. C10 


.ol. tw 


Method 


TBLASTX: Wheat 




. =3 


Start 


11419 




End 


11734 




u = 


GI 


none 




Score 


367 




i y 


Exons 


11419. .11733, 11423. 


.11734 










Sea No 


40482 




Seq. ID 


OJ000209_08.0309 


. C10 




Gene No. 


83785 




Strand 






- ^ 


Start 


11384 




End 


12088 






Name 


OJ000209 08. 0309. C10 


.ol .ts 


Method 


TBLASTX : Soybean 






Start 


11425 




End 


12067 






GI 


none 




Score 


197 






Exons 


11425. . 11652, 11426. 


. 11671, 


11662. .11733, 11663. .11734, 




™ 'ii 

i = 




11749. .11811, 11750. 


.12067, 


11860.. 12066 






Seq. No. 


40482 . 




Seq. ID 


OJ000209_08.0309 


.C10 




Gene No. 


83785 




Strand 








Start 


11384 




End 


12088 




f 


Name 


OJ000209 08. 0309. C10 


.o2.tw 


Method 


TBLASTX: Wheat 






Start 


11744 




End 


11998 






GI 


none 




Score 


236 






Exons 


11744. .11998, 11749. 


.11985 










Seq. No. 


40483 




Seq. ID 


OJ000209_08.0309 


.Cll 




Gene No. 


83786 




Strand 


+ 






Start 


1 




End 


245 






Name 


OJ000209 08.0309.C11 


. ol .np 


Method 


AAT/NAP 






Start 


1 




End 


233 






GI 


4580389 




Score 


280 






Exons 


1. .233 












GI Descrip. 


(AC007171) legumin-like protein [Arabidopsis thaliana] 





Seq. No. 
Gene No. 
Start 



40483 
83786 
1 



Seq. ID OJ000209_08. 0309. Cll 
Strand + 
End 245 



40461 



Name 

Start 

GI 

Exons 



OJ000209_08.0309.Cll.ol.gs 
51 

none 
51. .245 



Method GEN SCAN 
End ■ 245 
Score . 97 



beq. imo . 


40483 


Seq. ID 


OJ000209_08.0309.C11 


bene wo . 


83787 


Strand 


+ 




2533 


End 


5852 


Name 


OJ000209 08.0309.Cll.o2.np 


Method 


AAT/NAP 


ot,ar c 


2530 


End 


5852 




7019665 


Score 


2266 


Exons 


2530. .2922, 3676. .3736, 3818. 


.3993, 408.9.. 4289, 4609.. 4868, 




4949.-5259, 5339. .5559, 5661. 


.5852 




fZT Ho c; /~< t" n r> 


(AL132954) P-glycoprotein-like [Arabidopsis thaliana] 


Q £i /-r M/-^ 

oecj . in (j . 


40483 


Seq. ID' 


OJ000209_08.0309.C11 


oene ino . 


83787 


Strand 


+ 




2533 


End 


5852 


Name 


OJ000209 08.0309.Cll.o2.gs 


Method 


GEN SCAN 


oiar u 


2533 


End 


5826 


u J. 


none 


Score 


.81 


Exons 


2533. .2910, 3682. .3736, 3818. 


.3993, 4089. .4185, 4235. .4289, 




4949. .5259, 5339. .5559, 5661. 


.5826 




beg. wo. 


40483 


Seq. ID 


OJ000209_08.0309.C11 


bene wo . 


83788. 


Strand 




o rar u 


1 


End 


433 ' 


Name 


OJ000209 08,0309. Cll.ol.gp 


Method 


AAT/GAP 


b tar u 


1 


End 


433 


GI 


41795 1.R1084 


Score 


814 


Exons 


1..433 








, 4580389/gb|AAD24367.1|AG007171_3 8 . Oe 


-18 (AC007171) unknowi 




protein [Arabidopsis thaliana] ' 






40483 


Seq. ID 


OJ000209_08.0309.C11 




83788 


Strand 






1 


End 


433 


Name 


OJ000209 08.0309.Cll.ol.tw" 


Method 


TBLASTX: Wheat 


Start 


2 


End 


235 


GI 


none 


Score 


358 


Exons 


2. .229, 3. .230, 125. .235 






Seq. No. 


40483 


Seq. ID 


OJ000209_08.0309.C11 


Gene No. 


83788 


Strand 




Start 


1 


End 


433 


Name 


OJ000209 08.0309.Cll.o2.tc 


Method 


TBLASTX: Cress 


Start 


2 


End 


233 


GI 


none 


Score 


284 


Exons 


2. .226, 3. .233 







Seq. No. 40483 Seq. ID 

Gene No. 83788 Strand 

Start 1 End 

Name OJ000209_08 . 0309 . Cll . o2 . tm Method 

Start 2 End 

GI none Score 

Exons 2.. 226, 3.. 233 



OJ000209_08. 0309. Cll 
433 

TBLASTX: Maize 

233 

377 



40462 




Seq. No. 


40483 








Seq. ID 


OJ000209_08. 0309. Cll 


Gene No - 


83788 








Strand 




Start 


1 








End 


433 


Na.ru© 


OJ000209 08 


. 0309. 


Cll .o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


3 ~~ 








End 


236 


GI 


none 








Score 


188 


Pvnn *? 
*\ w iitj 


3. .236 














40483 








Seq. ID 


OJ000209_08. 0309. Cll 


OC11C WW • 


83789 








Strand 




Start 


3679 








End 


5849 


Name 


OJ000209 08 


.0309. 


Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3679 








End 


5849 


GI 


none 








Score 


50 


Exons 


3679. .3735, 


3772 . 


.3954, 


3795. 


.3911, 3814. .4005, 4073. .4213, 




4089. .4292, 


4101 . 


. 4283, 


4621. 


.4869, 4953.. 5039, 5013.. 5261, 




5037. .5270, 


5051 . 


.5260, 


5075. 


.5260, 5332.. 5481-/ 5334.. 5465, 




5335. .5481, 


5337 . 


. 5483, 


5472. 


.5570, 5473.. 5562, 5473.. 5562, 




5655. .5849, 


5655 . 


. 5849, 


5660. 


.5848 




Seq. No. 


40483 








Seq. ID 


OJ000209_08. 0309. Cll 


fipne No 


83789 








Strand 




Start 


3679 








End 


5849 


Name 


OJ000209 08 


. 0309 . 


Cll .o3 


. tm 


Method 


TBLASTX: Maize 


o Lai u 


"38^8 ~~ 

JO JO 








End 


4294 


GI 


none 








Score 


121 




^8^8 4002 


4088 . 


. 4294 , 


4089. 


.4289 




Seq. No. 


40483 








Seq. ID 


OJ000209_08. 0309. Cll 


Gene No. 


83789 








Strand 




Start 


3679 








End 


5849 


Name 


OJ000209 08 


.0309. 


Cll .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5054 ~~ 








End 


5849 


GI 


none 








Score 


205 


Exons 

<LJ W \m/ 4> X 


5054 5260. 


5055 . 


. 5270, 


5337. 


.5507, 5338.. 5511, 5473.. 5562, 




5631 . . 5849 












Seq. No. 


40483 








Seq. ID 


OJ000209_08. 0309. Cll 


Gene No. 


83789 








Strand 




Start 


3679 








End 


58 4 9 


Name 


OJ000209 08 


. 0309. 


Cll .o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


5055 ~ 








End 


5406 


GI 


none 








Score 


196 


Exons 


5055. .5270. 


5057 . 


. 5260, 


5335. 


.5406 




Seq. No. 


40483 








Seq. ID 


OJ000209_08. 0309. Cll 


Gene No . 


83789 








Strand 




Start 


3679 








End 


5849 


Name 


OJ000209 08 


. 0309. 


Cll .ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


5407 








End 


5777 


GI 


none 








Score 


225 


Exons 


5407. .5562, 


5409. 


.■5561, 


5650. 


.5748, 5654.. 5767, 5655.. 5777 


Seq. No. 


40484 








Seq. ID 


OJ000209_08.0309.C12 


Gene No. 


83790 








Strand 


+ 


Start 


450 








End 


1906 



40463 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000209_08 . 0309 . C12 . ol . gs Method GEN SCAN 

450 End 1715 

none Score .52 
450. .1228, 1474.. 1715 



40484 
83790 
450 

OJ000209J)8.0309.C12.ol.np 
450 

7428834 

450.. 1228, 1474.. 1715, 1888 



Seq. ID OJ000209_08.0309.C12 
Strand + 

1906 
AAT/NAP 
1906 
1016 



End 

Method 
End 
Score 
1906 

probable P-glycoprotein pgpl - Arabidopsis thaliana 
gi|3355477|gb|AAC27839.1| (AC004218) putative ABC transporter 
[Arabidopsis thaliana] 



Seq. No. 


40484 


Seq. ID 


OJ000209_08.0309. 


C12 






Strand 


+ 




Start 


450 


End 


1906 




Name 


OJ000209 08.0309.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


613 


End 


969 




GI 


none 


Score 


145 




Exons 


613. .762, 621. .758, 768. .875, 


772. .900 


, 916.. 969 




Seq. No. 


40484 


Seq. ID 


OJ000209_08.0309. 


C12 




~ 83790 


Strand 


+ 




Start 


450 


End 


1906 




Name 


OJ000209 08.0309.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


699 


End 


873 




GI 


none 


Score 


107 




Exons 


699. .761, 700. .762, 700. .762, 


766. .873 


, 768.. 872 




Seq. No. 


40484 


Seq. ID 


OJ000209_08.0309. 


C12 




83790 


Strand 


+ 




Start 


450 


End 


1906 




Name 


OJ000209 08.0309.C12.o2.ts 


Method 


TBLASTX : Soybean 




Start 


795 


End 


1074 




GI 


none 


Score 


120 




Exons 


795. .872, 796. .873, 898. .1074 


, 924. .1073 




Seq. No. 


40484 


Seq. ID 


OJ000209 08.0309. 


C12 


Gene No. 


83790 


Strand 


+ 




Start ... 


450 


End 


1906 




Name 


OJ000209 08.0309.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


898 


End 


1245 




GI 


none 


Score 


402 




Exons 


898. .1224, 899. .1225, 1036. .1245, 1037 


. .1225 




Seq. No. 


40484 


Seq. ID 


OJ000209 08.0309. 


C12 


Gene No. 


83790 


Strand 


+ 




Start 


450 


End 


1906 




Name 


OJ000209 08.0309.C12.o2.tc 


Method 


TBLASTX: Cress 




Start 


976 


End 


1715 




GI 


none 


Score 


144 v - ' 




Exons 


976. .1233, 1467. .1715, 1472.. 


1564 






Seq. No. 


40484 


Seq. "ID 


OJ000209_08.0309. 


C12 



40464 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



83790 Strand 
450 End 
OJ000209_08.0309.C12.ol.ts Method 
14 67 End 
none Score 
1467.. 1715, 1472.. 1564, 1646.. 1696 



+ 

1906 

TBLASTX : Soybean 

1715 

215 



Seq. No. 40484 • Seq. ID 

Gene No. 83790 Strand 

Start 450 End 

Name OJ000209_08 .0309.C12.o3.tm Method 

Start 14 91 End 

GI none Score 

Exons 1491. .1715 



OJ000209_08 . 0309. C12 
+ 

1906 

TBLASTX: Maize 

1715 

191 



oeq. ino. 


40485 


Seq. ID 


OJ000209_08.0309. 


CI ^ 


L*ene wo. 


83791 


Strand 


+ 




Start 


180 


End 


1453 




Name 


OJ000209 08.0309.C13.o2.tm 


Method 


TBLASTX: Maize 






175 


End 


540 




PT 


none 


Score 


368 




Exons 


175. .474, 183. .539, 192. .539, 


214. .540 






oeq. in o . 


40485 


Seq. ID 


OJ000209_08.0309. 




oene ino. 


83791 


Strand 


+ 






180 


End 


1453 




Name 


OJ000209 08.0309.C13.ol.np 


Method 


AAT/NAP 




Start 


180 


End 


1442 




GI 


7019665 


Score 


1807 




Exons 


180. .1442 








GI Descrip. 


(AL132954) P-glycoprotein-like [Arabidopsis thaliana] 




Seq. No. 


40485 


Seq. ID 


OJ000209_08.0309. 


C13 


Gene No. 


83791 


Strand 


+ 




Start 


180 


End 


1453 




Name 


OJ000209 08.0309.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


200 


End 


917 




GI 


none 


Score 


930 




Exons 


200. .328, 213. .917, 214. .465, 


428. .916 






Seq. No. 


40485 


Seq. ID 


OJ000209_08.0309. 


C13 


Gene No. 


83791 


Strand 


+ 




Start . 


180 


End 


1453 




Name 


OJ000209 08.0309.C13.ol.gs 


Method 


GENS CAN 




Start 


396 


End 


1445 




GI 


none 


Score 


.41 




Exons 


396. .1445 









Seq. No. 40485 

Gene No. 83791 

Start 180 

Name OJ000209_08 . 0309.C13.ol.tc 

Start 552 

GI none 

Exons 552.. 1070, 552.. 1061, 554.. 



Seq. ID OJ000209_08.0309.C13 



Strand 
End 

Method 
End 
Score 
1069 



+ 

1453 

TBLASTX: 
1070 
68 6 



Cress 



Seq. No. 



40485 



Seq. ID OJ000209_08.0309.C13 



40465 



Gene No. 


83791 




Strand 


+ 




Start 


180 




End 


1453 




V* alUC 


OJ000209 08 0309 C13 o3 


. tm 


Method 


TBLASTX: Maize 




O Lai. L. 


572 _ 




End 


873 






none 




Score 


260 




TT von <2 


572 730 573 731. 579 


. .734, 


580 . .732, 


732.-872, 733.. 


873, 




734 . . 871 










Seq. No. 


40485 




Seq. ID 


OJ000209_08.0309 


.C13 


Gene No. 


83791 




Strand 


.+ 




O UClX L. 


180 




End 


1453 




IN dlLLt: 


OJ000209 08 0309 C13 o3 


. ts 


Method 


TBLASTX: Soybean 






918 _ 

_? x o 




End 


1154 




VJX, 






Score 


242 




DAU1 i O 


918 1154 . 926. . 1147 










Seq. No. 


40485 




Seq. ID 


OJ000209_08.0309 


.C13 


Gene No. 


83791 




Strand 


+ 




Start 


180 




End 


1453 






OJ000209 08 0309 C13 ol 


. tm 


Method 


TBLASTX: Maize 




O L. G. X L. 


926 ~~ 




End 


1453 






none - 




Score 


749 






926 1453 927 1445 










Seq. No. 


40485 




Seq. ID 


OJ000209_08.0309 


.C13 


Gene No. 


83791 




Strand 


+ . 




Start 


180 




End 


1453 




Name 


OJ000209 08.0309.C13.ol 


.gp 


Method 


AAT/GAP 




Start 


955 




End 


1189 




GI 


uC-osflcyp073g07bl 




Score 


466 





Exons 955.. 1189 

GI Descrip. '3355477 5.0e-36 (AC004218) putative P-glycoprotein, pgpl 



[Arabidopsis thaliana] 1 



Seq. No. 


40485 






Seq. ID 


OJ000209_08.0309.C13 


Gene No. 


83791 






Strand 


+ 


Start 


180 






End 


1453 


Name 


OJ000209 08 


.0309.C13.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1071 






End 


1408 


GI 


none 






Score 


154 


Exons 


1071. .1190, 


1073. .1270, 


1074. 


.1274, 1296.. 1406, 1313.. 1408 


Seq. No. 


40485 






Seq. ID 


OJ000209_08.0309.C13 


Gene No. 


83791 






Strand 


+ 


Start 


180 






End 


1453 


Name . 


OJ000209 08 


.0309.C13.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


1155 






End 


1445 


GI 


none 






Score 


372 


Exons 


1155. .1445, 


1160. .1426 








Seq. No. 


40486 






Seq. ID 


OJ000209_08.0309.C14 


Gene No. 


83792 






Strand 


+ 


Start 


138 






End 


1458 


Name 


OJ000209 08 


.0309.C14.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


135 






End 


445 


GI 


none 






Score 


171 


Exons 


135.. 263, 140.. 238, 361 


. . 444, 


362. .445 





40466 



Seq. No. 


40486 




Seq. ID 


OJ000209JD8 . 0309 . C14 


Gene No. 


83792 




Strand 


+ 


Start 


138 




End 


1458 


Name 


OJ000209 08.0309.C14.ol. 


gp 


Method 


AAT/GAP 


Start 


138 


End 


1279 


GI 


uOosflcypl55elObl 




Score 


826 


Exons 


138. .239, 362. .483, 562. 


.694, 


1194. .1279 


GI Descrip. 


1 39281 66/emb | CAA09085.il 


8.0e 


-21 (AJ010317) Sand [Fugu 




rubripes] 1 








Seq. No. 


40486 




Seq. ID 


OJ000209 08.0309.C14 


Gene No. 


83792 




Strand 


+ 


Start 


138 




End 


1458 


Name 


OJ000209_08 . 0309.C14 .ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


433 




End 


1443 


GI 


none 




Score 


75 


Exons 


433.-489, 439. .483, 440. 


.499, 


441. .485, 


536. .697, 541. .696, 




552.. 701, 554.. 706, 1191 


..1286, 1192.. 1287, 1193. .1291, 




1320. . 1442, 1359. .1442, 


1360. 


.1443, 1360. .1443 


Seq. No. 


40486 




Seq. ID 


OJ000209_08.0309.C14 


Gene No. 


83792 




Strand 


+ 


Start 


138 




End 


1458 


Name 


OJ000209 08.0309.C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


605 




End 


1442 


GI 


none 




Score 


142 


Exons 


605.. 697, 61-0.. 696, 614. 


.706, 


615. .701, 


1191. .1286, 1193. .1 




1312. .1440, 1320. .1442, 


1358. 


.1408, 1363. .1440 


Seq. No. 


40486 




Seq. ID 


OJ000209 08.0309.C14 


Gene No. 


83792 




Strand 


+ 


Start 


138 




End 


1458 


Name 


OJ000209 08.0309.C14.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1197 




End 


1458 


GI 


none 




Score 


120 


Exons 


1197. .1286, 1199. .1285, 


1357. 


.1455, 1359.. 1454, 1360.. 1458 


Seq. No. 


40486 




Seq. ID 


OJ000209_08.0309.C14 


Gene No. 


83792 




Strand 


+ 


Start 


138 




End 


1458 


Name 


OJ000209 08 . 0309.C14 ,o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1209 




End 


1443 


GI 


none 




Score 


111 


Exons 


1209. . i286, 1217. .1291, 


1358. 


.1402, 1359. .1442, 1359. .1442, 




1360. . 1443, 1360. .1443 








Seq. No. 


40487 




Seq. ID 


OJ000209_08.0309.C15 


Gene No. 


83793 




Strand 


+ 


Start 


219 




End 


2076 


Name 


OJ000209 08.0309.C15.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


213 




End 


2076 


GI 


none 




Score 


105 


Exons 


213. .302, '216. .284, 223. 


,303, 


386. .682, 


396. .683, 401. .691, 




781. .873, 782. .874, 783. 


.872, 


784. .873, 


1759. .1824, 1760. .1 




1762. .1821, 1769.. 1825, 


1965. 


.2075, 1977.. 2075, 1978.. 2076, 



1978. .2076 



40467 



UC4« IN Vj . 




Seq. ID 


OJ000209_08.0309 


. C15 


Gene No. 


83793 


Strand 


+ 




Start 


219 


End 


2076 




Name 


OJ000209 08.0309.C15.ol.gs 


Method 


GENS CAN 




Start 


219 


End 


1825 




GI 


none 


Score 


.95 




Exons 


219. .283, 398. .685, 783. .874, 


1761. .1825 




O c q • LN U . 




Seq. ID 


OJ000209 08 0309 




Gene No. 


83794 


Strand 


+ 




Start 


106 


End 


1436 




Name 


OJ000209 08.0309.C16.ol.gs 


Method 


GENSCAN 




Start 


106 


End 


1436 




GI 


none 


Score 


.91 




Exons 


106. .247, 1325. .1436 








Seq. No. 


40488 


Seq. ID 


OJ000209_08.0309 


.C16 


Gene No. 


83795 


Strand 


+ 




Start 


2844 


End 


4065 




Name 


OJ000209 08.0309.C16.ol.gp 


Method 


AAT/GAP 




Start 


2773 


End 


4065 




GI 


717 5.R1084 


Score 


2356 




Exons 


2773.-2976, 3058.. 4065 








GI Descrip. 


'3695375 1.0e-103 (AF096370) 


contains 


similarity to the 


major 




intrinsic protein domain (Pfam: PF00230 MIP, E-value: 5 


.7e-ill) 




[Arabidopsis thaliana] 1 








Seq. No. 


40488 


Seq. ID 


OJ000209_08.0309 


.C16 


Gene No. 


83795 


Strand 


+ 




Start 


2844 


End 


4065 




Name 


OJ000209 08.0309.C16.ol.np 


Method 


AAT/NAP 




Start 


2844 


End 


3680 




GI 


7441257 


Score 


1001 




Exons 


2844..2976, 3058. .3680 









GI Descrip. probable membrane channel protein F1104.1 - Arabidopsis thaliana 
gi 1 3695375 | gb IAAC62778.il (AF096370) contains similarity to the 
major intrinsic protein domain (Pfam: PF00230 MIP, E-value: 
5.7e-lll) [Arabidopsis thaliana] gi | 7268190 | emb I CAB77717 . 1 1 
(AL161492) putative water channel protein [Arabidopsis thaliana] 



Seq. No. 40488 Seq. ID 

Gene No. 83795 Strand 

Start 2844 End 

Name OJ000209_08 . 0309 . C16 . o2 . gs Method 

Start 2844 End 

GI none Score 

Exons 2844..2976, 3058.. 3683 



OJ000209_08.0309.C16 
+ 

4065 
GENSCAN 
3683 
.96 



Seq. No. 40488 Seq. ID 

Gene No. 83796 Strand 

Start 4939 End 

Name OJ000209_08 . 0309 -C16.o3.gs Method 

Start 4939 End 

GI none Score 

Exons 4939.. 5024, 5899.-5962, 6006.. 6011 



OJ000209_08.0309.C16 
+ 

6011 
GENSCAN 
6011 
.52 



40468 

o 




Seq. No. 


40488 






Gene No. 


83797 






Start 


6586 






Name 


OJ000209 08 


. 0309. 


C16.ol 


Start 


2828 






GI 


none 






Exons 


2828. .2980, 


2844. 


.2999, 


Seq. No. 


40488 






Gene No. 


83797 






Start 


6586 






Name 


OJ000209_08 


.0309. 


CI6.0I 


Start 


2843 






GI 


none 






Exons 


2843. .2992, 


2844. 


.2993, 




3653. .3682 






Seq. No. 


40488 






Gene No . 


83797 






Start 


6586 






Name 


OJ000209 08 


. 0309. 


CI6.0I 


Start 


2843 






GI 


none 






Exons 


2843. .2980, 


2844 . 


.2981, 


Seq. No. 


40488 






Gene No. 


83797 






Start 


6586 






Name 


OJ000209 08 


.0309. 


CI6.0I 


Start 


2858 






GI 


none 






Exons 


2858. .2980, 


2904. 


.2981, 




3333. .3641, 


3335. 


.3601 




Seq. ID OJ000209_08.0309.C16 
Strand 

End 6750 

.ts Method TBLASTX: Soybean 

End 3677 

Score 165 
3060.. 3677, 3101.. 3676 

Seq. ID OJ000209_08.0309.C16 
Strand 

End 6750 

.tc Method TBLASTX : Cress 

End 3683 

Score 158 
3060. .3641, 3101. .3601, 3633.-3683, 



Seq. ID . OJ000209_08.0309.C16 
Strand v -■ 
End 6750 
,tm Method TBLASTX: Maize 
. End 3578 
Score 226 
3060.. 3578, 3098.. 3577 

Seq. ID OJ000209_08.0309.C16 
Strand 

End 6750 

.tw Method TBLASTX : Wheat 

End 3641 

Score 88 
3060.. 3308, 3131.. 3337, 3168.. 3362, 



Seq. No. 


40488 






Seq. ID 


OJ000209_ 


08 


.0309 


.C16 


Gene No. 


83797 






Strand 










Start 


6586 






End 


6750 








Name 


OJ000209 08 


.0309.C16.o4 


.gs 


Method 


GENSCAN 








Start 


6586 






End 


6750 








GI 


none 






Score 


.84 








Exons 


6586. .6750 
















Seq. No. 


40489 






Seq. ID 


OJ000209_ 


_08 


.0309 


.C17 


Gene No. 


83798 






Strand 










Start 


2628 






End 


2929 








Name 


OJ000209 08 


.0309.C17.ol 


. gs 


Method 


GENSCAN 








Start 


2628 






End 


2929 








GI 


none 






Score 


.5 








Exons 


2628. .2702, 


2867. .2929 














Seq. No. 


40490 






Seq. ID- 


OJ000209_ 


_08 


.0309 


.C18 


Gene No. 


83799 






Strand 


+ 








Start 


1 






End 


137 








Name 


OJ000209 08 


.0309.C18.ol 


.np 


Method 


AAT/NAP 








Start 


1 






End 


137 








GI 


5777617 






Score 


92 








Exons 


1. .137 

















40469 



GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40490 Seq, ID 

83800 Strand 
426 End 
OJ000209_08 . 0309 . C18 . ol . gs Method 
426 End 
none Score 
426. .514, 942. .1041, 1431. .1810, 2484. 
3845. .4037, 4298. .4396, 4468. .4560 



OJ000209_08.0309.C18 
+ 

4560 
GENS CAN 
4560 
.51 

.2643, 3213.. 3598, 



40490 Seq. ID 

83801 Strand 
14446 End 
OJ000209_08 . 0309 . C18 . o3 . np Method 
14446 End 
6063557 Score 

14446. .14633, 14882 15102, 15684 .. 15709 . 
(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



OJ000209_08.0309.C18 
+ 

15709 
AAT/NAP 
15709 
407 



40490 Seq. ID 

83801 Strand 
14446 End 
OJ000209_08 . 0309 . C18 . o2 . gp Method 
14 904 End 
uC-osf Icypl69h02bl Score 
14904. .15063 

, 6063530/dbj | AP000615 . 1 1 AP000615 3.0e-33 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 ■ 



OJ000209_08.0309.C18 
+ 

15709 
AAT/GAP 
15063 
214 



Seq. No. 


40490 


Seq. ID 


OJ000209_08.0309.C18 


Gene No. 


83802 


Strand 




Start 


6492 


End 


7204 


Name 


OJ000209 08.0309.C18.o2.gs 


Method 


GENSCAN 


Start 


6492 


End 


7204 


GI 


none 


Score 


.46 


Exons 


6492. .6698, 7157. .7204 






Seq. No. 


40490 


Seq. ID 


OJ000209_08.0309.C18 


Gene No. 


83803 


Strand 




Start 


11025 


End 


14668 


Name 


OJ000209 08.0309.C18.o2.np 


Method 


AAT/NAP 


Start 


9922 


End 


11924 


GI 


3941480 


Score 


423 


Exons 


9922. .9969, 11251 11590, 11802.. 11924 




GI Descrip. 


(AF062894) putative transcription factor [Arabidopsis thaliana] 


Seq. No. 


40490 


Seq. ID 


OJ000209_08.0309.C18 


Gene No. 


83803 


Strand 




Start 


11025 


End 


14668 


Name 


OJ000209 08.0309.C18.ol.gp 


Method 


AAT/GAP 


Start 


10556 


End 


12145 


GI 


15546 1.R1084 


Score 


3133 


Exons 


10556. .12145 






GI Descrip. 


'3941480 2.0e-29 (AF062894) 


putative transcription factor 



[Arabidopsis thaliana] 1 



40470 




Seq, No. 


40490 




Seq. ID 


OJ000209_08.0309. 


C18 


Gene No. 


83803 




Strand 






Start 


11025 




End 


14668 




Name 


OJ000209 08.0309.C18 


. o3 . gs 


Method 


GEN SCAN 




Start 


11025 




End 


14668 




GI 


none 




Score 


.63 




Exons 


11025. . 11590, 11802. 


.12066, 


12648. .12734, 13016 .. 13164 , 






14389. .14668 










Seq. No. 


40490 




Seq. ID 


OJ000209_08.0309. 


C18 


Gene No. 


83804 




Strand 






Start 


15420 




End 


15565 




Name 


OJ000209 08.0309.C18 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11389 




End 


11901 




GI 


none 




Score 


172 




Exons 


11389. .11595, 11389. 


.11472, 


11391. .11594, 11797. .11901 




Seq. No. 


40490 




Seq. ID 


OJ000209_08.0309. 


C18 


Gene No. 


83804 




Strand 






Start 


15420 




End 


15565 




Name 


OJ000209 08.0309.C18 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


11391 




End 


11898 




GI 


none 




Score 


174 




Exons 


11391. . 11594, 11395. 


.11592, 


11785. .11898, 11798. .11893 




Seq. No. 


40490 




Seq. ID 


OJ000209_08.0309. 


C18 


Gene No. 


83804 




Strand 






Start 


15420 




End 


15565 




Name 


OJ000209 08.0309.C18 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


11391 




End 


11901 




GI 


none 




Score 


178 




Exons 


11391. . 11591, 11395. 


.11598, 


11785. .11901, 11786. .11893 




Seq. No. 


40490 




Seq. ID 


OJ000209_08.0309. 


C18 


Gene No. 


83804 




Strand 






Start 


15420 




End 


15565 




Name 


OJ000209 08.0309.C18 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11391 




End 


11902 




GI 


none 




Score 


150 




Exons 


11391. .11594, 11395. 


.11592, 


11785. .11898, 11786. .11902 




Seq. No. 


40490 




Seq. ID 


OJ000209_08.0309. 


C18 


Gene No. 


83804 




Strand 






Start 


15420 




End 


15565 




Name 


OJ000209 08.0309.C18 


. o4 . gs 


Method 


GENSCAN 




Start 


15420 




End 


15565 




GI 


none 




Score 


.96 




Exons 


15420. .15565 










Seq. No. 


40491 




Seq. ID 


OJ000209_08.0309. 


C19 


Gene No. 


83805 




Strand 


+ 




Start 


185 




End 


10552 




Name 


OJ000209 08.0309.C19 


.ol .gs 


Method 


GENSCAN 




Start 


185 




End 


9377 




GI 


none 




Score 


.55 




Exons 


185.. 835, 1001.. 1907 


, 2088. 


.2198, 3252 


..3408, 3461. .3845 


r 



3931. .4098, 4216. .4341, 4434. .4685, 4822. .4969, 4994. .5067, 



40471 



5160.. 5280, 5312.. 5427, 5500.. 5583, 5605.. 5627, 5656.. 5808, 
5872. .5919, 5939. .5964, 6479.-6583, 7705.. 8016, 9247.. 9377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40491 
83805 
185 

OJ000209_08 . 0309 . C19 . ol . np 
272 

7228438 

272.. 2232, 3747.. 3845, 3931 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4341, 4434. .4733, 4810. 
5160. .5342, 5500. .5565, 9819.. 10121, 10292.. 10552 
(AP001366) EST C28952 {C6294 5) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



OJ000209_08.0309.C19 
+ 

10552 
AAT/NAP 
10552 
6325 

,5067, 



40491 Seq. ID 

83805 Strand 
185 End 
OJ000209_08.0309.C19.ol.gp Method 
1242 End 
5701669 Score 
1242. .1673 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar -to. maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ000209_08.0309.C19 
+ 

10552 
AAT/GAP 
1673 
825 



40491 . Seq. ID 

83805 Strand 
185 End 
OJ000209_08 . 0309 . C19 . o2 . gp Method 
4560 End 
LIB3475-007-P1-K1-G8 Score 
4560. .4733, 4810. .5034 

1 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ000209_08.0309.C19 
+ 

10552 
AAT/GAP 
5034 
716 



Seq. No. 


40491 


Seq. ID 


OJ000209_08.0309. 


C19 


Gene No. 


83805 


Strand 


+ 




Start 


185 


.End 


10552 




Name 


OJ000209 08.0309.C19.o2 


. gs Method 


GENSCAN 




Start 


9634 


End ' 


10166 




GI 


none 


Score 


.66 




Exons 


9634.. 9636, 9819.. 9977, 


10044. .10166 






Seq. No. 


40491 


Seq. ID 


OJ000209_08.0309. 


C19 


Gene No. 


83806 


' Strand 


+ 




Start 


12446 


End 


13244 




Name 


OJ000209 08.0309.C19.o2 


. np Method 


AAT/NAP 




Start 


12395 


End' 


13244 




GI 


4063743 


Score 


160 




Exons 


12395. .12823, 13175.. 13244 






GI Descrip. 


(AC005851) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


40491 


Seq. ID 


OJ000209_08.0309. 


C19 


Gene No. 


83806 


Strand 


+ 




Start 


12446 


End - 


13244 





40472 



Name * 
Start 
GI 

Exons 



OJ000209_08.0309.C19.o3.gs 

12446 

none 

12446. .13193 



Method GENSCAN 
End 13193 
Score .74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40491 Seq. ID OJ000209_08 . 0309 . C19 

83806 Strand + 

12446 End 13244 

OJ000209_08 . 0309 . C19 . o7 . gp Method AAT/GAP 

12816 End 13205- 

LIB3433-025-P1-K1-H6 Score 696 

12816. .13205 

■5852170/emb|AL117265.1|OST17804 2.0e-27 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



40491 
83807 
5969 

OJ000209_08.0309,C19.o3.gp 
5969 

61605_3.R1084 
5969. .6278 

1 1402920/emb | CAA66965 | 2.0e-20 
thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_08.0309.C19 

6278 
AAT/GAP 
6278 
416 



(X98321) peroxidase [Arabidopsis 



OJ000209 08.0309.C19 



40491 Seq. ID _ 

83808 Strand 
6800 End 7227 

OJ000209_08 . 0309 . CI 9 . o4 . gp Method AAT/GAP 
6800 End 7227 

2428185 Score 837 

6800. .7227 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone: tl7804 



Seq. No. 


40491 


Seq. ID 


OJ000209_08.0309.C19 


Gene No. 


83809 


Strand 




Start 


7245 


End 


7979 


Name 


OJ000209 08.0309.C19.o5. 


gp Method 


AAT/GAP 


Start 


7245 


End 


7979 


GI 


101153 L.R1084 


Score 


701 


Exons 


7245. .7473, 7796. .7979 






GI Descrip. 


■5852170/emb IAL117265.il 


OST17804 l.Oe- 


115 Oryza sativa 




indica (GLA4) genomic DNA, chromosome 4 


, BAC clone: tl7804' 


Seq. No. 


40491 


Seq. ID 


OJ000209_08.0309.C19 


Gene No. 


83810 


Strand 




Start 


8070 


End 


8380 


Name 


OJ000209 08.0309.C19.ol. 


tm Method 


TBLASTX: Maize 


Start 


1199 


End 


1795 


GI 


none 


Score 


93 


Exons 


1199.. 1327, 1207.. 1305, 


1361. .1660, 1378. .1599, 1724. .1795 


Seq.* No. 


40491 


Seq. ID 


OJ000209_08.0309.C19 


Gene No. 


83810 


Strand 




Start 


8070 


End 


8380 


Name 


OJ000209 08.0309.C19.ol. 


tw Method 


TBLASTX: Wheat 



40473 





Start 


1493 


End 


1873 






GI 


none 


Score 


193 






Exons 


1493.. 1687, 1502.. 1699, 1697. 


.1873, 1697.. 1873 






Seq. No. 


40491 


Seq. ID 


OJ000209_08.0309. 


C19 




Gene No. 


83810 


Strand 








Start 


8070 


End 


8380 






Name 


OJ000209 08.0309.C19.o6.gp 


Method 


AAT/GAP 






Start 


8070 


End 


8380 






GI 


2312818 


Score 


54 D 






Exons 


8070. .8380 










GI Descrip. 


5852170/emb|AL117265. 1IOST17804 2.0.e-27 


Oryza sativa 








indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone :tl7804 






Seq. No. 


40492 


Seq. ID 


OJ000209_08 . 0309 . 


C20 




Gene No. 


83811 


Strand 








Start 


32 


End 


1031 






Name 


OJ000209 08.0309.C20.ol.gs 


Method 


/"* nun /"« 7\ xi 

GENS CAN 






Start 


32 


End 


993 






GI 


none 


Score 


. 83 






Exons 


32. .62, 350. .993 










Seq. No. 


40492 


Seq. ID 


OJ000209_08.0309. 


C20 


LJ 


Gene No. 


83811 


Strand 








Start 


32 


End 


1031 






Name 


OJ000209 08.0309.C20.ol.np 


Method 


AAT/NAP 




r i * 


Start 


294 


End 


1031 






GI 


2160165 


Score 


263 




f ^ 


Exons 


294. .1031 








: . 5 
. =3 


GI Descrip. 


(AC000132) F21M12.11 gene product [Arabidopsis thaliana] 






Seq. No. 


40492 


Seq. ID 


OJ000209_08.0309. 


C20 




Gene No. 


83811 


Strand 






s 


Start 


32 


End 


1031 






Name 


OJ000209 08.0309.C20.ol.gp 


Method 


AAT/GAP 


- 




Start 


901 


End 


1031 




i j. 


GI 


none 


Score 


258 




" ==. 


Exons 


901. .1031 










Seq. No. 


40493 


Seq. ID 


OJ000119_09.0315. 


C2 


C3 


Gene No. 


83812 


Strand 








Start 


86 


End 


1168 






Name 


OJ000119 09.0315.C2.ol.np 


Method 


AAT/NAP 






Start 


86 


End 


243 






GI 


6815052 


Score 


175 






Exons 


86. .243 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


40493 


Seq. ID 


OJ000119_09.0315. 


C2 




Gene No. 


83812 


Strand 








Start 


86 


End 


1168 






Name 


OJ000119 09.0315.C2.ol.gs 


Method 


GENSCAN 






Start 


90 


End 


1168 






GI 


none 


Score 


.58 






Exons 


90. .274, 1116. .1168 










Seq. No. 


40493 


Seq. ID 


OJ000119_09.0315. 


C2 



40474 




Gene No . 


Q-JQ1 -J 
O JOIJ 






btrana 










Start 


1774 






End 


2307 








Name 


OJ000119 09 


.0315.C2.o2. 


gs 


Method 


GENSCAN 








Start 


1774 






End 


2307 








GI 


none 






Score 


.4 








Exons 


1774. .1920, 


2287. .2307 














Seq. No. 


40494 






Seq. ID 


OJ000119 


09. 


0315 


.C3 


Gene No. 


83814 






Strand 


+ 








Of -i v-f- 


i 
i 






End 


LOO 








Name 


OJ000119 09 


.0315.C3.ol. 


np 


Method 


AAT/NAP 








Start 


1 






End 


419 








GI 


6815052 






Score 


195 








Exons 


1..18, 301. 


.419 














GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


40494 






Seq. ID 


OJ000119_ 


09. 


0315 


.C3 


Gene No. 


QOQI yl 

O JO 14 






Strand 


+ 








Start 


1 






End 


422 








Name 


OJ000119 09 


.0315.C3.ol. 


gs 


Method 


GENSCAN 








Start 


301 






End 


422 








GI 


none 






Score 


.65 








Exons 

- ■ 


301. .422 - 
















Seq. No. 


40495 






Seq. ID 


OJ000119_ 


_09. 


0315 


.C5 


Gene No. 


OOOlD 






Strand 










Start 


1439 






End 


2768- 








Name 


OJ000119 09 


.0315.C5.ol. 


gs 


Method 


GENSCAN 








Start 


1439 






End 


2768 








GI 


none 






Score 


.42 








Exons 


1439. .2083, 


2137. .2339, 


2447. 


.2768 










Seq. No. 


40496 






Seq. ID 


OJ000119_ 


09. 


0315 


.C6 


Gene No. 


83816 






Strand 










Start 


194 






End 


11772 








Name 


OJ000119 09 


.0315.C6.ol. 


np 


Method 


AAT/NAP 








Start 


194 






End 


9301 








GI 


6815052 






Score 


2090 








Exons 


194. .312, 595.. 670, 752 


. .1450 


, 1498. .1632, 2414. 


.2506, 






3377. .3476, 


8593. .8710, 


8992. 


.9066, 9148. .9301 








GI Descrip. 


(AP001080) ] 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


40496 






Seq. ID 


OJ000119_ 


09. 


0315 


.C6 


Gene No. 


83816 






Strand 










Start 


194 






End 


11772 








Name 


OJ000119 09 


.0315.C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1687 






End 


2276 








GI 


none 






Score 


55 








Exons 


1687. .2181, 


1787. .1945, 


1891. 


.2145, 2244. .2276 








Seq. No. 


40496 






Seq. ID 


OJ000119_ 


09. 


0315 


.C6 


Gene No. 


83816 






Strand 










Start 


194 






End 


11772 








Name 


OJ000119 09 


.0315.C6.o2. 


gs 


Method 


GENSCAN 








Start 


6371 






End 


11667 








GI 


none 






Score 


.7 








Exons 


6371. .6408, 


7685. .7831, 


8036. 


.8105, 8300.. 8588, 


8593. .8710, 



40475 




8992. .9066, -9148. .9316, 9924.. 9931, 10021 .. 10185, 10357 10682, 
10818. .10908, 11571. .11619, 11662. .11667 





40496 


Seq. ID 


OJ000119 09 0315 C6 


Gene No. 


83816 


Strand 




Start 


194 


End 


11772 


Name 


OJ000119 09.0315.C6.ol.gp 


Method 


AAT/GAP 


Start 


6851 


End 


7232 


GI 


uC-osflcyp033a04bl 


Score 


659 


Exons 


6851.. 7232 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


-59 Oryza sativa genor 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


40496 


Seq. ID 


OJ000119_09.0315.C6 


Gene No. 


83816 


Strand 


- 


Start 


194 


End 


11772 


Name 


OJ000119 09.0315.C6.o2.np 


Method 


AAT/NAP 


Start 


7411 


End 


11772 


GI 


6705984 


Score 


1962 


Exons 


7411.. 7439, 7755.. 7930, 9994.. 


,11772 






(AB033235) gag-pol polyprotein [Oryza 


i*D d -1- V a J 


Seq. No. 




Oorr T D 
ocrq • 1U 


OJ000119_09.0315-C6 


Gene No. 


OOOID 


O LI. cilltJ. 


- 


Start 


1 OA 




11772 


Name 


OJ000119 09.0315.C6.o2. tm 


Method 


TBLASTX: Maize 


Start 


9993 


End 


10369 


GI 


none 


Score 


108 


XT' v /~iti c; 


. J. U .J U *± , 5 . • 1UjO!7 






Seq. No. 


40496 


Seq. ID 


OJ000119_09.0315.C6 


Gene No. 


83816 


Strand 


- 


Start 


194 


End 


11772 


Name 


OJ000119 09.0315.C6.o4.tw 


Method 


TBLASTX: Wheat 


Start 


9995 


End 


10393 


GI 


none 


Score 


70 




9995.. 10393, 10157.. 10306 






Seq. No. 


40496 


Seq. ID 


OJ000119_09.0315.C6 


Gene No. 


83816 


Strand 


- 


Start 


194 


End 


11772 


Name 


OJ000119 09.0315.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


10118 


End 


10465 


GI 


none 


Score 


139 




10118. .10465, 10119.. 10457 






Seq. No. 


40496 


Seq. ID 


OJ000119_09.0315.C6 


Gene No. 


83816 


Strand 


- 


Start 


194 


End 


11772 


Name 


OJ000119 09.0315.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


10388 


End 


10856 


GI 


none 


Score 


159 


Exons 


10388. .10855, 10419.. 10856 






Seq. No. 


40496 


Seq. ID 


OJ000119_09.0315.C6 


Gene No. 


83816 


Strand 




Start 


194 


End 


11772 



40476 




Nam© 


ninnm 1 q oq o^i ^ c& 


r\0 "hi*; 
OZ . LW 


Method 


TBLASTX: Wheat 




C 4- 3 v-+- 

OLait 






End 


10924 




KJX 


none 




Score 


143 




Exons 


1 0449 1076^ 1 044*3 


i oros 


10838. .10924 




Seq. No. 


40496 




Seq. ID 


OJ000119_09.0315 


.C6 


Gene No. 


83816 




Strand 






Q+- a r*4- 


1 Q4 




End 


11772 




Name 


htoooi 1 Q HQ O^l ^ Pfi 


oJ ■ tm 


Method 


TBLASTX: Maize 






1UOOU 




End 


11080 




ol 


none 




Score 


153 




TP \r e» 

xtiXons 


i riQQn 1109*3 10ftft7 

1UOOU . • IIU^J/ 1UOO / . 


1 1 094 


11027. .11080 




beq. no. 


A 04 Q£ 




Seq. ID 


OJ000119_09,0315 




Gene No. 


83816 




Strand 






Start 


194 




End 


11772 




Name 




nl t" iai 


Method 


TBLASTX: Wheat 




Of a r-t- 

buart 


1 1 9*34 ~~ 




End 


11700 




ul 


none 




Score 


44 




Exons 


1 1 9*34 1 1 ""3 "3 9 1 1 974 


1 1 *3*30 


11332. .11415, 11339. .11416, 






1 1 *379 1 1 41 1 1 4 1 Q 

XI j /Z • .11410/ 11113. 


1 1 700 


11453. .11689 




Seq. No. 


40496 




Seq. ID 


OJ000119_09.0315 


.C6 


Gene No. 


83816 ' 




Strand 






btart 


1 Q4 




End 


11772 




Name 


htoooiiq no o*3i r r& 


^9 +- o 

OZ . Lb 


Method 


TBLASTX : Soybean 




p J . „ 4- 

btart 


1 1Z 0 / 




End 


11649 




bl 


none 




Score 


75 




Exons 


119^T 1 1 ooo 1 1 O 


1 1 £4 Q 
.11 Oft 27 , 


11384. .11584 




beq. wo. 


A ClA Q7 




Seq. ID 


OJ000119_09.0315 


CI 


Gene No. 


83817 




Strand 






Start 


1 




End 


1525 




Name 


OJ000119 09. 0315. CI. 


ol .np 


Method 


AAT/NAP 




Of a 

buari. 


1 




End 


1525 




ol 


6705984 




Score 


192 




Exons 


1..333, 1404. .1525 










ui uescrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


40497 




Seq. ID 


OJ00Q119_09.0315 


-C7 


Gene No. 


83817 




Strand 






C-f- -j T-f- 

OLal L 


1 




End 


1525 




Name 


OJ000119 09. 0315. CI. 


ol . tm 


Method 


TBLASTX: Maize 






67 




End 


290 






none 




Score 


88 




Exons 


67. .234, 70. .252, 71 




129. .290 






Seq. No. 


40498 




Seq. ID 


OJ000119_09.0315 


.C8 


Gene No. 


83818 




Strand 






C f- -a t*+- 


39 




End 


821 




Name 


OJ000119 09. 0315. C8. 


ol .gs 


Method 


GENSCAN 




Start 


39 




End 


821 




GI 


none 




Score 


.75 




Exons 


39. .211, 716. .821 










Seq. No. 


40499 




Seq. ID 


OJ000119_09.0315 


.Cll 


Gene No. 


83819 




Strand 


+ 





40477 



Start 


194 


End 


559 








Name 


OJ000119 09 0315 Cll.ol.as 


Method 


GENSCAN 








O LCll U 


194 ~~ 


End 


559 










T~\ /""NT"! a 


Score 


.61 








F.vnn «? 


194 . . 559 












Seq. No. 


40500 


Seq. ID 


OJ000119_ 


_09. 


0315, 


.C13 


Gene No. 


83820 


Strand 


+ 








Cf art 


102 


End 


3399 








Name 


OJ000119 09. 0315.C13 .ol.gs 


Method 


GENSCAN 








OLdi L 


102 ~~ 


End 


3399 










none 


Score 


.55 








P von ^ 


102. .438, 1447. .2436, 2720.. 


,3104, 3165. 


.3399 










40500 


Seq. ID 


OJ000119_ 


_09. 


0315 


.C13 


Gene No. 


83821 


Strand 


+ 








Start 


6446 


End 


8660 








Name 


OJ000119 09.0315.C13.o2.np 


Method 


AAT/NAP 








u Lai t 


6446 . 


End 


8660 








Ul 


6498436 


Score 


141 










6446. .6539, 8549. .8660 












Ul L/ C O J_ -L • 


(AP000815) hypothetical protein [Oryza 


sativa] ■ 










40500 


Seq. ID 


OJ000119_ 


_09. 


0315 


.C13 


Gene No. 


83822 


Strand 


+ 








Start 


10076 


End 


12290 








Name 


OJ000119 09.0315.C13.o4.np 


Method 


AAT/NAP 








ulai L 


10076 


End 


12290 








u-L 


6498436 


Score 


156 








T -von o 


10076. .10142, 12157.. 12290 












\J 1 O J_ -L^-' * 


(AP000815) hypothetical protein [Oryza 


sativa] 








OCVji IN • 


40500 


Seq. ID 


OJ000119 


__09. 


,0315 


.C13 


Gene No. 


83823 


Strand 


+ 








Start 


14180 


End 


15530 








Name 


OJ000119 09.0315. C13.o5.np 


Method 


AAT/NAP 








Of ar f 
O L. dl L. 


14180 


End 


15530 








riT 


6815052 


Score 


281 








Pyrin c 


14180. .14224, 14814 . . 14971, 


15053. .15127, 15412 


. .15530 




(IT Dp^rrin 


(AP001080) hypothetical protein [Oryza 


sativa] 










40500 


Seq. ID 


OJ000119 


_09, 


.0315 


.C13 


Gene No, . 


83824 


Strand 










Start 


3156 


End 


3498 








Name 


OJ000119 09.0315.C13.ol.gp 


■ Method 


AAT/GAP 








Start 


3156 


End 


3498 








GI 


25792 1.R1084 


Score 


644 








Exons 


3156. .3498 












GI Descrip. 


'4512233/dbj |AB014743.1|AB014743 0.0e+00 Oryza 


sativa copia 



retrotransposon RIRE7 DNA, partial sequence' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40500 Seq. ID 

83825 Strand 

3790 End 

OJ000119_09.0315.C13.o3.tm Method 

14 64 End 

none Score 



OJ000119_09.0315.C13 
19840 

TBLASTX: Maize 

5867 

143 



40478 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1464. .1685, 1482. .1664, 5631. .5867, 5644. .5865 



40500 Seq. ID 

83825 Strand 

3790 End 

OJ000119_09.0315.C13.ol.tw Method 

1485 End 

none Score 



1485.. 1664, 1506.. 1664, 1689.. 1979, 5282 
5299.. 5673, 5301.. 5654, 5497.. 5658, 5664 
5689.-5853 



OJ000119 09.0315.C13 



19840 

TBLASTX: Wheat 

5870 

82 

5458, 5295.-5645, 
5870, 5682.. 5828, 



Seq. No. 40500 

Gene No. 83825 

Start 3790 

Name OJ000119_09 . 0315 . C13 . o2 . ts 

Start 1503 

GI none 

Exons 1503.. 1688, 1683.. 1877, 5457, 
5682. .5849 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5648, 



OJ000119 09.0315.C13 



19840 
TBLASTX: 
5849 
104 
5530. .5649, 



Soybean 



5673. .5837, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons ' 



40500 Seq. ID OJ000119_09 . 0315 . C13 

83825 Strand 

3790 End 19840 

OJ000119_09 . 0315 . C13 . o2 . gp Method AAT/GAP 

3673 End 4056 

2312718 Score 632 

3673. .4056 

4512233/dbj | AB014743 . 1 | AB014743 1.0e-176 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 



40500 
83825 
3790 

OJ000119_09.0315.C13.o2.gs 

3790 

none 

3790.. 3840, 3924.. 5928, 5949. 



OJ000119_09.0315.C13 

19840 
GENSCAN 
19840 
.6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6303, 7359. .'7383, 7421.. 7621, 



8214. .8324, 8343. .8416, 8581. .8676, 8734. .8931, 9105. .9321, 
9327. .9974, 12149. . 12330, 12583 .. 12681, 14063 14305, 
14846. .14919, 16192 .. 16381, 16930 .. 17316, 17866 .. 18126, 
19654. .19840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



40500 Seq. ID 

83825 Strand 
3790 End 
OJ000119_09.0315.C13.ol.np Method 
4013 End 
6705984 Score 
4013. .6310 

(AB033235) gag-pol polyprotein [Oryza sativa] 



OJ000119_09.0315.C13 

19840 
AAT/NAP 
6310 
3867 



40500 Seq. ID 

83825 Strand 

3790 End 

OJ000119_09. 0315 . CI 3 . o2 . tm Method 

4056 End 



OJ000119_09.0315.C13 
19840 

TBLASTX: Maize 
4304 



40479 



ui 


nnno 










190 




40Sfi 4?ns 


40S7 


41 97 


41 ftfi 

H X O O » 


4^0 4 




Seq. No. 


40500 








Seq. ID 


OJ000119_09.0315.C13 


Gene No. 


83825 








Strand 






3790 








End 


19840 




OJ000119 09 


0315 








TBLASTX ■ Wheat" 




414 6 _ 

*i X *i v 








End 


4383 


\J X 










Score 


107 


Hi A.V_JilO 


414 6 4 ^?ft 


4146 


. .4376, 


4150 . 


.4383 




Seq. No. 


40500 








Seq. ID 


OJ000119_09.0315.C13 


Gene No. 


83825 








Strand 




91-^ rt 


3790 








End 


19840 




OJ000119 09 


0315 


. C13 . ol 


. ts 




TBLASTX • Sovhpan 


JlCli L 


4404 ~~ 








End 


4865 


GI 


none 








Score 


208 


Hi AWllo 


4404 4604- 


4596 


. .4865 








Seq. No. 


40500 








Seq. ID 


OJ000119_09.0315.C13 


Gene No. 


83825 








Strand 




O U Cli L. 


3790 








End 


19840 




OJ000119 09 


0315 


C13 ol 

. \^ X J • W X 


+-TT1 

* L.UL 




TBLASTX * Maize 


O Lai L 


441 fi ~~ 










4 67 9 


OX 


11 Wilt: 










1 ^1 

X J X 




441 fi 4fi7Q 


44^4 

*i *i J *a 


4 fi7D 


44 fiS 


4 fi7 4 














Seq. ID 


OJ000119_09.0315.C13 


Gene No. 


83825 








Strand 




Start 


3790 








End 


19840 


Name 


OJ000119 09 


0315 


. C13 . o2 


. tw 


Method 


TBLASTX: Wheat 




44^4 _ 








End 


4916 


OX 


none 








Score 


139 




44^4 4fi?fi 


4457 


. 4 642, 


4462 . 


.4617, 4635. .4916, 4647. .4868, 


















40500 








Seq. ID 


OJ000119_09.0315.C13 


Gene No. 


83825 








Strand 




Start 


3790 








End 


19840 


Name 


OJ000119 09. 


0315 


.C13.o3 


.gp 


Method 


AAT/GAP 


Start 


7332 








End 


7788 


GI 


25792 1.R1084 






Score 


891 


Exons 


7332. .7788 













GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 4512233/dbj | AB014743 . 1 | AB014743 0.0e+00 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence' 



Seq. ID OJ000119_09.0315.C13 
Strand 

End 19840 

Method AAT/GAP 

End 8348 

Score 628 



40500 
83825 
3790 

OJ000119_09.0315.C13.o4.gp 
7963 
2312718 
7963. .8348 

4512233/dbj | AB014743 . 1 | AB014743 1.0e-176 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 



Seq. No. 



40500 



Seq. ID OJ000119_09.0315.C13 



40480 



Gene No. 83825 Strand 

Start 3790 End 19840 

Name OJ000119_09. 0315 .C13 . o3 . np. Method AAT/NAP 

Start 9258 End 9956 

GI 7488857 Score 319 

Exons 9258.. 9956 

GI Descrip. hypothetical protein - fava bean (fragment) 

gi I 2522230 | dbj IBAA22788.il (AB007467) retrotransposon-like gene; 
the first amino acid was determined to be leucine [Vicia faba] 



Qprr Nr» 

O C . L 1 ! \J * 


40500 




Seq. ID 


OJ000119 09.0315 


• C13 


Cono Mrt 

OCllC LhKJ • 


83825 




Strand 






O U Cl i. (_ 


3790 

•j / z? \j 




End 


19840 




IN CtillC 


OJ000119 09 0315 C13 o4 


. tw 


Method 


TBLASTX • Wheat 




OtdiL 


9567 _ 




End 


9911 










Score 


58 




Exons 


9567 975? 9568 9678 


9795 

Zt / Zf >J . 


. 9911 






Seq. No. 


40501 




Seq. ID 


OJ000119_09.0315 


.C14 




83826 




Strand 






Ofarf 
OLalt 


665 

O W J 




End 


1353 




Name 


njnnnn q nQ n?i r rid oi 


• y o 




O Hi IN O ^rtlN 




Otait 


665 ~~ 




F.nH 

IjllU. 


1353 • ' 












7 9 

. f z? 




Exons 


665 QOft 118Q 1*35*3 










Seq. No. 


40502 




Seq. ID 


OJ000209_03.0309 


.C2 


Gene No. 


83827 




Strand 


+ 




O UCH. L. 


209 




End 


1784 




Name 








TBLASTX • Cress 




OLal L 


206 ~~ 




End 


1163 




OX 


nnn o 

LLkJLLKZ 




Score 


180 




Hi AL^l 1 0 


206 328 207 323 208 


324, 


534 587. 


535 588- 1045. 


. 1158, 




1075 1158 1077 1163 










Seq. No. 


40502 




Seq. ID 


OJ000209_03.0309 


.C2 


Gene No. 


83827 




Strand 


+ 




Start 


209 




End 


1784 




IN CUUC 


OJ000209 03 0309 C2 ol 






TBLASTX • Sovbean 




O L. a. X. l_ 


206 ~~ 




End 


1158 




GI 


none 




Score 


180 




Exons 


206. .328, 207. .314, 208 


. .315, 


528. .587, 


535..S88, 1075. 


.1158, 




1077. .1157 










Seq. No. 


40502 




Seq. ID 


OJ000209_03.0309 


.C2 


Gene No. 


83827 




Strand 


+ 




Start 


209 




End 


1784 




Name 


OJ000209 03.0309.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


206 




End 


1158 




GI 


none 




Score 


185 




Exons 


206. .328, 207. .317, 208 


. .324, 


518. .586, 


528. .587, 535.. 


588, 




1075.. 1158, 1077.. 1157 










Seq. No. 


40502 




Seq. ID 


OJ000209_03.0309 


.C2 


Gene No. 


83827 




Strand 


+ 




Start 


209 




End 


1784 




Name 


OJ000209 03.0309.C2.ol. 


gp 


Method 


AAT/GAP 





40481 



Start 209 End 1151 

GI . 17197_1.R1084 Score 396 

Exons 209.. 317, 533., 585, 1078.. 1151 

GI Descrip. 1 3309086/gb | AAC26010 . 1 | 3.0e-48 (AF076253) calcineurin B-like 
protein 3 [Arabidopsis thaliana] >gi_4 9384 95_emb_CAB4 3853 . 1_ 
(AL0784 65) calcineurin B-like protein 3 [Arabidopsis thaliana] • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



Seq. ID 

Strand 

End 

Method 

End 

Score 

1158 

Seq. ID 

Strand 

End 

Method 
End 
Score 
1158, 1766.. 



40502 
83827 
209 

OJ000209_03.0309.C2.ol.gs 
209 
none 

209. .317, 533. .585, 1057., 

40502 
83827 
209 

OJ000209_03.0309.C2.ol.np 
209 

7487041 

209. .317, 533. .585, 1078., 
hypothetical protein T15N24.20 - Arabidopsis thaliana . 
gi I 3309086 1 gb IAAC26010.il (AF076253) calcineurin B-like protein 
3 [Arabidopsis thaliana] gi I 4938495 | emb | CAB43853 . 1 1 (AL078465) 
calcineurin B-like protein 3 [Arabidopsis thaliana] 
gi I 7269509 | emb | CAB79512.il (AL161565) calcineurin B-like protein 
3 [Arabidopsis thaliana] 



OJ000209_03.0309.C2 
+ 

1784 
GENSCAN 
1158 
.82 



OJ000209_03.0309.C2 
+ 

1784 . 
AAT/NAP 
1784 
298 
,1784 



40503 
83828 
1 

OJ000209_03.0309.C4.ol.np 
1 

2341042 



Seq. ID OJ000209_03.0309.C4 
Strand 

End 1385 

Method AAT/NAP 

End 1385 

Score 316 



1..143, 224. .314, 371. .462, 1319. .1385 
(AC000104) F19P19.26 [Arabidopsis thaliana] 



40503 
83828 
1 

OJ000209_03.0309.C4.ol.ts 
13 

none 



Seq. ID OJ000209_03.0309.C4 
Strand 

End 1385 

Method TBLASTX : Soybean 

End 436 

Score 130 



13. .51, 47. .148, 57. .143, 58. .180, 217. .294, 221. .298, 225.-293, 
226. .294, 371. .436, 372. .434, 388. .435 



40503 
83828 
1 

OJ000209_03.0309.C4.ol.gs 
14 

none 

14. .158, 224. .292, 373. .396 

40503 
83828 



Seq. ID OJ000209_03.0309.C4 
Strand 

End 1385 

Method GENSCAN 

End 396 

Score .52 



Seq. ID OJ000209_03.0309.C4 
Strand 



40482 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ000209_03.0309.C4.ol.tm 

94 . 

none 



End 

Method 

End 

Score 



1385 

TBLASTX: Maize 

4 63 

106 



94. .147, 95. .154, 96. .176, 225. .293, 225. .293, 226. .294, 
226. .294, 371. .397, 372. .410, 403. .450, 404. .463, 404. .463 



40503 
83828 
1 

OJ000209_03.0309.C4.61.tc 

110 

none 



Seq. ID OJ000209_03.0309.C4 
Strand 

End 1385 

Method ' TBLASTX: Cress 

End 512 

Score 72 



110. .154, 111. .161, 112. .162, 225. .293, 226. .294, 371. .478, 
372. .512 



40504 
83829 
993 

OJ000209_03.0309.C5.ol.gs 

993 

none 

993.. 1107, 1489.. 1617 



Seq. ID OJ000209_03.0309.C5 

Strand + 

End 1617 

Method GENS CAN 

End 1617 

Score . 68 



40504 
83830 
1 

OJ000209_03.0309.C5.ol.np 
1 

2341042 
1..72, 747. .930 

(AC000104) F19P19.26 [Arabidopsis thaliana] 



Seq. ID OJ00-0209_03.0309.C5 
Strand 

End 930 

Method AAT/NAP 

End 930 

Score 181 



40505 
83831 
1 

OJ000209_03.0309.C7.ol.np 
1 

2341042 



Seq. ID OJ000209_03.0309.C7 

Strand + 

End 2819 

Method AAT/NAP 

End • 2819 

Score 580 



1..444, 1144;. 1302, 1533. .1912, 2534.. 2819 
(AC000104) F19P19.26 [Arabidopsis thaliana] 



40505 
83831 
1 

OJ000209_03.0309.C7.ol.tc 
31 

none 



Seq. ID OJ000209_03.0309.C7 

Strand + 

End 2819 

Method TBLASTX : Cress 

End 1254 

Score 249 

31. .252, 48.-254, 258.-362, 271. .363, 367. .414, 369. .416, 
745. .855, 1162. .1254 



40505 
83831 
1 ' 

OJ000209_03.0309.C7.ol.ts 
33 

none 



Seq. ID OJ000209_03.0309.C7 

Strand + 

End 281.9 

Method TBLASTX : Soybean 

End 195 

Score 189 



40483 



Exons 



33. .194, 40. .195 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40505 
83831 
1 

OJ000209_03 . 0309 . C7 . o3 . tm 
64 

none 



Seq. ID OJ000209_03.0309.C7 

Strand + 

End 2819 

Method TBLASTX : Maize 

End 331 

Score 57 



64. .117, 64. .141, 92. .247, 120. .248, 121. .267, 261. .323, 
278. .331, 280. .327 



40505 
83831 
1 

OJ000209_03.0309.C7.ol.gs 
172 
none 



Seq. ID OJ000209_03.0309.C7 

Strand + 

End 2819 

Method GEN SCAN 

End 2707 

Score .76 



172. .414, 748. .860, 1155. .1302, 1533. .1824, 1905. .2092, 
2345. .2707 



40505 
83831 
1 

OJ000209_03.0309-.C7-.ol.gp 

336 

none 



Seq. ID OJ000209_03.0309.C7 

Strand + 

End 2819 

Method AAT/GAP 

End 1577 

Score 682 . 



336. .414, 748. .860, 1155. .1302, 1533. .1577 



40505 Seq. ID 

83831 • Strand 

1 End 

OJ000209_03 . 030 9 . C7 . o2 . tm Method 

1179 End 

none Score 

1179.. 1304, 1183.. 1257, 1187. 
1587.. 1790, 1609.. 1791 

40505 Seq. IE? 

83831 Strand 
1 End 
OJ000209_03 . 0309 . C7 . ol . tm Method 
2303 End 
none Score 

2303. .2431, 2342. .2446, 2344. .2433, 

2471. .2647, 2471. .2506, 2473. .2643, 

2650.. 2715, 2659.. 2721, 2660.. 2722, 

2718.. 2819, 2730.. 2819, 2760.. 2798 

40505 Seq. ID 

83831 Strand 

1 End 

OJ000209_03 . 0309 . C7 . o2 . gp Method 

2481 End 

2309909 Score 
2481. .2819 



OJ000209_03.0309.C7 
+ 

2819 

TBLASTX: Maize 
1791 
157 

.1303, 1531.. 1587, 1531.. 1587, 



OJ000209_03.0309.C7 
+ 

2819 

TBLASTX: Maize 
2819 
8 3 

2425. .2454, 2431. .2457, 
2622.. 2705, 2649.. 2717, 
2708.. 2812, 2711.. 2812, 



OJ000209_03.0309.C7 
+ 

2819 
AAT/GAP 
2819 
666 



Seq. No. 



40506 



Seq. ID OJ000209_03.0309.C8 



40484 



Gene No. 83832 Strand 

Start 50 End 

Name OJ000209_03 . 0309 . C8 . ol . gs Method 

Start 50 End 

GI none Score 

Exons 50.. 744 



+ 

744 

GENSCAN 

744 

.85 



Seq. No. 40506 Seq. , ID 

Gene No. 83833 Strand 

Start 2845 End 

Name OJ000209_03 . 0309 . C8 . o2 . gs Method 

Start 2845 End 

GI none Score 

Exons 2845.. 5094 



OJ000209_03.0309.C8 
+ 

5094 
GENSCAN 
5094 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000209 03. 0309. C8 



40506 
83833 
2845 

OJ000209_03.0309.C8.o2.np 
2845 
6175165 
2845.. 5091 

(AC011437) Mutator-like transposase [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

5094 
AAT/NAP 
5091 
2728 



40506 Seq. ID 

83833 Strand 
2845 End 
OJ000209_03 . 0309 . C8 . ol . gp Method 
3934 End 
286868 Score 
3934. .4332 

1946355 2.0e-48 (U93215) maize transposon MuDR mudrA protein 
isolog [Arabidopsis thaliana] >gi_2880040 (AC002340) maize 
transposon MuDR mudrA-like protein [Arabidopsis thaliana] 



OJ000209_03.0309.C8 
+ 

5094 
AAT/GAP 
4332 
791 



Seq. No. 40506 
Gene No. 83834 
Start 6074 

Name OJ000209JD3 . 0309.C8 ,o3.tm 

Start 235 

GI none 

Exons 235.. 267, 250.. 339, 270.. 368, 364.. 435, 381 

438. .572, 445. .576, 570. .608, 590. .751, 591 
608. .745, 759. .788, 760. .795, 794 
796. .837, 839. .865, 840. .875 



Seq. ID OJ000209_03.0309.C8 
Strand 

End 9303 

Method TBLASTX: Maize 

End 875 



Score 



95 



.829, 795. 



,428, 436. 
,743, 607. 
,836, 795. 



.570, 
.744, 
.836, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40506 
83834 
6074 

OJ000209_03.0309.C8.o4.tm 

2839 

none 



Seq. ID OJ000209_03.0309.C8 
Strand 
End 

Method 
End 
Score 



9303 

TBLASTX: Maize 

3462 

70 



2839. .2919, 2843. .2920, 2844. .2912, 2845. .2922, 3088. .3144, 
•3148.. 3282, 3160.. 3282, 3286.. 3462, 3286.. 3459, 3288.. -3461 



Seq. No. 
Gene No. 



40506 
83834 



Seq. ID 
Strand 



OJ000209 03. 0309. C8 



40485 






Start 


6074 








End 


9303 




Name 


OJ000209 03 


.0309 


.C8.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


3355 








End 


3608 




GI 


none 








Score 


245 




Exons 


3355. .3582, 


3369 


. .3608 










Seq. No. 


40506 








Seq. ID 


OJ000209_03.0309.C8 




Gene No. 


83834 








Strand 






Start 


6074 








End 


9303 




Name 


OJ000209 03 


.0309 


.C8 .ol . 


tc 


Method 


TBLASTX: Cress 




Start 


3372 








End 


3795 




,GI 


none 








Score 


669 




Exons 


3372. .3794, 


3373 


. .3795, 


3439. 


.3795 






Seq. No. 


40506 








Seq. ID 


OJ000209_03.0309.C8 




Gene No. 


83834 








Strand 






Start 


6074 








End 


9303 




Name 


OJ000209 03 


.0309 


,C8 .o2. 


tm 


Method 


TBLASTX: Maize 




Start 


34 62 








End 


3885 




GI 


none 








Score 


284 




Exons 


3462. .3761, 


3462 


. .3884, 


3463. 


.3885, 3463. .3885 




Seq. No. 


40506 








Seq. ID 


OJ000209_03.0309.C8 




Gene No. 


83834 








Strand 






Start 


6074 








End 


9303 


J 


Name 


OJ000209 03 


.0309 


.C8 .o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3748 








End 


4002 


if 


GI 


none 








Score 


345 


~ 


Exons 


3748. .4002, 


3748 


. .3927, 


3750. 


.4001 




s ~ 


Seq. No. 


40506 








Seq. ID 


OJ000209_03.0309.C8 




Gene No. 


83834 








Strand 






Start 


6074 








End 


9303 




Name 


OJ000209 03 


.0309 


.C8.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


3919 








End 


4401 




GI 


none 








Score 


65 




Exons 


3919. .3975, 


3975 


. .4292, 


3979. 


.4308, 3979.. 4305, 4369.. 4401 


=? 


Seq. No. 


40506 








Seq. ID 


OJ000209_03.0309.C8 




Gene No. 


83834 








Strand 




& 


Start 


6074 








End . 


9303 




Name 


OJ000209 03 


.0309 


,C8 .o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


4019 








End 


4283 




GI 


none 








Score 


89 




Exons 


4019. .4258, 


4020 


. .4283, 


4021. 


.4263 






Seq. No. 


40506 








Seq. ID 


OJ000209_03.0309.C8 




Gene No. 


83834 








Strand 






Start 


6074 








End 


9303 




Name 


OJ000209 03 


.0309 


.C8 .o3. 


tc 


Method 


TBLASTX: Cress 




Start 


4229 








End 


4502 




GI 


none 








Score 


262 




Exons 


4229. .4372, 


4231 


. .4497, 


4231. 


.4497, 4245. .4502 " 




Seq. No. 


40506 








Seq. ID 


OJ000209_03.0309.C8 




Gene No. 


83834 








Strand 






Start 


6074 








End 


9303 



40486 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000209_03.0309.C8.ol.tm - Method 
4404 End 
none Score 
4404. .4919, 4405. .4917, 4929. .4970 



TBLASTX : Maize 

4970 

878 



40506 
83834 
6074 

OJ000209_03.0309.C8.ol.ts 
4432 
none 



Seq. ID OJ000209_03.0309.C8 
Strand 

End 9303 

Method TBLASTX : Soybean 

End . 5099 

Score 256 



octjt IN yJ • 


40506 


f^nf* No - 


83834 




6074 


Name 


OJ000209 03. 


Start 


4636 




none 


Exons 


4636 4680. 




4698 4922, 


oeq . tNu • 


40506 


uene lno . 


O JO J1 


otari. 




Name 


n.TnnopDQ 03 

UU \J \J \J £• \J J \J — * « 


Start 


4687 


GI 


none 


F* von R 


4687 . .4890, 


OcLJ. IN U • 


40506 




83834 


Start 


6074 


Name 


OJ000209 03 


OLalL 


fif)74 ~~ 


O-L 


none 


Exons 


6074.. 6235, 


Seq. No. 


40506 


Gene No. 


83834 


Start 


6074 


Name 


OJ000209 03 


Start 


6086 


GI 


6175169 


Exons 


6086. .6235, 




7993. .8119, 


GI Descrip. 


(AC011437) i 


Seq. No. 


40506 


Gene No. 


83834 


Start 


6074 


Name 


OJ000209 03 


Start 


6393 


GI 


none 


Exons 


6393. .6521, 




6618. .6743, 



4432. .4680, 4432. .4674, 4686. .4898, 4687. .4908, 4698.-4946, 
4929.. 5099, 5005.. 5097 

Seq. ID OJ000209_03.0309.C8 
Strand 

End 9303 

)9.C8.o2.tc Method TBLASTX: Cress 

End 5094 

Score 67 



Seq. ID OJ000209_03.0309.C8 
Strand 

End 9303 

Method TBLASTX : Wheat 

End 5091 

Score 14 6 



Seq. ID OJ000209_03.0309.C8 
Strand 

End 9303 

Method GENSCAN 

End 9279 

Score .84 



6074.. 6235, 6919.. 7103, 7993.. 8119, 8548.. 9279 



Seq. ID OJ000209_03.0309.C8 
Strand 

End 9303 

Method AAT/NAP 

End 9303 

Score 1207 



Seq. ID OJ000209_03.0309.C8 
Strand 

End 9303 

Method TBLASTX : Soybean 

End 7024 

Score 162 



40487 



Seq. No. 40506 

Gene No. 83834 

Start 6074 

Name OJ000209_03. 0309.C8 .06. tm 

Start 7020 

GI none 
Exons 



Seq. ID OJ000209_03.0309.C8 
Strand 

End 9303 

Method TBLASTX: Maize 

End 8 647 

Score 14 9 



7020. .7151, 7020. .7151, 7021. .7158, 7021. .7164, 7240. .7302, 

7241. .7306, 7242. .7304, 7985. .8122, 7986. .8120, 7994. .8128, 

8536. .8604, 8547 .. 8603, . 8548 .. 8613, 8549. .8614, 8605. .8646, 
8606. .8647 



Seq. No. 40506 
Gene No. 83834 
Start 6074 

Name OJ000209_03 . 0309 . C8 . 06 . ts 

Start 7241 
GI none 
Exons 7241. .7306, 

7986. .8123, 

9013. .9087 



7242. .7304, 7983 
8551.. 8583, 8605 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 03. 0309. C8 



9303 

TBLASTX : Soybean 
9087 
74 

.8096, 7984. .8097, 7985. .8119, 
.8766, 8623.-8742, 8806. .8841, 



Seq. No. 40506 

Gene No. 83834 

Start 6074 

Name OJ000209_03 . 0309 . C8 . o4 . tc 

Start 7247 

GI none 

Exons 7247.. 7306, 
8564. .8743 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_03.0309.C8 
9303 

TBLASTX : Cress 

8743 

72 



7248. .7304, 7985. .8125, 7986. .8102, 8548.-8742, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No... . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40507 Seq. ID OJ000209_03 . 0309 .C9 

83835 Strand + 

1942 End 10251 

OJ000209_03 . 0309 . C9 . o3 . np Method AAT/NAP 

1942 End 10251 

6175183 Score 945 

1942.. 1990, 4853.. 5223, 7840.. 8092, 8749.. 8897, 8983.. 9220, 
9342.. 9568, 10087.. 10251 

(AC011437) putative RNA-binding protein [Arabidopsis thaliana] 



40507 Seq. ID 

83835 Strand 
1942 End 
OJ000209_03 . 0309 . C9 . o3 . gp Method 
4073 End 
74744_1.R1084 Score 
4073. .4179, 4736. .5221 

'4538929/embl CAB39665.il 1.0e-18 (AL049483) putative nucleic 
acid binding protein [Arabidopsis thaliana] 1 



OJ000209_03.0309.C9 
+ 

10251 
AAT/GAP 
5221 
1139 



40507 Seq. ID 

83835 Strand 

1942 End 

OJ000209_03 . 0309 . C9 . o2 . gs Method 

4741 End 

none Score 



OJ000209_03.0309.C9 
+ 

10251 
GENSCAN 
9568 
.61 



40488 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

5 Gene No. 

!; Start 

y Name 

3 Start 

J GI 

^ Exons 

y GI Descrip. 



4741. .5068, 5108. .5223, 7840. .7966, 7976. .8086, 8749. .8897, 
8983.. 9270, 9380.. 9568 



40507 Seq. ID 

83835 Strand 
1942 End 
OJ000209_03 . 0309 . C9 . o4 . gp Method 
7922 • End 
12964_1.R1084 Score 
7922. .8086, 8749. .8897, 8983. .9270, 9380. .9568 
'1946355 2.0e-48 (U93215) maize transposon MuDR mudrA protein 
isolog [Arabidopsis thaliana] >gi_2880040 (AC002340) maize 
transposon MuDR mudrA-like protein [Arabidopsis thaliana] ' 



OJ000209_03.0309.C9 
+ 

10251 
AAT/GAP 
9568 
1417 



40507 Seq. ID 

83836 Strand 

1 End 

OJ000209_03.0309.C9.ol.gp Method 

1 End 

72767_1.R1084 Score 

1..32, 192. .432, 511. .573, 1346. .1394 
, 2695925/emb|CAA10981| 3.0e-33 (AJ222776 
[Hordeum vulgare] 1 



OJ000209 03. 0309. C9 



3789 
AAT/GAP 
1394 
696 

hypothetical protein 



40507 Seq. ID 

83836 Strand 

1 End 

OJ000209_03.0309.C9.o2.np Method 

1 End 

3249039 Score 



OJ000209_03.0309.C9 

3789 
AAT/NAP 
3485 
253 



1..32, 192. .432, 511. .573, 1346. .1437, 1531. .1633, 1706. .1908, 
2009. .2095, 2513. .2641, 2868. .2942, 3358. .3485 

(AF071221) N-carbamyl-L-amino acid amidohydrolase [Arthrobacter 
aurescens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40507 Seq. ID OJ000209_03 . 0309 . C9 

83836 Strand 

1 End 3789 

OJ000209_03 . 0309 . C9 . ol . np Method AAT/NAP 

1 End 379 

7489392 Score 267 

1..32, 192.. 379 

N-carbamyl-L-amino acid amidohydrolase homolog - barley 

(fragment) gi | 2695925 | emb | CAA10981 . 1 1 (AJ222776) hypothetical 
protein [Hordeum vulgare] 



40507 
83836 
1 

OJ000209_03.0309.C9.ol.ts 

176 

none 



Seq. ID OJ000209_03.0309.C9 
Strand 

End 3789 

Method TBLASTX : Soybean 

End 2944 

Score 135 



176. .433, 191. .334, 246. .377, 470. .598, 492. .575, 1335. .1439, 
1530. .1634, 1531. .1635, 1704. .1859, 1704. .1910, 1705. .1911, 
2009.. 2152, 2011.. 2097, 2512.. 2640, 2513.. 2641, 2867.. 2944, 
2868. .2918 



40489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



y Seq. No. 

Gene No. 

3 Start 

j Name 

I Start 

I GI 

= Exons 

3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



40507 
83836 
1 

OJ000209_03.0309.C9.ol.gs 

192 

none 



Seq. ID OJ000209_03.0309.C9 
Strand 

End 3789 

Method GENSCAN 

End 3789 

Score .92 



192. .432, 511. .573, 1346. .1479, 1531. .1633, 1706. .1908, 
2513. .2641, 2868. .2942, 3337. .3443, 3553. .3789 



40507 
83836 
1 

OJ000209_03 . 0309 . C9 . ol . tm 

236 

none 



Seq. ID OJ000209_03.0309.C9 
Strand 

End 3789 

Method TBLASTX : Maize 

End 3664 

Score 81 



236. .373, 236. .283, 255. .380, 283. .432, 284. .433, 286.-384, 
470. .598, 492. .575, 1335. .1445, 1339. .1440, 1530. .1634, 
1533. .1634, 1697. .1909, 1704. .1910, 1705. .1911, 2004. .2096, 
2009. .2101, 2011. .2139, 2011. .2097, 2488. .2640, 2489. .2641, 
2508. .2654, 2512. .2646, 2867. .2944, 2868. .2945, 2869. .2949, 
3354. .3446, 3358. .3444, 3550. .3585, 3557. .3580, 3628.-3663, 
3629. .3664 



40507 
83836 
1 

OJ000209_03.0309.C9.o2.tc 
299 
none 



Seq. ID OJ000209_03.0309.C9 



Strand, 
End 

Method 

End 

Score 



3789 

TBLASTX: Cress 

1635 

58 



299. .433, 303. .377, 470. .598, 492. .575, 1335. .1442, 1335..1442, 
1530.. 1634, 1531.. 1635 

40507 Seq. ID OJ000209_03 . 0309 . C9 

83836 Strand 

1 End 3789 

OJ000209_03.0309.C9.o2;gp Method AAT/GAP 

1714 End 3605 

21295_1.R1084 Score 1124 

1714.. 1908, 2009.. 2095, 2513.. 2641, 2868.-2942, 3358.. 3443, 
3553.. 3605 

1 3249039/gb|AAC24039.1| 5.0e-31 (AF071221) N-carbamyl-L-amino 
acid amidohydrolase [Arthrobacter aurescens] 1 



40507 
83837 
4733 

OJ000209_03 . 0309 . C9 . o3 . tm 

4733 

none 

4733. .4861, 4735.-4875, 4910. 
5005. .5160, 5043. .5162, 5140. 

40507 
83837 
4733 

OJ000209_03.0309.C9.o2.ts 
5014 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 03. 0309. C9 



9601 

TBLASTX: Maize 
5228 
70 

4990, 4918. .5010, 5005. .5160, 
5226, 5146.. 5226, 5163.. 5228 



Seq. ID 

Strand 

End 

Method 
End 



OJ000209_03.0309.C9 
9601 

TBLASTX: Soybean 
7899 



40490 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
5014. .5226, 5040. .5228, 7840. .7899 



273 



40507 
83837 
4733 

OJ000209_03.0309.C9.ol.tc 

5148 

none 

5148. .5228, 
7981. .8088, 



5149. .5226, 7840 
8745.. 8900, 8747 



40507 
83837 
4733 

OJ000209_03.0309.C9.o4 .tm 

7840 

none 

7840. .8085, 7840. .8091, 7898. 
8750.. 8935, 8979.. 9020, 8979. 

40507 
83837 
4733 

OJ000209_03.0309.C9.o3.ts 

8748 

none 

8748.. 8906, 8756.. 8893, 9367. 
9392.. 9493, 9469.. 9564, 9476. 

40507 
83837 
4733 

OJ000209_03 . 0309 . C9 . o2 . tm 

9065 

none 

9065.. 9190, 9067.. 9114, 9071. 
9168.. 9227, 9181.. 9249, 9237. 
9373.-9567, 9377.. 9574, 9377. 



Seq. ID OJ000209_03.0309.C9 
Strand 

End 9601 

Method TBLASTX : Cress 

End 8900 

Score 101 

.7950, 7901.. 7951, 7980.. 8093, 
.8890 

Seq. ID OJ000209_03.0309.C9 
Strand 

End 9601 

Method TBLASTX: Maize 

End 9020 

Score 355 

.8104, 8747. .8902, 8748. .8906, 
.9011 

Seq. ID OJ000209_03.0309.C9 
Strand 

End 9601 

Method TBLASTX : Soybean 

End 9601 

Score 180 

.9408, 9376. .9471, 9377. .9493, 
.9601, 9493. .9564 

Seq. ID OJ000209_03.0309.C9 
Strand 

End 9601 
Method TBLASTX : Mai ze 
End 9574 
Score 85 

.9199, 9105.. 9215, 9166.. 9213, 
.9269, 9237.. 9275, 9238.. 9276, 
.9502, 9454.. 9567 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209 03.0309.C11 



857 

AAT/NAP 

857 

135 



40508 
83838 
461 

OJ000209_03.0309.Cll.ol.np 
461 

7487041 
461. .524, 662. .857 

hypothetical protein T15N24.20 - Arabidopsis thaliana 

gi I 3309086 | gb | AAC26010.il (AF076253) calcineurin B-like protein 

3 [Arabidopsis thaliana] gi | 4938495 I emb | CAB43853 . 1 1 (AL0784 65) 

calcineurin B-like protein 3 [Arabidopsis thaliana] 

gi I 7269509 | embl CAB79512.il (AL161565) calcineurin B-like protein 

3 [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



40508 
83838 
461 



Seq. ID 

Strand 

End 



OJ000209 03.0309.C11 



857 



40491 



Name OJ000209J33 . 0309 . Cll . ol . gp Method AAT/GAP 

Start 462 End 744 

GI 17197JL.R1084 Score 223 

Exons 462..S24, 662.. 744 

GI Descrip. ' 3309086/gb | AAC26010 . 1 | 3.0e-48 (AF076253) calcineurin B-like 
protein 3 [Arabidopsis thaliana] >gi_4 9384 95_emb_CAB4 3853 . 1_ 
(AL078465) calcineurin B-like . protein 3 [Arabidopsis thaliana]' 



Seq. No. 40508 

Gene No. 83838 

Start 461 

Name OJ000209_03 . 0309 . Cll . ol . gs 

Start 465 

GI none 

Exons 465.-524, 662.. 744 

Seq. No. 40509 

Gene No. 83839 

Start 144 

Name OJ000209_03 . 0309 . C12 . ol . gs 

Start 144 

GI none 

Exons 144.. 227 



Seq. ID OJ000209_03. 0309. Cll 

Strand 

End 857 

Method GENSCAN 

End 744 

Score .98 



Seq. ID OJ000209_03.0309.C12 

Strand + 

End 227 

Method GENSCAN 

End 227 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40509 Seq. ID OJ000209_03 . 0309. C12 

83840 Strand 

410 End 896 

OJ000209_03 . 0309 . C12 . ol . gp Method AAT/GAP 

410 End 896 

LIB3477-003-P1-K1-E9 Score 114 

410. .453, 842. .896 

'2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 40510 Seq. ID 

Gene No. 83841 Strand 

Start 5 End 

Name OJ000209_03 . 0309 . C13 . ol . gs Method 

Start 5 End 

GI none Score 

Exons 5.. 37, 577.. 691, 858.. 1030 

Seq. No. 40511 Seq. ID 

Gene No. 83842 Strand 

Start 1 End 

Name OJ000209_03 . 0309 . C14 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..187 



OJ000209_03.0309.C13, 
+ 

1030 
GENSCAN 
1030 
.71 



OJ000209 03.0309.C14 



1938 
AAT/GAP 
187 
362 



Seq. No. 40511 Seq. ID 

Gene No. 83842 Strand 

Start 1 End 

Name OJ000209_03 . 0309 . C14 . o2 . ts Method 

Start 55 End 

GI none Score 



OJ000209_03.0309.C14 
1938 

TBLASTX : Soybean 

580 

126 



40492 




Exons 


55. .249, 69. .323, 307.. 


393, 318.. 386, 


510. .575, 521. .580 


Seq. No. 


40511 




Seq. ID 


OJ000209_03.0309.C14 


Gene No. 


83842 




Strand 




btart 


1 




End 


1 Q^R 

13 JO 


Name 


OJ000209 03.0309.C14.ol 


.np 


Method 


AAT/NAP 


Start 


66 




End 


1938 


GI 


4006886 




Score 


906 


Exons 


66. .403, 523. .581, 726. 


.844, 


934. .992, 


1083.. 1299, 1826.. 1938 


GI Descrip. 


(Z99708) putative protein [Arabidopsis 


thaliana] 


Seq. No. 


40511 




Seq. ID 


OJ000209_03.0309.C14 


Gene No . 


O O O A O 




Strand 




Start 


1 




End 


1938 


Name 


OJ000209_03 . 0309 . CI 4 . ol 


. gs 


Method 


GENSCAN 


Start 


113 




End 


1831 


GI 


none 




Score 


.51 


Exons 


113. .403, 523. .581, 726 


. .844, 


aa i A A O 

934 . . 993 


, 1087.. 1299, 1826.. 1831 


Seq. No. 


40511 




Seq. ID 


OJ000209_03.0309.C14 


Gene No. 


83842 




Strand 




Start 


1 




End 




Name 


OJ000209_03. 030 9. CI 4 .o2 


. tc 


Method 


TBLASTX: Cress 


Start 


126 




End 


802 


GI 


none 




Score 


71 


Exons 


126. .248, 157. .249, 330 


. .380, 


in AAA 

337 . .393 


, 495. .584, 497. .583, 




719. .802, 726. .782 








Seq. No. 


40511 




Seq. ID 


OJ000209_03.0309.C14 


Gene No. 


83842 




Strand 


- 


Start 


1 




End 


1938 


Name 


/■^TAAAOAA AO AOAO T >l _ 1 

OJQQQ2Q9 03 . 0309 . C14 . ol 


. tm 


Method 


TBLASTX : Mai ze 


Start 


136 




End 


1222 


GI 


none 




Score 


145 


Exons 


136. .249, 13o..3o3, 140 


. . 41o, 


310. .417 


, 482. .583, 498. .584, 




TOO Q A tZ TAf ha i "7 O A 

723. .845, 726. .794, 730 


. -84 6, 


920. .994 


, 931.. 993, 1043.. 1219, 




1 A A O "1 O A 1 1AOO 1 O A A 

1087.. 1221, 1088.. 1222 








Seq. No. 


40511 




Seq. ID 


OJ000209_03.0309.C14 


Gene No. 


83842 




Strand 




Start 


1 




End 


1938 


Name 


OJ000209 03.0309.C14.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


776 




End 


1936 


GI 


none 




Score 


37 


Exons 


776.. 802, 797.. 832, 928 


. .990, 


935. .985 


, 1087.. 1305, 1088.. 1300 




1103.. 1306, 1818.. 1928, 


1821. 


.1928, 1826. .1936 


Seq. No. 


40511 




Seq. ID 


OJ000209_03.0309.C14 


Gene No. 


83842 




Strand 




Start 


1 




End 


1938 


Name 


OJ000209 03.0309.C14.o2 


• gp 


Method 


AAT/GAP 


Start 


789 




End 


1938 


GI 


LIB3477-009-P1-K1-A6 




Score 


804 


Exons 


789.. 844, 934.. 993, 1087.. 1299, 1826.. 


1938 



GI Descrip. 1 4006886/emb | CAB16816 . 1 | 2.0e-52 (Z99708) putative protein 
[Arabidopsis thaliana] 1 



40493 




Seer No 


40511 




Seq. ID 


OJ000209_03.0309.C14 


Gene No. 


83842 




Strand 




Start 


1 




End 


1938 


Name 


OJ000209 03.0309.C14 .ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1087 ~ 




End 


1936 


GI 


none 




Score 


179 


Exons 


1087. .1305, 1088. .1300, 


1129 


..1305, 1131. .1316, 1821. .1928, 




1826. .1936, 1827. .1928 








Seer No 


40511 




Seq. ID 


OJ000209_03.0309.C14 


Gene No. 


83842 




Strand 




Start 


1 




End 


1938 


Name 


OJ000209 03. 0309.C14 ,o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1223 




End 


1924 


GI 


none 




Score 


63 


Exons 


1223. .1300, 1225. .1305, 


1818 


..1922, 1821. .1907, 1826. .1924, 




1826. .1924 








Seq. No. 


40512 




Seq. ID 


OJ000209_03.0309.C15 


Gene No. 


83843 




Strand 


+ 


Start 


1500 




End 


1682 


Name 


OJ000209 03.0309.C15.ol 


• np 


Method 


AAT/NAP 


Start 


1500 




End 


1682 


GI 


5852172 




Score 


85 


Exon 

1_J \*t 1 X O 


1500. .1682 










(AL117265) zhb0002.1 [Oryza 


sativa] 




Seq. No. 


40512 




Seq. ID 


OJ000209_03.0309.C15 


Gene No. 


83844 




Strand 




Start 


299 




End 


1153 


Name 


OJ000209 03.0309.C15.ol 


. gs 


Method 


GENSCAN 


Start 


299 




End 


1153 


GI 


none 




Score 


.6 


Exons 


299. .365, 482. .545, 634 


. .802 


, 1114. .1153 


Sea No. 


40513 




Seq. ID 


OJ000209_03.0309.C17 


Gene No. 


83845 




Strand 


+ 


Start 


10975 




End 


11829 


Name 


OJ000209 03.0309.C17.o3 


.np 


Method 


AAT/NAP 


Start 


10222 




End 


11829 


GI 


4928401 




Score 


150 


Exons 


10222. .10246, 11513 .. 11688 , 


11755. .11829 


GI Descrip. 


(AF132015) RING-H2 zinc 


finger protein ATL5 [Arabidopsis 




thaliana] 








Seq. No. 


40513 




Seq. ID 


OJ000209_03.0309.C17 


Gene No. 


83845 




Strand 


+ 


Start 


10975 




End 


11829 


Name 


OJ000209 03.0309.C17.ol 


.gp 


Method 


AAT/GAP 


Start 


10801 




End 


11199 


GI 


none 




Score 


790 


Exons 


10801. .11199 








Seq. No. 


40513 




Seq. ID 


OJ000209_03.0309.C17 


Gene No. 


83845 




Strand 


+ 


Start 


10975 




End 


11829 


Name 


OJ000209 03.0309.C17.o3 


.gs 


Method 


GENSCAN 



40494 



Start 


10975 


End 


11820 


GI 


none 


Score 


.72 


Exons 


10975. .11820 






Seq. No. 


40513 


Seq. ID 


OJ000209 


Gene No. 


83846 


Strand 




Start 


191 


End 


2058 


Name 


OJ000209 03-0309. C17.ol.np 


Method 


AAT/NAP 


Start 


191 


End 


2058 


GI 


7485708 


Score 


1223 


Exons 


191.. 1127, 1423.. 2058 







GI Descrip. hypothetical protein F18B3.60 - Arabidopsis thaliana 

gi | 4835229 | emb | CAB42907.il (AL049862) .putative protein 
[Arabidopsis thaliana] 



Seq. No. 


40513 




Seq. ID 


OJ000209_03.0309 


-C17 


Gene No. 


83846 




Strand 


- 




Start 


191 




End 


2058 




Name 


OJ000209 03.0309.C17.ol 


-gs 


Method 


GENSCAN 




Start 


232 




End 


2013 




GI 


none 




Score 


.56 




Exons 


232. .1127, 1423. .2013 










Seq. No . 


40513 




Seq. ID 


OJ-0 002O 9 J) 3. 03O9 


.G17 


Gene No... 


83847 




Strand 


- 




Start ^ 


6908 




End 


7438 




Name 


OJ000209 03.0309.C17.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


204 




End 


603 




GI 


none 




Score 


36 




Exons 


204. .233, 219. .401, 243 


. .602, 


244. .603 






Seq- No. 


40513 




Seq. ID 


OJ000209_03.0309 


.C17 


Gene No. 


83847 




Strand 


- 




Start 


6908 




End 


7438 




Name 


OJ000209 03.0309.C17.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


222 




End 


432 




GI 


none 




Score 


74 




Exons 


222.. 380, 246.. 431, 247 


..432 








Seq- No. 


40513 




Seq. ID 


OJ000209_03.0309 


.C17 


Gene No. 


83847 




Strand 






Start 


6908 




End 


7438 




Name 


OJ000209 03.0309.C17.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


321 




End 


1080 




GI 


none 




Score 


338 




Exons 


321. .716, 322. .717, 736 


. .849, 


837. .914 


, 843.-968, 895.. 


951, 




948. .1079, 949. .1080 










Seq. No. 


40513 




Seq. ID 


OJ000209_03.0309 


.C17 


Gene No. 


83847 




Strand 






Start 


6908 




End 


7438 




Name 


OJ000209 03.0309.C17.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


375 




End 


738 




GI 


none 




Score 


262 




Exons 


375.. 737, 376.. 738 










Seq. No. 


40513 




Seq. ID 


OJ000209_03.0309 


.C17 



40495 




Gene No. 


83847 






Strand 








6908 






End 


7438 




Name 


OJ000209 03 


.0309.C17.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


843 






End 


1138 




GI 


none 






Score 


49 




Exons 


843. .1016, 


843.. 1052, 1032.. 


1136, 1032 


..1136, 1033.. 1137 






1043. .1138 












Seq. No. 


40513 






Seq. ID 


OJ000209_03.0309. 


C17 


Gene No. 


83847 






Strand 






O Ldl L 


6Qf)ft 






End 


7438 




Name 


OJ000209 03 


.0309.C17.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1412 






End 


1740 




GI 


none 






Score 


63 




Exons 


1412. .1474, 


1423. .1473, 


1464 


..1544, 1465. .1548, 1466. .1543, 




1597. .1740, 


1607. .1738 










Seq. No. 


40513 






Seq. ID 


OJ000209JD3.0309. 


C17 




8^847 






Strand 






Start 


6908 






End 


7438 




Name 


OJ000209 03 


.0309.C17.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


1420 






End 


1719 




GI 


none 






Score 


88 




Exons 


1420. .1545, 


1421. .1543, 


1597 


. .1719 






Seq. No. 


40513 






Seq. ID 


OJ000209JD3.0309. 


C17 


Gene No. 


83847 






Strand 






Start 


6908 






End 


7438 




Name 


OJ000209 03 


.0309.C17.o2. 


np 


Method 


AAT/NAP 




Start 


6908 






End 


7438 




GI 


4678202 






Score 


438 




Exons 


6908. .7039, 


7070. .7438 










GI Descrip. 


(AC007134) : 


hypothetical 


protein [Arabiciopsis thaliana] 




Seq. No. 


40513 






Seq. ID 


OJ000209_03.0309. 


C17 




8*3847 






Strand 






Start 


6908 






End 


7438 




Name 


OJ000209 03 


.0309.C17.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7070 






End 


7415 




GI 


none 






Score 


113 




Exons 


7070. .7195, 


7071. .7178, 


7286 


..7411, 7326. .7415 




Seq. No. 


40514, 






Seq. ID 


OJ000209_03.0309. 


C18 


V_J C11C [iU ■ 


83848 






Strand 


+ 




Start 


118 






End 


1335 




Name 


OJ000209 03 


.0309.C18.ol. 


gs 


Method 


GENSCAN 




Start 


118 






End 


1335 




GI 


none 






Score 


.47 




Exons 


118. .365, 825. .973, 1316 


i. .1335 






Seq. No. 


40514 






Seq. ID 


OJ000209_03.0309. 


C18 


Gene No. 


83848 






Strand 


+ 




Start 


118 






End 


1335 




Name 


OJ000209 03 


.0309.C18.ol. 


gp 


Method 


AAT/GAP 




Start 


1178 






End 


1281 




GI 


5867 1.R1084 




Score 


125 




Exons 


1178. .1281 













40496 



GI Descrip. ' 464986/sp | P35132 | UBC9_ARATH 5.0e-58 UB I QUI TIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


40514 






Seq. ID 


OJ000209_03.030 


Gene No. 


83849 






Strand 




Start 


2012 






End 


2181 


Name 


OJ000209 03.0309 


.C18.o2 


. gs 


Method 


GENSCAN 


Start 


2012 






End 


2181 


GI 


none 






Score 


.48 


Exons 


2012. .2181 










Seq. No. 


40515 






Seq. ID 


OJ000209_03.030 


Gene No. 


83850 






Strand 


+ 


Start 


281 






End 


2820 


Name 


OJ000209 03.0309 


.C19.ol 


. gs 


Method 


GENSCAN 


Start 


281 






End 


2094 


GI 


none 






Score 


.76 


Exons 


281. .337, 346.-458, 858 


. .1122 


, 1542.. 1692, 1790.. 2094 


Seq. No. 


40515 






Seq. ID 


OJ000209_03.030 


Gene No. 


83850 






Strand 


+ 


Start 


281 






End 


2820 


Name 


OJ000209 03.0309 


.C19.62 


. tm 


Method 


TBLASTX: Maize 


Start 


852 






End 


1035 


GI 


none 






Score 


114 


Exons 


852. .941, 856. .942, 856 


. .945, 


929. .1033, 940. .1035 


Seq. No. 


40515 






Seq. ID 


OJ000209_03.030 


Gene No. 


83850 






Strand 


+ 


Start 


281 






End 


2820 


Name 


OJ000209 03.0309 


.C19.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


856 






End 


1598 


GI 


none 






Score " 


300 ." r; - 


Exons 


856.. 1125, 1038. 


.1118, 


1533. . 


1598, 1548.. 1598 


Seq. No. 


40515 






Seq. ID 


OJ000209JD3.030 


Gene No. 


83850 






Strand 


+ 


Start . . . 


281 






End 


2820 


Name 


OJ000209 03.0309 


.C19.ol 


.np 


Method 


AAT/NAP 


Start 


858 






End 


2820 


GI 


5668803 






Score 


680 


Exons 


858.. 1122, 1542. 


.1695, 


1793. . 


2044, 2801.. 2820 


GI Descrip. 


(AC007519) F16N3 


.14 [Arabidopsis thaliana] 


Seq. No. 


40515 






Seq. ID 


OJ000209_03.030 


Gene No. 


83850 






Strand 


+ 


Start 


281 






End 


2820 


Name 


OJ000209 03.0309 


-C19-ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1587 






End 


2010 


GI 


none 






Score 


150 


Exons 


1587.. 1694, 1587 


. .1691, 


1595. 


.1693, 1783.. 2010, 1788.. 



1832. .1996 



40497 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



40516 Seq. ID 

83851 ■.. Strand 

1 End 
OJ000209_03.0309.C20.ol.np Method 
1 End 
927428 Score 
1..45, 1054. .1342, 2939. .2965 
(X86733) fisl [Linum usitatissimum] 

40516 Seq. ID 

83851 Strand 

1 End 
OJ000209_03 . 0309 . C20 . ol . gs Method 

32 End 

none Score 

32. .1180, 1724. .1849, 2004. .2189 



OJ000209_03.0309.C20 
+ 

2965 
AAT/NAP 
2965 
131 



OJ000209_03.0309.C20 
+ 

2965 
GEN SCAN 
2189 
.47 



40516 Seq. ID 

83851 Strand 

1 End 
OJ000209_03.0309.C20.ol.gp Method 

1363 End 

27906_1.R1084 Score 
1363.. 1903 

' 927428/emb|CAA60412| 4.0e-10 (X86733) fisl [Linum 
usitatissimum] 1 



OJ000209_03.0309.C20 
+ 

2965 
AAT/GAP 
1903 
1042 ■ 



40516 
83852 
3306 

OJ000209_03. 

1076 

none 

1076. .1279, 
1364. .1546, 



0309.C20.ol.tm 



1079. .1279, 
1379. .1546, 



1296. 
1386. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1334, 1334 
.1553 



OJ000209 03.0309.C20 



3739 

TBLASTX: Maize 
1553 
195 

1393, 1337.. 1393, 



.40516 
83852 
3306 

OJ000209_03.0309.C20.ol.ts 

2533 

none 

2533.. 2715, 2566.. 2715, 2582, 

40516 
83852 
3306 

OJ000209_03.0309.C20.o2.gs 

3306 

none 

3306. .3611 

40516 
83852 
3306 

OJ000209 03.0309.C20.o2.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2719 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000209_03.0309.C20 
3739 

TBLASTX : Soybean 

2719 

81 



OJ000209_03.0309.C20 

3739 
GENSCAN 
3611 
.85 



OJ000209_03. 0309. C20 

3739 
AAT/NAP 



40498 



Start 3315 End 3739 

GI 7486158 Score 219 

Exons 3315.. 3739 

GI Descrip. hypothetical protein F26B6.10 - Arabidopsis thaliana 

gi I 3242708 | gb IAAC23760.il (AC003040) putative protein kinase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40517 Seq. ID 

83853 Strand 

1 End 
OJ000209 _03 . 0309 . C21 . ol . np Method 

1 End 

7486158 Score 

.2615, 2681. .2774, 5711. . 



OJ000209 03.0309.C21 



10509 
AAT/NAP 
10509 
532 
5885, 5931, 



6223, 



1..505, 2459. 
10326. .10509 

hypothetical protein F26B6.10 - Arabidopsis thaliana 
gi|3242708|gb|AAC23760.1| (AC003040) putative protein kinase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40517 Seq. ID 

83853 Strand 

1 End 
OJ000209_03.0309.C21.ol.gs Method 

99 End 

none Score 

99. .569, 1438. .1479, 2649. .3546 



40517 
83853 
1 

OJ000209_03.0309.C21.ol.tw 
2659 



OJ000209_03.0309.C21 

10509 
GEN SCAN 
3546 
1 



OJ000209 03.0309.C21 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
2659.. 2772, 2659.. 2757, 2812.. 2955, 2819.. 2971, 5571 
5572. .5754, 5707. .5802, 5721. .5819, 5802. .5867, 5802 
9643.. 9753, 9685.-9759, 9689.. 9760, 9796.. 9939, 9817 
9943.. 10005 



10509 

TBLASTX: Wheat 

10005 

94 



.5687, 
.5924, 
.9927, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



40517 
83853 
1 

OJ000209_03.0309.C21.o2.gs 

5415 

none 

5415. .5476, 5561. .6467 

40517 
83853 
1 

OJ000209_03.0309.C21.o3.gs 

7243 

none 

7243. .7580, 9633. .10509 

40518 
83854 
933 



Seq. ID OJ000209_03.0309.C21 
Strand 

End 10509 

Method GENS CAN 

End 64 67 

Score .87 



Seq. ID OJ000209_03.0309.C21 
Strand 

End 10509 

Method GENSCAN 

End 10509 . 

Score . 97 



Seq. ID OJ000209_03.0309.C22 
Strand + 
End 3480 



40499 



Name 


OJ000209 03.0309.C22.ol 


. OS 


Method 


GENSCAN 






Start 


933 ~ 




End 


3480 






GI 


none 




Score 


. 6 . 






Exons 


933. .1054, 2610. .2670, 


3100. 


.3480 








Seq. No. 


40518 




Seq. ID 


OJ000209_ 


03.0309. 


C22 


Gene No. 


83855 




Strand 








Start 


4009 




End 


4500 






Name 


OJ000209 03.0309.C22.o2 


. gs 


Method 


GENSCAN 






Start 


4009 ~ 




End 


4500 






GI 


none 




Score 


.53 






l—i \y 1 1 


4009. .4045. 4181. .4297, 


4373 


. .4500 








Seq. No. 


40519 




Seq. ID 


OJ000209_ 


03.0309. 


C23 


Gene No. 


83856 




Strand 


+ 






Start 


95 




End 


235 






Name 


OJ000209 03.0309.C23.ol 


. OS 


Method 


GENSCAN 






Start 


95 ~~ 




End 


235 






GI 


none 




Score 


.76 






Exons 


95. .235 












Seq. No. 


40520 




Seq. ID 


OJ000209_ 


03.0309. 


C24 


Gene No. 


. 83857 




Strand 


+ 






Start 


340 




End 


' 846 






Name 


OJ000209 03 0309 C24 ol 


as 


Mpthod 


GENSCAN 






Start 


340 ~ 




End 


846 






GI 


none 




Score 


.75 






Ex on s 

i—f v_/ 110 


340 414. 664 846 












Seq. No. 


40520 




Seq. ID 


OJ000209 


03.0309. 


C24 


Gene No. 


83858 




Strand 


+ 






Start 


1942 




End 


3074 






Name 


OJ000209 03.0309.C24.o2 


. as 


Method 


GENSCAN 






Start 


1942 ~ 




End 


3074 






GI 


none 




Score 


. 99 






Exons 


1942. 2253, 2952 .3074 












Seq. No. 


40520 




Seq. ID 


OJ000209_ 


03.0309. 


C24 


Gene No . 


83859 




Strand 


+ 






Start 


4457 




End 


11592 






Name 


OJ000209 03.0309.C24.o3 


.gs 


Method 


GENSCAN 






Start 


4457 




End 


11592 






GI 


none 




. Score 


.53 






Exons 


4457 4535, 4734 .5191, 


5210 


..6235, 6394.. 6540, 


6806. .7012, 




8404 8575, 8905 .10022 


, 10101. .10247, 


10567. .10911, 






11332 11592 












Sea No 


40520 




Seq. ID 


OJ000209_ 


03.0309. 


C24 


Gene No. 


83860 




Strand 


+ 






Start 


13506 




End 


16893 






Name 


OJ000209 03.0309.C24.o4 


.gs 


Method 


GENSCAN 






Start 


13506 




End 


16893 






GI 


none 




Score 


.56 






Exons 


13506. .13559, 14035 14081, 


14404. .14631, 15046. 


.15220, 






15529. .15633, 164 60 .. 16734 , 


16740. .16893 






Seq. No. 


40520 




Seq. ID 


OJ000209_ 


03.0309. 


C24 



40500 




Gene No. 


83860 




Strand 


+ 




Start 


13506 




End 


16893 




Name 


OJ000209 03. 


0309.C24.o2.np 


Method 


AAT/NAP 




OLmI l 


15083 




End 


16514 




(IT 


6907088 




Score 


1110 






15083. .15220 


, 15396. .15633, 16130.. 16514 




(it np^rrin 


(AP001129) hypothetical protein [Oryza 


sativa] 






40520 




Seq. ID 


OJ000209 


03. 0309.C24 


Cpnp Wo . 

VJ vi- 1 X Hut 


83861 




Strand 






Start 


14225 




End 


14735 




Name 


OJ000209 03. 


0309.C24.ol.gp 


Method 


AAT/GAP 




Start 


14225 




End 


14735 






38782 1.R1084 


Score 


818 




Fvnn q 

LjaUIIO 


14225. .14735 












■6069643/dbj IAP000616.il AP0006I6 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 ' 






Seq. No. 


40521 




Seq. ID 


OJ000209 


_03.0309.C25 


Gene No. 


83862 




Strand 


+ 




Start 


1305 




End 


3308 




Name 


OJ000209 03. 


0309.C25.ol.gs 


Method 


GENSCAN 




JLai L 


1305 




End 


3308 




ox 


none 




Score 


.95 






1305. .2387, 


2477. .2623, 2946. 


.3308 






Seq. No. 


40522 




Seq. ID 


OJ000209 


_03.0309.C26 


Gene No. 


83863 




Strand 


+ 




O Lai 


63 




End 


137 






OJ000209 03. 


0309.C26.ol.gs 


Method 


GENSCAN 




Cf arf 
O Lui L 


63 




End 


137 




GI 


none 




Score 


.61 




Pvnn o 


63. .137 










O C • LlU • 


40522 




Seq. ID 


OJ000209 


03.0309.C26 


Gene No. 


83864 




Strand 


+ 




Start 


3805 




End 


6573 




Name 


OJ000209 03. 


0309.C26.o2.ts 


Method 


TBLASTX : 


Soybean 


Start 


2717 




End 


4518 




GI 


none 




Score 


75 




F.xon ^ 


2717. .2788, 


3621.. 3713, 3643. 


.3690, 3778.-3873, 


3779. . 3871, 




3981. .4106, 


3991.. 4113, 3995. 


.4102, 4474. .4518 




k_J C VJ • w * 


40522 




Seq. ID 


OJ000209 


03.0309.C26 


Gene No. 


83864 




Strand 


+ 




Start 


3805 




End 


6573 




Name 


OJ000209 03. 


0309.C26.ol.tc 


Method 


TBLASTX: 


3ress 


Start 


3643 




End 


4575 




GI 


none 




Score 


70 






3643. .3690, 


3778.. 3873, 3778. 


.3873, 3788.. 3886, 


3981 . . 4106, 




3995. .4102, 


4474. .4575, 4476. 


.4574 






Seq. No. 


40522 




Seq. ID 


OJ000209 


_03.0309.C26 


Gene No. 


83864 ■ 




Strand 


+ 




Start 


3805 




End 


6573 




Name 


OJ000209 03. 


0309.C26.o3.gs 


Method 


GENSCAN 




Start 


3805 




End 


6281 





40501 



GI none Score .76 

Exons 3805.. 3873, 3990.. 4106, 5259.. 5372, 5547.. 5600, 5881.. 5928, 

6120.. 6281 



Seq. No. 


40522 








Seq. ID 


OJ000209 


_03.0309.C26 


Gene No. 


83864 








Strand 


+ 




Start 


3805 








End 


6573 




Name 


OJ000209 03. 


0309. 


C26.ol 


gp 


Method 


AAT/GAP 




Start 


3983 








End 


5342 




GI 


428455 








Score 


551 




Exons 


3983. .4106, 


4477 . 


.4572, 


5259. 


.5342 






Seq. No. 


40522 








Seq. ID 


OJ000209 


_03.0309.C26 


Gene No. 


83864 








Strand 


+ 




Start 


3805 








End 


6573 




Name 


OJ000209 03. 


0309. 


C26.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4519 








End 


6573 




GI 


none 








Score 


89 




Exons 


4519. .4575, 


5258. 


.5377, 


5298. 


.5372, 5541.. 5627, 


5543. .5602, 




5875. .5931, 


5880. 


.5930, 


6113. 


.6265, 6113. .6265, 


6117. .6275, 




6117. .6272, 


6388. 


.6507, 


6389. 


.6505, 6392. .6523, 


6505. .6573, 



6506. .6553 



Seq. No. 


40522 . 


Seq. ID 


OJ000209_03.0309.C2 


Gene No. 


83864 


Strand 


+ 


Start 


3805 


End 


6573 


Name 


OJ000209 03.0309.C26.ol.tm 


Method 


TBLASTX: Maize 


Start 


6149 


End 


6555 


GI 


none 


Score 


199 


Exons 


6149.. 6268, 6150.. 6275, 6153.. 6278, 6389.. 6553, 6391.. 6555 




6392. .6553 






Seq. No. 


40523 


Seq. ID 


OJ000119_05.0327.C1 


Gene No. 


83865 


Strand 


+ 


Start 


9581 


End 


9670 


Name 


OJ000119 05.0327.Cl.o3.np 


Method 


AAT/NAP 


Start 


9581 


End 


9670 


GI • 


4680183 


Score 


130 


Exons 


9581. .9670 






GI Descrip. 


(AF111709) . gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


40523 


Seq. ID 


OJ000119_05.0327.C1 


Gene No. 


83866 


Strand 




Start 


832 


End 


10719 


Name 


OJ000119 05.0327.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


822 


End 


977 


GI 


none 


Score 


212 


Exons 


822. .977, 839. .976 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40523 
83866 
832 

OJ0001 1 9_05 . 0327 . CI . ol . np 
832 

2583127 



Seq. ID OJ000119_05.0327.C1 



Strand 
End 

Method 

End 

Score- 



10719 
AAT/NAP 
8818 
1083 



832. .973, 1974. .2062, 2384.-2498, 2589. .2672, 2747. .2780, 
3375.. 3460, 3579.. 3769, 5604.. 5653, 6300 .. 6390, 6813 .. 6909, 



40502 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6991.. 7061, 7312.. 7408, 8569.. 8818 

(AC002387) putative O-sialoglycoprotein endopeptidase 
[Arabidopsis thaliana] 



40523 Seq. ID 

83866 " Strand 

832 End 

OJ000119_05.0327.Cl.o2.gs . Method 

1965 End 

none Score 



OJ000119 05. 0327. CI 



1965.. 2062, 2384.. 2507, 3317.. 3460, 
6813. .6909, 7054. .7236, 7356. .7613 



10719 
GEN SCAN 
7613 
.66 

3579. .3794, 



5847. .5890, 



40523 
83866 
832 

OJ000119_05.0327.Cl.o3.tm 

2598 

none 



Seq. ID OJ000119_05.0327.C1 



Strand 
End 

Method 

End 

Score 



10719 

TBLASTX: Maize 

2829 

112 



2598. .2675, 2599.-2673, 2603. .2680, 2604. .2690, 2744. .2821, 
2747.. 2827, 2748.-2828, 274.9.-2829 



Seq. No. 40523 

Gene No. 83866 

Start 832 

Name OJ000119_05.0327.Cl.ol.tm 

Start 3594 

GI none 
Exons 



Seq. ID OJ000119_05.0327.C1 
Strand 

End 10719 

Method TBLASTX : Mai ze 

End 6397 

Score 207 



3594. .3770, 3594. .3782, 3733. .3774, 5602. .5655, 5603. .5656, 
6285.. 6392, 6299.. 6391, 6299.. 6397, 6301.. 6393 



OJ000119_05.0327.C1 

10719 
AAT/GAP 
6394 
351 



Seq. No. 40523 Seq. ID 

Gene No. 83866 Strand 

Start 832 End 

Name OJ000119_05 . 0327 . CI . ol . gp Method 

Start 3685 End 

GI LIB3431-009-P1-K1-A12 Score 

Exons* 3685.-3769, 5604.. 5653, 6300.. 6394 

GI Descrip. '2583127 1.0e-26 (AC002387) putative sialoglycoprotease 
[Arabidopsis thaliana] 1 

Seq. No. 40523 Seq. ID OJ000119_05 . 0327 . CI. 

Gene No. 83866 Strand 

Start 832 End .10719 

Name OJ000119_05 . 0327 . CI . o2 . np Method AAT/NAP 

Start 7487 End 9548 

GI 6721561 Score 138 

Exons 7487..7689, 9444.. 9548 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 68150861 dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No- 
Gene No. 
Start 



40523 
83866 
832 



Seq. ID 

Strand 

End 



OJ000119 05. 0327. CI 



10719 



40503 




Name 


OJ000119 05.0327.Cl.o3.gs 


Method 


GENSCAN 






Start 


8422 


End 


10548 






GI 


none 


Score 


. 69 






Exons 


8422.. 8648, 9388.. 9496, 10067 .. 10169, 


10425 . . 10548 






Seq. No. 


40523 


Seq. ID 


OJ000119 05. 


0327 


.CI 


Gene No. 


83866 


Strand 








Start 


832 


End 


10719 






Name 


OJ000119 05.0327.Cl.o4.np 


Method . 


AAT/NAP 






Start 


8646 


End 


10719 






GI 


7340881 


Score 


132 






Rxon *5 


8646.-8674, 10404. .10719 










GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


40523 


Seq. ID 


OJ000119 05. 


0327 


-CI 


Gene No . 


83866 


Strand 








Start 


832 


End 


10719 






Name 


OJ000119 05.0327.Cl.o2.gp 


Method 


AAT/GAP 






Start 


8862 


End 


8951 






GI 


uC-osflcyp088bl2bl 


Score 


125 






Exons 


8862. .8951 










GI Descrio . 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 








Seq. No. 


40524 


Seq. ID 


OJ000119 05 


0327 


.C2 


Gene No. 


83867 


Strand 


+ 






Start 


235 


End 


1379 






Name 


OJ000119 05..0327.C2.ol.gs 


Method 


GENSCAN 






Start 


235 


End 


1379 






GI 


none 


Score 


.82 






Exons 


235. .490, 904. .1379 










Seq. No. 


40524 


Seq. ID 


OJ000119_05. 


0327 


.C2 


Gene No. 


83868 


Strand 








Start 


2041 


End 


4923 






Name 


OJ000119 05.0327.C2.o2.gs 


Method 


GENSCAN 






Start 


2041 


End 


4923 






GI 


none 


Score 


.45 






Exons 


2041. .2137, 3971. .4923 










Seq. No. 


40524 


Seq. ID 


OJ000119_05. 


0327 


.C2 


Gene No. 


83868 


Strand 








Start 


2041 


End 


4923 






Name 


OJ000119 05.0327.C2.ol.np 


Method 


AAT/NAP 






Start 


2422 


End 


3847 






GI 


5852084 


Score 


91 






Exons 


2422.. 2509, 3826.. 3847 










GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 








Seq. No. 


40525 


Seq. ID 


OJ000119_05. 


0327 


.C4 


Gene No. 


83869 


Strand 








Start 


889 


End 


1282 






Name 


OJ000119 05.0327.C4.ol.gp 


Method 


AAT/GAP 






Start 


889 


End 


1282 






GI 


none 


Score 


167 






Exons 


889.-925, 1181. .1282 











40504 



Seq. No. 


40526 


Seq. ID 


OJ000119_05.0327.C5 


Gene No. 


83870 


Strand 


+ 


Start 


869 


End 


8213 


Name 


OJ000119 05.0327.C5.o2.np 


Method 




Start 


869 


End 


8213 


GI 


5852180 


Score 


631 


Exons 


869. .903, 5323. .5404, 6393. 


.6509, 6561 


..6971, 7672. .7724, 




8182. .8213 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 




Seq. No. 


40526 


Seq. ID 


OJ000119_05.0327.C5 


Gene No. 


83871 


Strand 




Start 


382 


End 


1396 


Name 


OJ000119 05.0327.C5.ol.gs 


Method 


GENSCAN 


Start 


382 


End 


1396 


GI 


none 


Score 


.91 


Exons 


382.. 491, 1171.. 1396 






Seq. No. 


40526 


Seq. ID 


OJ000119_05.0327.C5 


Gene No. 


83872 


Strand 




Start 


2694 


End 


8213 


Name 


OJ000119 05.0327.C5.ol.np 


Method 


AAT/NAP 


Start 


2694 


End 


8213 


GI 


7494472 


Score 


91 


Exons 


2694. .2781, 3048. .3126, 3272 .. 334 6, 3380 .. 3513, 3631. .3735, 




8194. .8213 






GI Descrip. 


cnjB protein - Tetrahymena 


thermophila 


gi|161752|gb|AAC37171. 




(L03710) cnjB [Tetrahymena 


thermophila] gi I 737494 |prf | 1192237 




cnjB gene [Tetrahymena thermophila] 




Seq. No. 


40526 


Seq. ID 


OJ000119_05.0327.C5 


Gene No. 


83872 


Strand 




Start 


2694 


End 


8213 


Name 


OJ000119 05.0327.C5.ol.gp 


Method 


AAT/GAP 


Start 


5253 


End 


5637 


GI 


uC-osflcyp033a04bl 


. Score 


620 


Exons 


5253. .5637 






GI Descrip. 


• 6016845/dbj | AP000570 .1 1 AP0005.70 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


40526 


Seq. ID 


OJ000119_05.0327.C5 , 


Gene No. 


83872 


Strand 




Start 


2694 


End 


8213 


Name 


OJ000119 05.0327.C5.o3.gs 


Method 


•GENSCAN 


Start 


6072 


End 


7008 


GI 


none 


Score 


.4 


Exons 


6072. .6157, 6415. .7008 






Seq. No. 


40527 


Seq. ID 


OJ000119_05.0327.C6 


Gene No. 


83873 


Strand 




Start 


827 


End 


995 


Name 


OJ000119 05.0327.C6.ol.np 


Method 


AAT/NAP 


Start 


827 


End 


995 


GI 


7339719 


Score 


81 


Exons 


827.. 995 







GI Descrip. (AP001539) hypothetical protein [Oryza sativa] 



40505 




Seq. No. 


40528 


Seq. ID 


OJ000119_05.0327.C7 


Gene No. 


83874 


Strand 


+ 


Start 


546 


End 


1562 


Name 


OJ000119 05.0327.C7.ol.gs 


Method 


GEN SCAN 


Start 


546 


End 


1562 


GI 


none 


Score 


.49 


Exons 


546. .585, 1309. .1562 






Seq. No. 


40529 


Seq. ID 


OJ000119_05.0327.C9 


Gene No. 


83875 


Strand 


+ 


Start 


1 


End 


12956 


Name 


OJ000119 05.0327.C9.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


12723 


GI 


4680207 


Score 


1165 


Exons 


1..22, 4855. .5665, 10301.. 


12078, 12127 


..12238, 12618.. 12723 


GI Descrip. 


(AF114171) disease resistance protein 


RPM1 homolog [Sorghum 



bicolor] 



Seq. No. 


40529 




Seq. ID 


OJ000119_05.0327 


. C9 


Gene No. 


83875 




Strand 


+ 




Start 


1 




End 


12956 




Name 


OJ000119 05.0327 


.C9.o2.gs 


Method 


GENSCAN 




Start 


3812 




End 


4287 




GI 


none 




Score 


.8 




Exons 


3812.. 3928, 4198 


. .4287 








Seq. No. 


40529 




Seq. ID 


OJ000119_05.0327 


.C9 


Gene No. 


83875 




Strand 


+ 




Start 


1 




End 


12956 




Name 


OJ000119 05.0327 


.C9.o3.gs 


Method 


GENSCAN 




Start 


4860 




End 


12956 




GI 


none 




Score 


.44 




Exons 


4860.. 5665, 6891 


..7446, 7771. 


.7870, 10357. .12221, 12409 


. .12956 


Seq. No. 


40529 




Seq. ID 


OJ000119_05.0327 


.C9 


Gene No. 


83876 




Strand 






Start 


1 




End 


328 




Name 


OJ000119 05.0327 


.C9.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


328 




GI 


6539588 




Score 


99 




Exons 


1. .328 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40529 




Seq. ID 


OJ000119_05.0327 


.C9 


Gene No. 


83876 




Strand 






Start 


1 




End 


328 




Name 


OJ000119 05.0327 


.C9.ol.gs 


Method 


GENSCAN 




Start 


68 




End 


238 




GI 


none 




Score 


.57 




Exons 


68. .238 










Seq. No. 


40529 




Seq. ID 


OJ000119_05.0327 


.C9 


Gene No. 


83877 




Strand 






Start 


5427 




End 


11342 




Name 


OJ000119 05.0327 


.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


5427 




End 


11285 




GI 


none 




Score 


73 





40506 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



5427. .5489, 7164. .7256, 7165. .7257, 7252. .7425, 7299. .7424, 
10455. .10583, 10475 .. 10582 , 10578 .. 10751 , 10625 10750, 
10857. .10931, 11145.. 11285 



40529 
83877 
5427 

OJ000119_05 . 0327 . C9 . o2 . tm 

6888 

none 



Seq. ID OJ000119_05.0327.C9 
Strand 

End 11342 

Method TBLASTX: Maize 

End 10543 

Score 129 



6888. .6971, 6889. .7011, 7031. .7111, 7138. .7209, 7146. .7217, 
10214. .10336, 10215. .10337, 10359 .. 104 36, 10360 .. 10437, 
10460. .10543, 10461.. 10532 



40529 
83877 
5427 

.OJ000119_05.0327.C9.ol.ts 
6931 
none 



Seq. ID OJ000119_05.0327.C9 
Strand 

End 11342 

Method TBLASTX : Soybean 

End 11342 

Score 63 



6931. .7020, 7132. .7206, 7183. .7461, 10257 .. 1034 6, 10298 .. 10426, 
10452. .10535, 10475 .. 10534 , 10554 .. 10769, 10647 .. 10745, 
10761. .10835, 10854. .10937, 11019 .. 11075, 11172 .. 11330, 
11217. .11342 



Seq. No. 40529 

Gene No. 83877 

Start 5427 

Name OJ000119_05. 0327.C9.o2. tw 

Start 7138 

GI none 
Exons 



Seq. ID OJ000119_05.0327.C9 
Strand 

End 11342 

Method TBLASTX : Wheat 

End 10721 

Score 80 



7138. .7209, 7146. .7424, 7204. .7422, 10457 .. 10531, 104 61 10532, 
10550. .10702, 10551.. 10721 



Seq. No. 


40529 




Seq. ID 


OJ000119J)5.0327 


.C9 


Gene No. 


83877 




Strand 






Start 


5427 




End 


11342 




Name 


OJ000119 05. 0327. C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


7222 




End 


10793 




GI 


none 




Score 


231 




Exons 


7222.. 7431, 7230.. 7427, 10548 .. 10793, 


10556. . 10792 




Seq. No. 


40529 




Seq. ID 


OJ000119_05!0327 


.C9 


Gene No. 


83877 




Strand 






Start 


5427 




End 


11342 




Name 


OJ000119 05. 0327. C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10722 




End 


11126 




GI 


none 




Score 


135 




Exons 


10722. .10847, 10733. 


.10843, 


10851. .10955, 10853. .10963, 






10962. .11066, 11079. 


.11126 








Seq. No. 


40529 




Seq. ID 


OJ000119_05.0327 


.C9 


Gene No. 


83877 




Strand 






Start' 


5427 




End 


11342 




Name 


OJ000119 05. 0327. C9. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


10845 




End 


11270 




GI 


none 




Score 


175 





40507 



Exons 


10845. .11105, 11157.. 11270 






Seq. No. 


40530 


Seq. ID 


OJ000119_05.0327.C10 


Gene No. 


83878 


Strand 


+ 


Start 


418 


End 


891 


Name 


OJ000119 05.0327.C10.ol.gp 


Method 


AAT/GAP 


O Lai L. 


418 


End 


891 


GI 


4332 1.R1084 


Score 


855 


Exons 


418. .891 






GI Descrip. 


'5690431/gb|AAD47084.1|AF165883 1 9.0e 


-20 (AF165883) prefoldin 




subunit 2 [Homo sapiens] 1 






Seq. No. 


40530 


Seq. ID 


OJ000119 05. 0327. C10 


Gene No. 


83879 


Strand 


+ 


Of -s 


jl jo 


End 


J jUO 


Name 


OJ000119 05.0327.C10.o2.gp 


Method 


AAT/GAP 


Start 


3158 


End 


3308 


GI 


none 


Score 


229 


Exons 


3158.. 3308 






Seq. No. 


40530 


Seq. ID 


OJ000119J)5. 0327. C10 


Gene No. 


83880 


Strand 




Start 


554 


End 


11043 


Name 




Method 


GEN SCAN 


Start 


554 


End 


10057 




none 


Score 


.4 


Exons 


554. .1012, 2729.-2829, 2994.. 


3142, 3166. .3359, 4235. .4555, 




5292.. 5643, 5701.. 5723, 5839. 


.5940, 5987. .6094, 6187. .6448, 




6553.. 6851, 6932.. 7045, 7187. 


.7345, 7450. .7619, 7708. .7797, 




7910.. 8026, 8470.. 10057 






Seq. No. 


40530 


Seq. ID 


OJ000119_05. 0327. C10 


Gene No. 


83880 


Strand 




Start 


554 


End 


11043 




OJ000119 05.0327.C10.ol.np 


Method 


AAT/NAP 


Start 


572 


End 


1019 


GI 


6563248 


Score 


280 


Exons . 


572. .1019 






GI Descrip. 


(AF117237) prefoldin subunit 


2 [Homo sapiens] 


Seq. No. 


40530 


Seq. ID 


OJ000119_05. 0327. C10 


Gene No. 


83880 


Strand 




Start 


554 


End 


11043 


Name 


OJ000119 05.0327.C10.o2.np 


Method 


AAT/NAP 


Start 


4235 


End 


11043 


GI 


7228438 


Score 


3321 


Hi 1 0 


4235.. 4656, 5944.. 6094, 6187. 


.6448, 6553.. 6851, 6932.. 7339, 




7425.. 7526, 9062.. 11043 






GI Descrip. 


(AP001366) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA protein 




isolog (AC003981) [Oryza sativa] 




Seq. No. 


40530 


Seq. ID 


OJ000119_05. 0327. C10 


Gene No. 


83881 


Strand 




Start 


16390 


End 


17417 


Name 


OJ000119 05.0327.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start. 


560 


End 


971 



40508 



GI none Score 236 

Exons 560. .970, 561. .863, 639. .971, 707. .958, 930. .971 



Seq. No. 


40530 








Seq. ID 


OJ000119_05.0327 


.C10 


Gene No. 


83881 








Strand 


- 




Start 


16390 








End 


17417 




Name 


OJ000119 05 


.0327 


.ClO.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


565 








End 


1014 




GI 


none 








Score 


358 




UtAUIlo 


565. .1005, 


566. . 


1009, 697.. 1014 






Seq. No. 


40530 








Seq. ID 


OJ000119_05.0327 


-C10 


Gene No. 


83881 








Strand 


- 




Start 


16390 








End 


17417 




Name 


OJ000119 05 


.0327 


.ClO.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


641 








End 


983 




GI 


none 








Score 


46 






641. .772, 735. .770, 755. 


• .7 O , 


759. .863, 


930- .983 




Seq. No. 


40530 








Seq. ID 


OJ000119_05.0327 


-C10 


Gene No. 


83881 








Strand 






Start 


16390 








End 


17417 




Name 


OJ000119 05 


.0327 


.C10.p3. 


u w 


Method 


TBLASTX: Wheat 




Start 


7524 








End 


7706 




GI 


none ■ 








Score ■ 


108 




Exons 


7524. .7643, 


7525 


. .7644, 


/ U 1 £. a 


.7704, 7653. .7706 




Seq. No. 


40530 ' 








Seq. ID 


OJ000119_05.0327 


.C10 


Gene No. 


83881 








Strand 






Start 


16390 








End 


17417 




Name 


OJ000119 05 


.0327 


.ClO.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9425 








End 


9802 




GI 


none 








Score 


66 




Exons 


9425.-9598, 


9436 


. .9576, 


9531. 


.9599, 9623.-9799, 9648.. 9800, 




9653. .9802 














Seq. No. 


40530 








Seq. ID 


OJ000119__05.0327 


.C10 


Gene No. 


83881 








Strand 






Start 


16390 








End 


17417 




Name 


. OJ000119 05 


.0327 


.C10.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


9500 








End 


10096 




GI 


none 








Score 


229 




Exons 


9500. .9571, 


9618 


. .10091, 


9629 


. .10096 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40530 
83881 
16390 

OJ000119_05 . 0327 . C10 . o4 . tm 

12561 

none 



Seq. ID OJ000119_05. 0327. C10 



Strand 
End 

Method 

End 

Score 



17417 

TBLASTX: Maize 

12836 

62 



12561. .12662, 12564 .. 12644 , 12657 .. 12836, 12742. .12819 



Seq. No. 40530 Seq. ID 

Gene No. 83881 ■ Strand 

Start 16390 End 

Name OJ000119_05 . 0327 . C10 . o2 . tw Method 

Start 12927 End 



OJ000119_05. 0327. C10 
17417 

TBLASTX: Wheat 
13297 



40509 



GI 


none 


Score 


74 




Exons 


12927. .13031, 12928. .13206, 


12929. .13294, 12929 


. .13297 


Seq. No. 


40530 


Seq. ID 


OJ000119 


_05.0327.C10 


Gene No. 


83881 


Strand 






Start 


16390 


End 


17417 




Name 


OJ000119 05.0327.C10.o3.tm 


Method 


TBLASTX : 1 


Maize 


Start 


13022 


End 


13487 




GI 


none 


Score 


124 




Exons 


13022. .13060, 13121. .13486, 


13275. .13487, 13305 


. .13487 


Seq. No. 


40530 


Seq. ID 


OJ000119 


_05. 0327. C10 


Gene No. 


83881 


Strand 






Start 


16390 


End 


17417 




Name 


OJ000119 05.0327.C10.o2.gs 


Method 


GENSCAN 




Start 


16390 


End 


17417 




GI 


none 


Score 


.78 




Exons 


16390. .16537, 17328. .17417 








Seq. No. 


40531 


Seq. ID 


OJ000119 


_05.0327.C11 


Gene No. 


83882 


Strand 


+ 




Start 


1855 


End 


7584 




Name 


OJ000119 05.0327.Cll.ol.gs 


Method 


GENSCAN 




Start 


1855 


End 


7584 




GI 


none 


Score 


.52 




Exons 


1855.. 1870, 2379.-2739, 2921 


..3208, 3791. .4289, 


5711. .5774, 




6385. .6758, 7096. .7584 








Seq. No. 


40531 


Seq. ID 


OJ000119 


_05.0327.C11 


Gene No. 


83882 


Strand 


+ 




Start 


1855 


End 


7584 




Name 


OJ000119 05.0327.Cll.ol.np 


Method 


AAT/NAP 




Start 


3574 


End 


7581 




GI 


5668793 


Score 


1890 




Exons 


3574.. 3673, 3772.. 3835, 4077 


..4289, 5641.. 5774, 


6331. .6758, 




6861. .6992, 7096. .7581 








GI Descrip. 


(AC007519) Similar to gb|U39782 lysine 


and histidine specific 



transporter from Arabidopsis thaliana. EST gb|Z17527 comes from 
this gene. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ000119_05:0327.C11 

Strand + 

End 8919 

Method AAT/NAP 

End 8919 

Score 160 



40531 
83883 
8655 

OJ000119_05.0327.Cll.o2.np 
8655 
7486358 
8655. .8919 

hypothetical protein F3I3.40 - Arabidopsis thaliana 
gi I 5262156 1 emb | CAB45785.il (AL080237) putative protein 
[Arabidopsis thaliana] gi | 7267599 | emb| CAB80911 . 1 1 (AL161491) 
putative protein [Arabidopsis thaliana] 



40531 
83884 
8426 

OJ000119_05.0327.Cll.o2.tm 
2960 



Seq. ID OJ000119_05.0327.C11 
Strand 

End 9806 

Method TBLASTX: Maize 

End 7575 



40510 



GI 


none 








Score 


61 


Exon s 


2960 2995. 


7288 


. .7341, 


7288 . 


.7452, 7293.-7574, 7293. .7574, 




7405. .7575 












Seq. No. 


40531 








Seq. ID 


OJ000119_05.0327.C11 


Gene No. 


83884 








Strand 




Start 


8426 








End 


9806 


Name 


OJ000119 05 


.0327 


.Cll.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


4102 ~ 








End 


5784 


GI 


none 








Score 


178 


Exons 


4102. .4221, 


4120 


. .4182, 


4158. 


;4217, 5641. .5784, 5642. .5779 


cpn No 


40531 








Seq. ID 


OJ000119_05.0327.C11 


Gene No. 


83884 








Strand 




Start 


8426 








End 


9806 


Name 


OJ000119 05 


.0327 


.Cll.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


6354 ~~ 








End 


7437 


GI 


none 








Score 


444 - 


TT von «5 


6354 6758* 


6362 


. . 6754, 


6858 . 


.6992, 6863. .6988, 7104. .7424, 




7105. .7341, 


7405 


. .7437 










40531 








Seq. ID 


OJ000119_05.0327.C11 


n^nf 1 No 


83884 








Strand 




Start 


8426 








End 


9806 


Name 


OJ000119 05 


.0327 


.Cll.ol 


■ te 


Method 


TBLASTX: Cress 


Start 


6438 








End 


7272 


GI 


none 








Score 


424 


U 1 von Q 


64*38 67S8 


6438 


6626 


64 40 . 


.6754, 6858. .6992, 6863. .6988, 




7096 7125 


7108 


7224 , 


7128 . 


.7232, 7129. .7233, 7207. .7272, 




7224 7268 












Qori Ma 
k_J G ^ * LM W * 


40531 








Seq. ID 


OJ000119_05.0327.C11 


Gene No. 


83884 








Strand 




Start 


8426 








End 


9806 


Name 


OJ000119 05 


.0327 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6626 ~~ 








End 


6992 


GI 


none 








Score 


176 




6626. 6757, 


6627 


. . 6776, 


6628 . 


.6759, 6856. .6990, 6858. .6992, 




6859. . 6990, 


6860 


. . 6991 








Seq. No. 


40531 








Seq. ID 


OJ000119_05.0327.C11 


Gene No. 


83884 








Strand 




Start 


8426 








End 


9806 • 


Name 


OJ000119 05 


.0327 


.Cll.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


7165 ~~ 








End 


7287 


GI 


none 








Score 


191 


Exons 


7165 . . 7287, 


7170 


. .7280 








Seq. No. 


40531 








Seq. ID 


OJ000119_05.0327.C11 


Gene No. 


83884 








Strand 




Start 


8426 








End 


9806 


Name 


OJ000119 05 


.0327 


.Cll.o2 


.gs 


Method 


GENSCAN 


Start 


8426 








End 


9806 


GI 


none 








Score 


.5 


Exons. 


8426.-8442, 


9487 


. .9578, 


9712. 


.9806 




Seq. No. 


40531 








Seq. ID 


OJ000119_05.0327.C11 



40511 




Gene No. 


83884 








Strand 




Start 


8426 








End 


9806 


Name 


OJ000119 05 


. 0327 


. Cll . o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8652 ~ 








End 


8866 


GI 


none 








Score 


227 


Rvon s 

*\ \J llij 


8652 8828, 


8652 


. .8834, 


8654. 


.8866 




Seq. No. 


40531 








Seq. ID 


OJ000119_05.0327.C11 


Gene No. 


83884 








Strand 




Start 


8426 








End 


9806 




OJ000119 05 


. 0327 


Cll o3 


ts 


Method 


TBLASTX : Soybean 


O C Cl-L L. 


8652 ~~ 








End 


8857 


GI 


none 








Score 


219 




8652. .8837. 


8653 


. .8838, 


8654. 


.8857, 8722.. 8838 


Sea No. 


40532 








Seq. ID 


OJ000119_05.0327.C12 


Gene No. 


83885 








Strand 


+ 


Start 


866 








End 


5094 


Name 


OJ000119 05 


.0327 


.C12.ol. 


np 


Method 


AAT/NAP 


Start 


866 








End 


2621 


GI 


7228450 








Score 


198 




866. .886, 2081.. 


2159, 2296.. 2422, 2508 


. .2621 


\ji. o i * 


f AP001366} 

\ ill U U 1 >J U U / 


hypothetical protein [Oryza 


sativa] 




40532 








Seq. ID 


OJ000119_05 . 0327 . C12 


Gene No. 


O JOO J 








Strand 


+ 


Start 


866 

o u u 








End 


5094 


Name 


OJ000119 OS 


.0327 


,C12.ol. 


gs 


Method 


GENSCAN 


Start 


1278 ~ 








End 


5094 


ox 


none 








Score 


.73 




1278. .1287, 


1591 


. .1712, 


2116. 


.2290, 2352.. 2496, 2748.. 2831, 




3947. .4063, 


4369 


. .4491, 


4592. 


.4713, 4922.. 5094 


Seq. No. 


40532 








Seq. ID 


OJ000119_05. 0327 .C12 


Gene No. 


83886 








Strand 


+ 


Start 


5973 








End 


6325 


Name 


OJ000119 05 


.0327 


.C12.o2. 


gs 


Method 


GENSCAN 


Start 


5973 








End 


6325 


GI 


none 








Score 


.69 


Exons 


5973. .6143, 


6185 


. .6325 








Seq. No. 


40532 








Seq. ID 


OJ000119_05.0327.C12 


Gene No. 


83887 








Strand 


+ 


Start 


7192 








End 


10363 


Name 


OJ000119 05 


.0327 


.C12.o3. 


gs 


Method 


GENSCAN 


u Lai L 


7192 








End 


10363 


GI 


none 








Score 


.65 


E von q 


7192. .7202, 


7482 


. .7796, 


8266. 


.8501, 9738.. 9855, 10237.. 10363 


Sea No 


40532 








Seq. ID 


OJ000119_05.0327.C12 


Gene No. 


83887 








Strand 


+ 


Start 


7192 








End 


10363 


Name 


OJ000119 05 


.0327 


,C12.o2. 


np 


Method 


AAT/NAP 


Start 


8309 








End 


10027 


GI 


4581114 








Score 


448 


Exons 


8309. .8501, 


9738 


. .9855, 


9928. 


.10027 




GI Descrip. 


(AC005825) 


putative HesE 


l-like protein 


[Arabidopsis thaliana] 



40512 



Seq. No. 40532 Seq. ID 

Gene No. 83887 Strand 

Start 7192 End 

Name OJ000119_05 . 0327 . C12 . ol . gp Method 

Start 8362 End 

GI 1156_1.R1084 Score 

Exons 8362.. 8501, 9738.. 9855, 9928.. 10288 

GI Descrip. 1 4 582488 /emb | CAB40377 . 1 | 6. 

[Arabidopsis thaliana] 1 " 



OJ000119_05.0327.C12 
+ 

10363 
AAT/GAP 
10288 
1185 



Oe-28 (AL021768) putative protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40532 
83888 
8926 

OJ000119_05.0327.C12.o3.np 
8926 
7486085 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000119 05.0327.C12 



14542 
AAT/NAP 
14542 
340 

8926. .8992, 11648 .. 12318, 1237 9 .. 124 67 , 14391. .14542 
hypothetical protein F24J7.161 - Arabidopsis thaliana 
gi I 4582488 | emb | CAB40377.il (AL021768) putative protein 
[Arabidopsis thaliana] gi | 7268756 | emb | CAB78962 . 1 | (AL161551) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


40532 


Seq. ID 


OJ000119_05.0327.C12 


Gene No. 


83888 


Strand 




Start 


8926 


End 


14542 


Name 


OJ000119 05.0327.C12.o2.gp. 


Method 


AAT/GAP 


Start 


10967 


End 


11248 


GI 


3759154 


Score 


467 


Exons 


10967. .11248 






Seq. No. 


40532 


Seq. ID 


OJ000119_05.0327.C12 


Gene No. 


83888 


Strand 




Start 


8926 


End 


14542 


Name 


OJ000119 05.0327.C12.o4.gs 


Method 


GENSCAN 


Start 


11716 


End 


14517 


GI 


none 


Score 


.98 


Exons 


11716. .12467, 14391. .14517 






Seq. No. 


40532 


Seq. ID 


OJ000119_05.0327.C12 


Gene No. 


83889 


Strand 




Start 


14453 


End 


14553 


Name 


OJ000119 05.0327.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


8303 


End 


10000 


GI 


none 


Score 


216 


Exons 


8303.. 8500, 8314.. 8406, 8436. 


.8504, 9689. .9853, 9719. .9856, 



9796.. 9855, 9925.-9993, 9926.. 10000, 9932.. 9994 



Seq. No. 40532 

Gene No. 83889 

Start 14453 

Name OJ000119_05 . 0327 .C12 .ol . ts 

Start 8309 

GI none 

Exons 8309.. 8500, 
9926. .9997 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119_05.0327.C12 
14553 

TBLASTX : Soybean 

9997 

214 



9719.. 9856, 9737.. 9850, 9796.. 9855, 9925.. 9993, 



40513 



Seq. No. 


40532 




Seq. ID 


OJ000119_05.0327 


.C12 


Gene No. 


83889 




Strand 






Start 


14453 




End 


14553 




Name 


OJ000119 05.0327.C12 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


8348 




End 


9847 




GI 


none 




Score 


203 




Exons 


8348.. 8500, 9719.. 9847, 9737 


. .9847 






Seq. No. 


40532 




Seq. ID 


OJ000119_05.0327 


.C12 


fipne No . 


83889 




Strand 






Start 


14453 





End 


14553 




Name 


OJ000119 05.0327.C12 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


11740 




End 


14553 




GI 


none 




Score 


39 




Exons 


11740. .11856, 11744. 


.11824, 


11826. .11909, 11833. .12015, 






11953. .12015, 12015. 


.12110, 


12177. .12293, 12178 .. 122 91, 






12198. .12293, 12199. 


.12294, 


12338. .12472, 1234 0 .. 12474 , 






14383. .14553, 14392. 


.14541 








Seq. No. 


40532 




Seq. ID 


OJ000119_05.0327 


.C12 


Gene No. 


83889 




Strand 






Start 


14453 




End 


14553 




Name 


OJ000119 05.0327.C12 


. o2 . ts . 


Method 


TBLASTX : Soybean 




Start 


14392 




•"'.'End 


14547 




GI 


none 




Score 


166 




Exons 


14392. .14541, 14398. 


.14547 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119 05.0327.C12 



40532 
83889 
14453 

OJ000119_05.0327.C12.o3.gp 
14453 
3106565 
14453. .14542 

4582488/emb|CAB40377.1| 6.0e-28 (AL021768) putative protein 
[Arabidopsis thaliana] 



14553 
AAT/GAP 
14542 
190 



Seq. ID OJ000119_05.0327.C13 
Strand 

End 3874 

Method AAT/NAP 

End 3089 

Score 205 



40533 
83890 
1 

OJ000119_05.0327.C13.ol.np 
1 

5668773 

1..56, 1132. .1217, 1749. .1883, 3000. .3089 

(AC005916) Contains similarity to gb|AF113001 silencing mediator 
of retinoic acid and thyroid hormone receptor alpha and 
gb|AF109179 cyclin Tl from Mus musculus. ESTs gb|N95317, 
gb|Z29139 and gb|Z30853 come from th. . . 



40533 Seq. ID 

83890 Strand 

1 End 

OJ000119_05 . 0327 . C13 . ol . tm Method 

1131 End 

none Score 



OJ000119_05.0327.C13 
3874 

TBLASTX: Maize 

1978 

89 



1131. .1217, 1136. .1216, 1740. .1967, 1748. .1978, 1749. .1970 



40514 




Seq. No. 


40533 






Seq. ID 


OJ000119_05. 


0327 


.C13 


Gene No. 


83890 






Strand 








Start 


1 






End 


3874 






Name 


OJ000119 05 


.0327.C13.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1718 






End 


1885 






GI 


none 






Score 


148 






Exons ■ * 


1718. .1885, 


1740. .1880 












Seq. No. 


40533 






Seq. ID 


OJ000119_05. 


0327 


.C13 


Gene No. 


83890 






Strand 








Start 


1 






End 


3874 






Name 


OJ000119 05 


.0327.C13.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1757 






End 


1978 






GI 


none 






Score 


144 






Exons 


1757. .1879, 


1758. .1895, 


1898 


. .1978 








Seq. No. 


40533 






Seq. ID 


OJ000119_05. 


0327 


.C13 


Gene No. 


83890 






Strand 








Start 


1 






End 


3874 






Name 


OJ000119 05 


.0327.C13.ol 


.gs 


Method 


GEN SCAN 






Start 


2298 






End 


3874 






GI 


none 






Score 


.68 






Exons 


2298. .2318, 


2947. .3042, 


3283 


..3362, 3731.. 3874 






Seq. No. 


40534 






Seq. ID 


OJ000119_05. 


0327 


.C14 


Gene No. 


83891 






Strand 


+ 






Start 


222 






End 


1567 






Name 


OJ000119 05 


.0327.C14.ol 


. gs 


MetnOu 








Start 


222 






End 


1567 






GI 


none 






Score 


.43 






Exons 


222.. 279, 1325.. 1567 












Seq. No. 


40535 






Seq. ID 


OJ000119_05. 


0327 


.C15 


Gene No. 


83892 






Strand 








Start 


271 






End 


1440 






Name 


OJ000119 05 


.0327.C15.ol 


.gs 


Method 


GENSCAN 






Start 


271 






End 


1440 






GI 


none 






Score 


.79 






Exons 


271. .489, 1178. .1262, 1325.. 


1440 








Seq. No. 


40535 






Seq. ID 


OJ000119_05. 


0327 


.C15 


Gene No. 


83893 






Strand 








Start 


2079 






End 


3587 






Name 


OJ000119 05 


.0327.C15.ol 


.gp 


Method 


AAT/GAP 






Start 


2012 






End 


2435 






GI 


2311833 






Score 


793 






Exons 


2012. .2435 














Seq. No. 


40535 






Seq. ID 


OJ000119_05. 


0327 


.C15 


Gene No. 


83893 






Strand 








Start 


2079 






End 


3587 






Name 


OJ000119 05 


.0327.C15.o2 


.gs 


Method 


GENSCAN 






Start 


2079 






End 


3587 






GI 


none 






Score 


.4 






Exons 


2079. .2268, 


2843. .3209, 


3447 


. .3587 








Seq. No. 


40536 






Seq. ID 


OJ000209_09. 


0323 


.C2 



40515 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



83894 Strand 

6391 End 

OJ000209_09 . 0323 . C2 . o2 . gs Method 

6391 End 

none Score 
6391. .6402/ 7158. .7262 



+ 

7262 
GENSCAN 
7262 
.75 



OJ000209 09. 0323. C2 



40536 Seq. ID 

83895 Strand 
1 End 4259 

OJ000209_09.0323.C2;ol.np Method AAT/NAP 

1 End 927 

4587987 Score 405 

1..484, 641. .927 

(AF085279) hypothetical Ser-Thr protein kinase [Arabidopsis 
thaliana] gi | 6598931 | gb IAAF18726 . 1 |AC018721_1 (AC018721) 
putative protein kinase [Arabidopsis thaliana] 



40536 Seq. ID 

83895 Strand 

1 End 

OJ000209_09 . 0323 . C2 . ol . gs Method 

205 / End 

none Score 

205.. 484, 641.. 1946, 3218.. 4259 



OJ000209_09.0323.C2 

4259 
GENSCAN 
4259 
.9 



OJ000209 09. 0323. C2 



40536 Seq. ID 

83895 Strand 
1 End 4259 

OJ000209_09 . 0323 . C2 . ol . gp Method AAT/GAP 

3199 End 3596 

63220JL.R1084 Score 726 

3199. .3596 

'130187/sp|P10931|PHYA_ORYSA 2.0e-14 PHYTOCHROME A 

>gi_82499_pir S03728 phytochrome (clone phyl8) - rice 

>gi_20288_emb_CAA32375_ (X14172) phytochrome [Oryza satiya] 1 



40536 * ; Seq. ID 

83896 Strand 

4525 End 

OJ000209_09 . 0323 . C2 . o2 .np Method 

4525 End 

6523547 Score . 



OJ000209_09.0323.C2 

6172 
AAT/NAP 
6172 
196 



4525. .4921, 5074. .5235, 6026. .6172 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



40536 
83897 
9046 

OJ000209_09.0323.C2.ol.tw 

193 

none 

193. .477, 201. .476, 203. .478 

40536 
83897 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000209_09.0323.C2 
9586 

TBLASTX: Wheat 

478 

316 



OJ000209 09. 0323. C2 



40516 



Start 


9046 




End 


9586 


Name 


OJ000209 09 0323.C2.o3. 


tm 


Method 


TBLASTX: Maize 


O Lai L. 


193 ~ 




End 


877 


(IT 


none 




Score 


435 


P! von ^ 


193.. 489. 203. .493, 204 


. . 503, 


631. .723, 


632. .712, 641. .760, 




714. .767, 738. .770, 765 


. .833, 


769. .828, 


845. .877, 849. .875 


Seq. No. 


40536 




Seq. ID 


OJ000209_09.0323.C2 


Gene No. 


83897 




Strand 




Start 


9046 




End 


9586 


IN dill" 


OJ000209 09 0323 C2.o3. 


tc 


Method 


TBLASTX: Cress - 




193 _ 




End 


369 




none 




Score 


186 




193 369. 203.. 367 








Seq. No. 


40536 




Seq. ID 


OJ000209_09.0323.C2 


Gene No. 


83897 




Strand 




Start 


9046 




End 


9586 


Name 


OJ000209 09.0323.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


247 ~~ 




End 


489 


GI 


none 




Score 


219 




247 486 248 487. 254 


. . 487, 


256. .489, 


288 . . 488 


Seq. No. 


40536 




Seq. ID 


OJ000209_09.0323.C2 


Gene No. 


83897 




Strand 




Start 


9046 




End 


9586 


IN dllLC 


OJ000209 09 0323 C2 ol 


tm 


Mpt hod 


TBLASTX'Maize - 


O L.O.X. L. 


1132 ~~ 




End 


1789 


OX 


none 




Score 


139 


K von <? 


1132 1788. 1135 1287. 


1145 . 


. 1789 




Seq. No. 


40536 




Seq. ID 


OJ000209_09.0323.C2 


Gene No. 


83897 




Strand 




Start 


9046 




End 


9586 


Name 


OJ000209 09 0323 C2 o2 


tc 


Method 


TBLASTX: Cress 


Start 


1234 ~~ 




End 


1535 


GI 


none 




Score 


157 ■ 


F.ynns 


1234 1533. 1235 1348. 


1329. 


. 1535 




Qparr Ma 

*J . IN \J • 


40536 




-Seq. ID 


OJ000209_09.0323.C2 


Gene No. 


83897 




Strand 




Start 


9046 




End 


9586 


Name 


OJ000209 09.0323.C2.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


3219 ~~ 




End 


3509 


GI 


none 




Score 


146 




3219 3350. 3220 3339. 


3224 . 


.3349, 3225. .3350, 3357. .3455, 




3373 3444. 3457 3507, 


3462. 


.3509 




Seq. No. 


40536 




Seq. ID 


OJ000209_09.0323.C2 


Gene No. 


83897 




Strand 




Start 


9046 




End 


9586 


Name 


OJ000209 09.0323.C2.o2. 


gp 


Method 


AAT/GAP 


Start 


7913 




End 


9094 


GI 


2798259 




Score 


845 


Exons 


7913. .8220/ 8944. .9094 









GI Descrip. 130187 /sp | P10 931 | PHYA_ORYSA 2.0e-14 PHYTOCHROME A 

>gi_824 99_pir S03728 phytochrome (clone phyl8) - rice 

40517 




>gi_20288_emb_CAA32375_ (X14172) phytochrome [Oryza sativa] 

Seq. No. 40536 Seq. ID OJ000209_09 . 0323 . C2 

Gene No. 83897 Strand 

Start 9046 End 9586 

Name OJ000209_09 . 0323 . C2 . o3 .np Method AAT/NAP 

Start 8957 End 9586 

GI 130187 Score 771 

Exons 8957.. 9160, 9263.. 9586 

GI Descrip. PHYTOCHROME A gi | 824 99 1'pir I I S03728 phytochrome (clone phyl8) - 

rice gi|20288|emb|CAA32375| (X14172) phytochrome [Oryza sativa] 





Sea. No. 


40536 








Seq. ID 


OJ000209_09.0323.C2 




Gene No . 


83897 








Strand 






Start 


9046 








End 


9586 




Name 


OJ000209 09. 


0323. 


C2 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


8960 








End 


9569 




GI 


none 








Score 


122 




Exons 


8960. .9064, 


8964. 


.9065, 


8966. 


.9067, 9067. .9162, 9084. .9164, 






9261. . 9566, 


9262. 


. 9567, 


9262.. 


.9561, 9263. .9562, 9387. .9569 




Sea No 


40536 








Seq. ID 


OJ000209_09.0323.C2 




Gene No . 


83897 








•Strand 




is: 
h ==• 


Start 


9046 








End 


9586 




Name 


OJ000209 09. 


0323. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 


^ ST 

r ~ 


Start 


8966 








End 


9555 




GI 


none 








Score 


68 


r Li 

f 1 


Exons 


8966. . 9064, 


8967. 


. 9056, 


9109. 


.9162, 9262.. 9552, 9373.. 9555 




Sea. No. 


40536 








Seq. ID 


OJ000209JD9.0323.C2 


"2 


Gene No . 


83897 








Strand 




'if. 


Start 


9046 








End 


9586 


= y 


Name 


OJ000209 09. 


0323. 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


8966 








End 


9549 


f 'i 


GI 


none 








Score 


88 




Exons 


8966. .9064, 


8967. 


.9059, 


90.82. 


.9159, 9265. .9549 




Seq. No. 


40536 








Seq. ID 


OJ000209_09.0323.C2 




Gene No. 


83897 








Strand 






Start 


9046 








End 


9586 




Name 


OJ000209 09. 


0323. 


C2.63. 


gs 


Method 


GENSCAN 




Start 


9046 








End 


9537 




GI 


none 








Score 


.56 




Exons 


9046. .9160, 


9263. 


.9471, 


9499. 


.9537 






Seq. No. 


40537 








Seq. ID 


OJ000209_09.0323.C3 




Gene No. 


83898 








Strand 


+ 




Start 


6024 








End 


6104 




Name 


OJ000209 09. 


0323. 


C3.o3. 


gp 


Method 


AAT/GAP 




Start 


6024 








End 


6104 




GI 


LIB3477-003- 


Pl-Kl 


-E9 




Score 


115 




Exons 


6024. .6104 














GI Descrip. 


f 2498586/sp|Q40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 1 [Oryza 






sativa] 1 














Seq. No. 


40537 








Seq. ID 


OJ000209_09.0323.C3 



40518 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



83899 Strand 

1 End 5713 

0 J000209JD9 . 0323 . C3 . ol . gp Method AAT/GAP 

1 End 334 
11859_1.R1084 Score 644 
1. .334 

, 130187/sp|P10931tPHYA_ORYSA 1.0e-77 PHYTOCHROME A 

>gi_82499_pir S03728 phytochrome (clone phyl8) - rice 

>gi_20288_emb_CAA32375_ (X14172) phytochrome [Oryza sativa] 1 



40537 Seq. ID 

83899 Strand 
1 End 
OJ000209_09 . 0323 . C3 . o3 . tm Method 
1 End 
none Score 

1..399, 2. .400, 184. .405 



OJ000209_09.0323.C3 
5713 

TBLASTX: Maize 

405 

367 



OJ000209 09. 0323. C3 



40537 Seq. ID 

83899 Strand 

1 End 5713 

0 J000209_09 . 0323 . C3 . ol . np Method AAT/NAP 

1 -End -3034 

130187 Score . 4821 
1..752, 970. .3034' 

PHYTOCHROME A gi | 82499 | pir | | S03728 phytochrome (clone phyl8) - 

rice gi|20288|emb|CAA32375| (X14172) phytochrome [Oryza sativa] 



40537 
83899 
1 

OJ000209_09.0323.C3.ol.ts 
14 

none 



Seq. ID OJ000209_09.0323.C3 
Strand 

End 5713 

Method TBLASTX : Soybean 

End 3038 

Score 55 



14. .124, 22. .717, 200. .517, 394. .603, 419. .754, 549. .755, 
572. .766, 952. .1146, 968. .1219, 969. .1181, 1250. .1525, 
1254. .1742, 1256. .1759, 1769. .1975, 1782. .1952, 1946. .2758, 
2022. .2096, 2090. .2731, 2259. .2756, 2756. .2806, 2757. .2807, 
2831.. 2962, 2884. .2907, 2991.. 3038 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40537 
83899 
1 

OJ000209_09.0323.C3.ol.tc 
16 

none 



Seq. ID OJ000209_09.0323.C3 
Strand 

End 5713 

Method TBLASTX : Cress 

End 2971 

Score 40 



16. .717, 20. .124, 200. .517, 394. .519, 477. .587, 572. .709, 
968. .1225, 969. .1181, 989. .1213, 1031. .1135, 1259. .1519, 
1259. .1759, 1275. .1775, 1745. .1969, 1758. .1958, 1789. .1971, 
2012. .2824, 2022. .2222, 2053. .2490, 2259. .2801, 2813. .2971 



40537 Seq. ID 

83899 Strand 

1 End 

OJ000209_09.0323.C3.o5.tm Method 

406 End 

none Score 



OJ000209_09.0323.C3 
5713 

TBLASTX: Maize 

581 

169 



40519 



Exons 



406. .537, 407. .517, 519. .581, 520. .579 



Seq. No. 40537 

Gene No. 83899 

Start 1 

Name OJ000209_0 9 . 0323 . C3 . o2 . tm 

Start 582 

GI none 
Exons 



Seq. ID OJ000209_09.0323.C3 
Strand 

End 5713 

Method TBLASTX: Maize 

End 1549 

Score 191 



582. .755, 583. .717, 961. .1002, 968. .1003, 969. .1004, 1000. .1173, 
1000. .1548, 1007. .1525, 1007. .1549, 1345. .1548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40537 
83899 
1 

OJ000209_09 . 0323 . C3 . o4 . tm 

1550 

none 



Seq. ID OJ000209_09.0323.C3 
Strand 

End 5713 

Method TBLASTX: Maize 

End 1837 

Score 282 



1550. .1579, 1580. .1810, 1581. .1805, 1583. .1810, 1793. .1837 



40537 
83899 
1 

OJ000209_09.0323.C3.ol.tm 

1953 

none 



Seq. ID OJ000209_09.0323.C3 
Strand 

End 5713 

Method TBLASTX : Mai ze 

End 2593 

Score 214 



1953.. 2222, 1992.. 2591, 2003.. 2593, 2012.. 2593 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000209_09.0323.C3 
Strand 

End 5713 

Method AAT/GAP 

End 5713 

Score 952 



40537 
83899 
1 

OJ000209_09.0323.C3.o2.gp 
2627 

uOosroM2 02014el0bl 
2627.. 3088, 5676.. 5713 

' 130187/sp | P10931 | PHYA_ORYSA 3.0e-57 PHYTOCHROME A 

>gi_82499_pir S03728 phytochrome (clone phyl8) - rice 

>gi_20288_emb_CAA32375_ (X14172) phytochrome [Oryza sativa] ' 



40537 
83899 
1 

OJ000209_09 . 0323 . C3 . 06 . tm 

2633 

none 



Seq. ID OJ000209_09.0323.C3 
Strand 

End 5713 

Method TBLASTX : Mai ze 

End 2971 

Score 93 



2633.-2848, 2634. .2795, 2711. .2833, 2876. .2971 



40538 
83900 
1380 

OJ000209_09.0323.C4 .ol.np 
1368 
6899932 
1368. .1612 

(AL138651) serine/threonine protein kinase-like protein 
[Arabidopsis thaliana] 



Seq. ID OJ000209_09.0323.C4 
Strand 

End 1612 

Method AAT/NAP 

End 1612 

Score 114 



Seq. No. 



40538 



Seq. ID OJ000209_09.0323.C4 



40520 




Gene No. 


83900 






Strand 










Start 


1380 






End 


1612 








Name 


OJ000209 09. 


0323. 


C4 .ol.gs 


Method 


GENSCAN 








Start 


1380 






End 


1493 








GI 


none 






Score 


1 








Exons 


1380. .1493 
















Seq. No. 


40539 






Seq. ID 


OJ000209_ 


09. 


0323 


.C5 


Gene No. 


83901 






Strand 


+ 








Start 


3591 






End 


3967 








Name 


OJ000209 09. 


0323. 


C5.ol.gp 


Method 


AAT/GAP 








Start 


3591 






End 


3967 








GI 


none 






Score 


718 








Exons 


3591. .3967 
















Seq. No. 


40539 






Seq. ID 


OJ000209_ 


09. 


0323 


.C5 


Gene No. 


83902 






Strand 










Start 


1 






End 


1674 








Name 


OJ000209 09. 


0323. 


C5.ol.np 


Method 


AAT/NAP 








Start 


1 






End 


1674 








GI 


1871186 






Score 


742 








Exons 


1..25, 331.. 


604, 


981. .1107, 


1262. . 1525, 


1579. .1674 






GI Descrip. 


(U90439) putative protein kinase [Arabidopsis thaliana] 




Seq. No. 


40539 






Seq. ID 


OJ000209_ 


09. 


0323 


.C5 


Gene No. 


83902 






Strand 










Start 


1 






End 


1674 








Name 


OJ000209 09. 


0323. 


C5. ol.gs 


Method 


GENSCAN 








Start 


327 






End 


1674 








GI 


none 






Score 


. 66 








Exons 


327. .604, 981. .1107, 1262. .1512, 1593.. 


1674 








Seq. No. 


40539 






Seq. ID 


OJ000209_ 


_09. 


0323 


.C5 


Gene No. 


83903 






Strand 










Start 


3413 






End 


7330 








Name 


OJ000209 09. 


0323. 


C5.o2.gs 


Method 


GENSCAN 








Start 


3413 






End 


7168 








GI • 


none 






Score 


.55 








Exons 


3413. .3561, 


3934. 


.4486, 4544 


..4652, 4984. .5540, 


5936. .6153 




6277. .6352, 


7091. 


.7168 












Seq. No. 


40539 






Seq. ID 


OJ000209_ 


09. 


0323 


.C5 


Gene No. 


83903 






Strand 










Start 


3413 






End 


7330 








Name 


OJ000209 09. 


0323. 


C5.o2.np 


Method 


AAT/NAP 








Start 


3833 






End 


6372 








GI 


4102839 






Score 


2272 








Exons 


3833. .4652, 


4984. 


.5540, 5936 


..6153, 6247. .6372 








GI Descrip. 


(AF016713) LeOPTl 


[Lycopersicon esculentum] 








Seq. No. 


40539 






Seq. ID 


OJ000209_ 


09. 


0323 


.C5 


Gene No. 


83903 






Strand 










Start 


3413 






End 


7330 








Name 


OJ000209 09. 


0323. 


C5.o2 .gp 


Method 


AAT/GAP 








Start 


4467 






End 


5188 








GI 


LIB3434-040- 


Pl-Kl 


-F12 


Score 


677 








Exons 


4467. .4652, 


4984. 


.5188 













40521 



GI Descrip. •4102839 2.0e-43 (AF016713) LeOPTl [Lycopersicon esculentum] ' 



Seq. No. 


40539 




Seq. ID 


OJ000209_09.0323.C5 


Gene No. 


83903 




Strand 




Start 


3413 




End 


7330 


Name 


OJ000209 09.0323.C5.o3. 


gp 


Method 


AAT/GAP 


Start 


5982 




End 


7330 




42736 1.R1084 




Score 


984 




5982.. 6153, 6247.. 6352, 


7091. 


.7330 




(IT Dp^rriD 


'5734 616/dbj | AP000391 . 1 1 AP000391 7.0e- 


48 Oryza sativa genomi 




DNA, chromosome 6, clone : P0538C01 1 




Spct No 

C V4 • L> W . 


40539 




Seq. ID 


OJ000209_09.0323.C5 


Cpnp No . 


83904 




Strand 






8023 




End 


8170 


Name 


OJ000209 09.0323.C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


325 




End 


1029 


V3X 


nor") o 




Score 


255 


Exons 


325.. 606, 330.. 614, 964 


. .1029 






Sea No. 


40539 




Seq. ID 


OJ000209_09.0323.C5 


fipnp No 


83904 




Strand 






8023 . 




End 


8170 


ln aiuc 


OJ000209 09.0323.C5.o2. 


ts 


Method 


TBLASTX : Soybean 


Of a t-+- 


325 




End 


1465 




none 




Score 


260 


Exons 


325.. 615, 330.. 614, 964 


. .1110 


, 974. .1108, 1307. .1390, 1397.. 


Qorr No 

kj e • \_/ . 


40539 




Seq. ID 


OJ000209_09.0323.C5 


UCilC Liv • 


83904 




Strand 




Start 


8023 




End 


8170 


Name 


OJ000209 09.0323.C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


325 




End 


1465 


GI 


none 




Score 


253 


ITvAn e 


325.. 606, 330.. 614, 964 


..1110, 974. .1108, 1301. .1465 


Seq. No. 


40539 




Seq. ID 


OJ000209_09.0323.C5 


Gene No . 


83904 




Strand 




Start 


8023 




End 


8170 


Name 


OJ000209 09.0323.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3820 




End 


5526 


GI 


none 




Score 


846 


F.xon «; 

1—1 1 lu 


3820.. 4593, 3863.. 4654, 


3882. 


.4655, 4449. .4655, 4927. .5265, 




4958.. 5260, 4977.. 5270, 


4985. 


.5272, 5231.. 5326, 5245.. 5328, 




5262.. 5330, 5298.. 5525, 


5310. 


.5525, 5314.. 5526 


Seq. No. 


40539 




Seq. ID 


OJ000209_09.0323.C5 


Gene No . 


83904 




Strand 




Start 


8023 




End 


8170 


Name 


OJ000209 09.0323.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3839 




End 


6335 


GI 


none 




Score 


174 


Exons 


3839.. 4186, 3872.. 4648, 


3885. 


.4685, 4942.. 5541, 4989.. 5540, 




5931.. 6155, 5936.. 6154, 


6231. 


.6335, 6242.. 6334 


Seq. No. 


40539 




Seq. ID 


OJ000209_09.0323.C5 


Gene No. 


83904 




Strand 





40522 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8023 End 

OJ000209_09.0323.C5.ol.tw Method 

3866 End 

none Score 
3866. .4165, 3873. .4166 



8170 

TBLASTX: Wheat 

4166 

188 



40539 Seq. ID 

83904 Strand 
'8023 End 
OJ00020 9_09 . 0323 .C5.ol.ts Method 
3872 End 
none Score 

3872. .4615, 3882. .4241, 4217. .4615, 4983 

5484. .5540, 5894. .5914, 5942. .6148, 5949 



OJ000209 09. 0323. C5 



8170 

TBLASTX: Soybean 
6334 
111 

5471, 5014. .5454, 
6131, 6248.. 6334 



40539 
83904 
8023 

OJ000209_09.0323.C5.o2.tm 

5886 

none 

5886.. 6041, 5927. .6142, 5927. 
6231.. 6341, 6245.. 6334 



Seq. ID OJ000209_09.0323.C5 
Strand 

End 8170 

Method TBLASTX : Mai ze 

End 6341 

Score 110 

.6166, 5931. .6167, 5932. .6177, 



Seq. No. , 40539 

Gene No. 83904 

Start 8023 

Name OJ000209_09. 0323 . C5 .o2 . tw 

Start 6020 

GI none 

Exons 6020.. 6154, 6021.. 6155, 6096. 
6242. .6334 



Seq. ID OJ000209_P9.0323.C5 
Strand 

End 8170 

Method TBLASTX : Wheat 

End 6334 

Score 123 

.6155, 6106.. 6156, 6231.. 6332, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40539 Seq. ID OJ000209_09 . 0323 . C5 

83904 Strand 

8023 End 8170 

OJ000209_09 . 0323 . C5 . o4 . gp Method AAT/GAP 

8023 " End 8170 

3106672 Score 207 

8023. .8170 

5734616/dbj | AP000391 . 1 | AP000391 7.0e-48 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 



40540 
83905 
10 

OJ000209_09.0323.C7.ol.gs 
10 

none 



Seq. ID OJ000209_09.0323.C7 

Strand + 

End 16528 

Method GEN SCAN 

End 16528 

Score . 63 



10. .153, 253. .303, 978. .1079, 1469. .1706, 1765. .1870, 
1990.. 2111, 2920.. 3071, 3549.. 3667, 4339.. 4530, 4970. 
8507. .8695, 8874. .9216, 14619 .. 14819, 14893 .. 15107 , 
15257. .15510, 15642. .15694, 16064. .16528 



5146, 



Seq. No. 
Gene No. 
Start 



40540 
83905 
10 



Seq. ID OJ000209_09.0323.C7 
Strand + 
End 16528 



40523 



Name OJ000209_09.0323.C7.ol.gp Method AAT/GAP 

Start 8548 End 16267 

GI 21177_1.R1084 Score 2294 
Exons 8548.. 8778, 8874.. 9078, 14 619 .. 14819, 14893 15107 , 

15257. .15510, 15642. .15694, 16064.. 16267 

GI Descrip. '3252856 0.0e+00 (AF020425) glutamate decarboxylase isozyme 1 

[Nicotiana tabacum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40540 
83905 
10 

OJ000209_09 . 0323 . C7 . ol . np 
8693 
2494174 
8693.-8778, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8874. .9078, 14 619 14 8 19, 
15257. .15510, 15642. .15694, 16064.. 16525 
GLUTAMATE DECARBOXYLASE 1 (GAD 1) gi 14 97979 
decarboxylase [Arabidopsis thaliana] 



OJ000209_09.0323.C7 
+ 

16528 
AAT/NAP 
16525 
1997 
14893. .15107, 



(U10034) glutamate 



Seq. No. 40540 

Gene No. 83906 

Start 17567 

Name OJ000209_09 . 0323 . C7 . o3 . np 

Start 17567 

GI 5903085 
Exons 



Seq. ID OJ000209_09.0323.C7 

Strand + 

End 24125 

Method AAT/NAP 

End 24125 

Score 526 



17567. .17618, 20849 .. 20913, 21264 21439, 21879 .. 22007, 
22145 . .22407, 22524 .'. 22618 , 22693 .. 22854 , 23330 .. 23423, 
23562. .23658, 23949.. 24125 
GI Descrip. (AC008017) Putative GTP-binding protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40540 Seq. ID OJ000209_09 . 0323 . C7 

83907 Strand 
16402 End 17895 

OJ000209_09 . 0323 . C7 . o2 . np Method AAT/NAP 

16402 End 17895 

6069646 Score 181 

16402. .16526, 17250. .17895 

(AP000616) similar ^'to putative reverse transcriptase 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


40540 




Seq. ID 


OJ000209_09.0323. 


C7 


Gene No. 


83907 




Strand 






Start 


16402 




End 


17895 




Name 


OJ000209 09. 0323. C7 


.o2 . gs 


Method 


GENSCAN 




Start 


16938 




End 


17806 




GI 


none 




Score 


.89 . 




Exons 


16938. .17047, 17196 


. .17511, 


17690. .17806 




Seq. No. 


40540 




Seq. ID 


OJ000209_09.0323. 


C7 


Gene No. 


83908 




Strand 






Start 


23513 - 




End 


24044 




Name 


OJ000209 09. 0323. C7 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


5436 




End 


17838 




GI 


none . 




Score 


81 





40524 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5436.. 5558, 17519 .. 17584 , 17647 . . 17832 , 17740.. 17838 



40540 
83908 
23513 

OJ000209_09 . 0323 . C7 . ol . tc 

8649 

none 



Seq. ID OJ000209_09.0323.C7 
Strand 

End 24044 

Method TBLASTX: Cress 

End 16534 

Score 52 



8649.. 8708, 8686. .8778, 8687. .8779, 8871. .9074, 8872. .9078, 
14613. .14822, 14 617 .. 14760, 14618 .. 14821, 14875 .. 15102, 
14887. .15108, 14892. .15116, 15254 .. 15301, 15258 .. 15518 , 
15258. .15395, 15260 .. 15511, 15353 .. 15520, 15628 . 15693, 
15632. .15694, 16037 .. 16393, 16063 .. 16323, 16450 .. 16527 , 
16451. .16534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



40540 
83908 
23513 

OJ000209_09.0323.C7.o2.tw 
8667 
none 

8667. .8708, 8694. .8717, 8719.. 
8871. .9056, 8871. .9077, 8872.. 

40540 

83908 Strand 

23513 End 

OJ00020 9_09 . 0323 . C7 . o2 . tm Method 

8689 End 

none Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8778, 
.9078 



OJ000209_09.0323.C7 
24044 

TBLASTX: Wheat ~. 
9078 
39 

8720. .8779, 8720. .8779, 



Seq. ID OJ000209_09.0323.C7 



24044 

TBLASTX: Maize 

14763 

143 



8689. .8778, 8693.-8782, 8693. .8782, 8871. .9074, 8872. .9078, 
14603. .14761, 14613. .14762, 14614. .14763 



40540 
83908 
23513 

OJ000209_09.0323.C7.ol.ts 

8723 

none 



OJ000209 09. 0323. C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8723.-8779, 8871. .9050, 8872. .9078, 8874. .9077, 14613 .. 14822, 
14618. .14821, 14887. .15108, 14887 15105, 14889 .. 15110, 
15257. .15511, 15258. .15518, 15631 .. 15693, 15632 15694 , 
16025. .16249, 16037 .. 16393, 16057.. 16326 



24044 

TBLASTX : Soybean 

16393 

61 



40540 
83908 
23513 

OJ000209_09 . 0323 . C7 . ol . tm 

14796 

none 

14796. .14822, 14798 
14892. .15116, 15254 
15628. .15693, 15631 
16057. .16326, 16298 

40540 
83908 



.14821, 
.15508, 
.15693, 
.16390, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14887. .15108, 
15257. .15511, 
15632. .15694, 
16450. .16557, 



OJ000209 09. 0323. C7 



24044 

TBLASTX: Maize 
16557 
36 

14890. .15105, 
15258. .15518, 
16037. .16393, 
16451. .16531 



Seq. ID 
Strand 



OJ000209 09. 0323. C7 



40525 



Start 


23513 




End 


24044 




Name 


OJ000209 09. 0323. C7 . 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


15004 




End 


15508 




GI 


none 




Score 


162 




Exons 


15004. .15108, 15004. 


.15108, 


15258. .15506, 15258 15398 , 






15260. .15508 










Seq. No. 


40540 




Seq. ID 


OJ000209_09.0323 


.C7 


Gene No. 


83908 




Strand 






Start 


23513 




End 


24044 




Name 


OJ000209 09. 0323. C7. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


15631 




End 


16290 




GI 


none 




Score 


88 




Exons 


15631. .15693, 15632. 


.15694, 


15649. .15696, 16025 .. 16249, 






16037. .16288, 16057. 


.16290 








Seq. No. 


40540 




Seq. ID 


OJ000209_09.0323 


• C7 


Gene No. 


83908 




Strand 






Start 


23513 




End 


24044 




Name 


OJ000209 09. 0323. CI. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


18872 




End 


19141 




GI 


none 




Score 


55 




Exons 


18872. .18955, 18872. 


.19132, 


18876. .19133, 19115 19141, 






19116. .19139 










Seq. No. 


40540 




Seq. ID 


OJ000209_09.0323 


.C7 








Strand 






Start 


23513 




End 


24044 




Name 


OJ000209 09. 0323. C7. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


19425 




End 


19727 




GI 


none 




Score 


283 




Exons 


19425. .19727, 19428. 


.19628, 


19430. .19717, 19662.. 19718 




Seq. No. 


40540 




Seq. ID 


OJ000209_09.0323 


.C7 


Gene No. 


83908 




Strand 






Start 


23513 




End 


24044 




Name 


OJ000209 09. 0323. C7 . 


o3. tm 


Method 


TBLASTX: Maize 




Start 


21287 




End 


22615 




GI 


none 




Score 


72 




Exons 


21287. .21343, 21288. 


.21344, 


21289. .21345, 21350 .. 21433, 






21356. .21448, 21357. 


.21437, 


21891. .21944, 21936 22007, 






21945. .22007, 22130. 


.22408, 


22136. .22411, 2214 4 .. 224 10, 






22522. .22614, 22526. 


.22615 








Seq. No. 


40540 




Seq. ID 


OJ000209_09.0323 


.C7 


Gene No. 


83908 




Strand 






Start 


23513 




End 


24044 




Name 


OJ000209 09. 0323. C7. 


o2 . gp 


Method 


AAT/GAP 




Start 


23513 




End 


24044 




GI 


28932 1.R1084 




Score 


272 




Exons 


23513. .23536, 23560. 


.23657, 


23948. .24044 




GI Descrip. 


'1839188 2.0e-39 (U86081) root hair defective 3 [Arabidops. 




thaliana] ' 










Seq. No. 


40541 




Seq. ID 


OJ000209_09.0323 


.C8 


Gene No. 


83909 




Strand 






Start 


49 




End 


2688 





40526 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000209_09 . 0323 . C8 . ol . gs Method 
49 End 
none Score 
49. .108, 2144. .2196, 2625. .2688 

40541 Seq. ID 

83910 Strand 

4412 End 

OJ000209_09 . 0323 . C8 . o2 . gs Method 

4412 End 

none Score 

4412. .4593, 4994. .5225, 6393. .6560, 6669. .6845 



GENSCAN 

2688 

.5 



OJ000209_09.0323.C8 
+ 

6845 
GENSCAN 
6845 
.4 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209 09. 0323. C8 



40541 
83911 
1 

OJ000209_09.0323.C8.ol.np 
1 

7520176 

1..67, 2268. .2520, 3959. .3982 

NADH dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 5 - Aristida 
longiseta chloroplast (fragment) gi | 755825 | gb [AAA64771 . 1 1 
(U21966) NADH dehydrogenase F [Aristida longiseta] 



3982 
AAT/NAP 
3982 
113 





Seq. No. 


40541 




Seq. ID 


OJ000209_ 


09. 


0323 


.C8 




Gene No. 


83912 




Strand 










:z 


Start 


9079 




End 


9145 










Name 


OJ000209 09. 0323. C8. 


□3.gs 


Method 


GENSCAN 










Start 


9079 




End 


9145 










GI 


none 




Score 


.85 










Exons 


9079. .9145 
















Seq. No. 


40542 




Seq. ID 


OJ000209_ 


09. 


0323 


.C10 




Gene No. 


83913 




Strand 


+ 










Start 


6139 




End 


7569 










Name 


OJ000209 09. 0323. C10 


. o2.gs 


Method 


GENSCAN 










Start 


6139 




End 


7569 










GI 


none 




Score 


.65 








~ ==: 


Exons 


6139.. 6253, 6913.. 6989, 7008 


..7251, 7397. .7569 










Seq. No. 


40542 




Seq. ID 


OJ000209_ 


09. 


0323 


.C10 




Gene No. 


83914 




Strand 


+ 










Start 


11756 




End 


15309 










Name 


OJ000209 09. 0323. C10 


. o4 .gs 


Method 


GENSCAN 










Start 


11756 




End 


12563 -* 










GI 


none 




Score 


.99 










Exons 


11756. .11849, 12271. 


.12563 














Seq. No. 


40542 




Seq. ID 


OJ000209_ 


09. 


0323 


.C10 




Gene No. 


83914 




Strand 


+ 










Start 


11756 




End 


15309 










Name 


OJ000209 09. 0323. C10 


. o2.np 


Method 


AAT/NAP 










Start 


12189 




End 


15309 










GI 


7339707 




Score 


72 










Exons 


12189. .12451, 13020. 


.13097, 


13197. .13568, 14235. 


.14320, 








14781. .15066, 15157. 


.15309 














GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 









40527 



• 



Seq. No. 


40542 


Seq. ID 


OJ000209_09. 


0323 


.C10 


Gene No. 


83915 


Strand 


+ 






Start 


18270 


End 


20009 






Name 


OJ000209 09. 0323. CIO. o7.gs 


Method 


GENSCAN 






Start 


18270 


End 


20009 






GI 


none 


Score 


. 65 






Exons 


18270. .18665, 19878. .20009 










Seq. No. 


40542 


Seq. ID 


OJ000209_09. 


0323 


.C10 


Gene No . 


83916 


Strand 








Start 


1043 


End 


1136 






Name 


OJ000209 09.0323.C10.ol.gp 


Method 


AAT/GAP 






Start 


1043 


End 


1136 






GI 


LIB3477-003-P1-K1-E9 


Score 


133 






Exons 


1043. .1136 










GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 


S 1 PRECURSOR (ORY S. I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


40542 


Seq. ID 


OJ000209_09. 


0323 


.C10 


Gene No . 


83917 


Strand 








Start 


8113 


End 


10268 






Name 


OJ000209 09.0323.C10.o3.gs 


Method 


GENSCAN 






Start 


8113 


End 


10268 






GI 


none 


Score 


.49 








8113.. 8127, 8404.. 8576, 9713 


..9817, 9887. .10268 






Sea. No. 


40542 


Seq. ID 


OJ000209_09. 


0323 


.C10 


Gene No. 


83918 


Strand 








Start 


12228 


End 


14380 






Name 


OJ000209 09.0323.C10.ol.np 


Method 


AAT/NAP 






Start 


12228 


End 


12798 






GI 


1703447 


Score 


261 






Exons 


12228. .12587, 12618.. 12798 










GI Descrip. 


L-AS PARAG I NAS E (L-ASPARAGINE AMIDOHYDROLASE) gi 1496102 


(L19 




L-asparaginase [Lupinus albus] 








Seq. No. 


40542 


Seq. ID 


OJ000209_09. 


0323 


.C10 


Gene No. 


83918 


Strand 








Start 


12228 


End 


14380 






Name 


OJ000209 09.0323.C10.o5.gs 


Method 


GENSCAN 






Start 


12688 


End 


14380 






GI 


none 


Score 


.6 






Exons 


12688. .12794, 12831 13036, 


13152. .13320, 14118. .14205, 






14225. .14380 










Seq. No. 


40542 


Seq. ID 


OJ000209_09. 


0323 


.C10 


Gene No . 


83919 


Strand 








Start 


14659 


End 


14991 






Name 


OJ000209 09.0323.C10.o2.gp 


Method 


AAT/GAP 






Start 


14659 


End 


14991 






GI 


5038945 


Score 


556 






Exons 


14659. .14789, 14818. .14991 










Seq. No. 


40542 


Seq. ID 


OJ000209_09. 


0323 


.C10 


Gene No. 


83920 


Strand 









40528 




Start 


15167 




End 


16543 




Name 


OJ000209 09. 0323. CIO 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


6135 




End 


7028 




GI 


none 




Score 


189 




Exons 


6135.. 6254, 6139.. 6255, 6956 


..6997, 6957. .7028 




Seq. No. 


40542 




Seq. ID 


OJ000209_09.0323 


.C10 


UC11C llw • 


83920 




Strand 






Start 


15167 




End 


16543 




Name 


OJ000209 09. 0323. CIO 


. ol . tm 


. Method 


TBLASTX: Maize 




Start 


12281 




End 


12462 




GI 


none 




Score 


187 




Exons 


12281. .12460, 12282. 


.12461, 


12282. .12461, 12283.. 12462 




Seq. No. 


40542 




Seq. ID 


OJ000209_09.0323 


.C10 


Gene No. 


83920 




Strand 






Start 


15167 




End 


16543 




Name 


OJ000209 09. 0323. C10 


. ol . tc 


Method 


TBLASTX : Cress . 




Start 


12282 




End 


12795 




GI 


none 




Score 


128 




Exons 


12282. .12476, 12283. 


.12474, 


12471. .12584, 12472 .. 12588, 






12712. .12795 










Seq. No. 


40542 




Seq. ID 


OJ00.0209_09.0323 


.C10 


Gene No.. 


83920 




Strand 






Start 


15167 




End 


16543 




Name 


OJ000209 09. 0323. C10 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


12282 




End 


12909 




GI 


none 




Score 


180 




Exons 


12282. .12476, 12283. 


.12474, 


12449. .12577, 12471 12536, 






12471. .12593, 12472. 


.12594, 


12709. .12798, 12710 .. 12799, 





12835. .12909 



Seq. No. 40542 

Gene No. 83920 

Start 15167 

Name OJ000209_09 . 0323 . C10 . 06. gs 

Start 15167 

GI none 

Exons 15167. .15282, 15684 15736, 
16438. .16543 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_09. 0323. C10 

16543 
GENSCAN 
16543 
.62 



15759. .15946, 16344 .. 16429, 



Seq. No. 40543 Seq. ID 

Gene No. 83921 Strand 

Start 1 End 

Name OJ000209_09 . 0323 . Cll . ol . np Method 

Start 1 End 

GI 4680345 Score 

Exons 1..266, 399.. 758 

GI Descrip. (AF128457) putative receptor kinase [Oryza sativa subsp. indica] 



OJ000209_09. 0323. Cll 
+ 

758 

AAT/NAP 

758 

384 



Seq. No. 40543 Seq. ID OJ000209_09 . 0323 . Cll 

Gene No. 83921 Strand + 

Start* 1 ' End 758 

Name OJ000209_09 . 0323 . Cll . o2 . np Method AAT/NAP 

Start 1 End 758 

GI 7486303 Score 63 



40529 



Exons 1..95, 566.. 758 

GI Descrip. hypothetical protein F28J12.40 - Arabidopsis thaliana 

gi|2832643|emb|CAA16718.1| (AL021710) hypothetical protein. 
[Arabidopsis thaliana] gi I 7268631 1 emb | CAB78840 . 1 1 (AL161548) 
hypothetical protein [Arabidopsis thaliana] 



O C VJ . llU i 


40543 




Seq. ID 


OJ000209 09.0323.C11 




83921 




Strand 


+ 


Start 


1 




End 


758 


Name 


OJ000209 09.0323.Cll.ol 


.tc 


Method 


TBLASTX : Cress 


Start 


79 




End 


493 


GI 


none 




Score 


59 


Ht AUl ID 


79 171 163 309. 398 


.493 






uCU • liw • 


40543 




Seq. ID 


OJ000209 09.0323.C11 


n*=*n^ No 

VJC11C I'U • 


83921 




Strand 


+ 


Start 


1 




End 


758 


Name 


OJ000209 09.0323.Cll.ol 


.gs 


Method 


GEN SCAN 


Cfarf 
O L.CIJL U 


109 




End 


749 


(IT 






Score 


. 44 


Exons 


i HQ "30.4 ^QQ S94 


749 






JC^t IN VJ • 






Seer I D 


OJ000209 09 0323. Cll 








Strand 


+ 


Ofarf 


1 

X 




End 


758 


Name 


OJ000209 09.0323.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


186 - 




End 


496 


(it 


none 




Score 


152 




186. .275, 187. .309, 383 


. .496, 


397. .486 






40544 




Seq. ID 


OJ000209_09.0323.C13 




83922 




Strand 




Start 


1 




End 


231 


Name 


OJ000209 09.0323.C13.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


226 


GI 


3941468 




Score 


301 


F.5f on 


1. .226 










(AF062888) putative transcription factor [Arabidopsis thali 


Sea No 


40544 




Seq. ID 


OJ000209_09.0323.C13 


Cpnp Wo 


83922 




Strand 




Start 


1 




End 


231 


Name 


OJ000209 09.0323.C13.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3 




End 


231 


(IT 


none 




Score 


242 


Exons 


3. .227, 16. .231 








Seq. No. 


40544 




Seq. ID 


OJ000209_09.0323.C13 


Gene No. 


83922 




Strand 




Start 


1 




End 


231 


Name 


OJ000209 09.0323.C13.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


9 




End 


228 


GI 


none 




Score 


109 


Exons 


9. .227, 11. .97, 31. .228 








Seq. No. 


40544 




Seq. ID 


OJ000209_09.0323.C13 


Gene No. 


83922 




Strand 





40530 




Start 


1 




End 


231 




Name 


OJ000209 09. 


0323.C13.ol.gs 


Method 


GENSCAN 




Start 


10 ~ 




End 


223 




GI 


none 




Score 


. 53 




Exons 


10. .223 










Seq. No. 


40544 




Seq. ID 


OJ000209_09.0323 


.C13 


Gene No. 


83922 




Strand 






Start 


1 




End 


231 




Name 


OJ000209 09. 


0323.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


15 ~~ 




End 


228 




GI 


none 




Score 


206 




Exons 


15. .227, 19. 


.228 








Seq. No. 


40544 




Seq. ID 


OJ000209_09.0323 


.C13 


Gene No. 


83922 




Strand 






Start 


1 




End 


231 




Naiue 


OJ000209 09. 


0323.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


15 ~ 




End 


231 




GI 


none 




Score 


74 




Exons 


15. .224, 31. 


.231 








Seq. No. 


40545 




Seq. ID 


OJ000229_09.0328 


.C4 


Gene No. 


83923 




Strand 






Start 


60 




End 


996 




Name 


OJ000229 09 


0328 . C4 . ol . gs 


Method 


GENSCAN 




Start 


60 ~ 




End 


996 




GI 


none 




Score 


. 83 






60 250 954 


996 








Seq. No. 


40546 




Seq. ID 


OJ000229_09.0328 


.C5 


Gene No. 


83924 




Strand 


+ 




Start 


376 




End 


861 




Name 


OJ000229 09. 


0328.C5.ol.gs 


Method 


GENSCAN 




Start 


376 




End 


861 




GI 


none 




Score 


.86 




Exons 


376.. 400, 727.. 8.61 








Sea. No. 


40547 




Seq. ID 


OJ000229 09.0328 


.Cll 


Gene No. 


83925 




Strand 


+ ~~ 




Start 


8051 




End 


16157 




Name 


OJ000229 09. 


0328.Cll.o3.gs 


Method 


GENSCAN 




Start 


8051 


End 


16157 




GI 


none 




Score 


.58 




Exons 


8051. .8118, 


8219.. 8370, 11172 


. .11217, 


14776. .14868, 






14944. .15288 


, 15522. .15630, 15930.. 16157 




Seq. No. 


40547 




Seq. ID 


OJ000229_09.0328 


.Cll 


Gene No. 


83926 




Strand 






Start 


1136 




End 


2664 




Name 


OJ000229 09. 


0328. Cll. ol.gs 


Method 


GENSCAN 




Start 


1136 




End 


2664 




GI 


none 




Score 


.84 




Exons 


1136. .1282, 


2283. .2441, 2443. 


.2664 






Seq. No. 


40547 




Seq. ID 


OJ000229_09.0328 


.Cll 


Gene No. 


83927 




Strand 







40531 



Start 


3571 








End 


5570 






Name 


OJ000229 09 


.0328 


,Cll.o2 


QS 


Method 


GENSCAN 






Start 


3571 ~~ 








End 


5217 






GI 


none 








Score 


.57 






Exons 


3571. .5217 
















Seq. No. 


40547 








Seq. ID 


OJ000229_09. 


0328 


■ Cll 


Gene No. 


83927 








Strand 








Start 


3571 








End 


5570 






Name 


OJ000229 09 


.0328 


.Cll.ol 


np 


Method 


AAT/NAP 






Start 


3595 








End 


5570 






GI 


7406458 








Score 


606 






Exons 


3595. .5280, 


5526 


. .5570 












GI Descrip. 


(AL162875) 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


40547 








Seq. ID 


OJ000229_09. 


0328 


.Cll 


Gene No. 


83927 








Strand 








Start 


3571 








End 


5570 






Name 


OJ000229 09 


.0328 


.Cll.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


3655 








End 


3906 






GI 


none 








Score 


54 






Exons 


3655. .3780, 


3680 


. .3781, 


3760 


..3906, 3797.. 3856 






Seq. No. 


40547 








Seq. ID 


OJ000229_09. 


0328 


.Cll 


Gene No. 


83927 








Strand 








Start 


3571 








End 


5570 






Name 


OJ000229 09 


.0328 


.Cll.ol 


gp 


Method 


AAT/GAP 






Start 


4379 








End 


4719 






GI 


3061236 








Score 


663 






Exons 


4379. .4719 
















Seq. No. 


40548 








Seq. ID 


OJ000229_09. 


0328 


.C12 


Gene No. 


83928 








Strand 








Start 


■'42 








End 


327 






Name 


OJ000229 09 


.0328 


.C12.ol 


gs 


Method 


GENSCAN 






Start 


42 








End 


327 






GI 


none 








Score 


.78 






Exons 


42. .327 
















Seq. No. 


40548 








Seq. ID 


OJ000229_09. 


0328 


.C12 


Gene No. 


83929 








Strand 








Start 


1487 








End 


1569 






Name 


OJ000229 09 


.0328 


.C12.o2 


gs 


Method 


GENSCAN 






Start 


1487 








End 


1569 






GI 


none 








Score 


.69 






Exons 


1487. .1569 
















Seq. No. 


40549 








Seq. ID 


OJ000229_09. 


0328 


.C13 


Gene No. 


83930 








Strand 


+ 






Start 


1161 








End 


5281 






Name 


OJ000229 09 


.0328 


.C13.ol 


gp 


Method 


AAT/GAP 






Start 


1161 








End 


2108 






GI 


none 








Score 


874 






Exons 


1161. .1555/ 


2035 


. .2108 












Seq. No. 


40549 








Seq. ID 


OJ000229_09. 


0328 


.C13 


Gene No. 


83930 








Strand 


+ 







40532 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 5281 
Method GENSCAN 
End 5168 
Score .74 

.1975, 2206.. 2337, 3992.. 4052, 
.5168 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2154, 



OJ000229 
+ 

5281 
AAT/NAP 
5162 
301 
2206. .^2337, 



09.0328.C13 



1161 

OJ000229J)9.0328.C13.ol.gs 
1193 
none 

1193.. 1298, 1364.. 1555, 1896. 
4172. .4239, 4434. .4652, 4791. 

40549 
83930 
1161 

OJ000229_09.0328.C13.ol.np 
1264 
7486544 

1264.. 1399, 1480.. 1689, 2055. 
4791. .4941, 5056. .5162 

hypothetical protein F6N15.24 - Arabidopsis thaliana 

gi I 3193332 | gb | AAC19314.il (AF069299) similar to Arabidopsis 

AT-hook protein 1 (GB:AJ222585) [Arabidopsis thaliana] 

gi I 7267107 | emb| CAB80778.il (AL161471) putative transcription 

factor [Arabidopsis thaliana] 



4434 . .4620, 





Seq. No. 


40549 


Seq. ID 


OJ000229_09. 


0328 


.C13 




Gene No. 


83930 


Strand 


+ 








Start 


1161 


End 


5281' 






~z 


Name 


OJ000229 09.0328.C13.o2.gp 


Method 


AAT/GAP 






r m 


Start 


4925 


End 


5281 








GI 


5003392 


Score 


688 






rii 


Exons 


4925. .5281 










\7i 


Seq. No. 


40549 


Seq. ID 


OJ000229_09. 


0328 


.C13 


. ~s 
t. »i 


Gene No. 


83931 


Strand 


+ 






r; I 


Start 


8308 


End 


8751 






E fcr 


Name 


OJ000229 09.0328.C13.o2.np 


Method 


AAT/NAP 








Start 


8275 


End 


8730 






f 3 


GI 


6143874 


Score 


253 








Exons 


8275. .8730 












GI Descrip. 


(AC010927) unknown protein 


[Arabidopsis thaliana] 








Seq. No. 


40549 


Seq. ID 


OJ000229_09. 


0328 


.C13 




Gene No. 


83931 


Strand 


+ 








Start 


8308 


End 


8751 








Name 


OJ000229 09.0328.C13.o3.gs 


Method 


GENSCAN 








Start 


8308 


End 


8751 








GI 


none 


Score 


.47 








Exons 


8308.. 8751 












Seq. No. 


40549 


Seq. ID 


OJ000229_09. 


0328 


.C13 




Gene No. 


83932 


Strand 


+ 








Start 


10776 


End 


11157 








Name 


OJ000229 09.0328.C13.o3.gp 


Method 


AAT/GAP 








Start 


10776 


End 


11157 








GI 


3768823 


Score 


553 








Exons 


10776. .11157 












Seq. No. 


40549 


Seq. ID 


OJ000229_09. 


0328 


.C13 




Gene No. 


83933 


Strand 


+ 








Start 


14631 


End 


17643 







40533 



Name OJ000229_09. 0328 .C13 ,o4 .np Method AAT/NAP 

Start 14631 End 17255 

GI 4580397 Score 664 

Exons 14631. .14839, 14897 .. 14987, 15024 15329, 15423 15511, 

15627. .15726, 15970 16251, 16622 .. 16764 , 17000.. 17255 
GI Descrip. (AC007171) putative ATP-dependent RNA helicase [Arabidopsis 

thaliana] 



Seq. No. 40549 

Gene No. 83933 

Start 14 631 

Name OJ000229_09. 0328 .C13.o6.gs 

Start 14 631 

GI none 

Exons 14631. .15329, 15423 15511, 
16577. .16746, 16979 .. 17135, 



Seq. ID 
Strand 
End 

Method 

End 

Score . 8 
15627. .15726, 
17578. .17643 



OJ000229_09 . 0328 .C13 
+ 

17643 
GENSCAN 
17643 



15970. .16089, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40549 
83933 
14631 

OJ000229_09.0328.C13.o4.gp 
15450 

16381 1.R1084 



Seq. ID OJ000229_09.0328.C13 



Strand 
End 

Method 

End 

Score 



+ 

17643 
AAT/GAP 
16760 
1059 



15450. .15511, 15627. .15726, 15970 .. 16227 , 16577.. 16760 
'4580397/gb|AAD24375.1|AC007171_ll 6.0e-28 (AC007171) putative 
RNA helicase [Arabidopsis thaliana] ' 



Seq. No. 40549 Seq. ID 

Gene No. 83933 Strand 

Start 14631 End 

Name OJ00022 9_09 . 0328 . C13 . o5 . gp Method 

Start 17185 End 

GI none Score 

Exons 17185. .17482 



OJ000229_09.0328.C13 
+ 

17643 
AAT/GAP 
17482 
493 



Seq. No._ *. -40549 ... Seq. ID 

Gene No. 83934 . Strand 

Start - 5890 End 

Name OJ00022 9_0 9 . 0328 . C13 . o2 . gs Method 

Start 5890 End 

GI none Score 

Exons 5890.. 6207, 7304.. 7396 



OJ000229_09.0328.C13 

7396 
GENSCAN 
7396 
.56 



Seq. No. 40549 . Seq. ID 

Gene No. 83935 Strand 

Start 9437 End 

Name OJ000229_09 . 0328 . C13 . o4 . gs Method 

Start 9437 End 

GI none Score 

Exons 9437.. 9754, 9759.. 9863 



OJ000229_09.0328.C13 

9863 
GENSCAN 
9863 
.87 



Seq. No. 40549 Seq. ID 

Gene No. 83935 Strand 

Start 9437 End 

Name OJ000229_09 . 0328 . C13 .o3.np Method 

Start 9500 End 

GI 4559339 Score 



OJ000229_09.0328.C13 

9863 
AAT/NAP 
9723 
91 



40534 




Exons 9500.. 9723 

GI Descrip. (AC007087) putative ATP-dependent RNA helicase [Arabidopsis 
thaliana] 





Seq. No. 


40549 


Seq. ID 


OJ000229_09.0328.C13 




Gene No. 


83936 


Strand 






Start 


11413 


End 


13720 




Name 


OJ000229 09.0328.C13.o4.tm 


Method 


TBLASTX: Maize 




Start 


2070 


End 


4939 




GI 


none 


Score 


52 




Exons 


2070.. 2102, 2072.. 2104, 2205 


..2336, 2206.. 2337, 4431.. 4505, 






4431 4493 4433 4555. 4472 


..4594, 4491. .4676, 4787. .4843, 






4788. .4841, 4913. .4939 








Seq. No. 


40549 


Seq. ID 


OJ000229_09.0328.C13 




Gene No. 


83936 


Strand 






Start 


11413 


End 


13720 




Name 


OJ000229 09.0328.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8307 


End 


8598 




GI 


none 


Score 


218 




Exons 


8307. .8492, 8329. .8508, 8467 


..8598, 8472. .8561, 8573. .8596 




Seq. No. 


40549 


Seq. ID 


OJ000229_09.0328.C13 




Gene No. 


83936 


Strand 






Start 


11413 


End 


13720 




Name 


OJ000229 09.0328.C13.o2.tm 


Method 


TBLASTX: Maize 


in 


Start 


8313 


End 


8598 






none 


Score 


242 




Exons 


8313.. 8492, 8326.. 8508, 8472 


..8561, 8 


473. .8598, 8573. .8596 


l~i 
~ z. 


Seq. No. 


40549 


Seq. ID 


OJ000229_09.0328.C13 


\J 


Gene No. 


83936 


Strand 




i L? 


Start 


11413 


End 


13720 


£ 


Name 


OJ000229 09.0328.C13.o2.tc 


Method 


TBLASTX: Cress 


f ™= 


Start 


8377 


End 


8598 


^3 


GI 


none 


Score 


91 






8377 8466 8379 8465 8484 


..8546, 8485.-8598 




Seq. No. 


40549 


Seq. ID 


OJ000229_09.0328.C13 


f ^ 


Gene No. 


83936 


Strand 




f 1 


Start 


11413 


End 


13720 




Name 


OJ000229 09.0328.C13.o5.gs 


Method 


GENSCAN 




Start 


11413 


End 


13720 




GI 


none 


Score 


.43 




Exons 


11413. .11492, 11619. .11724, 


12370. .12443, 12737 .. 12906, 






13036 13189. 13350 13554. 


13601. .13720 




Seq. No. 


40549 


Seq. ID 


OJ000229_09.0328.C13 




Gene No. 


83937 


Strand 






Start 


15032 


End 


17253 




Name 


OJ000229 09.0328.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


15032 


End 


15648 




GI 


none 


Score 


86 




Exons 


15032. .15070, 15033. .15092, 


15078. .15332, 15107 .. 15331, 






15132. .15335, 154 19 .. 15511, 


15420. .15512, 15628.. 15648 




Seq. No. 


40549 


Seq. ID 


OJ000229_09.0328.C13 



40535 




Gene No. 


. 83937 




Strand 








Start 


15032 




End 


17253 






Name 


0.TO00999 09 o^9fi n ^ 


Ol t-<3 


Method 


TBLASTX: 


Sovbean 




O Lai L. 


15174 ~" 

X J X f *i 




End 


16074 






ox 


n on ^ 
nunc 




Score 


141 






Exons 


15174 1 5*3^9 1 SI 79 


. 15331, 


15420. .15512, 15422 


. . 15496, 






15628 15729 15630 


. 15731, 


15970. .16074 






Can Mo 


4054 9 




Seq. ID 


OJ000229 


09 0328 


. C13 


Gene No. 


83937 




Strand 








Start 


15032 




End 


17253 






IN CLUIG 


OJ000229 09 0328 C13 


. ol . tc 


Method 


TBLASTX: 


Ures s 




O Ldl L 


15212 ~~ 

X J X ^. 




End 


15726 






(IT 






Score 


63 






Exons 


1 591 9 1 5^1 0 15955 


151^2 


15420. .15512, 15422 


. . 15511, 






15627 15725 15628 


. 15726 










dorr Wn 
Ot=(-J * INU • 


4054 Q 




Seq. ID 


OJ000229 


09. 0328 


.C13 


o til it; inu • 






Strand 










15032 




End 


17253 






Name 


OJ000229 09.0328.C13 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


15676 




End 


17253 






(IT 
ox 






Score 


68 






U 1 von c 


1 5676 1 5729 15969 


16124 


15969. .16130, 15970 


16125, 






1 fil 96 1 69^0 1 61 9ft 


1 69^9 


16557. .16745, 16558 


. .16746, 






16574 167 5^ 1 657 6 


1 6759 


16943. .17251, 16969 


17040, 






1 fiQ77 17959 170Q5 


1 795^ 

• X ( £ J J 










Seq. No. 


40550 




Seq. ID 


OJ000229 


_09.0328 


.C14 


Gene No. 


83938 




Strand 


+ 






O L.CIX L. 


5ft 9 

J O J 




End 


893 






Name 


O.T000999 09 0^9ft P1 4 


ol fTQ 
i Ui t LJO 


Method 


GENSCAN 






O Ldl L 


5ft Q _ 

J O _7 




End 


893 






O J. 


n on o 




Score 


.63 








5ftQ ftcn 

JO J. • O .7 -J 












Seq. No. 


40550 




Seq. ID 


OJ000229 


_09.0328 


.C14 


Gene No. 


83939 




Strand 


+ 






O Lai L. 


1905 




End 


3174 








OJ000229 09.0328. C14 


,o2 .gs 


Method 


GENSCAN 






O Lai L. 


1905 




End 


3174 






ox 


none 




Score 


.89 






P yon a 


1905.. 1918, 2698.. 2885, 3017 


. .3174 








Qp/-y V[o 


40550 




Seq. ID 


OJ000229 


09 0328 


.C14 


Gene No. 


83940 




Strand 








Start 


1 




End 


893 








OJ000229 09.0328.C14 


.ol.np 


Method 


AAT/NAP 






O L. ClX L 


1 




End 


893 






OX 


6539570 




Score 


181 






Exons 


1..39, 408. .485, 699 


. .893 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


40550 




Seq. ID 


OJ000229 


_09.0328 


.C14 


Gene No. 


83941 




Strand 








Start 


1647 




End 


3497 






Name 


OJ000229 09.0328.C14 


,o2.np 


Method 


AAT/NAP 







40536 



Start 1647 End 3497 

GI 6063554 Score 121 

Exons 1647.. 1814, 3032.. 3497 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 40550 

Gene No. 83941 

Start 1647 

Name OJ000229_09 . 0328 . C14 . o3 . 

Start 2375 

GI 5852178 

Exons 2375.. 2469, 2833.. 2936, 
GI Descrip. 



Seq. ID 
Strand 
End 

np Method 
End 
Score 
2968. .3246 

(AL117265) zhb0008.1 [Oryza sativa] 



OJ000229_09.0328.C14 

34.97 
AAT/NAP 
3246 
436 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40550 Seq. ID OJ000229_09 . 0328 . C14 

83942 Strand 

4734 End 5232 

OJ000229_09. 0328 .C14 . o4 .np Method AAT/NAP 

3985 End 4065 

6630699 Score 73 

3985. .4065 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 1 dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. No. 


40550 








Seq. ID 


OJ000229_ 


09. 


0328 


• C14 


Gene No. 


83942 








Strand 










Start 


4734 








End 


5232 








Name 


OJ000229 09. 


0328 


.C14.o3 


. gs 


Method 


GEN SCAN 








Start 


4734 








End 


5232 








GI 


none 








Score 


.93 








Exons 


4734. .4965, 


5045 


. .5232 














Seq. No. 


40550 








Seq. ID 


OJ000229_ 


09. 


0328 


.C14 


Gene No. 


83943 








Strand 










Start 


5719 








End 


8358 








Name 


OJ000229 09. 


0328 


.C14.o4 


. gs 


Method 


GEN SCAN 








Start 


5719 








End 


8358 








GI 


none 








Score 


.5 








Exons 


5719. .5889, 


5923 


. .5967, 


6737. 


.6974, 8196. .8358 








Seq. No. 


40551 








Seq. ID 


OJ000229_ 


09. 


0328 


.C15 


Gene No. 


83944 








Strand 


+ 








Start 


1011 








End 


1224 








Name 


OJ000229 09. 


0328 


.C15.o2 


.gp 


Method 


AAT/GAP 








Start - 


1011 








End 


1224 








GI 


none 








Score 


378 








Exons 


1011. .1224 


















Seq. No. 


40551 








Seq. ID 


OJ000229_ 


09. 


0328 


. CIS 


Gene No. 


83945 








Strand 


+ 








Start 


5903 








End 


9246 








Name 


OJ000229 09. 


0328 


.C15.ol 


. np 


Method 


AAT/NAP 








Start 


5903 








End 


9246 








GI 


4581155 








Score 


1518 









40537 





Exons 


5903.. 5957, 6980.. 7714, 7760 


..7862, 8016. .8459, 8555. .9246 




GI Descrip. 


(AC006919) putative receptor 


-like protein kinase [Arabidopsis 






thaliana] 








Seq. No. 


40551 


Seq. ID 


OJ000229_09.0328.C15 




Gene No. 


83946 


Strand 


+ 




Start 


9246 


End 


9556 




Name 


OJ000229 09.0328.C15.o4..gp 


Method 


AAT/GAP 




Start 


9246 


End 


9556 




GI 


none 


Score 


552 




Exons 


9246. .9556 








Seq. No. 


40551 


Seq. ID 


OJ000229_09.0328.C15 




Gene No. 


83947 


Strand 


+ 




Start 


10638 


End 


13169 




Name 


OJ000229 09.0328.C15.o2.gs 


Method 


GENS CAN 




Start 


10638 


End 


13147 




GI 


none 


Score 


.8 




Exons 


10638. .10795, 11082 11175, 


11360. .11563, 11705. .11860, 






12100. .12177, 12298. .12429, 


12658. .12738, 12903 .. 12974 , 






13058. .13147 








Seq. No. 


40551 


Seq. ID 


OJ000229_09.0328.C15 




Gene No. 


83947 


Strand 


+ 


- SSS 
t ^ 


Start 


10638 


End 


13169 




* Name 


OJ000229 09.0328.C15.o5.gp 


Method 


AAT/GAP 




Start 


10920 


End 


13169 




GI 


7253 1.R1084 


Score 


1748 




Exons 


10920. .11175, 11276. .11372, 


11466. .11563, 11705. .11860, 


; . ; 




12100. .12177, 12298. .12429, 


12658. .12738, 12903 12974 , 






13058.. 13169 








GI Descrip. 


'4581156/gbl AAD24640 . 1 | AC006919 18 0.0e+00 (AC006919) putative 


S 




pyruvate kinase [Arabidopsis 


thaliana] ' 


[5 


Seq. No. 


40551 


Seq. ID 


OJ000229_09 . 0328 .C15 




Gene No. 


83947 


Strand 


+ 


L Ji- 


Start 


10638 


End 


13169 


ff- 


Name 


OJ000229 09.0328.C15.o2.np 


Method 


AAT/NAP 


- c- 


Start 


11146 


End 


13151 


? ~ 


GI 


7529723 


Score 


937 


f n 


Exons 


11146. .11175, 11276. .11372, 


11466. .11563, 11705. .11860, 






12100. .12177, 12298. .12429, 


12658. .12738, 12 903 12974 , 






13058. .13151 








GI Descrip. 


(AL132969) pyruvate kinase-like protein [Arabidopsis thaliana] 




Seq. No. 


40551 


Seq. ID 


OJ000229_09 . 0328 .C15 




Gene No. 


83948 


Strand 






Start 


208 


End 


670 




Name 


OJ000229 09.0328.C15.ol.gp 


Method 


AAT/GAP 




Start 


208 


End 


670 




GI 


LIB3432-059-P1-K1-D8 


Score 


732 




Exons 


208. .670 








GI Descrip. 


■5734616/dbj IAP000391.1JAP000391 0.0e+00 Oryza sativa genomic 






DNA, chromosome 6, clone : P0538C01 ' 






Seq. No. 


40551 


Seq. ID 


OJ000229_09.0328.C15 




Gene No. 


83949 


Strand 





40538 



Start 


7673 








End 


9252 


Name 


OJ000229 09. 


0328 


C15 . o3 . 


tc 


Method 


TBLASTX: Cress 


kJ LCli L. 


6983 ~ 








End 


7237 


OX 


none 








Score 


256 




6983. .7237, 


6985 


. .7098 








Seq. No. 


40551 








Seq. ID 


OJ000229_09. 0328. CIS 


Gene No. 


83949 








Strand 






7673 








End 


9252 




OJ000229 09. 


0328 


,C15.o4 . 


ts 


Method 


TBLASTX : Soybean 


Cf art 


6983 ~ 








End 


7240 




none 








Score 


116 


Rv on <5 


6983. .7117, 


6985 


. .7107, 


7112. 


.7240 






40551 








Seq. ID 


OJ000229_09. 0328. CIS 


Gene No. 


83949 








Strand 




Start 


7673 








End 


9252 


Name 


OJ000229 09. 


0328 


.C15.o2. 


ts 


Method 


TBLASTX : Soybean ■ 


Cfarf 
O L. CI J. 


7444 ~~ 








End 


8621 


GI 


none 








Score 


125 


DAUl X O 


7444 . . 7590, 


7448 


. . 7591, 


8165. 


.8461, 8212. .8310, 8386. .8460, 




8548. .8595, 


8553 


. .8621 








Seq. No. 


40551 








Seq. -ID 


OJ000229_09. 0328. CIS 


Gene No. 


83949 








Strand 




i_) L. a. J- l. 


7673 








End 


9252 


n cunt; 


OJ000229 09 


.0328 


.C15.o3. 


CTD 


Method 


AAT/GAP 


O Lai L 


7673 ~~ 








End 


7903 


CJ 


3762990 








Score 


437 




7673 7903 












Sprr No 


40551 








Seq. ID 


OJ000229_09. 0328. CIS 


Gene No. 


83949 








Strand 




Start 


7673 








End 


9252 


Name 


OJ000229* 09 


.0328 


.CIS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8162 








End 


9192 


CJ 
ox 


none 








Score 


129 




8162 8317. 


8354 


. .8461, 


8548 . 


.8649, 8670. .8900, 8671. .8901, 




8980. .9168, 


8980 


. .9192 








Qpn No 


40551 








Seq. ID 


OJ000229_09 . 0328 . CIS 


Gene No. 


83949 








Strand 




Start 


7673 








End 


9252 


Name 


OJ000229 09 


.0328 


. CIS.ol 


tc 


Method 


TBLASTX: Cress 


Start 


8177 








End 


9168 


GI 


none 








Score 


109 


von q 


8177 8296, 


8312 


. .8461, 


8548. 


.8643, . 8653. .8889, 8796.-8894, 




8974 . . 9087, 


9058 


. . 9168 








Seq. No. 


40551 








Seq. ID 


OJ000229_09. 0328. CIS 


Gene No. 


83949 








Strand 




Start 


7673 








End 


9252 


Name 


OJ000229 09 


.0328 


. CIS.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


8625 








End 


9252 


GI 


none 








Score 


352 


Exons 


8625. .8888, 


8638 


. .8892, 


8971. 


.9198, 8971. .9252 



40539 



Seq. No. 40551 Seq. ID 

Gene No. 8394 9 Strand 

Start 7673 End 

Name OJ000229_0 9 . 0328 . C15 . o2 . tw Method 

Start 8983 End 

GI none Score 

Exons 8983.. 9204, 8989.. 9078 



OJ000229_09.0328.C15 
9252 

TBLASTX: Wheat 

9204 

190 



Seq. No. 40551 

Gene No. 83950 

Start 11062 

Name OJ000229_0 9 . 0328 . C15 . o2 . tm 

Start 11062 

GI none 

Exons 11062. .11085, 11080 .. 11172, 
11261. .11371, 11275. .11370, 



Seq. ID OJ000229_09.0328.C15 
Strand 

End 13180 

Method TBLASTX : Mai ze 

End 11568 

Score 39 
11098. .11187, 11100. .11183, 
11459. .11566, 11464.. 11568 



Seq. No. 40551 
Gene No. 83950 
Start 11062 

Name OJ000229_09 . 0328 . C15 . o2 . tc 

Start 11103 
GI none 

Exons 11103. .11171, 11104 .. 11172, 

11261. .11371, 11275. .11370, 
11464. .11568, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11104. .11169, 
11279. .11371, 



OJ000229 09.0328.C15 



13180 

TBLASTX: Cress 
11866 
63 

11106. .11171, 
11459. .11566, 



11698. .11859, 11705.. 11866 



Seq. No. 40551 
Gene No. 83950 
Start 11062 

Name OJ000229_09. 0328 .C15.o3.ts 

Start 11103 
GI none 
Exons 11103. 

11275. 

11705. 

12295. 

12709. 

13057. 



.11174, 11104. .11175, 

,11370, 11458. .11568, 

.11866, 12097 

.12432, 12312 

.12750, 12902 
.13149 



.12180, 
,12434, 
,12973, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11106 

11459 

12099 

12321 

12903 



OJ000229 09.0328.C15 



13180 

TBLASTX: Soybean 
13150 
65 

11174, 11261. .11371, 
11566, 11698. .11853, 
12179, 12262. .12432, 
12437, 12655. .12705, 
12974, 13052. .13150, 



Seq. No. 40551 
Gene No. 83950 
Start 11062 

Name OJ000229_09 . 0328 . C15 . o3 . tm 

Start 11691 
GI none 

Exons 11691. .11861, 11695.. 11850 

12081. .12179, 12097. .12180 
12297. .12434, 12657.. 12734 
12900. .12974, 12902.. 12979 
13052. .13180, 13056.. 13148 



Seq. ID OJ000229_09.0328.C15 
Strand 

End 13180 

Method TBLASTX : Mai ze 

End 13180 

Score 125 
11698. .11871, 11705. .11866, 
12262. .12432, 12296 .. 12427, 
12658. .12750, 12659 .. 12742, 
12902. .12973, 13038 .. 13148, 
13057. .13149 



Seq. No. 40551 Seq. ID 

Gene No. 83950 Strand 

Start 11062 End 

Name OJ000229_09 . 0328 . C15 . o4 . tc Method 

Start 12081 End 



OJ000229_09.0328.C15 
13180 

TBLASTX: Cress 
13150 



40540 






GI 


none 


Score 


135 






Exons 


12081. .12179, 12097. .12183, 


12262. .12432, 12295 .. 12429, 








12309. .12434, 12655 .. 12738 , 


12657. .12734, 12872 12982, 








12915. .12983, .13055 .. 13150, 


13057. .13149 






Seq. No. 


40551 


Seq. ID 


OJ000229_09.0328 


.CIS 




Gene No. 


83950 


Strand 








Start 


11062 


End 


13180 






Name 


OJ000229_09.0328.C15.ol.tw 


Method 


TBLASTX: Wheat 






Start 


12343 


End 


13180 






GI 


none 


Score 


70 






Exons 


12343. .12429, 12345 .. 12422, 


12345. .12437, 1234 6 12432, 








12655. .12738, 12657 .. 12758 , 


12658. .12750, 12899 .. 12973, 








12900. .12974, 12900 .. 12974 , 


13032. .13148, 13052. .13180, 








13057. .13149 










Seq. No. 


40552 


Seq. ID 


OJ000229JD9.0328 


.C18 




Gene No.. 


83951 


Strand 


+ 






Start 


3503 


End 


3874 






Name 


OJ000229 09.0328.C18.ol.gp 


Method 


AAT/GAP 






Start 


3503 


End 


3874 






GI 


55507 1.R1084 


Score 


474 






Exons 


3503.. 3762, 3801.. 3874 










GI Descrip. 


'5042437/gb|AC007789.1 IAC00778 9 l.Oe- 


16 Oryza sativa BAC T4 


f =3. 




genomic sequence, complete 


sequence 1 






iL, i : 


Seq. No. 


40552 


Seq. ID 


OJ000229_09.0328 


.C18 


; hsr 


Gene No. 


83952 


Strand 


+ 




: ; 


Start 


4068 


End 


4733 




Z i 5 


Name 


OJ000229 09.0328.C18.o3.gs 


Method 


GENSCAN 




"I 


Start 


4068 


End 


4733 






GI 


none 


Score 


1 




; y 
s 


Exons 


4068. .4733 








? B% 
^ IS? 


Seq. No. 


40552 


Seq. ID 


OJ000229_09.0328 


.C18 


a 

■ us 
-2 


Gene No. 


83953 


Strand 


+ 






Start 


4792 


End 


9825 






Name 


OJ000229 09.0328.C18.ol.np 


Method 


AAT/NAP 






Start 


4792 


End 


9395 




13 


GI 


6862912 


Score 


1091 




r ~x 


Exons 


4792. .4823, 6515. .6750, 8059. .8454, 8 


556.. 8714, 9007.. 9395 




GI Descrip. 


(AC018907) unknown protein 


[Arabidops 


is thaliana] 






Seq. No. 


40552 


Seq. ID 


OJ000229_09.0328 


.C18 




Gene No. 


83953 


Strand 


4- 






Start 


4792 


End 


9825 






Name 


OJ000229 09.0328.C18.o4.gs 


Method 


GENSCAN 






Start 


6374 


End 


9385 






GI 


none 


Score 


.63 






Exons 


6374. .6750, 8059. .8454, 8556. .8714, 8989.-9385 






Seq. No. 


40552 


Seq. ID 


OJ000229_09.0328 


.C18 




Gene No . 


83953 


Strand 


+ 






Start 


4792 


End 


9825 






Name 


OJ000229 09.0328.C18.o2.tm 


Method 


TBLASTX: Maize 






Start 


6581 


End 


6753 






GI 


none 


Score 


65 





40541 




Exons 


6581. .6625, 


6623. 


.6739, 


6634. 


.6753 




Seq. No. 


40552 








Seq. ID 


OJ000229_09.0328.C18 




83953 








Strand 


+ 


Start 


4792 








End 


9825 


Name 


OJ000229 09 


.0328. 


C18.02. 


ts 


Method 


TBLASTX: Soybean 


Start 


6581 








End 


8275 


.GI 


none 








Score 


194 


Exons 


6581. .6742, 


6590. 


.6637, 


6649. 


.6753, 8057.. 8275, 8113. .8250 


Seq, No. 


40552 








Seq. ID 


OJ000229 09.0328.C18 


Gene No . 


83953 








Strand 


+ 


Start 


4792 








End 


9825 


Name 


OJ000229 09 


.0328. 


C18.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6707 








End 


8452 


GI 


none 








Score 


60 


Exons 


6707. .6742, 


8057. 


.8209, 


8213. 


.8296, 8387. .8452 


Seq. No. 


40552 








Seq. ID 


OJ000229_09.0328.C18 


Gene No . 


83953 








Strand 


+ 


Start 


4792 








End 


9825 


Name 


OJ000229 09 


.0328. 


C18.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8057 








End 


9337 


GI 


none 








Score 


136 


Exons 


8057. .8194, 


8180. 


.8293, 


9254. 


.9337, 9256. .9324 . 


Seq. No. 


40552 








Seq. ID 


OJ000229_09.0328.C18 


Gene No. 


83953 








Strand 


+ 


Start 


4792 








End 


9825 


Name 


OJ000229 09 


.0328. 


C18.o2. 


gp 


Method 


AAT/GAP 


Start 


8184 








End 


9825 


GI 


53984 1.R1084 






Score 


2382 


Exons 


8184. .8454, 


8556. 


.8714, 


9007. 


.9825 




GI Descrip. 


■6006895/gb|AAF00670.1|AC008153_22 8.0e-56 (AC008153) 




hypothetical protein [Arabidopsis thaliana] 1 


Seq. No. 


40552 








Seq. ID 


OJ000229_09.0328.C18 


Gene No. 


83953 








Strand 


'■' + 


Start 


4792 








End 


9825 


Name 


OJ000229 09 


.0328. 


CI8.0I. 


tc 


Method 


TBLASTX: Cress 


Start 


8218 








End 


9307 


GI 


none 








Score 


77 


Exons 


8218. .8319, 


8218. 


.8286, 


8219. 


.8407, 8383. .8451, 8384. .8452, 




8550. .8714, 


8554. 


.8715, 


8966. 


.9061, 9004.. 9054, 9125.. 9214, 




9200. .9307, 


9229. 


..9285 








Seq. No. 


40552 








Seq. ID 


OJ000229_09.0328.C18 


Gene No. 


'83953 








Strand 


+ 


Start- 


4792 








End 


9825 


Name 


OJ000229 09 


.0328. 


CI8.0I. 


tm 


Method 


TBLASTX: Maize 


Start 


8295 








End 


9253 


GI 


none 








Score 


265 


Exons 


8295. .8450, 


8297. 


.8455, 


8297. 


.8467, 8298.-8468, 8557. .8715, 




8560. .8712, 


8966. 


.9253, 


9004. 


.9252 




Seq. No. 


40552 








Seq. ID 


OJ000229_09,0328.C18 


Gene No. 


83953 








Strand 


+ 



40542 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4792 End 
OJ00022 9_09 . 0328 . C18 . ol . ts Method 

9023 . End 
none Score 



9825 

TBLASTX: Soybean 

9328 

64 



9023. .9061, 9137. .9214, 9212. .9328, 9247. .9321 



40553 Seq. ID 

83954 Strand 

1 End 

OJ000229_09 . 0328 . C19 . ol . np Method 

1 End 

3023751 Score 



OJ000229_09.0328.C19 
+ 

7679 
AAT/NAP 
3451 
240 



1..32, 2189. .2384, 2498. .2620, 2699. .2851, 3200. .3451 

70 KD PEPTIDYLPROLYL ISOMERASE (PEPTIDYLPROLYL CIS-TRANS 

ISOMERASE) (CYCLOPHILIN) (PPIASE) gi | 1076772 | pir | | S55383 

peptidylprolyl isomerase (EC 5.2.1.8) - wheat 

gi| 854 626|emb|CAA60505| (X8 6903) peptidylprolyl isomerase 

[Triticum aestivum] 



tief 



Seq. No. 40553 

Gene No. 83954 

Start 1 

Name OJ000229_09. 0328 .C19. ol . gs 

Start 339 

GI none 
Exons 



Seq. ID OJ000229_09.0328.C19 

Strand + 

End 7679 

Method GENSCAN 

End 7679 

Score .5 



339. .525, 1179. .1228, 1444. .1623, 1740. .1829, 2209. .2393, 
2498.. 2620, 2699.. 2851, 3200.. 3404, 4373.. 4756, 5078.. 5208, 
5283.. 5391, 5435.. 5842, 6818.. 7026, 7533.. 7679 



Seq. No. 40553 Seq. ID 

Gene No. 83955 Strand 

Start 4345 End 

Name OJ000229_09 . 0328 . C19 . ol . tm Method 

Start 1442 End 

GI none Score 
Exons 



OJ000229_09.0328.C19 
4690 

TBLASTX: Maize 

3528 

251 



1442. .1621, 1443. .1631, 1477. .1632, 1738. .1827, 1739. .1828, 

1743.. 1829, 2206.. 2352, 2208.. 2393, 2220.. 2393, 2466.. 2621, 

2495.-2653, 2495.. 2551, 2568.. '2621, 2572.. 2625, 2698.. 2853, 

2698. .2853, 2699.-2854, 3199. .3525, 3200. .3526, 3208. .3528, 
3285. .3527 



Seq. No. 40553 

Gene No. 83955 

Start 4345 

Name OJ000229_09 . 0328 . C19 . ol . tc 

Start 1451 

GI none 
Exons 



Seq. ID OJ000229_09.0328.C19 
Strand 

End 4 690 

Method TBLASTX : Cress 

End 1828 

Score 185 

1451. .1621, 1452. .1631, 1452. .1631, 1739. .1828, 1744. .1827 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40553 
83955 
4345 

OJ000229_09, 

2210 

none 

2210. .2344, 
2581. .2610, 



0328.C19.ol.ts 



2217. 
2699. 



.2399, 
.2743, 



2220. 
2702. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2396, 
.2743 



OJ000229_09 . 0328 . C19 
4690 

TBLASTX: Soybean 
2743 
261 

2480. .2551, 2495. .2611, 



40543 



Seq. No. 40553 Seq. ID 

Gene No. 83955 Strand 

Start 4345 End 

Name OJ00022 9_09 . 0328 . C19 . o2 . ts Method 

Start 2758 End 

GI none Score 

Exons 2758.. 2853, 2759.. 2854, 3074.. 3118, 3199.. 3318, 3200.. 3517, 
3379.. 3513 



OJ000229_09.0328.C19 
4690 

TBLASTX : Soybean 

3517 

146 



Seq. No. 40553 Seq. ID 

Gene No. 83955 Strand 

Start 4345 End 

Name OJ00022 9_09 . 0328 . C19 . ol . gp Method 

Start 4345 End 

GI none Score 

Exons 4345.. 4690 



OJ000229_09.0328.C19 

4690 
AAT/GAP 
4690 
660 



Seq. No. 40553 

Gene No. 83956 

Start 6432 

Name OJ000229_09.0328.C19.ol.tw 

Start 6432 

GI " none 

Exons 6432.. 6488, 6817 .. 6858 , 6817 . 

6918. .7034, 7122. .7190, 7124, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6858, 6838. .7029, 
.7192' 



OJ000229_09.0328.C19 
7192 

TBLASTX: Wheat 
7192 
57 

6916. .7029, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40553 
83957 
8160 

OJ000229_09.0328.C19.o2.tm 

8160 

none 

8160. .8369, 

8480.. 8533, 8481.. 8537 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_09.0328.C19 
8537 

TBLASTX: Maize 

8537 

211 



8161. .8364, 8170. .8370, 8467. .8532, 8472. .8537, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40554 Seq. ID 

83958 Strand 

230 End 
OJ00022 9_09 . 0328 . C27 . ol . gp Method 

230 End 

1648_2.R1084 Score 

230. .529, 790. .905, 1044. .1164, 1290.. 



OJ000229_09.0328.C27 

3782 
AAT/GAP 
3782 
1789 

1530, 3428.. 3782 



•451193 1.0e-52 (L28008) wali7 [Triticum aestivum] 
>gi_1090845_prf 2019486B wali7 gene [Triticum aestivum] 1 



Seq. No. 40554 Seq. ID 

Gene No. 83958 Strand 

Start 230 End 

Name OJ00022 9_09 . 0328 . C27 . ol . np Method 

Start 394 End 

GI 7489671 Score 

Exons 394.. 529, 790.. 905, 1044.. 1164, 1290.. 
GI Descrip. 



OJ000229_09.0328.C27 

3782 
AAT/NAP 
3627 
931 

1530, 3428.. 3627 



hypothetical protein wali7 - wheat (fragment) 
gi|451193|gb|AAC37416.1| (L28008) wali7 [Triticum aestivum] 
gi| 1090845 | prf M2019486B wali7 gene [Triticum aestivum] 



40544 



Seq. No. 


40554 




Seq. ID 


OJ000229_09. 0328 . C27 


Gene No. 


83958 




Strand 




Start 


230 




End 


3782 


Name 


OJ000229 09.0328.C27.ol. 


gs 


Method 


GENSCAN 


Start 


790 




End 


3630 


GI 


none 




Score 


.98 


Exons 


790. .905, 1044. .1164, 1290. .1530, 3428 


. .3630 


Sea. No. 


40554 




Seq. ID 


OJ000229_09. 0328.C27 


fipne* No 


83959 




Strand 




Start 


4843 




End 


5244 


Name 


OJ000229 09.0328.C27.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


398 




End 


3635 


GI 


none 




Score 


65 


Exons 


398. .523, 406. .438, 488. 


.529, 


761. .874 


, 787. .879, 788. .877, 




880. .906, 881. .907, 1042 


..1176, 1043.. 


1165, 1290.. 1445, 




1302. .1442, 1413. .1532, 


1441. 


.1533, 1441.. 1533, 3423.. 3452, 




3427. .3633, 3479. .3634, 


3594 . 


.3635 




Seq. No. 


40554 




Seq. ID 


OJ000229_09.0328.C27 


Gene No. 


83959 




Strand 




Start 


4843 




End 


5244 


Name 


OJ000229 09.0328.C27.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


784 




End 


3636 


GI 


none 




Score 


69 


Exons 


784. .864, 784. .879, 788. 


.877, 


880. .906 


, 1042. .1164, 1043. .1165, 




1288. .1347, 1290. .1547, 


1290. 


.1532, 3427. .3636, 3479. .3634 


Sea No 


40554 




Seq. ID 


OJ000229_09.0328.C27 


Gene No - 


83959 




Strand 




Start 


4843 




End 


5244 


Name 


OJ000229 09.0328.C27.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


784 




End . 


3655 


GI 


. none 




Score 


122 


Exons 


784. .879, 788. .880, 880. 


.906, 


1042. .1164, 1043. .1156, 




1288.. 1347, 1290.. 1526, 


1290. 


.1532, 1369.. 1533, 1408.. 1533, 




3427.. 3642, 3479.. 3655 








Seq. No. 


40554 




Seq. ID 


OJ000229_09.0328.C27 


Gene No. 


83959 




Strand 




Start 


4843 




End 


5244 


Name 


OJ000229 09.0328.C27.o2. 


np 


Method 


AAT/NAP 


Start 


4843 




End 


5244 


GI 


6069646 




Score 


463 


Exons 


4843. .5244 









GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 40554 Seq. ID 

Gene No. 83959 • Strand 

Start 4843 End 

Name OJ000229_09 . 0328 . C27 . o2 . tm Method 

Start 4873 End 

GI none Score 



OJ000229_09.0328.C27 
5244 

TBLASTX: Maize 

5197 

90 



40545 



Exons 



4873.. 5058, 5099.. 5197 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40555 
83960 
1 

OJ000229_05.0323.C2.ol.np 
1 

4582459 



Seq. ID OJ000229_05.0323.C2 

Strand + 

End 2162 

Method AAT/NAP 

End 2162 

Score 174 



1. .26,. 1889. .2037, 2109. .2162 

(AC007071) putative importin (nuclear transport factor ) protein 
[Arabidopsis thaliana] 



40555 
83960 
1 

OJ000229_05.0323.C2.ol.gs 

419 

none 



Seq. ID OJ000229_05.0323.C2 

Strand + 

End 2162 

Method GEN SCAN 

End 2139 

Score .64 



419. .476, 899. .993, 1889. .2028, 2124. .2139 



Seq. No. 40555 

Gene No. 83960 

Start 1 

Name OJ000229_05 . 0323 . C2 . ol ; ts 

Start 1888 

GI none 
Exons 



Seq. ID OJ000229_05.0323.C2 

Strand + 

End 2162 

Method TBLASTX : Soybean 

End 2162 

Score 173 



1888. .2028, 1889. .2029, 1895. .2029, 2121. .2162, 2122. .2160 



Seq. No. 40555 

Gene No. 83960 

Start 1 

Name OJ00022 9_05 . 0323 . C2 . ol . tc 

Start 1889 

GI none 
Exons 



Seq. ID OJ000229_05.0323.C2. 

Strand + 

End 2162 

Method TBLASTX : Cress 

End 2162 

Score 158 



1889. .2029, 1901. .2026, 1924. .2028, 2121. .2162, 2122. .2160 



Seq. No. 40555 

Gene No. 83960 

Start 1 

Name OJ000229_05 . 0323 . C2 . ol . tm 

Start 1912 

GI none 
Exons 



Seq. ID . OJ000229_05.0323.C2 

Strand + 

End 2162 

Method TBLASTX : Mai ze 

End 2162 

Score 143 



1912.. 2028, 1913.. 2029, 1937.. 2032, 2121.. 2162, 2122.. 2160 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40556 
83961 
1 

OJ000229_05.0323.C5.ol.np 
1 

6815062 



Seq. ID OJ000229_05.0323.C5 

Strand + 

End 4804 

Method AAT/NAP 

End 4804 

Score 4175 



1..511, 771. .843, 1796. .2463, 2540.. 2731, 2824. ,.3029, 
3075.. 3420, 3501.. 3599, 3678.. 4038, 4503 .. 4 684 4730 .. 4804 
(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 



40556 



Seq. ID OJ000229 05. 0323. C5 



40546 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



83961 Strand + 

1 End 4804 

OJ000229_05 . 0323 .C5.ol.gs Method GENSCAN 

168 End 4792 

none Score .7 

168. .590, 771. .843, 1519. .1544, 1871. .2351, 2664. .2731, 

2824. .3029, 3126. .3420, 3501. .3599, 3678. .4038, 4512. .4792 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40556 Seq. ID 

83961 Strand 

1 End 

OJ000229_05 . 0323 . C5 . o2 . tm Method 

1904 End 

none Score 

1904. .2164, 1915. .2142, 2159. 



OJ000229_05.0323.C5 
+ 

4804 

TBLASTX: Maize 

2293 

266 



.2188, 2198.. 2293 



40556 
83961 
1 

OJ000229_05.0323.C5.ol.tm 

2297 

none 

2297. .2386, 2312. .2401, 2380. 
2537.. 2605, 2621.. 2662, 2672. 
3004.. 3030, 3112.. 3444 



Seq. ID OJ000229_05.0323.C5 

Strand + 

End 4804 

Method TBLASTX: Maize 

End 3444 

Score 102 

.2466, 2394.. 2459, 2528.-2599,' 
.2749, 2830. .2997, 2880. .2978, 



Seq. No. 40557 Seq. ID 

Gene No. 83962 Strand 

Start .45 End 

Name OJ000229_05 . 0323 .C6 .ol . gs Method 

Start 45 End 

GI none Score 

Exons 45.. 265 



OJ000229_05.0323.C6 
+ 

265 

GENSCAN 

265 

.44 



Seq. No. 40557 Seq. ID 

Gene No. 83963 Strand 

Start 2688 End 

Name ;%J000229_05 . 0323 .C6 . ol . gp Method 

Start 2688 End 

GI 4714157 Score 

Exons 2688.. 3034 



OJ000229_05.0323.C6 

3034 
AAT/GAP. 
3034 
638 



Seq. No. 40557 

Gene No. 83964 

Start 3005 

Name OJ000229_05.0323.C6.o3.gs 

Start 3005 

GI none 

Exons 3005.. 3343, 3953.. 4055, 
7167. .7370, 7476. .7709 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_05.0323.C6 

7709 
GENSCAN 
7709 
.57 



5555.. 5654, 6325.. 6375, 6615.. 6714, 



Seq. No. 40557 Seq. ID 

Gene No. 83964 Strand 

Start 3005 End 

Name OJ000229_05 . 0323 . C6 . ol . np Method 

Start 3011 End 

GI 7447933 Score 



OJ000229_05.0323.C6 

7709 
AAT/NAP 
7688 
1110 



40547 




Exons 3011. .3343, 3953. .4055, 4140. .4312, 7167. .7370, 7476. .7688 

GI Descrip. auxin-induced protein - common sunflower 

gi|2606077|gb|AAB84222.1| (AF030301) auxin-induced protein 

[Helianthus annuus] 



Seq. No. 


40557 








Seq. ID 


OJ000229_05.0323.C6 


Gene No. 


83965 








Strand 




Start 


8616 








End 


10163 


Name 


OJ000229 05. 


0323. 


C6.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3006 








End 


3239 


GI 


none 








Score 


47 


Exons 


3006. .3056, 


3011. 


.3058, 


3098. 


.3238, 3144. .3239 


Seq. No. 


40557 








Seq. ID 


OJ000229_05.0323.C6 


Gene No. 


83965 








Strand 




Start 


8616 








End 


10163 


Name 


OJ000229 05. 


0323. 


C6.ol. 


tm 


Method 


TBLASTX : Mai ze 


Start 


3008 








End 


7557 


GI 


none 








Score 


64 


Exons 


3008. .3055, 


3009. 


.3059, 


3098. 


.3340, 3104. .3334, 3144. .3353, 




3951. .4055, 


3953. 


.4057, 


4139. 


.4312, 4140. .4310, 7159. .7290, 




7161. .7289, 


7315. 


.7356, 


7326. 


.7355, 7476. .7556, 7477. .7557 


Seq. No. 


40557 








Seq. ID . 


OJ000229_05.0323.C6 


Gene No . 


83965 -V&iv 








Strand 




Start 


8616 








End 


10163 


Name 


OJ000229 05. 


0323. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3158 








End 


10103 


GI 


none 








Score 


123 


Exons 


3158. .3340, 


3162. 


.3338, 


3999. 


.4055, 4007. .4057, 4139. .4312, 




4140. .4313, 


7159. 


.7356, 


7161. 


.7355, 7468. .7668, 7476.-7673, 




7560. .7673, 


10027 


..10074, 10065.. 10103 




Seq. No. 


40557 








Seq. ID 


OJ000229_05.0323.C6 


Gene No. 


83965 








Strand 




Start 


8616 








End 


10163 


Name 


OJ000229 05. 


0323. 


C6.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3240 








End 


4313 


GI 


none 








Score 


83 


Exons 


3240. .3353, 


3242. 


.3346, 


3953. 


.4057, 3957. .4055, 4139. .4282, 




4139. .4312, 


4140. 


.4313 








Seq. No. 


40557 








Seq. ID 


OJ000229_05.0323.C6 


Gene No. 


83965 








Strand 




Start 


8616 








End 


10163 


Name 


OJ000229 05. 


0323. 


C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7179 








End 


10103 


GI 


none 








Score 


185 


Exons 


7179. .7358, 


7180. 


.7359, 


7471. 


.7668, 7476. .7673, 7560. .7670, 




10019. .10063, 10024. .10062, 10065 .. 10103, 10066.. 10101 


Seq. No. 


40557 








Seq. ID 


OJ000229_05.0323.C6 


Gene No. 


83965 








Strand 




Start 


8616 








End 


10163 


Name 


OJ000229 05. 


0323. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7297 








End 


10103 


GI 


none 








Score 


79 



40548 




Exons 7297.. 7359, 7297.. 7329, 7326. .7358, 7476.. 7676, 7477.. 7677, 

10013. .10066, 10014. .10064, 10019 .. 10069, 10024 .. 10074 , 
10065. .10103, 10066.. 10101 



JC^* vt U . 


40557 


Seq. ID 


OJ000229 05 0323 


.C6 


uCiiC LNW . 


83965 


Strand 






O Lai L 


8616 


End 


10163 




in aiiic 


OJ000229 05 0323 C6 o4 as 


Method 


GENSCAN 




Start 


8616 ~ 


End 


10163 




GI 


none 


Score 


.52 




Exons 


8616.. 8734, 9513.. 9768, 10002 


. .10163 






Seq. No. 


40557 


Seq. ID 


OJ000229_05.0323 


,C6 


Gene No. 


83965 


Strand 






Start 


8616 


End 


10163 




Name 


OJ000229 05.0323.C6.o2.np 


Method 


AAT/NAP 




Start 


10002 


End 


10133 




GI 


728744 


Score 


77 




Exons 


10002. .10133 








GI Descrip. 


AUXIN-INDUCED PROTEIN PCNT115 


gi|100305|pir| IS16390 





auxin-induced protein - common tobacco gi | 19799 | emb | CAA39708 | 
(X56267) auxin-induced protein [Nicotiana tabacum] 





Sea No 


40558 




Seq. ID 


OJ000229 05. 0323. C7 




Gene No. 


83966 




Strand 






Start 


278 




End 


553 




Name 


OJ000229 05. 0323. C7 


ol . gs 


Method 


GENSCAN 


ry 




278 ~~ 




End 


553 




GI 


none 




Score 


.75 




Exons 


278. .438, 502.. 553 










Seq. No. 


40558 




Seq. ID 


OJ000229_05.0323.C7 




Gene No. 


83967 




Strand 






Start 


1279 




End 


1433 




Name 


OJ000229 05. 0323. C7 


. o2 .gs 


Method 


GENSCAN 




Start 


1279 




End 


1433 




GI 


none 




Score 


.92 




Exons 


1279;. 1433 










Seq. No. 


40559 




Seq. ID 


OJ000229_05.0323.C9 




Gene No. 


83968 




Strand 






Start 


191 




End 


1414 




Name 


OJ000229 05. 0323. C9 


ol . tm 


Method 


TBLASTX: Maize 




Start 


116 




End 


941 




GI 


none 




Score 


49 




Exons 


116. .211, 117. .218, 


210. . 


311, 212. .385, 


324. .368, 831. .941 




Seq. No. 


40559 




Seq. ID 


OJ000229_05.0323.C9 




Gene No. 


83968 




Strand 






Start 


191 




End 


1414 




Name 


OJ000229 05. 0323. C9 


ol .gs 


Method 


GENSCAN 




Start 


191 




End 


1414 




GI 


none 




Score 


.82 




Exons 


191.. 367, 822.. 957, 


1305. 


.1414 






Seq. No. 


40560 




Seq. ID 


OJ000229_05. 0323. C10 




Gene No. 


83969 




Strand 





40549 






otart 






1000 






Name 


ujuuuz^y uo . u-3^.o . Liu . 01 . gs 


lyietnou. 








otart 






1117 
111 / 








none 


Score 


A 1 
. 11 






Exons 


099 M9 RQQ 7fl£ QT/ 1117 
JZZ . . 31Z , Jjj. • / UD/ O/ft. .111 / 










beg. wo. 


40560 


Seq. ID 




n 0 




Gene No. 


83969 


Strand 








Start 


322 


End 


1668 






Name 


OJ000229 05.0323.C10.ol.np. 


Method 


AAT/NAP 






otart 


329 


End 


1668 








4733937 


Score 


301 






Exons 


329. .706, 874. .1202, 1588. .1668 








tji uescrip. 


(AF080245) sesquiterpene synthase [Elaeis oleifera] 






Seq. No. 


40560 


Seq. ID 


OJ000229JD5.0323. 


C10 




Gene No. 


83969 


Strand 


- 








322 


End 


1668 






Name 


OJ000229 05.0323. C10. ol.tm 


Method 


TRT.A^TX * Ma i 7P 
1 DJjno 1 A 1 lid j- 






oLart 


331 


End 


592- 






bl 


none 


Score 


83 






Exons 


331.. 585, 338.. 592 








— a? 


Seq. No. 


40560 


Seq. ID 


OJ000229_05.0323. 


C10 


~ =L 


Gene No. 


83969 


Strand 








otart 


322 


End 


1668 




= : = 
- is- 


Name 


OJ000229 05.0323.C10.ol.tc 


Method 


1 DliAo 1 A . LreSS 




iJ 


btart 


340 


End 


705 






GI 


none 


Score 


58 




V4 

% s=f 


Exons 


340. .585, 541. .705, 609. .704 










oeq. ino . 


40561 


Seq. ID 


OJ000229_05.0323. 


r*i 1 


= 


Gene No. 


83970 


Strand 


+ 






Start 


1711 


End 


3612 






Name 


OJ000229 05.0323.Cll.ol.np 


Method 


AAT /MAD 
k\t\ 1 / 1NR.IT 






Of r f- 

oLsrt 


1711 


End 


3612 








6539570 


Score 


233 






Exons 


1711.. 1913, 2073.. 2146, 3579. 


.3612 






T ^ 


ol UcoCiip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




^ -J 


Seq. No. 


40561 


Seq. ID 


OJ000229_05.0323. 


Cll 




Gene No. 


83971 


Strand 










1317 


End 


3004 






Name 


OJ000229 05.0323.Cll.ol.gs 


Method 


GENS CAN 






otart 


1317 


End 


3004 






H T 
bl 


none 


Score 


.42 






Exons 


1317.. 1484, 1729.. 1862, 2992. 


.3004 








Seq. No. 


40562 


Seq. ID 


OJ000229_05.0323. 


C12 




Gene No. 


83972 


Strand 








Start 


188 


End 


1922 






Name 


OJ000229 05.0323.C12.ol.gs 


Method 


GENSCAN 






Start 


188 


End 


1797 






GI 


none 


Score 


.7 






Exons 


188. .367, 641. .822, 1392. .1527, 1558.. 


1621, 1760.. 1797 






Seq. No. 


40562 


Seq. ID 


OJ000229_05.0323. 


C12 



40550 



Gene No. 83972 Strand 

Start 188 End 1922 

Name OJ000229_05 . 0323 . C12 . ol .np Method AAT/NAP 

Start 918 End 1922 

GI 5922620 Score 161 

Exons 918.. 1170, 1432.. 1566, 1657. .1704, 1885.. 1922 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj IBAA85196.i l (AP000570) EST D15357 (C0514 ) 
corresponds to .a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


40563 


Seq. ID 


OJ000229 


Gene No. 


83973 


Strand 


+ 


Start 


429 


End 


1457 


Name 


OJ000229 05.0323.C13.ol. 


np Method 


AAT/NAP 


Start 


429 


End 


1457 


GI 


6539570 


Score 


204 


Exons 


429. .631, 791. .857, 1258 


. .1457 




GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


40564 


Seq. ID 


OJ000229 


Gene No. 


83974 


Strand 


+ 


Start 


596 


End 


919 


Name 


OJ000229 05.0323.C14.ol. 


gp Method 


AAT/GAP 


Start 


596 


End 


919 


GI 


72524 1.R1084. 


Score 


401 



Exons 596.. 919 

GI Descrip. ' 50914 96/dbj | AB023482 ; 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 


40564 






Seq. ID 


OJ000229_05.0323.C14 


Gene No. 


83975 






Strand 


+ 


Start 


1892 






End 


12838 


Name 


OJ000229 05.0323. 


C14.ol. 


np 


Method 


AAT/NAP 


Start 


1892 






End 


5247 


GI 


7248395 






Score 


2067 


Exons 


1892.. 2624, 3490. 


.3573, 


3651. 


.4233, 4431. .4568, 4703. .5247 


GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 


Seq. No. 


40564 






Seq. ID 


OJ000229_05.0323.C14 


Gene No. 


83975 






Strand 


+ 


Start 


1892 






End 


12838 


Name 


OJ000229 05.0323. 


C14.ol. 


gs 


Method 


GENSCAN 


Start 


2074 






End 


2736 


GI 


none 






Score 


.69 


Exons 


2074. .2736 










Seq. No. 


40564 






Seq. ID 


OJ000229_05.0323.C14 


Gene No. 


83975 






Strand 


+ 


Start 


1892 






End 


12838 


Name . 


OJ000229 05.0323. 


C14.o2. 


gs 


Method 


GENSCAN 


Start 


3223 






End 


12838 


GI. 


none 






Score 


.59 ' 


Exons 


3223.-3249, 3475. 


.3626, 


3707. 


.3974, 4451.. 5176, 5525.. 5702, 




8267. .8354, 9896. 


.10043, 


10972. .11043, 


12131. .12249, 




12550. .12838 











40551 




Seq. No. 


40564 




Seq. ID 


OJ000229_ 


05. 


0323 


.C14 


Gene No . 


83975 




Strand 


+ 








Start 


1892 




End 


12838 








Name 


OJ000229 05.0323.C14.o3 


. np 


Method 


AAT/NAP 








Start 


3441 




End 


5247 








GI 


7248395 




Score 


1460 








Exons 


3441. .4233, 4431. .4568, 


4703. 


.5247 










GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 








Seq. No. 


40564 




Seq. ID 


OJ000229_ 


05. 


0323 


.C14 


Gene No. 


83975 




Strand 


+ 








Start 


1892 




End 


12838 








Name 


OJ000229 05.0323.C14.o4 


.np 


Method 


AAT/NAP 








Start 


10909 




End 


11064 








GI 


7363271 




Score 


94 








Exons 


10909. .11064 














GI Descrip. 


( AP001552 ) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


40564 




Seq. ID 


OJ000229_ 


_05. 


0323 


.C14 


Gene No . 


83976 




Strand 










Start 


5546 




End 


5798 








Name 


OJ000229 05.0323.C14.o2 


.np 


Method 


AAT/NAP 








Start 


5546 




End 


5798 








GI 


7106513 




Score 


112 








Exons 


554 6. .5653, 5754 . .5798 














GI Descrip. 


(AP001278) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


40565 




Seq. ID 


OJ000229_ 


05. 


0323 


.C15 


Gene No. 


83977 




Strand 


+ 








Start 


2253 




End 


2744 








Name 


OJ000229_05.0323.C15.ol 


.gs 


Method 


GEN SCAN 








Start 


2253 




End 


2744 








GI 


none 




Score 


.66 








Exons 


2253.. 2744 














Seq. No. 


40565 




Seq. ID 


OJ000229_ 


05 . 


0323 


.C15 


Gene No. 


83978 




Strand 


+ 








Start 


4615 




End 


4905 








Name 


OJ000229_05.0323.C15.o2 


.gs 


Method 


GEN SCAN 








Start 


4615 




End 


4905 








GI 


none 




Score 


.92 








Exons 


4615. .4748, 4884. .4905 














Seq. No. 


40565 




Seq. ID 


OJ000229 


05 . 


0323 


. C15 


Gene No. 


83979 




Strand 


+ 








Start 


6190 




End 


9234 








Name 


OJ000229 05.0323.C15.o3 


.gs 


Method 


GEN SCAN 








Start 


6190 




End 


9231 








GI 


none 




Score 


.85 








Exons 


6190. .7101, 7855. .8086, 


8608. 


.8697, 8828. .9231 








Seq. No. 


40565 . 




Seq. ID 


OJ000229_ 


05. 


0323 


.C15 


Gene No. 


83979 - 




Strand 


+ 








Start 


6190 




End 


9234 








Name 


OJ000229 05.0323.C15.ol 


.np 


Method 


AAT/NAP 








Start 


6199 




End 


9216 









40552 



GI 5915836 Score 1017 

Exons 6199.. 7101, 8608.. 9216 

GI Descrip. CYTOCHROME P450 71D7 gi | 1762144 (U48435) putative cytochrome 
P450 [Solanum chacoense] 



Seq. No. 40565 

Gene No. 83979 

Start 6190 

Name OJ000229_05 . 0323 . C15 . o2 . tc 

Start. 6220 

GI none 

Exons. 6220.. 6324, 6400.. 6786 

Seq. No. 40565 

Gene No. 83979 

Start 6190 

Name OJ000229_05 . 0323 . C15 . o2 . tm 

Start 6262 

GI none 
Exons 



Seq. ID OJ000229_05.0323.C15 

Strand + 

End 9234 

Method ' TBLASTX: Cress 

End 6786 

Score 66 



Seq. ID OJ000229_05.0323.C15 
Strand 
End 

Method 
End 
Score 

6262.. 6324, 6277.. 6357, 6278.. 6361, 6400.. 6519, 6445.. 6549, 
6550. .6705, 6700. .6903, 6712. .6858 



+ 

9234 

TBLASTX : Maize 

6903 

73 



Seq. No. 40565 

Gene No. 83979 

Start 6190 

Name OJ000229_05 . 0323 . C15 . ol . ts 

Start 6279 

GI none 

Exons 6279.-6347, 
8596. .9204, 



6289.. 6324, 6399. 
8604.. 8876, 8650. 



Seq. ID OJ000229_05.0323.C15 

Strand + 

End 9234 

Method TBLASTX : Soybean 

End 9204 

Score 58 

.6467, 6400.. 6699, 6685.. 6921, 
.9153, 9000.. 9161 



Seq. No. 40565 

Gene No. 83979 

Start 6190 

Name OJ000229_05 . 0323 . C15 . ol . tc 

Start 8598 

GI none , 

Exons 8598.. 8753, 8602.. 8715, 8731. 

Seq. No. 40565 

Gene No. 83979 

Start 6190 

Name OJ00022 9_05 . 0323 . C15.ol.tm 

Start 8607 

GI none 

Exons 8607.. 8729, 8608.. 8730, 8728. 
9000. .9170 



Seq. ID OJ000229_05.0323.C15 

Strand + 

End 9234 

Method TBLASTX: Cress 

End 9204 

Score 119 
.9204, 8731.. 8967, 9000.. 9203 

Seq. ID OJ000229_05.0323.C15 

Strand + 

End 9234 

Method TBLASTX : Mai ze 

End 9234 

Score 97 

.9009, 8731.. 9234, 8858.. 9127, 



Seq. No. 40565 

Gene No. 83979 

Start 6190 

Name OJ000229_05 . 0323 .C15.ol.tw 

Start 8608 

GI none 

Exons 8608.. 8913, 



Seq. ID OJ000229_05.0323.C15 



8608.. 8907, 8622. 



Strand 
End 

Method 
End 
Score 
.8912 



+ 

9234 

TBLASTX: Wheat 

8913 

346 



Seq. No. 



40565 



Seq. ID OJ000229_05.0323.C15 



40553 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



83979 
6190 

OJ000229_05. 0323. CIS. o2.tw 
8944 
none 

8944.. 9213, 8950.. 9153, 



Strand 
End 

Method 
End 
Score 
9000. .9200 



+ 

9234 

TBLASTX: Wheat 

9213 

278 



OJ000229 05.0323.C16 



40566 Seq. ID 

83980 Strand 
1 End 2738 

OJ000229_05.0323.C16.ol.gp Method AAT/GAP 
1 End 2 638 

1514_1.R1084 Score 1012 

1..54, 2039. .2239, 2348. .2638 

'2462763 1.0e-132 (AC002292) Highly similar to auxin-induced 
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(^pne* No 


83991 




Strand 


+ 


Start 


851 




End 


1537 


Name 


OJ000229 05.0323 


. C25 . ol . tm 


Method 


TBLASTX: Maize 


^1-^ rt 


1073 ~~ 




End 


1471 


GI 


none 




Score 


90 




1073.. 1192, 1280 


. . 1471 






Seq. No. 


40573 




Seq. ID 


OJ000229_05.0323.C26 


Gene No. 


83992 




Strand 




Start 


308 




End 


5000 


Name 


OJ000229 05.0323 


.C26.ol.gs 


Method 


GENSCAN 


Start 


308 _ 




End 


4830 


GI 


none 




Score 


.6 


Rxons 

LJ Awl L 


308.. 604, 1379.. 


1650, 2586.. 


2707, 2724 


..2882, 2902. .3043, 




3118.. 3266, 3533 


..3640, 3768 


..3992, 4452. .4635, 4723. .4830 


Seq. No. 


40573 




Seq. ID 


OJ000229_05.0323.C26 


Gene No. 


83992 




Strand 




Start 


308 




End 


5000 


Name 


OJ000229 05.0323 


.C26.ol.np 


Method 


AAT/NAP 


Start 


314 




End 


5000 


GI 


3287832 




Score 


517 


Exons 


314.. 589, 1367.. 


1630, 3505.. 


3640, 3768 


. .3992, 4452. .5000 



GI Descrip. ( + ) -DELTA-CAD INENE SYNTHASE (D-CADINENE SYNTHASE) gi 11843647 



(U88318) {+) -delta-cadinene synthase [Gossypium hirsutum] 





Seq. No. 


40573 




Seq. ID 


OJ000229_05.0323.C26 




Gene No. 


83992 




Strand 






Start 


308 




End 


5000 


I u 


Name 


OJ000229 05.0323.C26.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


314 




End 


565 




GI 


none 




Score 


64 




Exons 


314.. 565, 326. .514, 369 


. .548 








Seq. No. 


40573 




Seq. ID 


OJ000229_05.0323.C2 6 




Gene No. 


83992 




Strand" 






Start 


308 




End 


5000 




Name 


OJ000229 05.0323.C26.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


314 




End 


1438 




GI 


none 




Score 


81 




Exons 


314. .457, 317. .448, 458 


. .595, 


468. .548 


, 1388.. 1438 




Seq. No. 


40573 




Seq. ID 


OJ00022 9_05.0323.C26 




Gene No. 


83992 




Strand 






Start 


308 




End 


5000 




Name 


OJ000229 05.0323.C26.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1388 




End 


4729 




GI 


none 




Score 


67 




Exons 


1388. .1474, 1526. .1630, 


3511. 


.3636, 3521.. 3637, 3815.. 3991, 






3818. .3991, 4454. .4729, 


4461. 


.4724 






Seq. No. 


40573 




Seq. ID 


OJ000229_05 . 0323. C26 




Gene No. 


83992 




Strand 






Start 


308 




End 


5000 




Name ' 


OJ000229 05.0323.C26.ol 


.tc 


Method 


TBLASTX: Cress 



40561 




Start 


4463 


End 


4828 




GI 


none 


Score 


208 




Exons 


4463. .4828 








Seq. No. 


40574 


Seq. ID 


OJ000209 07.0323 


,C2 


Gene No. 


83993 


Strand 


+ 




Start 


9287 


End 


12007 




Name 


OJ000209 07.0323.C2.ol.gp 


Method 


AAT/GAP 




Start 


9101 


End 


12007 




GI 


1048 1.R1084 


Score 


3255 




Exons 


9101.. 9566, 10665. .11529, 11610.. 12007 






GI Descrip. 


'3264767 3.0e-37 (AF071893) 


AP2 domain 


containing protein 




[Prunus armeniaca] 1 








Seq. No. 


40574 


Seq. ID 


OJ000209 07.0323 


. C2 


Gene No. 


83993 


Strand 


+ ~~ 




Start 


9287 


End 


12007 




Name 


OJ000209 07.0323.C2.ol.np 


Method 


AAT/NAP 




Start 


9287 


End 


11479 




GI 


6689918 


Score 


1844 




Exons 


9287.. 9566, 10665 .. 11479 








GI Descrip. 


(AF193803) transcription factor EREBP1 


rOrvza safcival 




Seq. No. 


40574 


Seq. ID 


OJ000209 07 0323 


. C2 


Gene No. 


83993 


Strand 


+ 




Start 


9287 


End 


12007 




Name 


OJ000209 07.0323.C2.o3.gs 


Method 


GEN SCAN 




Start 


9287 


End 


11482 




GI 


none 


Score 


1 




Exons 


9287.. 9566, 10665.. 11482 








Seq. No. 


40574 


Seq. ID 


OJ000209 07.0323 


.C2 


Gene No. 


83994 


Strand 


+ 




Start 


12269 


End 


12476 




Name 


OJ000209 07.0323.C2.o2.gp 


Method 


AAT/GAP 




Start 


12269 


End 


12476 




GI 


none 


Score 


358 




Exons 


12269. .12476 








Seq. No. 


40574 


Seq. ID 


OJ000209_07.0323 


-C2 


Gene No. 


83995 


Strand 


+ 




Start 


13990 


End 


14042 




Name 


OJ000209 07.0323.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


2635 


End 


2799 




GI 


none 


Score 


168 




Exons 


2635. .2799, 2636. .2785 








Seq. No. 


40574 


Seq. ID 


OJ000209_07.0323 


.C2 


Gene No. 


83995 


Strand 


+ 




Start 


13990 


End 


14042 




Name 


OJ000209 07.0323.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


10662 


End 


11808 




GI " 


none 


Score 


195 




Exons 


10662. .11033, 10663. .11079, 


10664. .11092, 10875. .11081, 





11027. .11155, 11090. .11149, 11144 .. 11305, 1114 9 .. 11271, 
11160. .11330, 11279. .11338, 11295 .. 11339, 11322 .. 114 62, 
11330. .11470, 11330. .11470, 11464 .. 11538, 11470 .. 11520, 



40562 




[3 





11612. .11656, 11621. 


. 11656, 


11626. .11658, 11651. .11692, 






11652. .11690, 11657. 


. 11701, 


11695. .11730, 11737. .11808, 






11738. .11767, 11742. 


. 11771 








Seq. No. 


40574 




Seq. ID 


OJ000209_07.0323 


.C2 


Gene No. 


83995 




Strand 


+ 




Start 


13990 




End 


14042 




Name 


OJ000209 07. 0323. C2. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


10685 




End 


10945 




GI 


none 




Score 


301 




Exons 


10685. .10945, 10694. 


.10909, 


10744. .10926, 10872.. 10931 




Seq. No. 


40574 




Seq. ID 


OJ000209_07.0323 


.C2 


Gene No. 


83995 




Strand 


+ 




Start 


13990 




End 


14042 




Name 


OJ000209 07. 0323. C2. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


10706 




End 


10917 




GI 


none 




Score 


257 




Exons 


10706. .10915, 10706. 


. 10909, 


10747.. 10917 




Seq. No. 


40574 




Seq. ID 


OJ000209_07.0323 


.C2 


Gene No. 


83995 




Strand 


+ 




Start 


13990 




End 


14042 




Name 


OJ000209 07. 0323. C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10956 




End 


11184 




GI 


none 




Score 


104 




Exons 


10956. .11111, 10956. 


. 11099, 


10960. .11124, 10960. .11139, 






10961. .11149, 10961. 


. 11155, 


11149. .11184, 11150.. 11182 




Seq. No. 


40574 




Seq. ID 


OJ000209_07.0323 


.C2 


Gene No . 


83995 




Strand 


+ 




Start 


13990 




End 


14042 




Name 


OJ000209 07. 0323. C2. 


o3.gp 


Method 


AAT/GAP 




Start 


13990 




End 


14042 




GI 


3409 1.R1084 




Score 


64 




Exons 


13990. .14042 










GI Descrip. 


, 3281868/emb|CAA19764 | 7.0e< 


-47 (AL031004) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


40575 




Seq. ID 


OJ000209_07.0323 


.C4 


Gene No. 


83996 




Strand 






Start 


10 




End 


487 




Name 


OJ000209 07. 0323. C4. 


ol.gs 


Method 


GENSCAN 




Start 


10 




End 


487 




GI 


none 




Score 


.53 




Exons 


10. .131, 341. .487 










Seq. No. 


40576 




Seq. ID 


OJ000209_07.0323 


.C8 


Gene No. 


83997 




Strand 






Start 


1 




End 


227 




Name 


OJ000209 07. 0323. C8. 


ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


227 




GI 


426253 




Score 


390 




Exons 


1. .227 










Seq. No. 


40576 




Seq. ID 


OJ000209_07.0323 


.C8 


Gene No. 


83998 




Strand 







40563 




Start 


756 


End 


886 


Name 


OJ000209 07.0323.C8.ol.as 


Method 


GEN SCAN 


Start 


756 ~ 


End 


886 




none 


Score 


. 65 


Rxon^ 


756. . 886 






Seq. No. 


40576 


Seq. ID 


OJ000209_07.0323.C8 


Gene No. 


83999 


Strand 




Start 


896 


End 


1036 


Name 


OJ000209 07.0323.C8.ol.tm 


Method 


TBLASTX : Maize ' 


Start 


896 ~ 


End 


1036 


GI 


none 


Score 


156 


Exons 


896. . 1036, 896. . 1036 






Spct No . 


40577 


Seq. ID 


OJ000209_07 .0323. C10 


Gene No. 


84000 


Strand 


+ 


Start 


1 


End 


702 


Name 


OJ000209 07.0323.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


702 


GI 


7489787 


Score 


275 


Exons 


1..161, 254. .476, 651. .702 






1-/ v^- O J- -L- . 


lysine-ketoglutarate reductase / saccharopine dehydrogenase 




(NADP+, ' L-glutamate-f orming) (EC 1.5.1 


.-) - maize 


Qpcr Wo 


40577 


Seq. ID 


OJ000209_07 . 0323 .C10 


Gene No . 


84001 


Strand 




Start 


376 


End 


496 


Name 


OJ000209 07.0323.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


43 


End 


421 


GI 


none 


Score 


140 


Evon s 


43. .144, 68. .160, 69. .161, 


69. .161, 83 


. .163, 251. .421, 252. 




253. .417, 254. .418 






Seq. No. 


40577 


Seq. ID 


OJ000209_07. 0323. C10 


Gene No. 


84001 


Strand 




Start 


376 


End 


496 


Name 


OJ000209 07,0323. C10. ol.tc 


Method 


TBLASTX: Cress 


Start 


63 


End 


412 


GI 


none 


Score 


130 


Exons 


63. .161, 64. .162, 71. .160, 


252. .395, 253. .408, 254. .412 


Seq. No. 


40577 


Seq. ID 


OJ000209_07 . 0323 .C10 


Gene No. 


84001 


Strand 




Start 


376 


End 


496 


Name 


OJ000209 07.0323.C10.ol.gs 


Method 


GENSCAN 


Start 


376 


End 


496 


GI 


none 


Score 


.68 


Exons 


376. .496 






Sea. No. 


40578 


Seq. ID 


OJ000209_07.0323.C11 


Gene No. 


84002 


Strand 


+ 


Start 


239 


End 


4904 


Name 


OJ000209 07.0323.Cll.ol.gs 


Method 


GENSCAN 


Start 


239 


End 


4762 


GI 


none 


Score 


.74 


Exons 


239.. 293, 416. .556, 1592.. 


1948, 1993.. 


2556, 3611.. 3928, 




4136.. 4216, 4645.. 4762 







40564 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 



40578 Seq. ID 

84002 Strand 

239 End 

OJ000209_07 . 0323 . Cll . ol . np Method 

243 End 

5016095 Score 



OJ000209_07. 0323. Cll 

+ • 

4904 
AAT/NAP 
4904 
825 



243. .293, 416. .556, 3611. .3928, 4136. .4216, 4472. .4537, 
4645.-4799, 4865. .4904 

(AF003551) lysine-ketoglutarate reductase/saccharopine 
dehydrogenase bifunctional enzyme [Zea mays] 



40578 
84002 
239 

OJ000209_07. 0323. Cll. ol.tc 

403 

none 



Seq. ID OJ000209_07. 0323. Cll 

Strand + 

End 4 904 

Method TBLASTX: Cress 

End 4761 

Score 200 

3686, 3695.. 3739, 



403. .558, 416. .559, 3605. .3685, 3621 
3772.. 3834, 3773.. 3865, 3884.. 3934, 3886.. 3927, 4133.. 4237, 
4471. .4539, 4496. .4540, 4642. .4761, 4647. .4760 



40578 Seq. ID 

84002 Strand 
239 End 
OJ000209_07 . 0323 . Cll . ol . gp Method 
416 End 
uC-osflm202103hllbl Score 
416. .575, 765. .787 

, 5016095/gb|AAC18622.2 | 6.0e-56 (AF003551) lysine-ketoglutarate 
reductase/saccharopine dehydrogenase bifunctional enzyme [Zea 
mays] 1 



OJ000209_07. 0323. Cll 
+ 

4904 
AAT/GAP 
787 
274 



40578 Seq. ID 

84002 Strand 
239 End 
OJ000209_07 . 0323 .Cll . ol . tm Method 
510 . End 
none Score 
510. .569, 513. .575, 3605. .3682, 3610. 
3661.. 3861, 3679.. 3927, 3680.. 3934, 
4133.. 4219, 4135.. 4218 



OJ000209_07. 0323. Cll 
+ 

4904 

TBLASTX: Maize 
4219 
76 

..3681, 3613. .3684, 
3995. .4216, 4110. .4217, 



40578 
84002 
239 

OJ000209_07 . 0323 . Cll . o2 . tm 

1373 

none 



Seq. ID OJ000209_07. 0323. Cll 

Strand + 

End 4 904 

Method TBLASTX: Maize 

End 4779 

Score 82 



1373. .1441, 4457. .4537, 4470. .4547, 4642. .4779, 4647. .4760 

40578 Seq. ID OJ000209J)7 . 0323 . Cll 

84002 Strand + 

239 End 4904 

OJ000209_07 . 0323 . Cll . o2 . gp Method AAT/GAP 

3339 End 3790 

uC-osflm202103hllbl Score 303 



40565 



Exons 3339.. 3359, 3611.. 3790 

GI Descrip. ' 5016095/gb | AAC18622 . 2 | 6.0e-56 (AF003551) lysine-ketoglutarate 
reductase/saccharopine dehydrogenase bifunctional enzyme [Zea 
mays] 1 







40579 


Seq. ID 


OJ000209_07.0323 




npnp No 


84003 


Strand 


+ 




Start 


425 


End 


953 




Name 


OJ000209 07.0323.C16.ol.gs 


Method 


GENSCAN . 




Start 


425 


End 


953 






none 


Score 


.52 






425. .755, 799. .953 










40579 


Seq. ID 


OJ000209_07.0323 




fipnf* No 


84004 


Strand 


+ 




OLalL 


5149 


End 


6694 






OJ000209 07.0323.C16.o3.gs 


Method 


GENSCAN 




Start 


5149 


End 


6694 




GI 


■ none 


Score 


.84 




Exons 


5149. .5209, 5315. .5473, 5840 


..6097, 6216.. 6694 




Qpn No 


40579 


Seq. ID 


OJ000209_07.0323 




fZono No 


84005 


Strand 


+ 


f = 

■= IX. 


Cf ar f 
OLdi L- 


8606 


End 


16119 






OJ000209 07.0323.C16.ol.np 


Method 


AAT/NAP 


c pi 
L i : 




8606 


End 


12813 




7106512 


Score 


1037 


i y 


Hi A^JI lO 


8606. .8665, 8739. .10210, 10777 .. 10868, 


10932. .11616, 


H 




12199. .12381, 12462. .12506, 


12679. .128 


13 


iy 


GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


2^ 




predicted gene.; hypothetical protein 


[Oryza sativa] 






40579 


Seq. ID 


OJ000209_07.0323 


= 




84005 


Strand 


+ 




Start 


8606 


End 


16119 


~ ki 




OJ000209 07.0323.C16.o2.np 


Method 


AAT/NAP 


ST B53 


Start 


9663 


End 


12419- 




GI 


5091513 


Score 


842 




Exons 


9663.. 10126, 10851. .11613, 12196.. 12419 


fee? 

.= SS, 


\_J A. LJ kJ ± S- * 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Qpfr No 


40579 


Seq. ID 


OJ000209_07.0323 




Gene No . 


. 84005 


Strand 


+ 




Start 


8606 


End 


16119 




Name 


OJ000209 07.0323.C16.o7.gs 


Method 


GENSCAN 




Start 


12418 


End 


16119 




GI 


none 


Score 


.45 




Exons 


12418. .12571, 14288. .14413, 


15873. .15910, 15958.. 16119 




Seq. No. 


40579 


Seq. ID 


OJ000209_07.0323 




Gene No. 


84006 


Strand 






Start 


3297 


End 


3584 




Name 


OJ000209 07.0323.C16.o2.gs - 


Method 


GENSCAN 




Start 


3297 


End 


3584 




GI 


none 


Score 


.73 




Exons 


3297. .3584 







40566 



Seq. No. 


40579 


Seq. ID 


OJ000209_07.0323.C16 


Gene No. 


84007 


Strand 




Start 


8251 


End 


9637 


Naiue 


OJ000209 07.0323.C16.o4.gs 


Method 


GEN SCAN 


Start 


8251 


End 


9637 


GI 


none 


Score 


. 77 


Exons 


8251.. 8416, 8821.. 8932, 9475.. 9637 




Seq. No. 


40579 


Seq. ID 


OJ000209_07.0323.C16 


Gene No. 


84008 


Strand 




Start 


16326 


End 


17567 


Name 


OJ000209 07.0323.C16.o8.gs 


Method 


GEN SCAN 


Start 


16326 


End 


17567 


GI 


none 


Score 


.46 


Exons 


16326. .17567 






Seq. No. 


40579 


Seq. ID 


OJ000209 07.0323.C16 


Gene No. 


84009 


Strand 




Start 


19274 


End 


19573 


Name 


OJ000209 07.0323.C16.o2.gp 


Method 


AAT/GAP 


Start 


19109 


End 


19435 


GI 


20896 1.R1084 


Score 


606 


Exons 


19109. .19435 






GI Descrip. 


•2492519/sp|Q41365|PRS7 SPIOL 1.0e-71 


26S PROTEASE REGULATORY 




SUBUNIT 7 (26S PROTEASOME SUBUNIT 7) >gi 1395191 dbj BAA13021 




(D86121) 26S proteasome ATPase subunit 


[Spinacia oleracea] 1 


Sea. No. 


40579 


Seq. ID 


OJ000209_07.0323.C16 


Gene No. 


84009 


Strand 




Start 


19274 


End 


19573 


Name 


OJ000209 07.0323.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


19203 


End 


19451 


GI 


none 


Score 


157 


Exons 


19203. .19229, 19271 .. 19435, 


19274. .19432, 19275 .. 19451, 




19281. .19436 






Seq. No. 


40579 


Seq. ID 


OJ000209_07.0323.C16 


Gene No. 


84009 


Strand 




Start 


19274 


End 


19573 


Name 


OJ000209 07.0323.C16.ol.ts 


Method 


TBLASTX : Soybean 


Start 


19255 


End 


19451 


GI 


none 


Score 


100 


Exons 


19255. .19431, 19256 .. 19432, 


19256. .19435, 19284.. 19451 


Seq. No. 


40579 


Seq. ID 


OJ000209_07.0323.C16 


Gene No. 


84009 


Strand 




Start 


19274 


End 


19573 


Name 


OJ000209 07.0323.C16.ol.tc 


Method 


TBLASTX: Cress 


Start 


19269 


End 


19436 


GI 


none 


Score 


188 


Exons 


19269. .19436, 19269 .. 19430, 


19274. .19435 


Seq. No. 


40579 


Seq. ID 


OJ000209_07.0323.C16 


Gene No. 


84009 


Strand 




Start 


19274 


End 


19573 


Name 


OJ000209 07.0323.C16.o9.gs 


Method 


GENSCAN 


Start 


19274 


End 


19431 



40567 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



none 

19274. .19431 

40579 
84009 
19274 

OJ000209_07.0323.C16.o3.np 

19277 

3914449 

19277. .19573 



Score 



62 



Seq. ID OJ000209_07.0323.C16 
Strand 

End 19573 

Method AAT/NAP 

End 19573 

Score 264 



26S PROTEASE REGULATORY SUBUNIT 7 (26S PROTEASOME SUBUNIT 7) 
gi 1 3172331 (AF041258) 26S proteasome subunit 7 [Prunus persica] 



40580 
84010 
1 

OJ000209 07.0323.C17.ol.np 



OJ000209 07.0323.C17 



Seq. ID _ 
Strand 

End 4345 
Method AAT/NAP 
End 2664 
5016095 Score 1205 

1..20, 365. .440, 803. .928, 1195. .1265, 1483. .1656, 1894. .2023, 
2113.. 2199, 2297.. 2560, 2644.. 2664 

(AF003551) lysine-ketoglutarate reductase/saccharopine 
dehydrogenase bifunctional enzyme [Zea mays] 



40580 Seq. ID 

84010 Strand 

1 End 

OJ000209_07 . 0323 . C17 . ol . gs Method 

365 End 

none Score 



OJ000209_07.0323.C17 

4345 
GENSCAN 
4345 
.41 



365. .440, 803. .919, 1128. .1222, 1483. .1614, 1894. .2036, 
2358.. 2560, 3457.. 3517, 3584.. 3802, 3807.. 4345 



40580 Seq. ID 

84010 Strand 

1 End 

OJ000209_07.0323.C17.ol.tc Method 

366 End 

none Score 



OJ000209_07.0323.C17 
4345 

TBLASTX: Cress 

2617 

71 



366. .443, 373. .441, 803. .916, 1192. .1281, 1193. .1267, 
1475. .1654, 1484. .1627, 1485. .1655, 1889. .2023, 1892. .2026, 
1893.. 2024, 2110.. 2202, 2128.. 2193, 2288.. 2440, 2297.. 2416, 
2301. .2420, 2454. .2546, 2455. .2538, 2457. .2540, 2459. .2617 



40580 
84010 
1 

OJ000209_07.0323.C17.-ol.ts 

2116 

none 

2116.. 2202, 2117.. 2200, 2128. 
2297.. 2419, 2448.. 2531, 2459. 

40581 
84011 
176 

OJ000209 07.0323.C18.ol.gs 



OJ000209_07.0323.C17 
4345 

TBLASTX : Soybean 

2552 

66 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2202, 2288. .2434, 2295. .2417, 
.2548, 2460. .2552 



Seq. ID OJ000209_07.0323.C18 

Strand + 

End 1794 . 

Method GENSCAN 



40568 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . , 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



176 End 
none Score 
176.. 274, 1485.. 1541, 1713.. 1794 

40581 Seq. ID 

84012 Strand 
6868 End 
OJ000209_07.0323.C18.o3.gs Method 
6868 End 
none Score 
6868. .6910, 7856. .7928, 8716. .9092, 9256.-9383, 9449. .9637, 
9707. .9765, 9849. .10281, 10306 .. 10485, 10522 .. 10613, 
10749. .10873, 11227 .. 11335, 11410 .. 11587, 11810. .11962 



1794 
.56 



OJ000209_07 .0323.C18 
+ 

11962 
GENSCAN 
11962 
.61 



40581 
84012 
6868 

OJ000209_07.0323.C18.ol.np 

9153 

6721561 

9153.. 9221, 9449.-9637, 9707 



OJ000209_07.0323.C18 
+ 

11962 
AAT/NAP 
10614 
1088 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9765, 9849. .10614 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj|BAA90372.1| (AP001 : 081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



40581 Seq. ID 

84013 Strand 

13844 End 

OJ000209_07 . 0323 . C18 . o3 . np Method 

13844 End 

7228450 Score 



OJ000209_07 .0323.C18 
+ 

15600 
AAT/NAP 
15600 
183 



13844. .13874, 15031 .. 15128, 15262 .. 15381, 15483. .15600 
(AP001366) hypothetical protein [Oryza sativa] 



40581 
84014 
16650 

OJ000209_07.0323.C18.o4 .np 
16650 
7228450 
16650. .16755, 17611.. 17815 

(AP001366) hypothetical protein [Oryza sativa] 



Seq. ID OJ000209_07.0323.C18 
Strand + 

17815 
AAT/NAP 
17815 
67 



End 

Method 

End 

Score 



40581 Seq. ID 

84015 Strand 

12134 End 

OJ000209J37 . 0323 . C18 . o4 . gs Method 

12134 End 

none Score 



OJ000209_07.0323.C18 

16260 
GENSCAN 
14716 
.58 



12134. .12484, 12530 .. 13523, 13601 .. 14383, 144 63 .. 14716 



40581 
84015 
12134 

OJ000209 07.0323.C18.o2.np 



Seq. ID OJ000209_07..0323.C18 
Strand 

End 16260 

Method AAT/NAP 



40569 





b tart 


12137 






GI 


5902445 






Exons 


12137. .13424, 13464.. 


14716, 






(AB030283) GAG- POL - precursor 




Seq. No. 


40581 






Gene No. 


84015 






Start 


12134 






Name 


OJ000209 07.0323.C18. 


o2 .tw 




Start 


12146 






GI 


none 






Exons 


12146. .12280, 12165. 


12272, 






12651. .12740 






Seq. No. 


40581 






Gene No. 


84015 






O Lai. L. 


12134 






Name 


OJ000209_07 . 0323 . C18 


.o3 . tw 




Start 


±Z O / 0 






GI 


none 






Exons 


12878. .13261, 12879. 


.13253 




Seq. No. 


40581 




■■Vj 


Gene No. 


84015 






ouart 


12134 




IL ! 3 


Name 


OJ000209_07 . 0323 .C18 


. ol. tm 


1 y 


Start 


lz yob 






GI 


none 




EH 

r, = 


Exons 


12956. .13261, 12957. 


.13244 




Seq. No. 


40581 






Gene No. 


84015 






ouar u 


12134 




- 


Name 


OJ000209 07.0323.C18 


.o4 . tw 




Start 


13762 






GI 


none 






Exons 


13762. .13917, 13814. 


.13906, 


w 


Seq. No. 


40581 






Gene No. 


84015 




L J 


Start 


12134 






IN dilic 


OJ000209 07.0323.C18 


. o2 . tm 






14165 






GI 


none 






Exons 


14165. .14194, 14167. 


.14193, 






14336. .14587, 14358. 


.14567 




Seq. No. 


40581 






Gene No. 


84015 






C4- a •*-+- 
b Lai U 


12134 






Name 


OJ000209 07.0323.C18 


.ol.ts 




Start 


14267 






GI 


none 






Exons 


14267. .14683, 14499. 


.14624 




Seq. No. 


40581 






Gene No. 


84015 





End 
Score 



16260 
2333 



Seq. ID OJ000209_07.0323.C18 
Strand 

End 16260 

Method TBLASTX : Wheat 

End 12742 

Score 65 



Seq. ID OJ000209_07.0323.C18 
Strand 

End 16260 

Method TBLASTX : Wheat 

End 13261 

Score 194 



Seq. ID OJ000209_07.0323.C18 
Strand 

End 16260 

Method TBLASTX : Mai ze 

End 13261 

Score 166 



Seq. ID OJ000209_07.0323.C18 
Strand 

End 16260 

Method TBLASTX: Wheat 

End 14170 

Score. 63 



Seq. ID OJ000209_07.0323.C18 
Strand 

End 16260 

Method TBLASTX : Mai ze 

End 14587 - 

Score 40 



Seq. ID OJ000209_07.0323.C18 
Strand 

End 16260 

Method TBLASTX : Soybean 

End 14683 

Score 75 



Seq. ID OJ000209_07.0323.C18 
Strand 



<40570 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12134 End 

OJ000209_07 . 0323 . C18 . ol . tw Method 

14313 End 

none Score 



16260 

TBLASTX: Wheat 

14710 

241 



14313. .14627, 14315 .. 14710, 14477. .14638 



40582 
84016 
1 

OJ000209 07.0323. C21.ol.np 



7485467 
1..426, 641 



Seq. ID OJ000209_07.0323.C21 

- Strand + 

End 6253 

Method AAT/NAP 

End 1877 

Score 509 



.790, 898. .974, 1099. .1224, 1295. .1877 
hypothetical protein F13P17.19 - Arabidopsis thaliana 
gi| 3337366 |gb| AAC27411.il (AC004481) nodulin-like protein 
[Arabidopsis thaliana] 

Seq. ID OJ000209_07 .0323.C21 



40582 

84016 Strand 

1 End 
OJ000209_07 . 0323 . C21 . ol . gs Method 

68 9 End 

none Score 

689.. 790, 829.. 974, 1102.. 1224, 1298,. 
3315.. 3482 



+ 

6253 
GENS CAN 
3482 
.61 

,1855, 2998. .3103, 



40582 Seq. ID 

84016 Strand 

1 End 

OJ000209_07 . 0323 . C21 . o2 . np Method 

3157 End 

7340868 Score 



OJ000209_07.0323.C21 
+ 

6253 
AAT/NAP 
6253 
221 



3157.. 3278, 4835.. 5024, 6207.. 6253 

(AP001551) hypothetical protein [Oryza sativa] 



40582 
84017 
4129 

OJ000209_07.0323.C21.ol.tm 
324 
none 



Seq. ID OJ000209_07.0323.C21 
Strand 

End 6879 

Method TBLASTX : Mai ze 

End 1515 

Score 168 



324. .428, 325. .438, 686. .793, 694. .789, 886. .975, 886. . 981, 
1091. .1153, 1093. .1152, 1100. .1156, 1148. .1237, 1149. .1220, 
1151. .1216, 1293. .1412, 1310. .1411, 1312. .1419, 1414. .1515, 
1417. .1515 



Seq. No. 


40582 






Seq. ID 


OJ000209_07.0323 


.C21 


Gene No. 


84017 






Strand 






Start 


4129 






End 


6879 




Name 


OJ000209 07. 


0323.C21.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1610 






End 


1811 




GI 


none 






Score 


185 




Exons 


1610. .1759, 


1611. .1811, 


1614. 


.1793 






Seq. No. 


40582 






Seq. ID 


OJ000209_07.0323 


.C21 


Gene No. 


84017 






Strand 






Start 


4129 






End 


6879 





40571 



Name 


OJuuu^uy u / . Uo<£ j . 0^1 . oz . gs 


Method 


GENSCAN 


Start 




End 


6879 


GI 


none 


Score 


.46 


Exons 




.6375, 6874. .6879 


Seq. No. 


40583 


Seq. ID 


OJ000209J 


Gene No. 


84018 


Strand 


- 


otart 




End 


2761 


Name 


ujuuu^uy u / . u j^j . . ox • gp 


Method 


AAT/GAP 


Start 


Q ^ 1 
o4 1 


End 


766 


GI 


4 / iODOO 


Score 


272 


Exons 


J4 -L . . *±3Z , DZfl. .DUD/ D^J. • / DO 






beq. wo. 


40583 


Seq. ID 


OJ000209J 




84018 


Strand 




Start 


341 


End 


2761 


Name 


OJ000209 07.0323.C22.ol.np 


Method 


AAT/NAP 


Start 


549 


End 


2670 


GI 


7491916 


Score 


219 


Exons 


549. .603, 693. .837, 2046. .2087, 2210.. 


,2247, 2444 


GI Descrip. 


hypothetical protein SPCC4G3. 


15c - fission yeast 



07.0323.C22 



.2670 



(Schizosaccharomyces pombe) gi | 2213558 | emb | CAB09770 . 1 | 
hypothetical protein [Schizosaccharomyces pombe] 



(Z97052) 



beq. wo. 


4UOo J 


o t-j • iu 


OJ000209 07 0323 C22 


Gene No . 


84018 


Strand 




Start 


341 


End 


2761 


Name 


OJ000209 07.0323.C22.ol.gs 


Method 


GENSCAN 


Start 


693 


End 


2606 


GI 


none 


Score 


.69 


Exons 


693. .837, 1476. .1598, 2046.. 


2087, 2210 


..2262, 2455. .2606 


Seq. No. 


40583 


Seq. ID 


OJ000209_07 . 0323 . C22 


Gene No. 


84018 


Strand 




Start 


341 


End 


2761 


Name 


OJ000209 07.0323.C22.o2.tm 


Method 


TBLASTX: Maize 


Start 


697 


End 


837 


GI 


none 


Score 


160 


Exons 


697.. 837, 699. .836 






Seq. No. 


40583 


Seq. ID 


OJ000209_07.0323.C22 


Gene No. 


84018 


Strand 




Start 


341 


End 


2761 


Name 


OJ000209 07.0323.C22.ol.ts 


Method 


TBLASTX: Soybean . 


Start 


786 


End 


2751 


GI 


none 


Score 


225 


Exons 


786. .836, 2045. .2104, 2212.. 


2253, 2456 


..2731, 2458. .2751 


Seq. No. 


40583 


Seq. ID 


OJ000209_07.0323.C22 


Gene No. 


84018 


Strand 




Start 


341 


End 


2761 


Name 


OJ000209 07.0323.C22.o2.np 


Method 


AAT/NAP 


Start 


2012 


End 


2761 


GI 


6807843 


Score 


129 


Exons 


2012. .2087, 2210. .2272, 2455 


. .2761 




GI Descrip. 


(AL137 674) hypothetical protein [Homo 


sapiens] 



40572 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



OJ000209 07.0323. C22 



40583 Seq. ID 

84018 Strand 

341 End 
OJ000209_07 . 0323 . C22 . ol . tm Method 

2455 End 

none Score 

2455. .2712, 2456. .2695, 2602. .2703, 2685. .2759, 2708. .2761, 
2715. .2759 



2761 

TBLASTX: Maize 

2761 

312 



OJ000209_07.0323.C25 
+ 

2158 
AAT/NAP 
2158 
48 



40584 * Seq. ID 

84019 Strand 
1 End 
OJ000209_07 . 0323 . C25 . o3 . np Method 
1 End 
7488318 Score 
1..98, 1967. .2158 

RNA-directed DNA polymerase homolog F21E10.5 - Arabidopsis 
thaliana gi I 3047086 | gb | AAC13599 . 1 1 (AF058914) similar to reverse 
transcriptase (Pfam: transcript_f act . hmm, score: 72.31) 
[Arabidopsis thaliana] 

40584 Seq. ID OJ000209_07 . 0323 . C25 

84020 Strand 

1 End 269 

OJ000209_07.0323.C25.ol.gp Method AAT/GAP 
1 End 269 

41292_1.R1084 Score . 391 

1..269 

, 5016095/gb|AAC18622.2| 6.0e-26 (AF003551) lysine-ketoglutarate 
reductase/saccharopine dehydrogenase bifunctional enzyme [Zea 
mays] 1 



40584 Seq. ID 

84021 Strand 
1000' End 
OJ000209_07.0323.C25.o2.np Method 
.1000 End 
7267526 Score 
1000. .1065, 1114. .1545, 1609. .1952 

(AL161513) putative protein [Arabidopsis thaliana] 

gi 1 7321072 | emb | CAB82119.il (AL161813) putative protein 

[Arabidopsis thaliana] 



OJ000209_07 .0323.C25 

1952 
AAT/NAP 
1952 . 
192 



40584 Seq. ID 

84022 Strand 

2078 End 

OJ000209_07 .0323.C25.o4.np Method 

2078 End 

5903055 Score 
2078. .2097, 3490. .3680 

(AC008016) May be a pseudogene of F6D8.29 
thaliana] 



OJ000209 07.0323.C25 



3689 
AAT/NAP 
3680 
70 



[Arabidopsis 



40584 Seq. ID 

84022 Strand 

2078 End 

OJ000209 07 .0323.C25.o2.gs Method 



. OJ000209_07.0323.C25 

3689 
GENSCAN 



40573 






Start 


1 o o o 








End 


O C O A 

3bo9 






GI 


none 








Score 


A *7 
. 9 / 






Exons 


^ job . . Jbb9 
















Seq. No. 


40584 








Seq. ID 


OJ000209_07.0323 


.C25 




Gene No. 


84023 








Strand 








Start 


A A a o 

4 4U2 








bna 


A Q AO 

4 oUZ 






Name 


ojuuuzuy u / 




L^j . Ol . 


tw 


Metnoa 


i dLAoIa : wneat: 






Start 


1 A A^ 
1UU / 








bna 


13b4 






GI 


none 








Score 


QQ 

yb 






Exons 


1UU / . . 11 / 1 , 


1 A 1 Q 
lUlb . 


1 OAQ 

. izuy , 


1 1 QO 

lioz . 


. iob4 








Seq. No. 


40584 








Seq. ID 


OJ000209_07.0323 


.C25 




Gene No. 


84023 








Strand 








Start 


A A A O 
4 4UZ 








End 


4802 






Name 


ujuuuzuy u / 


A *3 O T 

. U oZ J . 


POP /-. 1 

LZD . Ol . 


tm 


Method 


TBLASTX: Maize 






Start 


iuy / 








End 


1566 






GI 


none 








Score 


52 






Exons 


lUy / . . llO*)/ 


1 A QQ 

luyo . 


. 11 ob/ 


iiy / . 


.1559, 1197.. 1565, 1306.. 1566 




Seq. No. 


40584 








Seq. ID 


OJ000209_07.0323 


.C25 




Gene No. 


84023 








Strand 


- 






Start 


/ / a o 
4 4 UZ 








End 


4802 






Name 


r\ t a a a o a o, - m 
UJUUUzUy U / 


. Uoz J . 


Lzj . OZ . 


tw 


Method 


TBLASTX: Wheat 




\J 


Start 


14 64 








End 


1932 




Lil 


GI 


none 








Score 


/ / 




? : = 


Exons 


14 64 . . 1562 , 


1 c c o 

1653 . 


1 AAT 

. 1907/ 


1 c c c 


.1932 








Seq. No. 


40584 








Seq. ID 


OJ000209_07.0323 


.C25 




Gene No. 


84023 








Strand 


- 






start 


4 4UZ 








End 


4802 




= y 


Name 


/■\taaaoao at 


A *3 O "3 
. 032 J . 


C2o . 02 . 


tm 


Method 


TBLASTX: Maize 






Start 


IdUo 








End 


1844 




E 

T ^ 


GI 


none 








Score 


58 




T5 ST 


Exons 


lbUo . . Ib4 4 , 


1 C3 A 

lb . 


1 Q A *3 
. lb(J3 










" "J 


Seq. No. 


40584 








Seq. ID 


OJ000209_07.0323 


.C25 




Gene No. 


84023 








Strand 








otart 


A a a o 
4 4 UZ 








End 


4802 






Name 


QJUUUzUy u / 


A O O O 


C2o . 03 . 


tm 


Method 


TBLASTX: Maize 






Start 


1 A >1 A 

iy4 y 








End 


2128 








none 








Score 


179 






Exons 


iy 4 y . .zizo 
















Seq. No. 


40584 








Seq. ID 


OJ000209_07.0323 


.C25 




Gene No. 


84023 








Strand 








otart 


yi / A o 
4 4UZ 








End 


4802 






Name 


T A A A O A A AT 

ojuuu2U9_o / 


A *3 O O 


C2o . O 3 . 


gs 


Method 


GENSCAN 






Start 


A A A A 

4 402 








End 


4802 






GI 


none 








Score 


.94 






Exons 


j j AO ji r Art 

4402 . .4509, 


A 1 A T 

4701 . 


VI O A O 

. 4802 












Seq. No. 


40585 








Seq. ID 


OJ000209_07.0323 


.C26 




Gene No. 


84024 








Strand 


+ 






Start 


986 








End 


6710 






Name 


OJ000209 07 


.0323. 


C26.ol. 


gs 


Method 


GENSCAN 






Start 


986 








End 


6710 





40574 



GI 

Exons 



none Score .53 

986. .1226, 2962. .3047, 3644. .4247, 4447. .4574, 4640. .4828, 
4898. .4956, 5133... 5349, 5419. .5804, 5940. .6064, 6196. .6710 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40585 Seq. ID 

84024 Strand 

986 End 

OJ000209_07 . 0323 . C26 . ol . np Method 

4344 End 

6721561 Score 



OJ000209_07.0323.C26 
+ 

6710 
AAT/NAP 
5805 
1135 



4344. .4412, 4640. .4828, 4898.-4956, 5040. .5805 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



i j 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40585 Seq. ID 

84025 Strand 

7040 End 

OJ000209_07 . 0323 . C26 . o2 . gs Method 

7040 End 

none Score 



OJ000209_07.0323.C26 

13194 
GENSCAN 
12370 
.65 



7040. .8461, 8578.. 9339, 9427.. 9691, 9749. .10133, 10357 .. 10812 , 
11007. .11291, 11302. .11809, 11951.. 12370 



Seq. No. 40585 Seq. ID 

Gene No. 84025 Strand 

Start 7040 End 

Name OJ000209_07 . 0323 . C26 . 06 . tw Method 

Start 7133 End 

GI none Score 

Exons 7133.. 7387, 7182.. 7379 



OJ000209_07.0323.C26 
13194 

TBLASTX: Wheat 

7387 

109 



Seq. No. 40585 Seq. ID 

Gene No. 84025 Strand 

Start 7040 End 

Name OJ000209_07 . 0323 . C2 6 . o3 . tm Method 

Start 7133 End 

GI . none Score 

Exons 7133.. 7387, 7134.. 7349 



OJ000209_07.0323.C26 
13194 

TBLASTX: Maize 

7387 

128 



Seq. No. 40585 Seq. ID OJ000209_07 . 0323 . C26 

Gene No. 84025 Strand 

Start 7040 End 13194 

Name OJ000209_07 . 0323 . C26 . o2 ,np Method AAT/NAP 

Start 7136 End 11074 

GI 7228457 Score 2179 

Exons 7136.. 9498, 9556.. 11074 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 40585 Seq. ID 

Gene No. 84025 Strand 

Start 7040 End 

Name OJ000209 07 . 0323 . C26 . o2 . ts Method 



OJ000209_07.0323.C26 
13194 

TBLASTX: Soybean 



40575 






Starr 


f f J? 










bl 


none 












7739 7990* 


8015. 


.8122 






Seq. No. 


40585 










Gene No. 


84025 












7040 










Name 


OJ000209 07 


0323. 


C26.o4 . 


tw 




btart 


7ft ~~ 
/ o oo 










bl 


none 












7838. .7903, 


7838 . 


.7993, 


7890. 




. Seq. No. 


40585 










Gene No. 


84025 










OLal L, 


7040 










Name 


O.T000209 07 


0323. 


C26.ol . 


ts 




btart 


ft _ 










bl 


none 












8336. .8548, 


8572. 


.8760, 


8576. 




beq. no. 


4 n Rft ^ 

1U jo J 










Gene No. 


84025 










Start 


7040 








f-i 


Name 


OJ000209 07, 


0323. 


C26. o2. 


tw 




Of -i »-+- 


ft ~~ 








r rH 


GI 


none 








n i 


Exons 




8393 


8572 


8561 . 
















Seq. No. 


40585 










Gene No. 


84025 










Of a r f 

o Lai u 


7040 








S 


Name 


n.Tnnn?n9 07 


0323 


C26.o2 


. tm 


o 


start 


ft A ft Q 

O *± O 3 










bl . 


none 








=: i£: 


Exons 


8489 8584. 


8572 


. .8871, 


8588. 


*3 


Seq. No. 


40585 








r ^ 


Gene No. 


84025 










o Lai u 


7040 










Name 


OJ000209 07 


. 0323 


.C26.ol 


. tm 




o tar u 


ftftQQ ~~ 

0 O .? J 










bl 














8899 .9255, 


8900 


. .9193, 


8965. 




Seq. No. 


40585 










Gene No. 


84025 










OLdl L 


7040 










Name 


o.7nnn?09 07 


.0323.C26.ol 


. tw 




o tar t 












bl 












Exons 


8929. .9384, 


8930 


. .9385 






Seq. No. 


40585 










Gene No. 


84025 










Start 


7040 










Name 


OJ000209 07 


.0323 


.C26.o3 


.ts 



End 
Score 



8122 
83 



Seq. ID OJ000209_07.0323.C26 
Strand 

End 13194 

Method TBLASTX : Wheat 

End 8245 

Score 35 

,7982, 8019. .8180, 8021. .8245 



Seq. ID OJ000209_07.0323.C26 
Strand 

13194 

TBLASTX: Soybean 
8760 
107 



End 

Method 
End 
Score 
.8734 



Seq. ID OJ000209_07.0323.C26 
Strand 

End 13194 

Method. TBLASTX: Wheat 

End " 8814 

Score 99 

.8800, 8563. .8715, 8572. .8814, 



Seq. ID OJ000209_07.0323.C26 
Strand 

13194 

TBLASTX: Maize 
8871 
181 



End 

Method 
End 
Score 
.8836 



Seq. ID OJ000209_07.0323.C26 
Strand 

13194 

TBLASTX: Maize 
9255 
226 



End 

Method 
End 
Score 
.9213 



Seq. ID OJ000209_07.0323.C26 
Strand 

End 13194 

Method TBLASTX : Wheat 

End 9385 

Score 360 



Seq. ID OJ000209_07.0323.C26 
Strand 

End 13194 

Method TBLASTX : Soybean 



40576 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8980 
none 

8980. .9114, 9121. .9345 



40585 
84025 
7040 

OJ000209_07, 

9577 

none 

9577. .9813, 
9851. .10024 



0323.C26.o3.tw 



9587.. 9643, 9592. 



End 934 5 

Score 106 



Seq. ID OJ000209_07.0323.C26 
Strand 

End 13194 

Method TBLASTX: Wheat 

End 10032 

Score 36 

.9801, 9695.. 9811, 9850.. 10032, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40585 
84025 
7040 

OJ000209_07 .0323.C26.o5.tw 

10664 

none 

10664. .10939, 10665 .. 10892, 
11012. .11062 

40585 
84025 
7040 

OJ000209_07.0323.C26.o4.tm 

10778 

none 

10778. -.11017 

40585 
84025 
7040 

OJ000209_07.0323.C26.o3.np 

10864 

7523517 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_07 . 0323 .C26 
13194 

TBLASTX: Wheat 

11062 

82 



10898. .11011, 10950. .11000, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_07.0323.C26 
13194 

TBLASTX: Maize 

11017 

190 



OJ000209 07.0323.C26 



13194 
AAT/NAP 
13194 
220 



10864. .10928, 12540 .. 12578, 12729. . 12939, 13094.. 13194 



GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40586 Seq. ID 

84026 Strand 

294 End 

OJ000209_07 . 0323.C28 .ol .np Method 

294 End 

7486477 " Score 
294. .351, 1463. .2343 

hypothetical protein F6E13.15 - Arabidopsis thaliana 

gi | 3212859 | gb | AAC234 10 . 1| (AC004005) hypothetical protein 

[Arabidopsis thaliana] 



OJ000209_07.0323.C28 
+ 

2343 
AAT/NAP 
2343 
944 



40586 
84026 
294 

OJ000209_07 . 0323 . C28 . ol . ts 

1598 

none 



Seq. ID OJ000209_07.0323.C28 

Strand + 

End 2343 

Method TBLASTX : Soybean 

End 2266 

Score 377 



1598.. 1975, 1696.. 1773, 1796.. 1981, 1819.. 1857, 1909.. 1965, 



40577 




2015. .2266 



Seq. No. 


40586 


Seq. ID 


OJ000209_07.0323.C28 


Gene No . 


84026 


Strand 


+ 


Start 


294 


End 


2343 


Name 


OJ000209 07.0323.C28.ol.tc 


Method 


TBLASTX: Cress 


Start 


1637 


End 


2269 


GI 


none 


Score 


332 


Exons 


1637. .1981, 1661. .1933, 1909. 


.1980, 1973.. 2260, 2015.. 2269 


Seq. No. 


40586 


Seq. ID 


OJ000209_07.0323.C28 


Gene No. 


84026 


Strand 


+ 


Start 


294 


End 


2343 


Name 


OJ000209 07.0323.C28.ol.tm 


Method 


TBLASTX: Maize 


Start 


1637 


End 


2260 


GI 


none 


Score 


474 


Exons 


1637.. 1936, 1696.. 1935, 1880. 


.1936, 2015.. 2260 


Seq. No. 


40587 


Seq. ID 


OJ000209_07 . 0323 . C29 


Gene No. 


84027 


Strand 


+ 


Start 


2040 


End 


4804 


Name 


OJ000209 07.0323. C29.ol.np 


Method 


AAT/NAP 


Start 


2040 


End 


4804 


GI 


7529744 


Score 


999 


Exons 


2040.. 2181, 2873.. 3461, 3510. 


.3681, 4125. .4804 


GI Descrip. 


(AL163527) pectinesterase precursor-like protein [Arabiciopsis 




thaliana] 






Seq. No. 


40587 


Seq. ID 


OJ000209_07.0323.C29 


Gene No. 


84027 


Strand 


+ 


Start 


2040 


End 


4804 


Name 


OJ000209 07.0323.C29.o2.gs 


Method 


GENSCAN 


Start 


2616 


End 


4804 


GI 


none 


Score 


.62 


Exons 


2616.. 3747, 4125.. 4804 






Seq. No. 


40587 


Seq. ID 


OJ00<J209_07 . 0323 . C2 9 


Gene No. 


84028 


Strand 


+ 


Start 


7803 


End 


7865 


Name 


OJ000209 07.0323.C29.o2.gp 


Method 


AAT/GAP 


Start- 


7803 


End 


7865 


GI 


2310474 


Score 


77 


Exons 


7803. .7865 






GI Descrip. 


5922603/dbj I AP000492 . 1 | AP000492 9.0e- 


15 Oryza sativa genomic 




DNA, chromosome 1, clone : P0705D01 




Seq. No. 


40587 


Seq. ID 


OJ000209_07.0323.C29 


Gene No. 


84029 


Strand 




Start 


5239 


End 


5834 


Name 


OJ000209 07.0323.C29.ol.gp 


Method 


AAT/GAP 


Start 


5013 


End 


5834 



GI 19313_1.R1084 Score 1108 

Exons 5013., 5344, 5455.. 5579, 5670;. 5834 

GI Descrip. 1 5922603/dbj | AP000492 . 1 1 AP000492 9.0e-15 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 1 



Seq. No. 



40587 



Seq. ID OJ000209_07.0323.C29 



40578 



Gene No. 


84029 








Strand 




Q4- -a >-+- 










End 


5834 


Name 


otooo90q 07 


0?9? 


P99 n? 




Method 


GENSCAN 


otart 


R9?9 ~~ 








End 


5753 




none 








Score 


. 94 


Exons 


R9?9 S?44 


5455 
j i j .j 


5579, 


5670. 


.5753 




Seq. No. 










Seq. ID 


OJ000209_07.0323.C29 


bene wo . 


ft40?o 








Strand 




Start 


6761 








End 


9284 


Name 


OJ000209_07 


.0323 


,C29.ol 


.tm 


Method 


TBLASTX: Maize 




??77 








End 


4798 












Score 


46 


Exons 


??77 ?4?9 


3378 


3440, 


3518. 


.3631, 3531. .3686, 4124. .4474, 




41 96 447? 

4X^O. .4*1 / -J/ 


41 ?9 


4474 

• • 4 4 / *4 , 


4483 . 


.4605, 4484. .4699, 4629. .4661, 




47 1 S 47 98 

4 / X <J « • 1 ' JO 














40SP7 
4 \J «J o / 








Seq. ID 


OJ000209_07 . 0323 .C29 


Gene No. 


" 84030 








Strand 




Start 


6761 








End 


9284 


Name 


0.7000909 07 


. 0323 


.C29.ol 


. tc 


Method 


TBLASTX: Cress 


o tar u 


??90 _ 








End 


4777 




none 








Score 


41 


Exons 


ooqn ?4 4 0 


?55fi 


3686, 


4123 . 


.4386, 4124.. 4387, 4403.. 4492, 




440R 44Q1 

HHVJD . • 4 4 _7X , 


4 4 84 

4 4 O 4 


4777 








beq. mo. 


4 0 RR7 








Seq. ID 


OJ000209_07.0323.C29 


Gene No. 


84030 








Strand 




Start 


6761 








End 


9284 


Name 


OT00090Q 07 


0?9? 


C? 9 ol 




Method 


TBLASTX: Soybean 


Q4- — 4- 


?R94 ~~ 








End 


4795 


PT 

lax 


none 








Score 


130 


Exons 


?£99 


jjji 




412? 


.4458, 4124. .4492, 4142. .4468, 




4S0fi 47QS 


4 564 


4 611 

. . 4 \J X J. , 


4678 . 


.4767 




Seq. No. 


40587 








Seq. ID 


OJ000209_07.0323.C29 


Gene No. 


84030 








Strand 




Q+- -J y>+- 


67 fil 








End 


9284 


Name 


H.T00090Q 07 


0?9? 


P99 r>1 




Method 


TBLASTX: Wheat 


ouarT. 


4 1 6R _ 
4±OJ 








End 


4552 


PT 

bl 


none 








Score 


296 


Exons 


41 6S 447? 

4XvJ« .1*1 / «-?/ 


4 166 


4 474 


4502 . 


.4552 




Seq. No. 


40587 








Seq. ID 


OJ000209_07.0323.C29 


Gene No. 


84030 








Strand 




OCai L 


fi7fi1 








End 


9284 


Name 


O.T00090 9 07 


• W O t- «J 


. C29 . o2 


. tw 


Method 


TBLASTX: Wheat 


Q4- ~« 


4R74 ~~ 

4 -J / 4 








End 


4801 




' none 








Score 


182 


Exons 


4^74 4R01 

4 J f 4 . • 40U1 












Seq. No. 


40587 








Seq. ID 


OJ000209_07.0323.C29 


Gene No. 


84030 








Strand 




Start 


6761 








. End 


9284 


Name 


OJ000209 07 


.0323 


.C29.o3 


. tm 


Method 


' TBLASTX: Maize 


Start 


5284 








End 


5586 


GI 


none 








Score 


75 



40579 




Exons 


5284. .5346, 


5284. 


.5343, 


5454. 


.5585, 5454.. 5585, 


5455. .5586 


Seq. No. 


40587 








Seq. ID 


OJ000209 


_07.0323.C29 


Gene No. 


84030 








Strand 






Start 


6761 








End 






Name 


OJ000209 07 


.0323. 


C29.o3 


.tw 


Method 


TBLASTX : 


Wheat 


Start 


5482 








End 


COOT 

5821 




GI 


none 








Score 


1 31 




Exons 


5482. .5580, 


5484. 


.5582, 


.5667. 


.5765, 57J 


3 n cone 
3U . . 5oUd, 


5783. .5821 


Seq. No. 


40587 








Seq. ID 


OJ000209 


_07.0323.C29 


Gene No. 


84030 








Strand 






Start 


6761 








End 


9284 




Name 


OJ000209 07 


.0323. 


C29.o4 


.gs 


Method 


GENS CAN 




Start 


6761 








End 


8587 




GI 


none 








Score 


.66 




Exons 


6761. .7272, 


7352. 


.7401, 


8097. 


.8163, 8258.. 8392, 


8476. .8587 


Seq. No. 


40587 








Seq. ID 


OJ000209 


_07.0323.C29 


Gene No. 


84030 








Strand 






Start 


6761 








End 


9284 




Name 


OJ000209 07 


.0323. 


C29.o4 


.tm 


Method 


TBLASTX: 


Maize 


Start 


6761 








End 


6925 




GI 


none 








Score 


225 




Exons 


6761. .6925, 


6762. 


.6923, 


6763. 


.6924, 6764.. 6925 




Seq. No. 


40587 








Seq. ID 


OJ000209 


_07.0323.C29 


Gene No. 


84030 








Strand 






Start 


6761 








End 


9284 




Name 


OJ000209 07 


.0323. 


C29.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7153 








End 


9284 




GI 


none 








Score 


95 




Exons 


7153. .7281, 


7161. 


.7265, 


7338. 


.7466, 7340. .7471, 


7375. .7467, 




7382. .7471, 


7556. 


.7717, 


7557. 


.7718, 7564. .7719, 


7571. .7720, 




7882. .8031, 


7883. 


.8008, 


8089. 


.8163, 8093. .8164, 


8094. .8165, 




8256. .8363, 


8257. 


.8367, 


8257. 


.8364, 8462. .8605, 


8468. .8590, 




9189. .9284, 


9193. 


.9282, 


9194. 


.9283 






Seq. No. 


40587 








Seq. ID 


OJ000209 


_07.0323.C29 


Gene No. 


84030 








Strand 






Start 


6761 








End 


9284 




Name 


OJ000209 07 


.0323. 


C29.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


8094 








End 


8641 




GI 


none 








Score 


85 




Exons 


8094. .8168, 


8094. 


.8165, 


8256. 


.8309, 8304.. 8366, 


8304. .8366, 




8478..8588, 


8480. 


.8641 










Seq. No. 


40588 








Seq. ID 


OJ000209 


_07.0323.C31 


Gene No. 


84031 








Strand 






Start 


1 








End 


1221 




Name 


OJ000209 07 


.0323. 


C31.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1206 




GI 


7487361 








Score 


368 




Exons 


1..96, 227. 


.455, 


748.. 913, 1002.. 1206 







GI Descrip. hypothetical protein T22J18.20 - Arabidopsis thaliana 

gi|3287695|gb|AAC25523.1| (AC003979) Similar to hypothetical 
protein C34B7.2 gb 11729503 from C. elegans cosmid gb|Z83220. 



40580 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
r~ Name 
Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



[Arabidopsis thaliana] 

40588 
84031 
1 

OJ000209_07 . 0323 . C31 . ol 
195 
none 

195. .410, 231. .323, 232 

40588 
84031 
1 

OJ00020 9_07 . 0323 . C31 . ol 
315 
none 

315. .455, 317. .457, 366. 
1000.. 1221, 1001.. 1054 

40588 
84031 
1 

OJ000209_07.0323.C31.ol. 

378 

none 

378. .458, 380. .457, 381. 
1002. .1190 

40588 
84031 
1 

OJ000209_07 . 0323 . C31 . o2 . 

743 

none 

743. .817, 745. .915, 747, 

40588 
84031 
1 

OJ000209_07 . 0323 . C31 . ol « 

748 

none 

748. .913, 1002. .1206 

40589 
84032 
38 

OJ000209_07 . 0323 . C32 . ol , 
38 

none 

38. .192, 221. .395, 1657, 

40589 
84033 
1 

OJ000209_07.0323.C32.ol. 
1 



Seq. ID OJ000209_07.0323.C31 
Strand 

End 1221 

. ts Method TBLASTX : Soybean 

End 414 

Score 141 
,.414, 233. .409 

Seq. ID OJ000209_07.0323.C31 
Strand 

End 1221 

,tc Method TBLASTX : Cress 

End 1221 

Score 65 
..458, 744. .839, 847. .915, 849. .914, 



Seq. ID OJ000209_07.0323.C31 
Strand 

End 1221 

tm Method TBLASTX: Maize 

End 1191 

Score 100 
.458, 744. .914, 748. .915, 1000. .1191, 



Seq. ID OJ000209_07.0323.C31 
Strand 

End 1221 

,ts Method TBLASTX: Soybean 

End 1134 

Score 59 
..914, 1000. .1134, 1001. .1117 

Seq. ID OJ000209_07.0323.C31 
Strand 

End 1221 

, gs Method GENSCAN 

End 1206 

Score .95 



Seq. ID OJ000209_07.0323.C32 

Strand + 

End 1851 

gs Method GENSCAN 

End 1851 

Score .75 

.1851 



gp 



Seq. ID OJ000209_07.0323.C32 
Strand 

End 269 

Method AAT/GAP 

End 269 



40581 



'-4 





JDO 7UJ 


Score 


516 




Exons 


1 269 








Seq. No. 


40590 


Seq. ID 


OJ000209_07 


.0323.C33 


Gene No. 


84034 


Strand 


+ 






585 


End 


4625 




Name 


OJ000209 07 0323 C33 ol.as 


Method 


GENSCAN 








End 


4625 




\j±. 


nunc 


Score 


. 69 






585 663, 4269. .4351, 4455 


. .4625 






Seq. No. 


40590 


Seq. ID 


OJ000209_07 


.0323. C33 


Gene No. 


84035 


Strand 


+ 




Of arf 


10570 


End 


11056 




IN CUUC 


OJ000209 07 .0323.C33.o3.as 


Method 


GENSCAN 




Of a r f 

o Lai u 


10570 ~~ 


End 


11056 




PT 

ui 




Score 


. 5 




V yati q 


10570 10808, 10897.. 11056 








Qorr Mo 

UCVj . L>HJ • 


40590 


Seq. ID 


OJ000209_07 


.0323.C33 


Gene No. 


84036 


Strand 


+ 




Start 


12389 


End 


12516 




Name 


OJ000209 07.0323.C33.o2.gp 


Method 


AAT/GAP 




Start 


12389 


End 


12516 




GI 


uC-osflcypl51fllbl 


Score 


240 




Exons 


12389. .12516 








GI Descrip. 


'1350548 5.0e-14 (L47609) 


heat shock- 


like protein 


[Picea 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



glauca] ' 

40590 Seq. ID 

84037 Strand 
5894 End 
OJ000209_07 . 0323 . C33 . o2 . gs Method 
5894 End 
none Score 

5894.. 6105, 6488.. 6596, 7379.. 7501, 

8627.. 8710, 8886.. 9028 



OJ000209_07.0323.C33 

9028 
GENSCAN 
9028 
.82 

7862. .8122, 8211. .8496, 



40590 Seq. ID 

84037 Strand 
5894 End 
OJ000209_07 . 0323 . C33 . ol . np Method 
7850 End 
4587546 Score 
7850.. 8122, 8211.. 8342, 8373.. 8444 

(AC006577) Belongs to the PF| 00011 Hsp20/alpha crystallin 
family. EST gb|W4312 comes from this gene. [Arabidopsis 
thaliana] 



OJ000209_07.0323.C33 

9028 
AAT/NAP 
8444 
255 



Seq. ID 

Strand 

End 

Method 
End • 
Score 



OJ000209 07.0323.C33 



40590 
84037 
5894 

OJ000209_07.0323.C33.ol.gp 
8006 

68878_1.R1084 
8006.. 8122, 8211.. 8483 

, 4587546/gb|AAD25777.1|AC006577_13 3.0e-10 (AC006577) Belongs to 



9028 
AAT/GAP 
8483 
699 



40582 



the PF_00011 Hsp20/alpha crystallin family, 
from this gene. [Arabidopsis thaliana] 1 



EST gb_W4312 comes 



Seq. No. 


40590 






Seq. ID 


OJ000209_07 


.0323. C33 


Gene No. 


84038 






Strand 






Start 


11489 






End 


12483 




Name 


OJ000209 07 


.0323.C33.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7847 






End 


8457 




GI 


none 






Score 


209 




Exons 


7847. .8125, 


7851. .8027, 


8090. 


.8125, 8193. .8306, 8208. .8294, 




8209. .8307, 


8397. .8456, 


8397. 


.8456, 8413. .8457 




Seq. No. 


40590 






Seq. ID 


OJ000209_07 


.0323. C33 


Gene No. 


84038 






Strand 






Start 


11489 






End 


12483 




Name 


OJ000209 07 


.0323.C33.o4, 


gs 


Method 


GENS CAN 




Start 


11489 






End 


12483 




GI 


none 






•Score 


.58 




Exons 


11489. .11636, 12407.. 12483 








Seq. No. 


40591 






Seq. ID 


OJ000209_07 


.0323. C34 


Gene No. 


84039 






Strand 


+ 




Start 


1432 






End 


2262 




Name 


OJ000209 07 


.0323.C34.ol 


gp 


Method 


AAT/GAP 




Start 


1386 






End 


1827 




GI 


uOosflcyplSlfllbl 




Score 


334 




Exons 


1386. .1480, 


1650. .1723, 


1798. 


.1827 






GI Descrip. 


'1350548 5. 


0e-14 (L47609) heat shock-like protein 


[Picea 




glauca] ' 












Seq. No. 


40591 






Seq. ID 


OJ000209_07 


.0323.C34 


Gene No. 


84039 






Strand 


+ 




Start 


1432 






End 


2262 




Name 


OJ000209 07 


.0323.C34.o2 


.gs 


Method 


GENSCAN 




Start 


1432 






End 


2262 




GI 


none 






Score 


.88 




Exons 


1432. .1480, 


1650. .1723, 


1798. 


.1860, 2227.. 2262 v 




Seq. No. 


40591 






Seq. ID 


OJ000209_07 


.0323.C34 


Gene No. 


84040 






Strand 


+ 




Start 


2869 






End 


4594 




Name 


OJ000209 07 


.0323.C34.o2 


.gp 


Method 


AAT/GAP 




Start 


2869 






End 


4594 




GI 


none 






Score 


485 




Exons 


2869. .2954, 


3647. .3671, 


4343. 


.4594 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209 07.0323.C34 



40591 
84041 
1 

OJ000209_07.0323.C34.ol.np 
1 

6069646 

1..969, 4491.. 45.78 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 i (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 



6021 
AAT/NAP 
4578 
430 



(AC005315) 
Similar to 



40583 




[Oryza sativa] 





Con XTrt 
IN U . 


a o ^qi 








Seq. ID 


OJ000209 07 0323 C34 






ft A 04 1 
a fi U 4 X 








T"^» nrl 






C 4- >a v-f 


1 










6091 

\j\J £. A. 




Name 


HT00090Q 07 


n^9^ 

. U J 




• gs 


Mat - V* aH 






OLatt 


7 










1085 






none 










48 




Exons 


7. .1085 
















40SQ1 








Sea ID 


OJ000209 07 . 0323 .C34 




n -n A "\T /™i 

oene jno. 


R4 04 1 








Of rand 






Of a r-f 


1 

i 










6021 




Name 


h.tooo90Q 07 


0^9? 


P^4 




Mot" h aH 


O Hi IN O V^^VLN 






4 ^07 










6021 

U v ±. 






none 








Q i^i /-\ >- 


4 4 




Exons 


4307. .4609, 


5947 


. .6021 










IN U • 










Seq. ID 


OJ000209 07 0323 C34 






ft 404 9 








Strand 






Of 2 yf 


71 ^0 








End 


ft ^^0 




Name 


otooo90Q 07 


0^9^ 




.tm 


Method 


X DLuiiJ 1 • Li CI IlC 




Of 3 v*f 


97 








End 


SOQ 






none 








Score 




■ 


Exons 


27. .194, 42 


. .122 


, 168. . 


509, 220.. 480 




f n 


beq. no. 










Seq. ID 


H.T00090Q 07 0^9^ P*^4 
uu uyu^u j w/ •uj^.j*v^j*i 


ru 


Gene No . 


Q / A/10 








Strand 






brart: 


T1 OA 

/ IjU 








End 


ft ^^0 




Name 


nT00090Q 07 


n^9 *^ 


rt4 

• LOfl . Ofi 


. tm 


Method 


1 Di-ii-iO 1 A . l v lcl J. Ziti 




Cf a rf 


pi Q _ 








End 


IUJJ 




Li J. 


none 








Score 


77 


= 


Exons 


o 1 y • . IUj^ / 


ft 90 


1 0*3R 










Seq. No. 


40591 








Seq. ID 


OJ000209_07.0323.C34 




Gene No. 


84042 








Strand 




r ™ 


Of arf 


71 








End ' 


8330 




Name 


r>T00090Q 07 


0^9^ 


P?4 nl 


.tm 


Method 


TBLASTX: Maize 




Of a -vf 


1 "3ft7 








End 


1904 






none 








Score 


190 


f 1 


Exons 


i *3ft7 i son 


1 Q 

J. J O _7 


1 Sfl9 

. • 1 JUL f 


1529. 


.1648, 1530.. 1646, 1550. .1696, 






1 SRI 1 


1 

1 J J J 


1 6QR 


1579. 


.1677, 1796. .1879, 1804. .1878, 






1 ft 7 ft 1 Q04 


1 ft ft 0 


1 QO^ 










Seq. No. 


40591 








Seq. ID 


OJ000209_07 . 0323 .C34 




ucllc LNU . 


ft 4 04 9 








Strand 








7i ^o 








End 


8330 




Name 


htooo90Q m 
uuuuu^uy u / 


0*39 ^ 


. ^ Jfi . Oj 


.tm 


Method 


TBLASTX: Maize 




Start 


2654 








End 


2956 




GI 


none 








Score 


74 




Exons 


2654. .2734, 


2655 


. .2744, 


2656. 


.2778, 2664.. 2732, 2690. ,2734, 






2804. .2908, 


2833 


. .2952, 


2849. 


.2956, 2850.. 2915, 2851.. 2955 




Seq. No. 


40591 








Seq. ID 


OJ000209_07.0323.C34 




Gene No. 


84042 








Strand 






Start 


7130 








End 


8330 




Name 


OJ000209 07 


.0323 


.C34.o4 


.gs 


Method 


GENSCAN 



40584 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7130 End 
none Score 

7130. .7235, 8113.. 8186 

40591 Seq. ID 

84042 Strand 
7130 End 
OJ000209_07 . 0323 . C34 . p2 . tm Method 
7542 End 
none Score 

7542.-7634, 7575.-7634, 7576.-7662, 

7733.. 7852, 7832.. 7900, 8015.. 8038, 

8087. .8212, 8209. .8274, 8226. .8330, 



8186 
.73 



OJ000209_07 . 0323 . C34 
8330 

TBLASTX: Maize 
8330 
69 

7732.-7836, 7732. .7851, 
8055. .8111, 8086. .8271, 
8227. .8271, 8277. .8330 



40592 Seq. ID 

84043 Strand 

105 End 

OJ000229_06 . 0323 . CI . ol . gs Method 

105 End 

none Score 
105. .213 



OJ000229_06.0323.C1 
213 

GENSCAN 

213 

.96 



40593 Seq. ID OJ000229_06 . 0323 ..C2 

84044 Strand + 

3973 End 4 689 

OJ000229_06.0323.C2.o2.np Method AAT/NAP 

3958 ^ End 4671 

4335754 ' Score 470 

3958. .4671 

(AC006284) putative purple acid phosphatase [Arabidopsis 
thaliana] 



40593 
84044 
3973 

OJ000229_06. 0323.C2.o2.gs 

3973 

none 

3973. .4689 

40593 
84045 
2317 

OJ000229_06.0323.C2 .ol.np 

1019 

4056494 

1019.. 1103, 2324.. 2743 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_06.0323.C2 
+ 

4689 
GENSCAN 
4689 
.78 



OJ000229 06. 0323. C2 



2743 
AAT/NAP 
2743 
430 



(AC005896) putative protein translocase [Arabidopsis thaliana] 



40593 
84045 
2317 

OJ000229_06 . 0323 . C2 . ol . tm 
2295 
none 



Seq. ID OJ000229_06.0323.C2 



Strand 
End 

Method 

End 

Score 



2743 

TBLASTX: Maize 

2720 . 

284 



2295. .2342, 2329. .2565, 2333. .2566, 2567. .2704, 2568. .2720 



40585 




Seq. No. 


40593 








Seq. ID 


OJ000229_06.0323 


,C2 


Gene No. 


84045 








Strand 






Start 


2317 








End 


2743 




Name 


OJ000229 06 


0323 


.C2 .ol . 


OS 


Method 


GENS CAN 




Start 


2317 — 








End 


2671 




GI 


none 








Score 


. 83 




i_j V_/ i U 


2317 2505, 


2543 


. .2671 










Seq. No. 


40593 








Seq. ID 


OJ000229_06.0323 


.C2 


Gene No. 


84045 








Strand 






Start 


2317 








End 


2743 




Name 


OJ000229 06 


0323 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 






2329 ~ 








End 


2720 






none 








Score 


173 




J-J/V WHO 


2329. 2559, 


2329 


. . 2565, 


2336. 


.2566, 2567. .2704, 2580. .2720 


Seq. No. 


40593 








Seq. ID 


OJ000229_06.0323 


.C2 


Gene No. 


84045 








Strand 






Start 


2317 








End 


2743 




Name 


OJ000229 06. 


0323 


,C2.ol. 


tc 


Method " 


TBLASTX: Cress 




Start 


2398 ~~ 








End 


2720 




GI 


none 








Score 


112 






2398 2445. 


2443 


2565, 


24 44 . 


.2566, 2567.. 2704, 2568... 2720 


Seq. No. 


40593 . 








Seq. ID 


OJ000229_06.0323 


.C2 


Gene No. 


84045 








Strand 








2317 








End 


2743 












tw 


Method 


TBLASTX: Wheat 




uLdi L. 


947^ ~ 








End 


2720 




(IT 


none 








Score 


114 






247 3 2S65 


2474 


2566, 


2567 . 


.2704, 2580.. 2720 




Seq. No. 


40593 








Seq. ID 


OJ000229_06.0323 


.C2 


Gene No. 


84046 








Strand 






Start 


4069 








End 


4400 




Name 


OJ000229 06 


0323 


.C2 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


4069 ~~ 








End 


4400 




GI 


• none 








. Score 


4 62 






4069 4398. 


4080 


. .4154, 


4275 . 


.4400 






Seq. No. 


40593 








Seq. ID 


OJ000229_06.0323 


.C2 


Gene No. 


84046 








Strand 






Start 


4069 








End 


4400 




Name 


OJ000229 06 


0323 


.C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4069 ~ 








End 


4329 




GI 


none 








Score 


193 




Exon ^ 


4069 4236. 


4089 


. .4154, 


4246. 


.4329 






Seq. No. 


40593 








Seq. ID 


OJ000229_06.0323 


.C2 


Gene No. 


84047 








Strand 






Start 


4402 








End 


4575 




Name 


OJ000229 06. 


0323 


.C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4402 








End 


4575 




GI 


none 








Score 


222 




Exons 


4402. .4575, 


4404 


. .4574 










Seq. No. 


40594 








Seq. ID 


OJ000229_06.0323 


,C3 



40586 



*s3 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



84048 .. Strand 

417 End 48 6 

OJ000229_06.0323.C3.ol.gp Method AAT/GAP 

417 End 486 

LIB3477-003-P1-K1-E9 Score 95 
417. .486 

, 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



40594 Seq. ID 

84049 Strand 

5154 End 

OJ000229_06 . 0323 . C3 . ol . tm Method 

2602 End 

none Score 
2602. .2829, 2603. .2830 



OJ000229_06.0323.C3 
8375 

TBLASTX: Maize 

2830 

103 



40594 Seq. ID 

84049 Strand 
5154 End 
OJ000229_06.0323.C3.o2.gp Method 
5154 - End 

1296_1.R1084 Score 
5154.. 5548, 5627.. 5706, 8185.. 8375 
'6015437/dbj J AB008112.il AB008112 2.0e-10 
complete cds 1 



OJ000229 06;0323.C3 



8375 
AAT/GAP 
8375 
1233 

Homo sapiens PEX1 mRNA, 



40595 
84050 
163 

OJ00022 9_06 . 0323 . C4 . ol . gp 

163 

none 

163. .582 



Seq. ID OJ000229_06.0323.C4 

Strand + 

End 582 

Method AAT/GAP 

End 582 

Score 824 



40595 
84051 
494 

OJ000229_06 . 0323 . C4 . ol . gs 
494 
none 

494. .710, 836. .961, 1050. .1142, 1246. .1260 



Seq. ID OJ000229_06.0323.C4 
Strand 

1260 
GENSCAN 
1260 
.78 



End 

Method 

End 

Score 



40595 
84051 
494 

OJ000229_06.0323.C4 

598 

none 

598. .639, 642. .713, 
836. .964, 909. .968, 

40596 
84052 
993 

OJ000229 06. 0323. C9 



Seq. ID OJ000229_06.0323.C4 
Strand 

End 12 60 

.ol.tm Method TBLASTX: Maize 

End 1138 

Score 40 
666. .713, 828. .962, 835. .963, 836. .964, 
1045. .1125, 1049. .1138, 1049. .1138 

Seq. ID OJ000229_06.0323.C9 
Strand 

End 1429 

.ol.gs Method GENSCAN 



40587 



OLdit 


QQ3 
_? _? j 




FnH 


1429 


pt 


none 






• .70 


Exons 


QQ3 1117 11 Q7 1499 








064. NO. 


ft UJ Z7 D 




Seq. ID 


OJ000229_06.0323.C9 


f~* ana \7/""\ 

bene wo . 


04UJJ 




Strand 




Start 


3505 




End 


5786 


Name 


OJ000229 06.0323.C9.ol. 


tm 


Method 


TBLASTX: Maize 


C -f- -3 

OLdLL 


3410 




End 


4663 


PT 


iitjiit; 




Score 


43 


Exons 


3410 3463 3411 3452 


3495 . 


.3608, 3502.. 3618, 3508.. 3612, 




3S0Q 3699 4101 4910 


4126. 


.4206, 4295. .4351, 4297. .4347, 




4R7S 4661 4S9S 4663 


4595 . 


.4663 






40SQ6 




Seq. ID 


OJ000229_06.0323.C9 


Gene No. 


84053 




Strand 




Start 


3505 




End 


5786 


Name 


0.1000999 06 0393 r9 r>i 

uuuuut,t, j uu.uj^.j.^.-'.'j-l* 


tc 


Method 


TBLASTX: Cress 




3^0^ ~~ 




End 


4665 


pT 


nunc 




Score 


65 


Exons 


^OS 361 S 3S0S 361 ft 

JJUJ t • J Vji. J ; JJUJ t . J U 1 U , 


3512 . 


.3637, 4108. .4215, 4121. .4210, 




49Q7 4347 4SSS 4665 

*i^j f . . 1 J1 / , *a J J J • • *i U U J 








Cart NTr\ 


4 0RQ6 




Seq. ID 


OJ000229_06.0323.C9 


Gene No. 


84053 




Strand 




Start 


3505 




End 


5786 


Name 


0.7000999 06 0393 pq n9 




Method 


GENSCAN 


0 tart 


3^0^ ~ 

jjU J 




End 


5741 


PT 


none 




Score 


.93 


TP \r y\ c*7 

EjXun.5 


3R0S 361 Q 4199 494S 

JJUJ. . JOl J; fxJL^^a . 4t.4 J/ 


4 557 
i j j / . 


.4663, 4903.. 4970, 5370.. 5437, 




R6ft7 R741 

JUO / • • J / 41 








Seq. No. 


40596 




Seq. ID 


OJ000229_06.0323.C9 


Gene No. 


84053 




Strand 




OLalL 


3505 

JJUJ 




End 


5786 


Name 


0,7000999 06 0393 P9 nl 

UUUvUll? UU.UJ^.J.\-'.7.<J-1-. 




Method 


TBLASTX: Soybean 


OldlL 


3R0R — 

JJUJ 




End 


4192 


ul 


none 




Score 


160 




3S05 361 R 3509 3637 

JJUJ. • JUlUf J J U J . • J U J / , 


41 91 


.4192 




Con NIo 


40596 

4U J^U 




Seq. ID 


OJ000229_06.0323.C9 




84053 




Strand 




O LdX C 


3505 




End 


5786 


in aiuc 


OJ000229 06.0323.C9.ol. 


np 


Method 


AAT/NAP 


Start 


3508 




End 


5042 


GI 


7430745 




Score 


438 




3508. .3619, 4122. .4204, 


4297. 


.4346, 4557. .4668, 4940. .5042 


PT M'O c pyi r> 

vjj. uesorip. 


adrenodoxin homolog F7J7.30 - 


Arabidopsis thaliana 




gi| 2911066 | emb | CAA17528 


.11 (AL021960) 


adrenodoxin-like prote. 




[Arabidopsis thaliana] 


git 72689061 emb ICAB79109.il (AL161554) 




adrenodoxin-like protein [Arabidopsis 


thaliana] 


Seq. No. 


40596 




Seq. ID 


OJ000229_06.0323.C9 


Gene No. 


84053 




Strand 




Start 


3505 




End 


5786 


Name 


OJ000229 06.0323.C9.ol. 


gp 


Method 


AAT/GAP 


Start 


5350 




End 


5786 



40588 





0*51 0285 






Score 


798 




5350 5786 










Con Mo 


40597 






Seq. ID 


OJ000229 


Gene No. 


84054 






Strand 


+ 


Start 


1037 






End 


1843 


Name 


OJ000229 06 


.0323. CIO 


. ol.np 


Method 


AAT/NAP 


Start 


1037 






End 


1843 


GI 


4914332 






Score 


1040 


Exons 


1037. .1843 










GI Descrip. 


(AC005489) 


F14N23.18 


[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ000229_06. 0323. C10 

Strand + 

End 1843 

Method TBLASTX : Soybean 

End 1597 

none Score 240 

1122. .1520, 1123. .1569, 1124. .1570, 1559. .1597, 1573. .1596 



40597 
84054 
1037 

OJ000229_06. 0323. C10. ol.ts 
1122 



40597 
84054 
1037 ' 

OJ000229_06. 0323. C10. ol.gs 

1124 

none 

1124. .1836 

40597 
84054 
1037 

OJ000229_06. 0323. C10. ol.tm 

1150 

none 

1150.. 1377, 1151.. 1378 

40597 
84054 
1037 

OJ000229_06 . 0323 . C10 . o2 . tm . 

1651 

none 

1651. .1842, 1652. .1843 

40597 
84054 
1037 

OJ000229_06. 0323. C10. o2.ts 

1684 

none 

1684. .1842, 1685. .1843 

40598 
84055 
759 

OJ000229_06. 0323. C12. ol.np 
759 



Seq. ID OJ000229_06. 0323. C10 

Strand + 

End 1843 

Method GENSCAN 

End 1836 

Score .97 



Seq. ID OJ000229_06. 0323. C10 

Strand + 

End 1843 

Method TBLASTX : Maize 

End 1378 

Score 378 



Seq. ID OJ000229_06. 0323. C10 

Strand + 

End 1843 

Method TBLASTX : Mai ze 

End 1843 

Score 331 



Seq. ID OJ000229_06. 0323. C10 

Strand + 

End 1843 

Method TBLASTX : Soybean 

End 1843 

Score 277 



Seq. ID OJ000229_06.0323.C12 

Strand + 'V 

End 2104 

Method AAT/NAP 

End 2104 



40589 



GI 5922628 Score 111 

Exons 759.-857, 1933.. 2104 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi| 6016861 | dbj IBAA85204.il (AP000570) hypothetical protein 



Seq. ID OJ000229_06.0323.C12 
Strand 

End 7067 

Method AAT/NAP 

End 7010 

Score 254 



Seq. ID OJ000229_06.0323.C12 
Strand 

End 7067 

Method GEN SCAN 

End 7067 

Score .59 





[Oryza sativa] 


Con Mo 


40598 


Gene No . 


ft A fiSfi 

04UJU 


Start 


"31 AO 
j J. fl £ 


Name 






^1 4? ~ 

J X *± £. 


GI 




Exons 


^14? ^274 4496 4534, 




6924. .7010 


GI Descrip. 


(AP001551) hypothetical 


Seq. No. 


40598 


Gene No. 


84056 


Start 


3142 


Name 


OJ000229 06.0323.C12.o2 


Start 


4742 


GI 


none 


Exons 


4742.. 4782, 6213.. 6336, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40598 Seq. ID 

84057 Strand 
9033 End 
OJ000229_06 . 0323 . C12 . ol . gp Method 
9033 End 
28898_2.R1084 Score 
9033.. 9167, 9189.. 9295 
'5042437/gb|AC007789.1|AC007789 1 . Oe 
genomic sequence, complete sequence' 



OJ000229_06.0323.C12 

9295 
AAT/GAP 
9295 
342 

■69 Oryza sativa BAC T4 9B20 



Seq. No. 


40599 






Seq. ID 


Gene No. 


84058 






Strand 


Start 


181. 






End 


Name 


OJ000229 


06.0323.C13.ol. 


gp 


Method 


Start 


181 






End 


GI 


none 






Score 


Exons ' 


181. .511, 


599. .712 






Seq. No. . . 


40599 






Seq. ID 


Gene No. 


84058 






Strand 


Start 


181 






End 


Name 


OJ000229 


06.0323.C13.ol. 


gs 


Method 


Start 


383 






End 


GI 


none 






Score 


Exons 


383. .511, 


599.-729, 1625 


1. .1717 


Seq. No. 


40600 






Seq. ID 


Gene No. 


84059 






Strand 


Start • 


264 






End 


Name 


OJ000229 


_06.0323.C14.ol. 


gp 


Method 


Start 


264 






End 


GI 


none 






Score 


Exons 


264. .496, 


629. .771, 903. 


.992 





OJ000229_06.0323.C13 

1717 
AAT/GAP 
712 
810 



1717 
GENSCAN 
1717 
.63 



+ 

1056 
AAT/GAP 
992 
872 



40590 






Seq. No. 


40600 


Seq. ID 


OJ000229_ 


06. 


0323 


.C14 




Cpnp Wo 


84059 


Strand 


+ 










O UCll L. 


264 


End 


1056 












OJ000229 06 0323 C14 ol as 


Method 


GEN SCAN 










C4-a r f 


289 ~ 


End 


1056 










r;T 

Ul 


none 


Score 


.93 












289 383. 388 496. 629.. 771. 


903. .1056 










Seq. No. 


40600 


Seq. ID 


OJ000229 


06. 


0323 


.C14 




(lf*r\e* No 


84060 


Strand 


+ 










O LCIJ. L 


4932 


End 


7249 










Name 


OJ000229 06.0323.C14.o2.gs 


Method 


GEN SCAN 










Start 


4932 ~~ 


End 


7249 










GI 


none 


Score 


.71 












4932 5334 7050 7249 














Seq. No. 


40600 


Seq. ID 


OJ000229 


06. 


0323 


.C14 




f^pnp No 


84061 


Strand 


+ 










O UQ1 1— 


7604 


End 


10139 












OJ000229 06 0323 C14 o3 od 


Method 


AAT/GAP 










O LCLX U 


7513 ~~ 

/ J X J 


End 


9770 










VJX 


none 


Score 


525 








ft 


Hi AVJIlO 


7513 7732 9562 9642. 9746 


.9770 












Seq. No. 


40600 


O C • X Ls 


OJ0 0022 9 


06. 


0323 


.C14 




Pond Wo 


84061 

O *x U U X 


Strand 


+ 








fU 


olaX U 




End 


10139 








f 1 


Naitie 


n.Tnn092Q 06 0323 f*1 4 n3 fT<? 


Method 


GEN SCAN 










OLal L 


7604 _ 


End 


9899 










ox 


non 


Score 


.7 








~ ! : 

iy 


Hi aUIIO 


7604 7732 9562 9641 9746 


.9899 












Seq. No. 


40600 


Seq. ID 


OJ000229_ 


06. 


0323 


.C14 






84061 


Strand 


+ 












7604 


End 


10139 










ix ai LLC 


OJ000229 06 0323 C14 o4 qd 


Method 


AAT/GAP 








C 




9723 ~~ 


End 


10139 










OX 


3061247 


Score 


749 










Rvon C5 

i_t AVI Iw 


9723 .10139 












^ cr 


Seq. No. 


40600 


Seq. ID 


OJ000229_ 


06. 


0323 


.C14 




Gene No. 


84062 


Strand 


+ 










Start 


22132 


End 


23755 










Name 


OJ000229 06.0323.C14.o2.np 


Method 


AAT/NAP 










Cf art 

O L. CL X l_ 


22132 


End 


23755 










OX 


6539588 


Score 


196 












22132. .22414, 23687.. 23755 














f!!T Do cpr i n 
OX L>G D X X£J • 


(AP000837) hypothetical protein [Oryza 


sativa] 










Seq. No. 


40600 


Seq. ID 


OJ000229_ 


06. 


0323 


.C14 




Gene No. 


84063 


Strand 












Start 


2281 


End 


2377 










Name 


OJ000229 06.0323.C14.o2.gp 


Method 


AAT/GAP 










Start 


2281 


End 


2377 










GI 


LIB3477-003-P1-K1-E9 


Score 


98 










Exons 


2281. .2377 













40591 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



■2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



40600 
84064 
10762 

OJ000229_06.0323.C14.o4.gs 
10762 
none 



Seq. ID OJ000229_06.0323.C14 
Strand 

End 12230 

Method GEN SCAN 

End 12230 

Score .74 



10762.. 11058, 11182.. 11447, 11467 .. 12032 , 12040.. 12230 



40600 
84065 
20456 

OJ000229_06.0323.C14.ol.np 
20456 
5852178 

20456. .20551, 20914 .. 21017 , 21049.. 21348 
(AL117265) zhb0008.1 [Oryza sativa] 



Seq. ID OJ000229_06.0323.C14 
Strand 

End 21348 

Method AAT/NAP 

End 21348 

Score 4 97 



Seq. No. 


H u DUU 




Gene No. 


p a n £6 

O *± U DO 




otart 


22176 




Name 






Start 


11591 




GI 


none 




Exons 


11591 11725. 11596. 


.11724, 




1 1 1 1 ft 
iJ. / Oj. .IIOjD 




Seq. No. 


40600 




Gene No. 


84066 




Start 


22176 




Name 


OJ000229 06.0323.C14 


.ol.ts 


Start 


11593 




GI 


none 




Exons 


11593. .11835, 11594. 


.11836 


Seq. No. 


40600 




Gene No. 


84066 




Start 


22176 




Name 


OJ000229 06.0323.C14 


.ol.tc 


Start . 


11605 




GI 


none 




Exons 


11605. .11757, 11606. 


.11836 


Seq. No. 


40600 




Gene No. 


84066 




Start 


22176 




Name 


OJ000229 06.0323.C14 


.06. gs 


Start 


22176 




GI 


none 




Exons 


22176. .22370, 23308. 


.23719, 


Seq. No. 


40600 




Gene No. 


84066 




Start 


22176 





Seq. ID OJ000229_06.0323.C14 
Strand 

End 26651 

Method TBLASTX : Mai ze 

End 11836 

Score 156 



Seq. ID OJ000229_06.0323.C14 
Strand 

End 26651 

Method TBLASTX : Soybean 

End 11836 

Score 310 



Seq. ID OJ000229_06.0323:C14 
Strand 

End 26651 

Method TBLASTX: Cress 

End 11836 

Score 309 



Seq. ID OJ000229_06.0323.C14 
Strand 

End 26651 

Method GENSCAN 

End 26651 

Score .46 



Seq. ID OJ000229_06.0323.C14 
Strand 

End 26651 



40592 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000229_06.0323.C14.o3.np Method AAT/NAP 
23342 End 25272 

7484934 Score 281 

23342. .23735, 25143.. 25272 

DNA-binding protein homolog T9A21.10 - Arabidopsis thaliana 
gi|4038481|emb|CAA16788.1| (AL021713) DNA binding-like protein 
[Arabidopsis thaliana] gi I 7268610 | emb | CAB78819 . 1 1 (AL161548) DNA 
binding-like protein [Arabidopsis thaliana] 



40600 . Seq. ID 

84066 Strand 

22176 End 
OJ000229_06.0323.C14.o3.ts Method 

23590 End 

none Score 

23590. .23721, 23591.. 23674 



OJ000229_06.0323.C14 
26651 

TBLASTX : Soybean 

23721 

72 





Seq. No. 


40600 




Seq. ID 


OJ000229_06.0323 


.C14 




Gene No. 


84066 




Strand 








Start 


22176 




End 


26651 






Name 


OJ000229 06.0323.C14 


.o2.ts 


Method 


TBLASTX : Soybean 






Start 


25138 




End 


25296 






GI 


none 




Score 


151 




25. 


Exons 


25138. .25296, 25142. 


.25279 










Seq. No. 


40601 




Seq. ID 


OJ000229_06.0323 


.C15 




Gene No. 


84067 




Strand 


+ 




r ^ 


Start 


4245 




End 


4514 






Name 


OJ000229 06.0323.C15 


. o2 . gp 


Method 


AAT/GAP 






Start 


4245 




End 


4514 






GI 


none 




Score 


540 






Exons 


4245. .4514 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40601 Seq. ID 

84068 Strand 

2605 End 

OJ000229_06.0323.C15.ol.np Method 

1735 End 

5922623 Score 
1735.. 1813, 3176.. 3253 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ000229_06.0323.C15 

7746 
AAT/NAP 
3253 
71 



40601 Seq. ID 

84068- Strand 

2605 End 

OJ00022 9_06 . 0323 . C15 . o2 . gs Method 

2605 End 

none Score 



OJ000229_06.0323.C15 

7746 
GENS CAN 
7746 
.7 



2605.. 2815, 3859.. 4119, 4550.. 4672, 4983.. 5085, 7633.-7746 



Seq. No. 40601 Seq. ID 

Gene No. 84068 Strand 

Start 2605 End 

Name OJ000229_06 . 0323 . C15 . o3 . gp Method 

Start 4582 End 



OJ000229_06.0323.C15 

7746 

AAT/GAP 

5089 



40593 



GI 

Exons 

GI Descrip. 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LIB3433-039-P1-K1-C11 Score 679 

4582. .4695, 4716. .4748, 4801. .5089 

•4176420/dbj IBAA37167I 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



40602 
84069 
113 

OJ000229_0 6 . 0323 . C17 . ol . gs 

113 

none 

113. .173 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_06.0323.C17 
173 

GENS CAN 

173 

.43 



40603 
84070 
1 

OJ000229_06.0323.C18.ol.np 
1 

6539588 
1..22, 338. .612 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ000229_06.0323.C18 
Strand 

612 

AAT/NAP 
612 
177 



End 

Method 
End 
Score 



Seq. ID OJ000229_06.0323.C21 

Strand + 

End 995 

Method AAT/GAP 

End 995 

Score 1351 



40604 
84071 
1 

OJ000229_06.0323.C21.ol.gp 
1 

16535_1.R1084 . 
1..596, 696.-995 

M914332/gb|AAD32880.1|AC005489_18 4.0e-67 (AC005489) F14N23.18 
[Arabidopsis thaliana] ' 



40604 
84071 
1 

OJ000229_06.0323.C21.ol.np 
1 

4914332 
1. .556 

(AC005489) F14N23.18 [Arabidopsis thaliana] 



Seq. ID OJ000229_06.0323.C21 

Strand + 

End 995 

Method AAT/NAP 

End 556 

Score 515 



40604 
84071 
1 

OJ00022 9_0 6 . 0323 . C21 . ol . gs 
86 

none 
86. .559 

40604 
84072 
2039 

OJ000229_06.0323.C21.ol.tm 
1 

none 



Seq. ID OJ000229_06.0323.C21 

Strand + 

End 995 

Method GENSCAN 

End 559 

Score . 66 



Seq. ID OJ000229_06.0323.C21 

Strand + 

End 4114 

Method TBLASTX : Mai ze 

End 561 

Score 563 



1..210, 2. .559, 2. .376, 364. .558, 446. .559, 451. .561 



40594 



Seq. No. 40604 

Gene No. 84072 

Start 2039 

Name OJ000229_06 . 0323 .C21 . ol . tc 

Start 2 

GI none 

Exons 2.. 199, 13.. 210, 23.. 250, 24., 
362. .394 

Seq. No. 40604 

Gene No. 84072 

Start 2039 

Name OJ000229_06 . 0323 . C21 . ol . ts 

Start 28 

GI none 

Exons 28. .210, 38. .199, 41. .319, 42 

Seq. No. 40604 

Gene No. 84072 

Start 2039 

Name OJ000229_06 . 0323 . C21 . ol . tw 

Start 442 

GI none 

Exons 442.. 567, 443.. 568, 451.. 585 



Seq. ID OJ000229_06.0323.C21 

Strand + 

End 4114 

Method TBLASTX : Cress 

End 394 

Score 208 

.236, 46. .243, 273.. 353, 361.. 393, 



Seq. ID OJ000229_06.0323.C21 

Strand + 

End 4114 

Method TBLASTX : Soybean 

End 559 

Score 212 

..254, 276. .323, 361. .555, 362. .559 

Seq. ID OJ000229_06.0323.C21 

Strand + 

End 4114 

Method TBLASTX : Wheat 

End 585 

Score 179 



Seq. No. 40604 Seq. ID 

Gene No. 84072 Strand 

Start 2039 End 

Name OJ00022 9_06 . 0323 . C21 . o2 . gs Method 

Start 2039 End 

GI none Score 

Exons 2039.. 2173, 3783.-3862, 3958.. 4114 

Seq. No. 40605 Seq. ID 

Gene No. 84073 Strand 

Start 970 End 

Name OJ000229_06 . 0323 . C22 . ol . gp Method 

Start 970 End 

GI none Score 

Exons 970.. 1158 



OJ000229_06.0323.C21 
+ 

4114 
GENS CAN 
4114 
.65 



OJ000229_06.0323.C22 

1158 
AAT/GAP 
1158 
332 



Seq. No. 40606 
Gene No. 84074 
Start 427 

Name OJ000229_06 . 0323 . C24 . ol . tm ' 

Start 78 
GI none 

Exons 78. .143, 78. .191, 79. .195, 79, 

251. .349, 271. .393, 346. .498, 
585. .716, 594. .716, 595. .717 



Seq. No. 40606 

Gene No. 84074 

Start 427 

Name OJ000229_06 . 0323 . C24 . ol . tc 

Start 367 

GI none 



Seq. ID OJ000229_06.0323.C24 

Strand + 

End 743 

Method TBLASTX : Mai ze 

End 717 

Score 8 6 

.192, 83. .208, 86. .208, 245. .349, 
361. .498, 365. .505, 365. .505, 



Seq. ID OJ000229_06.0323.C24 

Strand + 

End 743 

Method TBLASTX : Cress 

End 725 

Score 191 



40595 






367 486. 368 505. 585 725. 


595 . . 717 








40606 


Seq. ID 


OJ000229 06.0323 


.C24 


Gene No. 


84074 


Strand 


+ ~~ 




Start 


427 


End 


743 




Nam.6 


OJ000229 06.0323.C24.ol.np 


Method 


AAT/NAP 




Start 


427 


End 


743 




GI 


4588619 


Score 


86 




iTynn 

i_J X 1 0 


427. .502, 580. .743 










(AF114160) adherin Nipped-B [Drosophila melanogaster] 




Seq. No. 


40606 


Seq. ID 


OJ000229_06.0323 


.C24 


Gene No. 


84074 


Strand 


+ 




Start 


427 


End 


743 




Name 


OJ000229 06.0323.C24.ol.gp 


Method 


AAT/GAP 




Start 


609 


End ' 


743 




GI 


2310390 


Score 


196 




Rxon s 


609. .743 








Sea No 


40607 


Seq. ID 


OJ000229_01.0321 


.CI 


Gene No . 


84075 


Strand 


+ 




Start 


1 


End 


2282 




Name 


OJ000229 01.0321.Cl.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


2282 




GI 


342 1.R1084 


Score 


4138 






1. .2282 










M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] ' 








Sea No 


40607 


Seq. ID 


OJ000229_01.0321 


.CI 


Gene No. 


84075 


Strand 


+ 




Start 


1 


End 


2282 




Name 


OJ000229 01.0321.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1020 




GI 


6742729 


Score 


1575 




J— 1 *\ \~S 1 1 O 


1..1020 








GI DescriD. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


40607 


Seq. ID 


OJ000229JU.0321 


-CI 


Gene No. 


84076 


Strand 


+ 




Start 


4067 


End 


6560 




Name 


OJ000229 01.0321.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


163 


End 


543 




GI 


none 


Score 


42 




E von ^ 


163. .213, 229.. 543, 240. .515, 


313. .543 






Sea No 


40607 


Seq. ID 


OJ000229_01.0321 


-CI 


Gpnp No 


84076 


Strand 


+ 




Start 


4067 


End 


6560 




Name 


OJ000229 01.0321.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


186 


End 


1504 




GI 


none 


Score 


633 




Exons 


186. .683, 187. .687, 725. .1075, 


769. .1074, 1100. .1144, 






1103. .1144, 1151. .1210, 1189.. 


1314, 1190. .1330, 1211. .1321, 




1343.. 1423, 1412.. 1504 








Seq. No. 


40607 


Seq. ID 


OJ000229_01.0321 


.CI 



40596 



Gene No. 


84076 


Strand 


+ 




o Lai L. 


4067 
*± \j \j f 


End 


6560 




Name 


n.Tnno??Q m n*^9i n ni t-r 


t JC L11UU 


TRLA9TX • Prpqq 






47n ~~ 


End 


922 










241 






470 652 474 683 478 687 


725 . . 922 


. 769 918. 773 


922 




40607 


Seq. ID 


OJ000229 01 0321 


.CI 


Gene No. 


84076 


Strand 


+ ~~ 




Start 


4067 


End 


6560 




Name 


OJ000229 01.0321.Cl.o2.np 


Method 


AAT/NAP 




O UCli. L. 


4052 


End 


6418 




O -L 


4680204 


Score 


865 






4052. .5488, 5584. .6176, 6390. 


.6418 






f^T Ho cpri n 


(AF114171) hypothetical protein [Sorghum bicolor] 




Cory Mn 


40607 


Seq. ID 


OJ000229_01.0321 


-CI 


Gene No. 


84076 


Strand 


+ 




Start 


4067 


End 


6560 




LN dlUC 


OJ000229 01.0321.Cl.o3.np 


Method 


AAT/NAP 




O Lai U 


4052 


End 


6560 




flT 

\J -L 


.4680204 


Score 


870 






4052.. 5488, 5584.. 6100, 6470. 


.6560 








(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


40607 


Seq. ID 


OJ000229_01.0321 


.CI 


Gene No. 


84076 


Strand 


+ 




o Lai L 


4067 


End 


6560 




Name 


OJ000229 01.0321.Cl.o2.gs 


Method 


GENS CAN 






4067 


End 


5074 




VJ J. 


none 


Score 


.91 






4067. .5074 










40607 


Seq. ID 


OJ000229_01.0321 


.CI 


Gene No. 


84076 


Strand 


+ 




Start 


4067. 


End 


6560 




Name 


OJ000229 01.0321.Cl.o2.tw 


Method 


TBLASTX: Wheat 






4 695 * 


End 


5098 




CJ 

\J X 


none 


Score 


49 






4695.. 4811, 4695.. 4805, 4697. 


.4933, 4697. .4846, 4798. .4965 




4873. .4941, • 4928. .5098, 5023. 


.5097 






Seq. No. 


40608 


Seq. ID 


OJ000229_01.0321 


.C2 


Gene No. 


84077 


Strand 


+ 




Start 


225 


End 


908 




Marnp 


OJ000229 01.0321.C2.ol.gs 


Method 


GEN SCAN 




O L. dX. L. 


225 


End 


908 






none 


Score 


.79 






225.. 335, 420.. 492, 587.. 685, 


765. .908 






Seq. No. 


40609 


Seq. ID 


OJ000229_01.0321 


• C3 


Gene No. 


84078 


Strand 


+ 




Start 


724 


End 


1651 




Name 


OJ000229 01.0321.C3.ol.gs 


Method 


GENSCAN 




Start 


724 


End 


1651 




GI 


none 


Score 


.63 




Exons 


724. .776, 1308. .1407, 1625. .1651 







40597 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40609 
84079 
1 

OJ000229_01 . 032 1 . C3 . ol . np 
1 

6686206 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000229 01. 0321. C3 



6738 
AAT/NAP 
6738 
559 

1..24, 1933. .2117, 4565. .4641, 5210. .5298, 5402. .5523, 
5597. .5651, 5732. .5914, 6013 .. 6099, 6178 6272, 6483.-6738 
PROBABLE CAT ION-TRANS PORTING AT PAS E C10C6.6 IN CHROMOSOME IV 
gi|7495826|pir | IT19187 hypothetical protein C10C6.6 - 
Caenorhabditis elegans gi | 3874214 | emb | CAB05683 . 1 | (Z83217) 
Similarity to Yeast E1-E2 ATPase YEL031W (SW: YED1_YEAST) ; cDNA 
EST EMBL:D27574 comes from this gene; cDNA EST EMBL:D33757 comes 
from this gene; cDNA EST EMBL:D34256 comes from this gene; cDNA 
E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40609 
84079 
1 

OJ00022 9_01 . 0321 . C3 . ol . tm 

1901 

none 

1901. .2068, 1926.. 2078, 1933. 
4533.. 4640, 4533.. 4643 

40609 
84079 
1 

OJ000229_01.0321.C3.o2.gs 

2472 

none 

2472.. 2589, 2709. .2840, 2963. 
5219.. 5298, 5402.. 5527, 5601. 



Seq. ID OJ000229_01.0321.C3 
Strand 

End 6738 

Method TBLASTX: Maize 

End 4 643 

Score 205 

.2082, 1934. .2068, 4532. .4639, 



Seq. ID OJ000229_01.0321.C3 

Strand - 

End 6738 

Method GENSCAN 

End 6041 

Score . 6 

.3264, 3357. .3851, 4533. .4641, 
.5651, 6013.. 6041 



Seq. No. 40610 Seq. ID 

Gene No. . 84080 Strand 

Start 70 End 

Name OJ000229_01 . 0321 . C4 . ol . gs Method 

Start 70 End 

GI none Score 

Exons 70.. 142, 818.. 1891 



OJ000229_01.0321.C4 
+ 

2061 
GENSCAN 
1891 
.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



40610 Seq. ID OJ000229 01. 0321. C4 

84080 Strand 
70 End 
OJ000229_01 . 0321 . C4 . ol . np Method 
994 End 
6320804 Score 
994. .1873 

P-type ATPase; Spflp gi I 731415 | sp | P39986 |ATC6_YEAST PROBABLE 
CATION-TRANSPORTING ATPASE 6 gi | 1077608 | pir | | S50428 hypothetical 
.protein YEL031w - yeast (Saccharomyces cerevisiae) gi 1602398 
(U18530) P-type ATPase; YEL031W [Saccharomyces cerevisiae] 



OJ000229_01.0321, 
+ 

2061 
AAT/NAP 
1873 
520 



40610 
84080 



Seq. ID OJ000229_01.0321.C4 
Strand + 



40598 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



70 



End 

Method 
End 
Score 



2061 
AAT/GAP 
2061 
793 



OJ000229_01.0321.C4 .ol.gp 
1652 

LIB3433-026-P1-K1-E11 
1652. .2061 

'5441872/dbj | AP000366 . 1 1 AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone: P0437H03 (contig a) 1 



40610 
84081 
3036 

OJ000229_01.0321.C4.o2.ts 

815 

none 



Seq. ID OJ000229_01.0321.C4 



Strand 
End 

Method 

End 

Score 



4973 

TBLASTX : Soybean 

1892 

71 



815. .925, 863.. 1882, 1078. .1887, 1.680.. 1892 



Seq. No. 


40610 








Seq. ID 


OJ000229_01.0321 


.C4 


Gene No. 


84081 








Strand 








3036 








End 


4973 




Name 


OJ000229 01 


. 0321 


.C4 .o2. 


tm 


Method 


TBLASTX: Maize 






970 ~~ 








End 


1395 














Score 


643 




Exons 


970 1395 


998 


1393, 1122.. 


1394 






Qpn Mo 


40610 








Seq.- ID 


OJ000229_01.0321 


.C4 


Gene No. 


84081 








Strand 






Start 


3036 








End 


4973 




Name 


OJ000229 01 


.0321 


.C4.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1055 








End 


1531 




GI 


none 








Score 


711 




Exons 


1055. .1531, 


1055 


. .1498, 


1069 


. .1530 






Seq. No. 


40610 








Seq. ID 


OJ000229_01.0321 


.C4 


Gene No. 


84081 








Strand 






Start 


3036 








End 


4973 




Name 


. OJ000229 01 


.0321 


.C4.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1396 








End 


, 1606 




GI 


none 








Score . 


345 




Exons 


1396. .1605, 


1397 


. .1606 










Seq. No. 


40610 








Seq. ID 


OJ000229_01.0321 


.C4 


Gene No. 


84081 








Strand 






Start 


3036 








End 


4973 




Name 


OJ000229 01 


.0321 


.C4.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1682 








End 


1898 




GI 


none 








Score 


352 




Exons 


1682. .1894, 


1682 


. .1897, 


1683 


. .1898 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40610 Seq. ID 

84081 Strand 
3036 * End 

0 J000229_01 . 0321 . C4 . o2 . gp Method 
2857 End 
253_2.R1084 Score 
2857. .4084, 4832.-4973 

'113 622/ sp | PI 77841 ALF__ORYSA 0.0e+00 FRUCTOSE-BISPHOSPHATE 
ALDOLASE, CYTOPLASMIC ISOZYME >gi_68197_pir ADRZY 



OJ000229_01.0321.C4 

4973 
AAT/GAP. 
4973 
2683 



40599 



fructose-bisphosphate aldolase (EC 4.1.2.13), cytosolic - rice 
>gi_20204_emb_CAA37290_ (X53130) fructose-diphosphate aldolase 
(AA 1-358) [Oryza sativa] 1 





Can No 


40610 








Seq. ID 


OJ000229_01.0321.C4 




f"2o n o Mo 


84081 








Strand 






Of ar f 
O L dl L. 


3036 








End 


4973 




Name 


OJ000229 01 


.0321, 


,C4.ol. 


tc 


Method 


TBLASTX: Cress 




OLai u 


2992 _ 








End 


4097 






none 








Score 


221 




Exons 


2992. .3267, 


3021, 


. .3254, 


3231. 


.4088, 3253. .3738, 3778. .4089, 






3978. .4097 














OCVji • 


40610 








Seq. ID 


OJ000229_01.0321.C4 




(?ono Mo 

OC11C 1 ' w • 


84081 








Strand 






Of ar f 
o Lai l 


3036 








End 


4973 






OJ000229 01 


.0321.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Cfa r1" 

, oiai u 


3027 ~~ 








End 


4086 




GI 


none 








Score 


50 




Exons 


3027. .3071, 


3030, 


. .3071, 


3031. 


.3075, 3082.. 3150, 3090.. 3899, 






3090 4085. 


3091, 


, .4086 










Oct]. IN U • 


4UD1U 








Seq. ID 


OJ000229_01.0321.C4 




UCllC 1NU . 










Strand 






OLaX t. 


^n?fi 








End 


4973 




Naine 




.0321.C4.o2. 


f u 


Method 


TBLASTX: Wheat 


Ill 


Of arf 










End 


3219 


i i-i 




none 








Score 


169 


t • I 


Exons 


3030. .3212, 


3030, 


. .3218, 


3031. 


.3219 




- ™ 

\ J 


Con \T/-\ 

o e • in <j . 










Seq. ID 


OJ000229_01.0321.C4 


? j ; 


Prin A Mo 










Strand 






Of a r f 
O Lai L 










End 


4973 


S 




OJ000229 01 


.0321, 


,C4.ol. 


ts 


Method 


TBLASTX : Soybean 


f 1 


Qf arf 


3036 ~" 








End 


4097 




GI 


none 








Score 


681 




Exons 


3036. .4085, 


3040, 


. .3738, 


3644. 


.3742, 3778. .4086, 3978. .4097, 






3985 4086 












L _J 


Qpn Mo 


40610 








Seq. ID 


OJ000229_01.0321.C4 


L jJ 


Cppp Mo 
ociic nu • 


84081 








Strand 






Of art 


3036 








End 


4973 




Name 


OJ000229 01 


.0321, 


,C4.o2. 




Method 


GENSCAN 




Start 


3036 ~~ 








End 


4859 




GI 


none 








Score 


.81 




Exons 


3036. .4084, 


4719, 


. .4760, 


4832. 


.4859 






Seq. No. 


40610 








Seq. ID 


OJ000229_01.0321.C4 




Gene No. 


84081 








Strand 






Start 


3036 








End 


4973 




Name 


OJ000229 01 


.0321, 


,C4.o2. 


np 


Method 


AAT/NAP 




Start 


3039 








End 


4859 




GI 


113622 








Score 


1780 




Exons 


3039. .4084, 


4832, 


. .4859 









GI Descrip. FRUCTOSE-BISPHOSPHATE ALDOLASE, CYTOPLASMIC ISOZYME 

gi I 68197 |pir | | ADRZY fructose-bisphosphate aldolase (EC 
4.1.2.13), cytosolic - rice gi | 20204 | emb | CAA37290 | (X53130) 



40600 



fructose-diphosphate aldolase (AA 1-358) [Oryza sativa] 



Seq. No. 40610 

Gene No. 84081 

Start 3036 

Name OJ00022 9_0 1 . 0321 . C4 . ol . tw 

Start 3412 

GI none 

Exons 3412.. 4086, 
4833. .4865 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_01.0321.C4 
4973 

TBLASTX: Wheat 

4865 

715 



3414. .4085, 3978. .4097, 4037. .4096, 4829. .4861, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40611 Seq. ID OJ000229_01 . 0321 -C5 

84082 Strand + 

577 End 10522 

OJ00022 9_01 . 0321 . C5 . ol . np Method AAT/NAP 

514 End 10522 

7228438 Score 3312 

514.. 2495, 4054. .4149, 4235. .4648, 4729. .5027, 5132. .5393, 

5486.. 5636, 10101.. 10522 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



o c n • Vt \J ■ 


40611 


Seq. ID 


OJ000229_01.0321.C5 




84082 


Strand 


+ 


OLdl L 


577 


End 


10522 


Name 


OJ000229 01.0321.C5.ol.gs 


Method 


GENSCAN 


Of arf 


577 


End 


8118 


GI 


none 


Score 


.53 


Exons 


577. .630, 763. .1065, 1189. .1776, 2026 


..2432, 2483. .3149, 




3634. .3707, 3783. .4149, 4235. 


.4457, 4530. .4648, 4729. .5027, 




5132.. 5393, 5486.-5593, 5640. 


.5741, 6010.. 6252, 6959.. 7075, 




7449. .7608, 7701. .7783, 7867. 


.8118 




Seq. No. 


40611 


Seq. ID 


OJ000229_01.0321.C5 


Gene No. 


84082 


Strand 


+ 


Start 


577 


End 


10522 


Name 


- OJ000229 01.0321.C5.ol.gp 


Method 


AAT/GAP 


Start 


3822 


End 


6072 


GI 


LIB3433-020-P1-K1-A6 


Score 


766 


Exons 


3822.. 3864, 5686.. 6072 






GI Descrip. 


•5670155/gb|AF161269.1|AF161269 2.0e- 


35 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 1 


Seq. No. 


40611 


Seq. ID 


OJ000229_01.0321.C5 


Gene No. 


84082 


Strand 


+ 


Start 


577 


End 


10522 


Name 


OJ000229 01.0321.C5.o3.gs 


Method 


GENSCAN 


Start 


10057 


End 


10522 


GI 


none 


Score 


.44 


Exons 


10057. .10122, 10202.. 10522 






Seq. No. 


40611 


Seq. ID 


OJ000229_01.0321.C5 


Gene No. 


84083 


Strand 




Start 


8350 


End 


9125 


Name 


OJ000229 01.0321.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


1462 


End 


2058 



40601 






GI 


none 








Score 


353 




Exons 


1462. .1929, 


1467 


. .1589, 


1641. 


.1940, 1987. .2058 




Seq. No. 


40611 








Seq. ID 


OJ000229_01.0321.C5 




Gene No. 


84083 








Strand 






o rare 


ojjU 








End 


9125 




Name 


OJ000229 01. 


0321 


,C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1756 








End 


2133 




GI 


none 








Score 


185 




Exons 


1756. .1905, 


1758 


. .1910, 


1759. 


.1935, 1960. .2133, 1968.. 2027, 






1982. .2122 














Seq. No. 


40611 








Seq. ID 


OJ000229_01.0321.C5 






Q4flft ^ 








Strand 






Start 


8350 








End 


9125 




Name 


OJ000229 01. 


0321 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3874 








End 


4056 




GI 


none 








Score 


92 




Exons 


3874. .3927, 


3888 


. .3938, 


3936. 


.4055, 3937. .4056 




Seq. No. 


40611 








Seq. ID 


OJ000229_01.0321.C5 






ft anft ^ 

0 ft uo o 








Strand 






Start 


8350 








End 


9125 




Name 


OJ000229 01. 


0321 


.C5.o2. 


gs 


Method 


GEN SCAN 




Start 


8350 








End 


9125 


%J 


GI 


none 








Score 


.5 


ifi 


Exons 


8350. .8431, 


8855 


. .8969, 


9116. 


.9125 




ri s 


Seq. No. 


40612 








Seq. ID 


OJ000229_01.0321.C6 




Gene No. 


84084 








Strand 


+ 




Start 


4441 








End 


8573 




Name 


OJ000229 01. 


0321 


,C6.ol. 


gp 


Method 


AAT/GAP 




Start 


4373 








End 


6684 




GI 


2535 1.R1084 






Score 


2142 




Exons 


4373. .4750, 


5749 


. .5862, 


5949. 


.6106, 6215. .6684 




GI Descrip. 


1 3892058/gb IAAC78271.il AAC78271 7.0e-54 


(AC002330) putative 



jglutainate-/aspartate-binding peptide [Arabidopsis thaliana] ' 



Seq. No. 


40612 








Seq. ID 


OJ000229_01 


0321 


.C6 


Gene No. 


84084 








Strand 


+ 






Start 


4441 








End 


8573 






Name 


OJ000229 01. 


0321. 


C6.o3. 


gs 


Method 


GENSCAN 






Start 


4441 








End 


8573 






GI 


none 








Score 


.85 






Exons 


4441. .4750, 


5749. 


.5862, 


6282. 


.6416, 8 


329. .8573 






Seq. No. 


40612 








Seq. ID 


OJ000229_01 


0321 


.C6 


Gene No. 


84084 








Strand 


+ 






Start 


4441 








End 


8573 






Name 


OJ000229 01. 


0321. 


C6.o2. 


np 


Method 


AAT/NAP 






Start 


4505 








End 


6418 






GI 


7486855 








Score 


506 






Exons 


4505. .4750, 


5749. 


.5862, 


5949. 


.6088, 6197. .6418 






GI Descrip. 


hypothetical 


protein T10P11.3 


. 1 - Arabidopsis thaliana 





gi|3892058|gb|AAC78271.1|AAC78271 (AC002330) putative 
glutamate-/aspartate-binding peptide [Arabidopsis thaliana] 
gi 17269754 | emb | CAB77754 . 1| (AL161495) putative 



40602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



glutamate-/aspartate-binding peptide [Arabidopsis thaliana] 

01.0321, 



40612 
84085 
23706 

OJ000229_01.0321.C6.o7.gs 

23706 

none 

23706. .23868, 24433 .. 24485, 
25934. .26319, 26355 .. 26726, 



Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ000229_ 
+ 

29757 
GENSCAN 
28397 
.62 



,C6 



25189. .25249, 25442, 
27438, .27728, 28100. 



,25683, 
,28397 



Seq. ID 

Strand 

End 

Method 

End 

Score 



40612 
84085 
23706 

OJ000229_01.0321.C6.o3.np 
25877 
6539553 
25877. .29757 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ000229_01, 
+ 

29757 
AAT/NAP 
29757 
6256 



0321. C6 



oeq • iNo . 




Seq. ID 


OJ000229_ 


01 0321 C6 


uene ino . 


O UO D 


Strand 






oiarL 


1 
1 


End 


1093 




Name 


OJ000229 01 0321 C6 ol no 


Method 


AAT/NAP 




Start 


1 


End 


1093 




GI 


6721547 


Score 


96 




Exons 


1..142, 1009. .1093 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB013448) 


Seq. No. 


40612 


Seq. ID 


OJ000229_ 


01. 0321. C6 


Gene No. 


84087 


Strand 






Start 


3310 


End 


3579 




Name 


OJ000229 01.0321.C6.o2.gs 


Method 


GENSCAN 




Start 


3310 


End 


3579 




GI 


none 


Score 


.44 




Exons 


3310. .3579 








Seq. No. 


40612 


Seq. ID 


OJ000229_ 


01. 0321. C6 


Gene No. 


84088 


Strand 






Start 


8747 


End 


11986 




Name 


OJ000229 01.0321.C6.o4.gs 


Method 


GENSCAN 




Start 


8747 


End 


11986 




GI 


none 


Score 


.48 




Exons 


8747.. 8770, 8880.. 9043, 9137 


..9225, 9672.. 9887, 


10250. .10326, 




10921. .10992, 11331. .11416, 


11734. .11986 




Seq. No. 


40612 


Seq. ID 


OJ000229_ 


01. 0321. C6 


Gene No. 


84089 


Strand 






Start 


15859 


End 


20246 




Name 


OJ000229 01.0321.C6.o5.gs 


Method 


GENSCAN 




Start 


15859 


End 


20246 




GI 


none 


Score 


.51 




Exons 


15859. .15885, 17164 .. 17381, 


17580. .17630, 17663. 


.17811, 



18619. .18755, 19859 .. 19984 , 20139.. 20246 



40603 




Seq. No. 


40612 








Seq. ID 


OJ000229_01.0321.C6 


Gene No . 


o 4uyu 








oL.ra.nu. 




Start 


ZUb4 b 










£. U _7 J / 


Name 


ujuuuzzy ui. 


0321 


.C6.06. 


gs 


L v iC Ui IUU 


O £j IN O ^xiLN 


Start 


ZUb4 o 












GI 


none 








Score 


ft7 


Exons 


zUd4d. . Z U o 4 y 


, 20910.. 20957 






Seq. No. 


40612 








Seq. ID 


OJ000229_01.0321.C6 


Gene No . 


o 4 u y i 








Strand 




Start 


z y4 oz 








End 


29815 


Name 


ujuuuzzy ui. 


0321 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4 4 DZ 








End 


5858 


GI 


none 








Score 


352 


Exons 


yi / (TO A H A O 

4 4 bZ . .4 / 4 y , 


4479 


. .4754, 


5732. 


.5857, 5733. .5858 


Seq. No. 


40612 








Seq. ID 


OJ000229_01.0321.C6 


Gene No. 


84091 








Strand 




Start 


z y 4 oz 








End 


29815 


Name 


uuuuuzzy ui. 


0321 


.C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4 OUb 








End 


6406 


GI 


none, ... , 








Score 


162 


Exons 


4 OUD . . 4 b / Of 


4519 


. .4767, 


5751. 


.5864, 5774. .5863, 5944. .6075, 




C ft A ^ Cf\ cc 


5948 


. .6106, 


5948. 


.6106, 6206.. 6406., 6211.. 6384 


Seq. No. 


40612 








Seq. ID 


OJ000229_01.0321.C6 


Gene No. 


84091 








Strand 




Start 


Z y 4 oZ 








End 


29815 


Name 


ojuuuzzy UI. 


0321 


,C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


E *7 Q Q 








End 


6409 


GI 


none 








Score 


126 


Exons 


D / JO . . Do b4 , 


5741 


. .5863, 


5945. 


.6106, 5947.. 6090, 6200.. 6409, 




bZo / * - b4 Ub 












Seq. No. 


40612 








Seq. ID 


OJ000229_01.0321.C6* 


Gene No . 


Q A Pi GI 

o 4 u y ± 








Strand 




Start 


zy4oz 








End 


29815 


Name 


uuuuuzzy u±. 


0321 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


c *7 ^ O 

O /4Z 








End 


6058 


H T 


none 








Score 


131 


Exons 


O /4Z . . Oob4 , 


5747 


. . 5863, 


5945. 


.6058, 5947.. 6057 


Seq. No. 


40612 








Seq. ID 


OJ000229_01.0321.C6 


Gene No . 


o 4 u y i 








Strand 




Start 


z y4oz 








End 


29815 


Name 


ojuuuzzy ui. 


0321 


.C6.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


a o cn 
bZbU 








End 


6417 


GI 


none 








Score 


95 


Exons 


bZbU . . b4Uo, 


6262 


. .6324, 


6262. 


.6417, 6263. .6406 


Seq. No. 


40612 








Seq. ID 


OJ000229_01.0321.C6 


Gene No. 


84091 








. Strand 




Start 


29482 








End 


29815 


Name 


OJ000229 01. 


0321 


.C6.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


25871 








End 


26257 


GI 


none 








Score 


338 



40604 




Exons 


25871. .26257, 25882. 


.26256 








Seq. No. 


40612 




.Seq. ID 


OJ000229_01.0321 


.C6 


Gene No. 


84091 




Strand 






Start 


29482 




End 


29815 




Name 


OJ000229 01. 0321. C6. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


26006 




End 


26319 




GI 


none 




Score 


360 




Exons 


26006. .26317, 26024. 


.26314, 


26029.. 26319 




Seq. No. 


40612 




Seq. ID 


OJ000229JD1.0321 


.C6 


Gene No. 


84091 




Strand 






Start 


29482 




End 


29815 




Name 


OJ000229 01. 0321. C6. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


26817 




End 


27139 




GI 


none 




Score 


249 




Exons 


26817. .27068, 26824. 


.27138, 


26844. .27137, 26948.. 27139 




Seq. No. 


40612 




Seq. ID 


OJ000229_01.0321 


.C6 


Gene No . 


84091 




Strand 






Start 


29482 




End- 


29815 




Name 


OJ000229 01. 0321. C6. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


27415 




End 


27609 




GI 


none 




Score 


62 




Exons 


27415. .27609, 27417. 


.27506, 


27418. .27609 




Seq. No. 


40612 




Seq. ID 


OJ000229_01.0321 


.C6 


Gene No. 


84091 




Strand 






Start 


29482 




End 


29815 




Name 


OJ000229 01. 0321. C6. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


27466 




End 


27960 




GI 


none 




Score 


225 




Exons 


27466. .27774, 27555. 


.27740, 


27793. .27960 




Seq. No. 


40612 




Seq. ID 


OJ000229_01.0321 


.C6 


Gene No. 


84091 




Strand 






Star.t 


z94oz 




End 


29815 




Name 


OJ000229 01. 0321. C6. 


o3.ts , 


Method 


..TBLASTX: Soybean 




Start 


27562 




End 


27960 




GI 


none 




Score 


199 




Exons 


27562. .27786, 27570. 


.27740, 


27577. .27771, 27787 .. 27960, 






27795. .27833 










Seq. No. 


40612 




Seq. ID 


OJ000229_01.0321 


.C6 


Gene No. 


84091 




Strand 






Start 


29482 




End 


29815 




Name 


OJ00Q229 01. 0321. Co. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


27610 




End 


28358 




GI 


none 




Score 


486 




Exons 


27610. .27972, 27618. 


.27971, 


27619. .27978, 27970 .. 28065, 






27974. .28054, 27974. 


.28096, 


27975. .28058, 28116 .. 2834 6, 






28117. .28347, 28155. 


.28358, 


28205. .28357 




Seq. No. 


40612 




Seq. ID 


OJ000229_01.0321 


.C6 


Gene No. 


84091 




Strand 






Start 


29482 




End 


29815 




Name 


OJ000229 01. 0321. C6. 


o2.ts 


Method 


TBLASTX : Soybean 





40605 



2 =? 



Start 






GI 


bouyzbu 




Exons 




9ft 'Sft 3 

• JO J/ 


\ai uescrip. 






Seq. No. 


40612 




Gene No. 


84091 




btart 


9 Q4 ft? 




Name 


riTnfin99Q m n*39i rfi 


ol . tc 


Start 


Z.O JO / 




GI 


none 




Exons 


983S7 28617 28359 


.28529 


Seq. No. 


40612 




Gene No. 


84091 




C4- i v"t- 






Name 




o4 tm 


Start 






GI 


none 




Exons 


9ft*3Qft 98748 28399 


.28845 


Seq. No. 


40612 




Gene No. 


84091 




brarr 


9Q4ft 9 




Name 


ujuuuzzy ui.uj^i.^o. 




Start 


28 jyy 




GI 


none 




Exons 


9Q^QQ 9ft74^ 9fiS4fi 


. 28719, 


Seq. No. 


40612 




Gene No. 


84091 




Start 


29482 




Name 


nTnnn99Q ni 0391 rfi 


. o4 . ts 


Start 


/ y / 




GI 


none 




Exons 


OQTQl OQQOQ 9P*7Qfi 


9ft 84 ft 




9Q0"*0 ■ 9 Q1 40 




Seq. No. 


4 Uolz 




Gene No. 


84091 




Start 


29482 




Name 


O.T000229 01 0321 C6 


. 06 . tm 


Start 






GI 


none 




Exons 


OOQCO 9Qfl14 9Q094 


9Q903 




9Q90fi 9Q989 




Seq. No. 


40olz 




Gene No. 


o4uyi 




Start 


29482 




Name 


OJ000229 01. 0321. C6 


.o2.tw 


Start 


29146 




GI 


none 




Exons 


29146. .29205, 29147 


. .29203, 




29236. .29586 





End 
Score 



28728 
321 



Seq. ID OJ000229_01.0321.C6 
Strand 

End 29815 

Method TBLASTX : Cress 

End 28617 

Score 264 



Seq. ID OJ000229_01.0321.C6 
Strand 

End 29815 

Method TBLASTX: Maize 

End 28845 

Score 330 



Seq. ID OJ000229_01.0321.C6 
Strand 

End 29815 

Method TBLASTX: Wheat 

End 28848 

Score 297 
28738.-28848 

Seq. ID OJ000229_01.0321.C6 
Strand 

End 29815 

Method TBLASTX : Soybean 

End 29140 

Score 73 
28853.-28996, 28854 29021 , 



Seq. ID OJ000229_01.0321.C6 
Strand 

End 29815 

Method TBLASTX: Maize 

End 29289 

Score 194 
29026. .29205, 2 9205 .. 29288 , 



Seq. ID OJ000229_01.0321.C6 
Strand 

End 29815 

Method TBLASTX : Wheat 

End 29586 

Score 75 
29235. .29537, 29236 .. 29547 , 



Seq. No. 



40612 



Seq. ID OJ000229_01.0321.C6 



40606 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



84091 Strand 

29482 End 

OJ00022.9_01 . 0321 . C6 . o5 . ts Method 

29203 End 

none Score 



29815 

TBLASTX : Soybean 

29493 

72 



29203. .29265, 29232.-29258, 29284 .. 29493, 29284.. 29472 



40612 


Seq. ID 


OJ000229_ 


84091 


Strand 


- 


29482 


. End 


29815 


OJ000229 01.0321.C6.o8.gs 


Method 




29482 


End 


29815 


none 


Score 


.41 


29482. .29590, 29680. .29815 






40613 


Seq. ID 


OJ000229_ 


84092 


Strand 


+ 


1 


End 


1871 


OJ000229 01.0321.C7.ol.np 


Method 


AAT/NAP 


1 


End 


1871 


4680203 


Score 


1532 . 


1..24, 607. .1871 






(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


40613 


Seq. ID 


OJ000229_ 


84092 


Strand 


+ 


1 i*-,-- - 


End 


1871 


OJ000229 01.0321.C7.ol..gp 


Method 


AAT/GAP 


160 


End 


746 


2310235 


Score 


305 



160. .197, 607. .746 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



40613 
84092 
1 

OJ000229_01 . 0321 .C7 . ol . gs 

607 

none 

607. .1716 



Seq. ID OJ000229_01.0321.C7 

Strand +. 

End 1871 

Method GEN SCAN 

End 1716 

Score .97 



Seq. ID OJ000229_01 . 0321 -C7 
Strand + 

1871 
AAT/GAP 
1871 
1992 



40613 
'84092 
1 

OJ000229_01.0321.C7.o2.gp 
611 

342_1.R1084 
611. .1871 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



End 

Method 
End 
Score 



40613 
84092 
1 

OJ00022 9^01. 032 l.C7.o2.tw 
958 



Seq. ID OJ000229_01.0321.C7 

Strand + 

End ' 1871 

Method TBLASTX : Wheat 

End 1311 



40607 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



none 

958. .1065, 1048.. 
1225. .1296, 1230. 



1233, 1049. 
.1295, 1234 



40613 
84092 
1 

OJ000229_01.0321.C7.ol.ts 

1224 

none 

1224. .1310, 1228. .1302, 1303 



40613 
84092 
1 

OJ000229_01.0321. 

1389 

none 

1389. .1541, 1396, 



40613 
84092 
1 

OJ000229_01.0321, 

1477 

none 

1477. .1695, 1498. 

40613 
84092 
1 

OJ000229_01.0321. 

1524 

none 

1524.. 1703, 1525. 
1698. .1865, 1704, 



C7.ol.tc 
.1704, 1581. 

C7.ol.tm 
.1704, 1578. 

C7 .ol. tw 



1704, 1525. 
1865 



Score 103 
,1216, 1056.. 1232, 1057.. 1233, 
. .1311 

Seq. ID OJ000229_01.0321.C7 

Strand + 

End 1871 

Method TBLASTX : Soybean 

End 1656 

Score 102 

.1365, 1360. .1656, 1414. .1638 

Seq. ID OJ000229_01.0321.C7 
Strand + 

1871 

TBLASTX: Cress 
1704 
289 



End 

Method 
End 
Score 
.1703 



Seq. ID OJ000229_01.0321.C7 
Strand + 

1871 

TBLASTX : Maize ■ 
1704 
243 



End 

Method 
End 
Score 
.1703 



40614 
84093 
39 

OJ000229_01 . 0321 . C8 . ol . gs 
39 

none 
39. .351 



40615 
84094 
339 

OJ000229_01.0321, 

339 

none 

339. .431 



Seq. ID OJ000229_01.0321.C7 

Strand + 

End -1871 

Method TBLASTX : Wheat 

End 1865 

Score 275 

.1704, 1694.. 1837, 1697.. 1792, 



Seq. ID OJ000229_01.0321.C8 
Strand 

End 351 

Method GENSCAN 

End 351 

Score . 65 



C10.ol.gs 



40616 
84095 
1 

OJ000229 02.0323.Cl.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000229_01. 0321. C10 
+ 

431 

GENSCAN 

431 

.57 



OJ000229 02. 0323. CI 



2827 
AAT/NAP 



40608 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 1817 

7406447 Score 577 

1..20, 256. .321, 680. .873, 1174. .1274, 1354. .1640, 1776. .1817 
(AL162875) putative RNA-binding protein [Arabidopsis thaliana] 



40616 Seq. ID 

84095 Strand 
1 End 
OJ000229 J)2 . 0323 . CI . ol . gp Method 
256 End 
21085_2.R1084 Score 
256. .378, 680. .873, 1174. .1274, 1360., 
, 542190/pir | IS42933 6.0e-67 hypothetical protein 1087 
>gi_459269_emb_CAA54960__ (X78029) transcribed sequence 1087 [Zea 
mays] ' 



OJ000229_02.0323.C1 

2827 
AAT/GAP 
1610 
1207 
1610 



maize 





Seq. No. 


40616 


Seq. ID 


OJ000229_02.0323.C1 




Gene No. 


84095 


Strand 






Start 


1 


End 


2827 




Name 


OJ000229 02.0323.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


258 


End 


1616 




GI 


none 


Score 


144 




Exons 


258. .284, 278. .322, 672. .878, 


679. .879 


, 717. .878, 756. .902, 






1188. .1277, 1195.. 1233, 1218. 


.1271, 1351.. 1599, 1354.. 1605, 


J 




1358.. 1612, 1369.. 1593, 1395. 


.1616, 1505.. 1597 




Seq. No. 


40616 


Seq. ID 


OJ000229_02.0323.C1 


jj 


Gene No. 


84095 


Strand 




:=? 


Start 


1 


End 


2827 




Name 


OJ000229 02.0323.Cl.ol.gs 


Method 


GENSCAN 


J! 


Start 


260 


End 


2827 


is 


GI 


none 


Score 


.89 




Exons 


260. .378, 680. .873, 1174. .1274, 1360.. 


1598, 2683.. 2827 


a? 




40616 


Seq. ID 


OJ000229_02.0323.C1 




Gene No. 


84095 


Strand 






Start 


1 


End 


2827 


KS. 


Name 


OJ000229 02.0323.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


260 


End - 


1612 




GI 


none 


Score 


42 




Exons 


260. .292, 261. .293, 263. .385, 


277. .390 


, 289. .354, 291. .380, 






639. .878, 679. .879, 679. .882, 


732. .878 


, 1171. .1275, 1172. .1276, 






1173. .1283, 1218. .1280, 1348. 


.1599, 1351. .1599, 1359. .1601, 






1359.. 1601, 1361. .1612 








Seq. No. 


40616 


Seq. ID 


OJ000229_02.0323.C1 




Gene No . 


84095 


Strand 






Start 


1 


End 


2827 




Name 


OJ000229 02.0323.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


732 


End 


1612 




GI 


none 


Score 


137 




Exons 


732. .878, 1369. .1590, 1369. .1611, 1370 


. . 1'612 




Seq. No. 


40617 


Seq. ID 


OJ000229_02.0323.C2 




Gene No. 


84096 


Strand 


+ 




Start 


4861 


End 


6951 




Name 


OJ000229 02.0323.C2.o2.np 


Method 


AAT/NAP 



40609 



St Art 


4861 








End 


6951 






7523517 








Score 


199 




F.5f on 


4861 5159. 


5304. 


.5358, 


6881. 


.6951 








(AP001633) 


hypothetical 


protein [Oryza 


sativa 1 




Seq. No. 


40617 








Seq. ID 


OJ000229_ 


_02.0323.C2 


Gene No. 


84097 








Strand 






Start 


1328 








End 


5479 




Name 


OJ000229 02 


.0323. 


C2.ol. 


gp ' 


Method 


AAT/GAP 




Start 


988 ~ 








End 


1260 




GI 


none 








Score 


511 




l_j ^rk \«/ a 1 v 


988. . 1260 














Qprr Mo 


40617 








Seq. ID 


OJ000229_ 


02. 0323. C2 


Gene No. 


84097 








Strand 






Start 


1328 








End 


5479 




Name 


OJ000229 02 


.0323. 


C2.ol. 


gs 


Method 


GENS CAN 




Start 


1328 ~~ 








End 


5479 




GI 


none 








Score 


".82 






1328. .2095, 


2177. 


.2279, 


2359. 


.2405, 3676.. 3783, 


3985. .4036, 




4836. 4899. 


4988. 


.5016, 


5436. 


.5479 






Seq. No. 


40617 








Seq. ID 


OJ000229_ 


02. 0323. C2 


Gene No. 


84097 








Strand 






Start 


1328 








End 


5479 




Name 


OJ000229 02 


.0323. 


C2.ol. 


np 


Method 


AAT/NAP 




Start 


1343 








End 


3706 




GI 


2190550 








Score 


1202 




Exons 


1343. .2095, 


2177. 


.2279, 


2359. 


.2405, 3133.. 3179, 


3676. .3706 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



(AC001229) ESTs gb | T45673, gb | N37512 come from this gene, 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229 02. 0323. C2 



5479 
AAT/GAP 
4112 
1228 

,3179, 3676. 



.3783, 



40617 
84097 
1328 

OJ000229_02 . 0323 . C2 . o2 . gp 
1807 

48996_1.R1084 

1807.. 2095, 2177.. 2279, 2359.. 2405, 3133. 
3985.. 4112 

•2190550 7.0e-73 (AC001229) ESTs gb_T45673, gb_N37512 come from 
this gene. [Arabidopsis thaliana] 1 

40617 Seq. ID OJ000229_02 . 0323 . C2 

84098 Strand 

7201 End 10109 

OJ000229_02.0323.C2.o3.gp Method AAT/GAP 

6961 End 7466 

LIB3432-027-P1-K1-G11 Score 968 

6961.. 7466 

'3258575 3.0e-17 (U89959) Hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 
Gene No. 
Start 
Name 



40617 
84098 
7201 

OJ000229_02.0323.C2.o2.gs 



Seq. ID OJ0002.29_02.0323.C2 
Strand 

End 10109 

Method GENSCAN 



40610 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



7201 End 10103 

none Score . 67 

7201. .7469, 8051. .8240, 8977. .9190, 9196. .10103 



40617 Seq. ID 

84098 Strand 

7201 End 

OJ000229_02 . 0323 . C2 . o3 . np Method 

7210 . End 

3258575 Score 

7210. .7469, 8051. .8240, 8977. .9135, 



OJ000229_02.0323.C2 

10109 
AAT/NAP 
10109 
.1518 
9203.. 10109 



(U89959) Hypothetical protein [Arabidopsis thaliana] 

40617 Seq. ID OJ000229_02 . 0323 .C2 

84099 Strand 

10088 End 10451 

OJ000229_02.0323.C2.o4.gp Method AAT/GAP 

10088 End 10451 . 

none Score 648 

10088. .10451 



Seq. No. 


40617 








Seq. ID 


OJ000229_02.0323.C2 


Gene No. 


84100 








Strand 




Start 


13422 








End 


14321 


Name 


OJ000229 02. 


0323-. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1147 








End 


3240 


GI 


none 








Score 


53 


Exons 


1147. .1218, 


1179. 


.1217, 


1326. 


.1589, 1327.. 1380, 1329.. 1766, 




1376. .1765, 


1492. 


.1770, 


1635. 


.1766, 1750. .1929, 1757. .2098, 




1758. .2099, 


1765. 


.2103, 


1766. 


.2137, 1767.. 2099, 1990.. 2115, 




2172. .2279, 


2174. 


.2317, 


2174. 


.2281, 2294. .2410, 2354. .2407, 




2358. .2411, 


3130. 


.3180, 


3202. 


.3240 




Seq. No. 


40617 








Seq. ID 


OJ000229_02.0323.C2 


Gene No. 


84100 








Strand 




Start 


13422 








End 


14321 


Name 


OJ000229 02. 


0323. 


C2.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1350 








End 


1753 


GI 


none 








Score 


228 


Exons 


1350. .1574, 


1376. 


.1540, 


1589. 


.1753, 1661.. 1750 


Seq. No. 


40617 








Seq. ID 


OJ000229_02.0323.C2 


Gene No. ... 


84100 








Strand 




Start 


13422 








End 


14321 


Name 


OJ000229 02. 


0323. 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1540 








End 


3724 


GI 


none 








Score 


64 


Exons 


1540. .1710, 


1570. 


.1941, 


1586. 


.2098, 1656.. 2096, 1661.. 2137, 




2172. .2282, 


2174. 


.2287, 


2358. 


.2408, 3130. .3180, 3668. .3724 


Seq. No. 


40617 








Seq. ID 


OJ000229_02 . 0323 .C2 


Gene No. 


84100 








Strand 




Start 


13422 








End 


14321 


Name 


OJ000229 02 


0323. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1853 








End 


3706 


GI 


none 








Score 


256 


Exons 


1853. .2098, 


1854. 


.2096, 


2172. 


.2282, 2174. .2281, 2358. .2408, 



40611 






2983. .3027, 


3130. 


.3180, 


3668. 


.3706 




Seq. No. 


40617 








Seq. ID 


OJ000229_02.0323.C2 


Gene No. 


84100 








Strand 




Start 


13422 








End 


14321 


Name 


OJ000229 02. 


0323 . 


C2 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


7134 








End 


9945 


GI 


none 








Score 


38 


Exons 


7134. .7211, 


7196. 


.7411, 


7199. 


.7249, 7249. .7413, 7292.. 7447 




8027. .8098, 


8044. 


.8241, 


8057. 


.8242, 8109.. 8243, 8974.. 9159 




8975. .9157, 


9388. 


.9420, 


9393. 


.9419, 9477. .9944, 9517.. 9945 


Seq. No. 


40617 








beq. id 


rs "rnnnoo q no moo r^o 


Gene No. 


84100 








Strand 




Start 


13422 








T->_ _} 

End 


14 oZ 1 


Name 


OJ000229 02. 


0323. 


C2.o2. 


tw 


Method 


i BJjAb i a : wneat 


Start 


7214 








End 


/ 4 U4 


GI 


none 








Score 


c c 
DO 


Exons 


7214. .7282, 


7249. 


.7404, 


7313. 


.7399 




Seq. No. 


40617 








Seq. ID 




Gene No. 


84100 








Strand 




Start 


13422 








End 


14 3Z1 


Name 


OJ000229 02. 


0323. 


C2.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


7264 








End 


O O A O 

oZ4o 


GI 


none 








Score 


131 


Exons 


7264. .7413, 


7265. 


.7405, 


7289. 


.7468, 8 


045.. 8098, 8053.. 8241 




8109. .8243 












Seq. No. 


40617 








Seq. ID 




Gene No. 


84100 








Strand 




Start 


13422 








bna 


1 A O O 1 

14 oZ 1 


Name 


OJ000229 02. 


0323. 


C2.o3. 


ts 


Method 


i BiiAb IX : boyoean 


Start 


8954 








bna 


Q 1 Q A 

y lo4 


GI 


none 








Score 


171 


Exons 


8954. .9184, 


8959. 


.9183 








Seq. No. 


40617 








Seq. ID 




Gene No. 


84 100 








Strand 




Start 


13422 








End 


14J21 


Name 


OJ000229 02. 


0323. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9820 








End 


10122 


GI 


none 








Score 


221 


Exons 


9820. .10122, 


9820 


..9879, 9822 


. .10112 




Seq. No. 


40617 








Seq. ID 


OJ000229_02.0323.C2 


Gene No. 


84100 








Strand 




Start 


13422 








End 


14321 


Name 


OJ000229 02. 


0323. 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


9831 








End 


10086 


GI 


none 








Score 


61 


Exons 


9831. .9917, 


9832. 


.9912, 


9915. 


.10085, 


9919. .10086 


Seq. No. 


40617 








Seq. ID 


OJ000229_02.0323.C2 


Gene No. 


84100 








Strand 




Start 


13422 








End 


14321 


Name 


OJ000229 02. 


0323. 


C2.o3. 


tc 


Method 


TBLASTX: Cress 



40612 



Start 
GI 

Exons 



9936 End 10110 

none Score 153 

9936. .10109, 9940.. 10110 



Seq. No. 40617 

Gene No. 84100 

Start 13422 

Name OJ000229_02 . 0323 . C2 . o4 . tm 

Start 9946 

GI none 

Exons 9946.. 10122, 9948.. 10112 

Seq. No. 40617 

Gene No. 84100 

Start 13422 

Name OJ000229_02 . 0323 . C2 . o5 . gp 

Start 13422 

GI none 

Exons 13422.. 13804 



Seq. ID 

Strand 

End 

Method 
End - 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_02.0323.C2 
14321 

TBLASTX: Maize 

10122 

194 



OJ000229_02.0323.C2 

14321 
AAT/GAP 
13804 
740 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40617 
84100 
13422 

OJ000229_02.0323.C2.o4.np 
13665 
7486810 
13665. .13894, 



OJ000229 02. 0323. C2 



Seq. ID _ 
Strand 

End 14321 
Method AAT/NAP 
End 14 321 

Score 140 
14059, 14261.. 14321 
hypothetical protein M7J2.10 - Arabidopsis thaliana 
gi I 2980788 iembl CAA18164.i l (AL022197) putative protein 
[Arabidopsis thaliana] gi | 7269412 | emb | CAB81372 . 1 1 (AL161563) 
putative protein [Arabidopsis thaliana] 



13943. 



40617 Seq. ID 

84100 Strand 

13422 End 

OJ000229_02.0323.C2.o6.gp Method 

13783 End 

none Score 
13783. .14318 



OJ000229_02.0323.C2 

14321 
AAT/GAP 
14318 
1036 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40617 Seq. ID 

84100 Strand 
13422 End 
OJ00022 9_02 . 0323 . C2 . o2 . tm Method 
13794 End 
none Score 
13794. .13850, 13839 .. 13925, 
13917. .14321, 13921.. 14319 

40618 

84101 Strand 
1.082 End 
OJ000229_02 . 0323 . C3 . ol . gs Method 
1082 End 
none Score 
1082.. 1132, 1780.. 2050, 2239.. 2428, 3283.-3382 



OJ000229_02.0323.C2 
14321 

TBLASTX: Maize 
14321 
87 

13840. .13908, 13917 14318 , 



Seq. ID OJ000229_02.0323.C3 
+ 

3382 
GENSCAN 
3382 
.65 



40613 




Seq. No. 


40618 




Seq. ID 


OJ000229_02.0323. 


C3 


Gene No. 


84102 




Strand 






Start 


4637 




End 


5892 




Name 


OJ000229 02. 


0323.C3.ol.gp 


Method 


AAT/GAP 




Start 


4315 




End 


5794 




GI 


none 




Score 


1269 




Exons 


4315. .4738, 


5529.. 5794 








Cprf Mo 


40618 




Seq. ID 


OJ000229_02.0323 


C3 


Gene No. 


84102 




Strand 






Start 


4637 




End' 


5892 




Name 


OJ000229 02. 


0323.C3.ol. tm 


Method 


TBLASTX: Maize ■ 




Start 


4628 




End 


5892 




GI 


none 




Score 


114 




tt von s 


4628. .4741, 


4647.-4739, 5514 


..5633, 5515.. 5619, 5616. .5708, 




5617. .5709, 


5791.. 5829, 5796 


..5888, 5815.. 5892 




Seq. No. 


40618 




Seq. ID 


OJ000229_02.0323 


.C3 


Gene No. 


84102 




Strand 






Start 


4637 




End 


5892 




Name 


OJ000229 02. 


0323.C3.o2 .gs 


Method 


GENSCAN 




Start 


4637 




End 


5882 




GI 


none 




Score 


.8 




Exons 


4637 . . 4738, 


5529. .5882 








Seq. No. 


40619 




Seq. ID 


OJ000229_02.0323 


.C4 


Gene No. 


84103 




Strand 


+ 




Start 


449 




End 


648 




Name 


OJ000229 02. 


0323 . C4 . ol . gp 


Method 


AAT/GAP 




Start 


449 ~~ 




End 


648 




GI 


none 




Score 


312 




Exons 


449. . 648 










Sea No 


40619 




Seq. ID 


OJ000229_02.0323 


.C4 


Gene No . 


84104 




Strand 






Start 


633 




End 


787 




Name 


OJ000229 02.. 


0323.C4 .o2.gp 


Method 


AAT/GAP 




Start 


633 




End 


787 




GI 


10360 1.R1084 


Score 


281 




Exons 


633. .787 










GI DescriD. 


, 1808686/emb|CAA71755| 4 . Oe- 


11 (Y10783) hypothetical protei 




[Sporobolus 


stapfianus] 1 








Seq. No. 


40620 




Seq. ID 


OJ000229_02.0323 


.C5 


Gene No. 


84105 




Strand 






Start 


1 




End 


2485 




Name 


OJ000229 02 


0323.C5.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2485 




GI 


7450791 




Score 


770 




Exons 


1..75, 1193 


.1378, 1458.. 1535, 1663.. 


1758, 2003.. 2311, 





2438.-2485 

GI Descrip. fibrillarin - Arabidopsis thaliana gi I 4914455 | emb | CAB43694 . 1 1 
(AL050400) fibrillarin-like protein [Arabidopsis thaliana] 
gi|7269413|emb|CAB81373.1| (AL161563) fibrillarin-like protein 
[Arabidopsis thaliana] 

Seq. No. 40620 Seq. ID OJ000229_02 . 0323 . C5 



40614 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



84105 Strand - . 

1 End 2485 

OJ00022 9_02 . 0323 . C5 . ol . gs Method GENS CAN 

1018 End 2143 

none Score . 91 

1018. .1053, 1202. .1378, 1458. .1535, 1663. .1758, 2003. .2143 



40620 
84106 
4625 

OJ000229_02.0323.C5.o2.ts 

1191 

none 



Seq. ID OJ000229_02.0323.C5 
Strand 

End 644 9 

Method TBLASTX : Soybean 

End 2131 

Score 211 



1191. .1322, 1202. .1390, 1203. .1379, 1458. .1532, 1459. .1533, 
1462.. 1533, 1663.. 1761, 1664.. 1759, 2003.. 2131, 2013.. 2093 



40620 
84106 
4625 

OJ00022 9_02 . 0323 . C5 . o2 . tc 

1200 

none 

1200.. 1367, 1202.. 1375, 1203. 
1663.. 1761, 1664.. 1759, 1665. 

40620 
84106 
4625 

OJ000229_02 . 0323 . C5 . o2 . tm 

1202 

none 

1202.. 1375, 1202.. 1375, 1252. 
1456.. 1533, 1458.. 1535, 1633. 
1664.. 1807, 2003.. 2128, 2003. 

40620 
84106 
'4625 

OJ000229_02.0323.C5.ol.tc 

3903 

none 

3903. .3947, 
4246. .4323, 
5589. .5924, 



Seq. ID OJ000229_02.0323.C5 
Strand 

End 64 4 9 

Method TBLASTX: Cress 

End 2113 

Score 220 

.1376, 1449. .1532, 1450. .1533, 
.1760, 2003. .2113, 2013. .2078 

Seq. ID OJ000229_02.0323.C5 
Strand 

End 644 9 

Method " TBLASTX : Mai ze 

End 2131 

Score 252 

.1383, 1252. .1380, 1456. .1536, 
.1761, 1662. .1778, 1663. .1761, 
.2131 



3907.. 3936, 4030. 
4317. .4370, 4697. 
5621.. 5923, 6000. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4134, 
.4993, 
.6203 



OJ000229_02.0323.C5 
6449 

TBLASTX: Cress 
6203 
39 

4039. .4134, 4047. .4154, 
5285.. 5482, 5301.. 5483, 



40620 
84106 
4625 

OJ000229_02.0323.C5.o3.ts 

4032 

none 

4032.. 4139, 4243.-4323, 4697. 

40620 
84106 
4625 

OJ000229 02.0323.C5.o3.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4993, 4698. .4994 



OJ000229__02.0323.C5 
6449 

TBLASTX: Soybean 
4994 
163 



Seq. ID 

Strand 

End 

Method 



OJ000229_02.0323.C5 
6449 

TBLASTX: Maize 



40615 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4047 End 5372. 

none Score 67 

4047. .4130, 4047. .4133, 4048. .4134, 4201. .4323, 4247. .4321, 

4697. .4993, 4698.-4994, 5298. .5372, 5300. .5371 



40620 
84106 
4625 

OJ000229_02.0323.C5.o2.np 

4153 

7486770 



Seq. ID OJ000229_02.0323.C5 
Strand 

End 64 4 9 

Method AAT/NAP 

End 6269 

Score 1369 



4153. .4361, 4699.-4994, 5298. .5923, 6003. .6269 
hypothetical protein L73G19.20 - Arabidopsis thaliana 
gi|4914456|emb|CAB43695.1| (AL050400) putative protein 
[Arabidopsis thaliana] gi | 7269414 | emb | CAB81374 . 1 1 (AL161563) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


40620 








Seq. ID 


OJ000229 


Gene No. 


84106 








Strand 




Start 


4625 








End 


6449 


Name 


OJ000229 02 


.0323 


.C5.o2. 


gs 


Method 


GENSCAN 


Start 


4625 








End 


4891 


GI 


none 








Score 


.56 


Exons 


4625. .4891 












Seq. No. 


40620 








Seq. ID 


OJ000229 


Gene No. 


84106 








Strand 




Start 


4625 








End 


6449 


Name 


OJ000229 02 


.0323 


.C5.o3. 


gs 


Method 


GENSCAN 


Start 


5279 








End 


6449 


GI 


none 








Score 


.81 


Exons 


5279. .5923, 


6003 


. .6449 









Seq. No. 


40620 








Seq. ID 


OJ000229_02.0323.C5 


Gene No. 


84106 








Strand 




Start 


4625 








End 


6449 


Name 


OJ000229 02 


.0323. 


C5.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


5 7 372 








End 


568 9 


GI 


none 








Score 


130 


Exons 


5372. .5533, 


5379. 


.5519, 


5610. 


.5681, 5621.. 5689 


Seq. No. 


40620 








Seq. ID 


OJ000229_02.0323.C5 


Gene No. 


84106 








Strand 




Start 


4625 








End 


6449 


Name 


OJ000229 02 


.0323. 


C5.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5690 








End 


6185 


GI 


none 








Score 


170 


Exons 


5690. .5929, 


5700. 


.5924, 


6000. 


.6185, 6007.. 6183 


Seq. No. 


40620 








Seq. ID 


OJ000229_02.0323.C5 


Gene No. 


84106 








Strand 




Start 


4625 








End 


6449 


Name 


OJ000229 02 


.0323. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5781 








End 


6323 


GI 


none 








Score 


151 


Exons 


5781. .5921, 


5783. 


.5923, 


5831. 


.5923, 6000.. 6206, 6004.. 6207, 



6285. .6323 



40616 



Seq. No. 40621 Seq. ID 

Gene No. 84107 Strand 

Start 1 End 

Name OJ000229_02 . 0323 . C6 . ol . np Method 

Start 1 End 

GI 542190 Score 

Exons 1..22, 109.. 195 

GI Descrip. hypothetical protein 1087 - maize gi | 459269 | emb | CAA54 960 | 
(X78029) transcribed sequence 1087 [Zea mays] 



OJ000229JD2. 0323. C6 
+ 

195 

AAT/NAP 
195 
81 





Seq. No. 


40621 


Seq. ID 


OJ000229_02.0323.C6 




Gene No. 


84108 


Strand 


+ 




Start 


1838 


End 


3091 




Name 


OJ000229 02.0323.C6.o2.np 


Method 


AAT/NAP 




Start 


1838 


End 


2973 




GI 


6119531 


Score 


561 




Exons 

1*J ** \mS X X *-> 


1838. .2074, 2102. .2301, 2860. .2973 






GI DescriD. 


(AC011560) unknown protein 


[Arabidopsis thaliana] 




Seq.. No. 


40621 


Seq. ID 


OJ000229_02.0323.C6 




Gene No. 


84108 


Strand 


+ 




Start 


1838 


End 


3091 




Name 


OJ000229 02.0323.C6.o2.gp 


Method 


AAT/GAP 


-J 


Start 


2093 


End 


3091 


=1 


GI 


86873 1.R1084 


Score 


804 


R 


E von 


2093.. 2293, 2867.. 3091 






i 3 

Lz 


\J ^ V-i t*J \^ ± ^* • 


, 5091624/gb|AAD39612.1|AC007454 11 1. 


0e-23 (AC007454) Similar to 


=a 




gb X92204 NAM gene product 


from Petunia hybrida. ESTs gb_H36656 






and gb_AA651216 come from this gene. 


[Arabidopsis thaliana] 1 




Seq. No. 


40621 


Seq. ID 


OJ000229_02.0323.C6 




Gene No. 


84109 


Strand 


+ 




Start 


6075 


End 


7226 




Name 


OJ000229 02.0323.C6.o3.gs 


Method 


GENSCAN 


; 


Start 


6075 


End 


7226 




GI 


none 


Score 


.88 


Kb 

3 


Exons 


6075. .6441, 6517. .7226 






J 


Seq. No. 


40621 


Seq. ID 


OJ000229_02.0323.C6 




Gene No. 


84109 


Strand 


+ 




Start 


6075 


End 


7226 




Name 


OJ000229 02.0323.C6.o3.np 


Method 


AAT/NAP 




Start 


6078 


End 


7130 




GI 


7434312 


Score 


810 




Exons 


6078. .6476, 6525. .7130 







GI Descrip. 



receptor-like protein kinase 5 homolog A_IG005I10.8 - 
Arabidopsis thaliana gi | 2252830 | gb | AAB62829 . 1 | (AF013293) weak 
similarity to receptor protein kinase [Arabidopsis thaliana] 
gi|6049872|gb|AAF02787.1|AF195115_7 (AF195115) weak similarity 
to receptor protein kinase [Arabidopsis thaliana] 
gi|7267120|emb|CAB80791.1| (AL161471) weak similarity to 
receptor protein kinase, cod 



Seq. No. 
Gene No. 
Start 



40621 
84110 
8814 



Seq. ID OJ000229_02.0323.C6 
Strand + 
End - 9401 



40617 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000229_02 . 0323 . C6 . o4 . gs 

8814 

none 

8814. .9401 

40621 
84111 
10336 . 

OJ000229JD2 . 0323 . C6 . o5 . gs 

10336 

none 

10336. .10358, 10888 .. 10960, 
13026. .13183, 13285. .13451, 

40621 
84111 
10336 

OJ000229_02 . 0323 . C6 . o4 . np 

13036 

7269839 



Method 

End 

Score 



GEN SCAN 

9401 

.97 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11824. .11871, 
13974. .14102 



OJ000229_ 
+ 

14336 
GEN SCAN 
14102 
.4 

12483. 



02. 0323. C6 



.12544, 



Seq. ID OJ000229_02.0323.C6 

Strand + 

End 14336 

Method AAT/NAP 

End 14090 

Score 440 



13036. .13183, 13285. .13451, 13974. .14090 
(AL161574) putative protein [Arabidopsis thaliana] 



OJ000229_02.0323.C6 
+ 

14336 
AAT/GAP 
14336 
939 



40621 Seq. ID 

84111 Strand 
10336 End 
OJ000229_02 . 0323 . C6 . o3 . gp Method 
13298 End 
16969_2.R1084 Score 
13298. .13451, 13974.. 14336 

•3687251 1.0e-20 (AC005169) unknown protein [Arabidopsis 
thaliana] 1 

40621 Seq. ID OJ000229_02 . 0323 . C6 

84112 Strand 

183 End 520 

OJ000229_02 . 0323 . C6 . ol . gp Method AAT/GAP 

183 End 520 

51009_1.R1084 Score 649 
183. .520 

'5441872/dbj | AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



Seq. No. 


40621 . . 








Seq. ID 


OJ000229 


Gene No. 


84113 








Strand 




Start 


4244 








End 


5666 


Name 


OJ000229 02 


.0323. 


C6. o2. 


gs 


Method 


GENSCAN 


Start 


4244 








End 


5666 


GI 


none 








Score 


.49 


Exons 


4244. .4495, 


5026. 


.5051, 


5279. 


.5666 




Seq. No. 


40621 








Seq. ID 


OJ000229 


Gene No. 


84114 








Strand 




Start 


15915 








End 


19983 


Name 


OJ000229 02 


.0323. 


C6.o5. 


np 


Method 


AAT/NAP 


Start 


15906 








End 


18304 


GI 


6136818 








Score 


1666 



40618 




Exons 15906. .16442, 16562.. 18304 

GI Descrip. (AB026500) ethylene receptor CS-ETR2 [Cucumis sativus] 





Seq. No. 


40621 








Seq. ID 


OJ000229JD2.0323 


.C6 




Gene No. 


84114 








Strand 








Start 


" 15915 








End 


19983 






Name 


OJ000229 02. 


0323.C6.o6. 


gs 


Method 


GEN SCAN 






Start 


15915 








End 


19983 






GI 


none 








Score 


. .7 






Exons 


15915. .16442 


, 16562. .17248, 


17320. .18342, 18854 .. 19014 , 








19746. .19983 














Seq. No. 


40621 








Seq. ID 


OJ000229_02.0323 


.C6 




Gene No. 


84115 








Strand 








Start 


21930 








End 


22025 






Name 


OJ000229_02. 


0323. 


C6.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


1828 








End 


2308 






GI 


none 








Score 


251 






Exons 


1828. .1908, 


1871. 


.2065, 


1964 


..2065, 2110.. 2283, 2132.. 2308 






2141. .2299 
















Seq. No. 


40621 








Seq. ID 


OJ000229_02.0323 


.C6 




Gene No. 


84115 








Strand 








Start 


21930 








End 


22025 




J 


Name 


OJ000229_02. 


0323. 


G6.o3. 


ts 


Method 


TBLASTX : Soybean 






Start 


1867 








End 


2283 




: : 


GI 


none 








Score 


211 




b? 


Exons 


1867. .1905, 


1871. 


.2065, 


2026 


..2064, 2107. .2283, 2129. .2278 




Seq. No. 


40621 








Seq. ID 


OJ000229_02.0323 


.C6 


y 


Gene No . 


84115 








Strand 








Start 


21930 








End 


22025 




1 1 


Name 


OJ000229_02. 


0323. 


C6.o3. 


tc 


Method 


TBLASTX: Cress 






Start 


1871 








End 


2283 






GI 


none 








Score 


209 






Exons 


1871. .2065, 


2107. 


.2283, 


2129 


. .2278 








Seq. No. 


40621 








Seq. ID 


OJ000229_02.0323 


.C6 




Gene No. 


84115 








Strand 








Start 










End 


22025 






Name 


OJ000229 02. 


0323. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 




=? 


Start 


2024 








End 


2284 






GI 


none 








Score 


51 






Exons 


2024. .2065, 


2107. 


.2265, 


2132 


..2284, 2141. .2278 






Seq. No. 


40621 








Seq. ID 


OJ000229_02.0323 


.C6 




Gene No. 


84115 








Strand 








Start 


21930 








End 


22025 






Name 


OJ000229 02. 


0323. 


C6.06. 


tm 


Method 


TBLASTX: Maize 






Start 


2858 








End 


3058 






GI 


none 








Score 


189 






Exons 


2858. .3043, 


2864. 


.3058 












Seq. No. 


40621 








Seq. ID 


OJ000229_02.0323 


.C6 




Gene No. 


84115 








Strand 








Start 


21930 








End 


22025 






Name 


OJ000229 02. 


0323. 


C6.o2. 


ts 


Method 


TBLASTX : Soybean 





40619 



Start 
GI 

Exons 



6117 End 7106 

none Score 143 

6117.. 6269, 6161.. 6265, 6246.. 6440, 6299.. 6439, 6500.. 6694, 

6516. .6704, 6735. .6965, 6755. .6919, 7008. .7106, 7013. .7096 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40621 
84115 
21930 

OJ00022 9_02 . 0323 . C6 . o5 . tm 

6138 

none 

6138. .6245, 6300.. 6482, 6549. 
6758.. 6919, 7014.. 7070 

40621 
84115 
21930 

OJ000229_02.0323.C6.ol.tc 

6344 

none 

6344. .6439, 6345. .6482, 6524. 
6729. .7118, 6758. .7087 



40621 
84115 
21930 

OJ000229_02. 

6377 

none 

6377. .6439, 
6755. .6817 



0323.C6.o2.tw 



6378.. 6440, 6516. 



OJ000229J32.0323.C6 
22025 

TBLASTX: Maize 

7070 

101 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6704, 6614.. 6688, 6702.. 6971, 



Seq. ID OJ000229_02.0323.C6 
Strand 

End 22025 

Method TBLASTX : Cress 

End .7118 

Score 111 

.6694, 6525.. 6701, 6615.. 6698, 



Seq. ID OJ000229_02.0323.C6 
Strand 

End 22025 

Method TBLASTX : Wheat 

End 6818 

Score 88 

.6743, 6548.-6694, 6729. .6818, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



40621 
84115 
21930 

OJ000229_02.0323.C6.o4.tm 

13029 

none 

13029. .13184, 13033. .13185, 
13290. .13454, 13971 .. 14087, 
14124. .14159, 14189. .14239 

40621 
84115 
21930 

OJ000229_02.0323.C6.o4 .ts 
13029 
none 
13029. 
13290. 
13971. 



13184, 
,13394, 
,14099, 



13033 
13325 
13971 



.13185, 
.13453, 
.14087, 



40621 
84115 
21930 

OJ000229_02.0323.C6.ol.tw 
13030 



Seq. ID 

Strand 

End 

Method. 

End 

Score 



OJ000229_02.0323.C6 
22025 

TBLASTX: Maize 

14239 

232 



13268. .13453, 
13972. .14085, 



13283. .13453, 
13973. .14098, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13035. .13184, 
13326. .13454, 



OJ000229 02. 0323. C6 



22025 

TBLASTX: Soybean 
14099 
86 

13283. .13324, 
13337. .13465, 



14012. .14098 

Seq. ID OJ000229_02.0323.C6 
Strand 

End 22025 

Method TBLASTX : Wheat 

End 14092 



40620 




PT 


none 








Score 


171 






Exons 


i 3n3n 


l "31 34 


i 3D34 


i 31 83 


13035. .13184, 13036. 


1 31 8 S 






13283. 


.13453, 


13289. 


1 34 


13290. .13454, 13971. 


.14087, 






13972. 


.14091, 


13973. 


1 4f)Q? 
. X t \J f 


14012. .14092 






oeq. wo. 


40621 








Seq. ID 


OJ000229_ 


02.0323 


P6 


uene lno . 


84115 








Strand 








Start 


21930 








End 


22025 






Name 


OJ000229 02. 0323. C6. 


o4 . tc 


Method 


TBLASTX: Cress 




OLdi t 


13032 








End 


14087 








none 








Score 


220 






Exons 


13032. 


.13184, 


13033. 


1 31 8S 


13035. .13187, 13283. 


.13363, 






13290. 


.13370, 


13329. 


. 13454 , 


13330. .13452, 13331. 


.13462, 






13971. 


.14087, 


13971. 


. 14087 










oeq . lno . 


40621 








Seq. ID 


OJ000229_ 


02.0323 


. C6 




84115 








Strand 








Start 


21930 








End 


22025 






Name 


OJ000229 02. 0323. C6. 


ol . tm 


Method 


TBLASTX: Maize 




jLdl L 


15915 








End 


17508 






ol 


none 








Score 


268 






Exons 


15915. 


.16049, 


16206. 




16299. .16487, 16784. 


.17260, 






16794. 


.17198, 


17278. 


1 7346 


17279. .17305, 17359. 


.17508, 






17378. 


.17470 














oeq. wo. 


40621 








Seq. ID 


OJ000229_ 


02.0323 


r6 


Gene No . 


84115 








Strand 








otarc 


21930 








End 


22025 






Name 


OJ000229 02. 0323. C6. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


15927 








End 


18180 








none 








Score 


127 






Exons 


15927. 


.16049, 


16206. 


1 6947 


16365. .16445, 16556. 


.16627, 






16811. 


.17002, 


16815. 


• J. O .7 _7 _L , 


17010. .17198, 17021. 


.17260, 






17132. 


.17275, 


17278. 


1 73Q7 


17431. .17517, 17645. 


.17776, 






17650. 


.18066, 


17882. 


• J- O \J Ufi , 


18082. .18180, 18086. 


.18178 




oeq. wo. 


40621 








Seq. ID 


OJ000229_ 


02.0323 


r6 


^^ar^rt. Mrt 


84115 








Strand 








Start 


21930 








End 


22025 






Name 


OJ000229 .02. 0323. C6. 


ol. ts 


Method 


TBLASTX : Soybean 




o Lai L. 


17018 








End 


18321 






CI 


none 








Score 


103 






Exons 


17018. 


.17260, 


17019. 


17198 


17278. .17370, 17366. 


.17470, 






17371. 


.17556, 


17659. 


1 8066 

. lOUUUf 


17660. .17797, 17882. 


.18064, 






18082. 


.18180, 


18089. 


1 ft 1 78 

a J. O J. / O , 


18301. .18321 






Seq. No. 


40621 








Seq. ID 


OJ000229_ 


02.0323 


.C6 


Gene No. 


84115 








Strand 










21930 








End 


22025 






Name 


OJ000229 02. 0323. C6. 




Method 


TBLASTX: Wheat 




o uarc 


17656 








End 


17820 






GI 


none 








Score 


109 






Exons 


17656. 


.17820, 


17662. 


.17796 










Seq. No. 


40621 








Seq. ID 


OJ000229_ 


02.0323 


.C6 


Gene No. 


84115 








Strand 








Start 


21930 








End 


22025 







40621 



Name 

Start 

GI 

Exons 



OJ00022 9_02 . 0323 . C6 . o2 . tm Method TBLASTX : Maize 

17662 End 18183 

none Score 299 

17662. .18096, 17663 18085, 18088 18183, 18089. .18178 



Seq. No. 40621 Seq. ID 

Gene No. 84115 Strand 

Start 21930 End 

Name OJ000229_02 . 0323 . C6 . o7 . gs Method 

Start 21930 End 

GI none Score 

Exons 21930. .22025 



OJ000229_02.0323.C6 

22025 
GEN SCAN 
22025 
.88 



Seq. No. 40622 Seq. ID 

Gene No. 84116 Strand 

Start 1 End 

Name OJ00022 9_02 . 0323 . C8 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1 . . 654 



OJ000229_02.0323.C8 
+ 

654 

AAT/GAP 

654 

1284 



Seq. No. 40622 Seq. ID 

Gene No. 84117 Strand 

Start 777 >: End 

Name OJ000229_02 . 0323 . C8 . o2 . gp Method 

Start 777 End 

GI 4716538 Score 

Exons 777.. 1015 



OJ000229_02.0323.C8 
+ 

1015 
AAT/GAP 
1015 
455 



Seq. No. 40622 Seq. ID 

Gene No. 84118 Strand 

Start 75 End 

Name OJ000229_02 . 0323 . C8 . ol . gs Method 

Start 75 End 

GI none Score 

Exons 75 . . 235 



OJ000229_02.0323.C8 
235 

GENSCAN 

235 

.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40622 
84119 
1089 

OJ000229_02 
3 

none 

3. .68, 5. .58, 
144. .284, 144 



0323.C8.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 

71. .130, 74. .130, 75 
..281, 146. .286 



OJ000229_02.0323.C8 
1279 

TBLASTX: Maize 
286 
72 

140, 75. .137, 76. .153, 



Seq. No. 40622 Seq. ID 

Gene No. 84119 Strand 

Start 1089 End 

Name OJ000229_02 . 0323 . C8 . o3 . gp Method 

Start 1089 End 

GI none Score 

Exons 1089.. 1279 



OJ000229_02.0323.C8 

1279 
AAT/GAP 
1279 
353 



Seq. No. 
Gene No. 
Start 



40623 
84120 
1 



Seq. ID 

Strand 

End 



OJ000229 02. 0323. C9 



2095 



40622 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



0 J000229_02 . 0323 . C9 . ol . np Method AAT/NAP 

1 End 2095 

6681327 Score 1304 

1..158, 313. .478, 720. .887, 1375. .2095 

(AC015985) putative phosphatidylinositol-4-phosphate 5-kinase 
[Arabidopsis thaliana] 



40623 
84120 
1 

OJ000229_02 . 0323 . C9 . o2 . tm 
45 

none 



Seq. ID OJ000229_02.0323.C9 
Strand 

End 2095 . 

Method TBLASTX : Mai ze 

End 890 

Score 70 

45. .164, 46. .147, 69. .173, 305. .427, 307. .480, 354. .500, 
705. .890, 719. .889 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



40623 
84120 
1 

OJ000229_02.0323.C9.ol.tc 
47 

none 



Seq. ID OJ000229JD2.0323.C9 
Strand 

End 2095 
Method TBLASTX: Cress 
End 2095 
Score 78 

47. .160, 48. .164, 93. .161, 307. .480, 308. .427, 708. .854, 
719. .853, 1365. .1454, 1898. .2095, 1898. .1993, 1898. .2032, 
1898.. 2032, 1902. .2030, 1904.. 2035, 1904 .. 2032/ 1905 .. 2024 , 
1925. .2095, 1930. .2079, 1974. .2093 



40623 
84120 
1 

OJ000229_02.0323.C9.ol.gs 
48 

none 



Seq. ID OJ000229_02.0323.C9 
Strand 

End 2095 

Method GENSCAN 

End 1769 

Score .75 



48. .158, 313. .478, 720. .887, 1375. .1769 



40623 
84120 
1 

OJ000229_02.0323.C9.o2.ts 
48 

none 



Seq. ID OJ000229_02.0323.C9 
Strand 

End 2095 

Method TBLASTX: Soybean 

End 800 

Score 85 



48. .164, 49. .180, 307. .477, 307. .480, 308. .481, 311. .496, 
312. .500, 719. .796, 719. .799, 720. .800 



40623 
84120 
1 

OJ000229_02.0323.C9.ol.ts 

801 

none 



Seq. ID OJ000229_02.0323.C9 
Strand 

End 2095 

Method TBLASTX : Soybean 

End 1894 

Score 115 



801. .890, 806. .889, 1371. .1484, 1373. .1561, 1374. .1607, 
1441. .1614, 1620. .1703, 1624. .1704, 1749. .1814, 1841. .1894 



40623 
84120 
1 

OJ000229 02.0323.C9.o3.tm 



Seq. ID OJ000229_02.0323.C9 
Strand 

End 2095 

Method TBLASTX: Maize 



40623 



Start 


1 A 1 *3 




hna 


i cos 




GI 


none 




Score 






Exons 


141.3.. Ibzo, 1441. 


i a o a 
. 1 bZ b 








Seq. No. 


40623 




Seq. ID 


OJ000229 


_02.0323.C9 


Gene No. 


84120 




Strand 






otart 


l 




End 


2095 




XT — \ m *■» 

Name 


UJUUUZzy UZ.UoZo. 


Ly.oi. rm 


Method 


TBLASTX: 


xiai ze 


Start 


1 

id^i y 




End 


1900 




GI 


none 




Score 


217 




Exons 


iozy..iooz, lo^y. 


i q a a i £*5n 

. 10 4 4, IOjU 


..1845, 1841. .1891, 




Seq. No. 


40623 




Seq. ID 


OJ000229 


_02.0323.C9 


Gene No. 


84120 




Strand 






btart 


l 




End 


2095 




Name 




cy . OJ . IS 


Method 


TBLASTX: 


ooyoean 


Start 


1 one 

loyo 




End 


2093 




GI 


. none 




Score 


183 




Exons 


1QQC OHyll 1 QQC 


0C\A0 1 P Q£ 

io y o 


..2075, 1906.. 2073, 


iyoy. . iU3j 


Seq. No. 


40624 




Seq. ID 


OJ000229 


_02. 0323. C10 


Gene No. 


84121 




Strand 






otart 


57 




End 


831 




Name 


OJ000229 02.0323. 


C10.ol.gs 


Method 


GEN SCAN 




Start 


57 




End 


831 




GI 


none 




Score 


.99 




Exons 


57. .350, 713. .831 








Seq. No.. 


40625 




Seq. ID 


OJ000229 


_02.0323.C11 


Gene No. 


84122 




Strand 






Start 


791 




End 


1036 




Name 


OJ000229 02.0323. 


Cll.ol.gs 


Method 


GENSCAN 




Start 


791 




End 


1036 




hi 


none 




Score 


.65 




Exons 


791. .1036 










oeq. ino . 


.40626 




Seq. ID 


OJ000229 




Gene No. 


84123 




Strand 


+ 




Start 


12106 




End 


17042 




Name 


OJ000229 02.0323. 


C12.o3.np 


Method 


AAT/NAP 




Start 


12097 




End 


17016 




GI 


7406446 




Score 


884 




Exons . 


12097. .12216, 13094. .13171, 


13260. .13379, 13488 


. .13550, 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14251. .14316, 14444. .14583, 14666 .. 14792, 15253 .. 15372 , 
15459. .15542, 15977 .. 16060, 16284 .. 16607 , 16690 .. 1674 9, 
16864.. 17016 

(AL162875) putative protein [Arabidopsis thaliana] 



40626 
84123 
12106 

OJ000229_02.0323.C12.o3.gs 

12106 

none 



Seq. ID OJ000229_02.0323.C12 

Strand + 

End 17042 

Method GENSCAN 

End 17042 

Score .59 



12106. .12216, 12358. .12588, 14444 .. 14583, 14666 .. 14792, 
15253. .15367, 16360 .. 16577 , 16864.. 17042 



40624 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40626 Seq. ID 

84124 Strand 

1 End 

OJ000229_02.0323.C12.ol.np Method 

1 End 

6456163 Score 
1..20, 604. .715, 807. .965, 1832. .1926, 



OJ000229_02 . 0323 . C12 

.2867 
AAT/NAP 
2867 
332 

2816.. 2867 



(AC011622) unknown protein [Arabidopsis thaliana] 



40626 
84124 
1 

OJ000229_02.0323.C12.ol.gs 
604 
none 

604. .715, 807. .965, 1832. .1972 

40626 
84125 
3217 

OJ000229_02.0323.C12.o2.gs 
3217 
none 



Seq. ID OJ000229_02.0323.C12 
Strand 

End 2867 

Method GENSCAN 

End 1972 

Score .75 



End 

Method 
End 
Score 

3217. .4707, 5005. .5145, 5561. .5924, 6844. .7003, 8358. .8681, 
9019.. 9078, 9438.. 9501 



Seq. ID OJ000229_02.0323.C12 
Strand 

9501 
GENSCAN 
9501 
.85 



Seq. ID OJ000229_02.0323.C12 
Strand 

End 9501 
Method AAT/NAP 
End 8641 
Score 923 

3262.. 4707, 5005. .5148, 5642.. 5910, 6836.-6965, 7143.. 7264, 
8358. .8641 

protein kinase homolog F4I18.11 - Arabidopsis thaliana 

gi I 3386604 | gb| AAC28534.il (AC004665) putative protein kinase 

[Arabidopsis thaliana] 



40626 
84125 
3217 

OJ000229_02.0323.C12.o2.np 
3262 
7488259 



Seq. No. 


40626 






Seq. ID 


OJ000229_02.0323.C12 


Gene No. 


84126 






Strand 




Start 


16966 






End 


17045 


Name 


OJ000229 


02.0323.C12 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


605 






End 


1894 


GI 


none 






Score 


71 


Exons 


605. .715, 


606. .716, 


606. .716, 


607. .717 


, 811. .966, 816. .965, 




826. .966, 


1826. .1894 


, 1845. .1886 




Seq. No. 


40626 






Seq. ID 


OJ000229_02.0323.C12 


Gene No. 


84126 






Strand 




Start 


16966 






End 


17045 


Name 


OJ000229 


02.0323.C12 


.o3.ts 


Method 


TBLASTX : Soybean 


Start 


668 






End 


1894 


GI 


none 






Score 


134 


Exons 


668. .715, 


787. .966, 


804. .965, 


826. .975 


, 908. .988, 1826. .1894 


Seq. No. 


40626 






Seq. ID 


OJ000229_02.0323.C12 


Gene No. 


84126 






Strand 





40625 



.Start 


16966 




End 


17045 




Name 


OJ000229 02. 


0323.C12.o2.tc 


Method 


TBLASTX: Cress 




Start 


3238 




End 


3468 




GI 


none 




Score 


104 




Exons 


3238. .3468, 


3305. .3457 








Seq. No. 


40626 




Seq. ID 


OJ000229_02.0323 


.C12 


Gene No. 


84126 




Strand 






0+- -i -»~ 4- 

otarr 


1 coca 
1 by do 




End 


17045 




Name 


OJ000229 02. 


0323.C12.o2.tJ3 


Method 


TBLASTX : Soybean 




Start 


3277 




End 


4071 




GI 


none 




Score 


106 




Exons 


3277. .3468, 


3308.. 3466, 3622 


..3696, 3709. .3864, 3898. .3930, 




3952. .4071 










Seq. No. 


40626 




Seq. ID 


OJ000229_02.0323 


.C12 


Gene No. 


84126 




Strand 






otart 


Ibybb 




End 


17045 




Name 


OJ000229 02. 


0323.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


3418 




End 


4218 




GI 


none 




Score 


63 




Exons 


3418. .3468, 


3616.. 3702, 3724 


..3855, 3725. .3850, 3952. .4071, 




3953. .4066, 


4090. .4218, 4103 


. .4210 






Seq. No. 


40626 




Seq. ID 


OJ000229_02.0323 


.C12 


Gene No . 


84 Iz b 




Strand 






Start 


16966 




End 


17045 




Name 


OJ000229 02. 


0323.C12.o3. tc 


Method 


TBLASTX: Cress 




Start 


3751 




End 


4317 




GI 


none 




Score 


67 




Exons 


3751. .3861, 


3758.-3859, 3946 


..4071, 4144. .4317 




Seq. No. 


40626 




Seq. ID 


OJ000229_02.0323 


.C12 


Gene No . 






Strand 






Start 


16966 




End 


17045 




Name 


OJ000229 02. 


0323.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3943 




End 


4183 




GI 


none 




Score 


67 




Exons 


. 3943. .4089, 


4066.. 4182, 4103 


. .4183 






Seq. No. 


40626 




Seq. ID 


OJ000229_02.0323 


.C12 


Gene No. 


84126 




Strand 






Start 


16966 




End 


17045 




Name 


OJ000229_02. 


0323.C12.ol.ts 


Method 


TBLASTX: Soybean 




0 tar u 






End 


17019 




GI 


none 




Score 


96 




Exons 


13091. .13174 


, 14348. .14389, 


14444. .14575, 1444 4 .. 14575, 






14446. .14577 


, 14450. .14566, 


14501. .14578, 14675. . 14791, 






14676. .14795 


, 15252. .15389, 


15253. .15399, 15465 15542, 






15974. .16075 


, 16681. .16752, 


16933. .17019 




Seq. No. 


40626 




Seq. ID 


OJ000229_02.0323 


.C12 


Gene No. 


84126 




Strand 






Start 


16966 




End 


17045 




Name 


OJ000229 02. 


0323.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


14281 




End 


17045 




GI 


none 




Score 


62 





40626 



Exons 



1 49ft 1 


1 4-"39 5 


1 49ft 1 


1 4194 


1 44 47 

X *i *i *± f . 


. 14581, 


14448 . 


. 14588, 


1 4 A A ft 
X 4 4 4 O • 


1 4 ^fi 

• JL *i J *i U , 


T 444 Q 

J. *i *i *i -7 • 




1 44 

X *i *» U -J . 


. 14578, 


14661 . 


. 14795, 


14666 . 


. 14791, 


14.667 . 


. 14792, 


15243. 


. 15341, 


15253. 


. 15390, 


15254. 


.15367, 


15255. 


.15368, 


15464. 


.15541, 


15465. 


.15542, 


15465. 


.15542, 


15974. 


.16075, 


15976. 


.16086, 


16281. 


.16394, 


16281. 


.16340, 


16283. 


.16396, 


16391. 


.16468, 


16392. 


.16607, 


16395. 


.16610, 


16396. 


.16608, 


16402. 


.16611, 


16529. 


.16612, 


16665. 


.16742, 


16681. 


.16749, 


16686. 


.16748, 


16847. 


.17044, 


16858. 


.17043, 


16863. 


.17045 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ^No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40626 Seq. ID 

84126 Strand 

16966 End 

OJ000229_02.0323.C12.ol.tc Method 

14444 End 

none Score 



OJ000229_02 . 0323 .C12 
17045 

TBLASTX: Cress 

14795 

172 



14444. .14575, 14450 .. 14566, 14450 .. 14566, 14675 14791, 
14676. .14795 



40626 
84126 
16966 

OJ000229J)2.0323.C12.o2.tw 

14447 

none 

14447. .14566, 14450 14581, 
14673. .14795, 15253 .. 15366, 

40626 
84126 
16966 

OJ000229_02.0323.C12.o4.tc 

15252 

none 

15252. .15368, 15253 .. 15399, 
15974. .16075, 15976.. 16077 

40626 
84126 
16966 

OJ000229_02.0323.C12.ol.gp 

16966 

none 

16966. .17043 



Seq. ID 

Strand 

End 

Method 

End 

Score 

14450 

15253 



.14554, 
.15348 



OJ000229_02 . 0323 .C12 
17045 

TBLASTX: Wheat 

15366 

108 

14672. .14791, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ00022 9_02 . 0323 .C12 
17045 

TBLASTX: Cress 

16077 

172 



15459. .15542, 15476 .. 15541, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_02.0323.C12 

17045 
AAT/GAP 
17043 
120 



Seq. No. 40627 Seq. ID OJ000229_02 . 0323.C13 

Gene No. 84127 Strand + 

Start 1671 End 1813 

Name OJ000229JD2 . 0323 . C13 .ol .gp Method AAT/GAP 

Start 1671 End 1813 

GI 13884_1.R1084 Score 206 

Exons * 1671.. 1813 

GI Descrip. 1 133028 /sp | P25864 | RK9_ARATH 8.0e-52 SOS RIBOSOMAL PROTEIN L9, 

CHLOROPLAST PRECURSOR (CL9) >gi_71257_pir R5MUL9 ribosomal 

protein L9 precursor, chloroplast - Arabidopsis thaliana 
>gi_164 99_emb_CAA77480_ (Z11129) plastid ribosomal protein CL9 
[Arabidopsis thaliana] >giJL6501_emb_CAA77594__ (Z11509) 



40627 



Chloroplast ribosomal protein CL9 [Arabidopsis thaliana] 1 



Sea No. 


40627 


Seq. ID 


OJ000229_ 


02.0323 


.C13 


fjpnp No 


84128 


Strand 








Start 


49 


End 


355 






Name 


OJ000229 02.0323.C13.ol.gs 


Method 


GENS CAN 






Start 


49 ~~ , 


End 


355 






GI 


none 


Score 


.42 






Exons 


49.. 355 










Seq. No. 


40628 


Seq. ID 


OJ000229_ 


02.0323 


.C14 


Gene No . 


84129 


Strand 


+ 






Start 


260 


End 


712 






Name 


OJ000229 02.0323.C14.ol.gs 


Method 


GENSCAN 






Start 


260 


End 


712 






GI 


none 


Score 


.44 






Exons 


260. .329, 531. .712 










Seq. No. 


40628 


Seq. ID 


OJ000229_ 


02.0323 


.C14 


Gene No. 


84129 


Strand 


+ 






Start 


260 


End 


712 






Name 


OJ000229 02.0323.C14.ol.np 


Method 


AAT/NAP 






Start 


260 


End 


709 






GI 


133028 


Score 


258 






I J Exons 


260. .357, 442. .489, 592. .709 










=,3 GI Descrip. 


SOS RIBOSOMAL PROTEIN L9, CHLOROPLAST 


PRECURSOR 


(CL9) 





Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



gi | 71257 | pir | | R5MUL9 ribosomal protein L9 precursor, chloroplast 
- Arabidopsis thaliana gi | 16499 | emb | CAA77480 | (Z11129) plastid 
ribosomal protein CL9 [Arabidopsis thaliana] 

gi|16501|emb|CAA77594| (Z11509) Chloroplast ribosomal protein 
CL9 [Arabidopsis thaliana] 



40628 Seq. ID 

84130 Strand 

639 End 

OJ000229_02 . 0323 . C14 . ol . ts Method 

246 End 

none Score 



OJ000229_02.0323.C14 
+ 

1249 

TBLASTX : Soybean 

493 

144 



246.-344, 259. .357, 260. .355, 431. .490, 439. .483, 443. .493 



40628 
84130 
639 

OJ000229_02 . 0323 . C14 . ol . tc 

254 

none 

254. .352, 259. .354, 260. .355, 
592. .723 



Seq. ID OJ000229_02.0323.C14 

Strand + 

End 1249 

Method TBLASTX : Cress 

End 723 

Score 136 

428. .490, 442. .483, 590. .712, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40628 
84130 
639 

OJ000229_02 ; 0323 . C14 . ol . tm 
254 
none 

254. .355, 259. .372, 260. .355, 431. .490, 439. .513, 444 
445. .513, 588. .713, 589. .714, 590. .724 



Seq. ID OJ000229_02.0323.C14 
Strand + 

1249 

TBLASTX: Maize 
724 
155 

494, 



End 

Method 

End 

Score 



40628 




Sea. No. 


40628 




Seq. ID 


OJ000229 


02 


. 0323 


. C14 


Gene No. 


84130 




Strand 


+ 








Start 


639 




End 


1249 








Name 


OJ000229 02.0323.C14.ol 


.gp 


Method 


AAT/GAP 








Start 


639 




End 


1249 








GI 


none 




Score 


920 








Exons 


639. .778, 895. .1249 














Seq. No. 


40629 




Seq.' ID 


OJ000229_ 


_02 


.0323 


.C16 


Gene No. 


84131 




Strand 










Start 


2005 




End 


2340 








Name 


OJ000229 02.0323.C16.ol 


.np 


Method 


AAT/NAP 








Start 


1980 




End 


2340 








GI 


6175162 




Score 


255 








Exons 


1980. .2340 














GI Descrip. 


(AC011437) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


40629 




Seq. ID 


OJ000229_ 


02 


.0323 


.C16 


Gene No. 


84131 




Strand 










Start 


200S 

c. \J \J J 




End 


2340 








Name 






Method 


GENSCAN 








Start 


2005 _ 




End 


2289 








GI 


none 




Score 


.96 








Exons 


pons ??8Q 














Seo No 


40630 




Seq. ID 


OJ000229_ 


_02 


.0323 


n 7 


Gene No. 


84132 




Strand 


+ 








Start 


102 




End 


266 








Name 


OJ000229 02.0323.C17.ol 


.gs 


Method 


GENSCAN 








Start 


102 




End 


266 








GI 


none 




Score 


.44 








Exons 


102. .266 














Seq. No. 


40631 




Seq. ID 


OJ000229_ 


02 


.0323 


.C20 


Gene No. 


84133 




Strand 


+ 








Start 


3101 




End 


6498 








Name 


OJ000229 02.0323.C20.o2 


.gp 


Method 


AAT/GAP 








Start 


3101 




End 


6416 








GI 


none 




Score 


994 








Exons 


3101.. 3339, 3480.. 3530, 


5204 


. .5351, 6214. .6270, 


6357. .6416 


Seq. No. 


40631 




Seq. ID 


OJ000229_ 


02 


.0323 


.C20 


Gene No . 


84133 




Strand 


+ 








Start 


3101 




End 


6498 








Name 


OJ000229 02.0323.C20.o2 


.np 


Method 


AAT/NAP 








Start 


5190 




End 


6498 








GI 


6735329 




Score 


255 








Exons 


5190.. 5351, 6214.. 6270, 


6357 


. .6498 










GI Descrip. 


(AL137081) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


40631 




Seq. ID 


OJ000229_ 


02 


.0323 


C20 


Gene No. 


84134 




Strand 










Start 


1 




End 


3362 








Name 


OJ000229 02.0323.C20.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


2870 








GI 


6175161 




Score 


697 









40629 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..258, 406. .791, 933. .1022, 1116. .1403, 2627. .2870 
(AC011437) unknown protein [Arabidopsis thaliana] 



40631 
84134 
1 

OJ000229_02 . 0323 . C20 . ol . gp 
101 

3768195 

101. .258, 406. .490 



Seq. ID OJ000229_02.0323.C20 
Strand 

End 3362 

Method AAT/GAP 

End 4 90 

Score 353 



i y 

J3 SS. 



Seq. No. 40631 

Gene No. 84134 

Start 1 

Name OJ000229_02 . 0323 . C20 . ol . gs 

Start 110 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000229_02.0323.C20 
Strand 

End 3362 

Method GENS CAN 

End 3362 

Score . 66 



110. .258, 406. .791, 933. .1022, 1116. .1399, 2657. .2918, 
3015.. 3259, 3290.. 3362 



40631 
84134 
1 

OJ00022 9_02 . 0323 . C20 . o3 . tm 

160 

none 



Seq. ID OJ000229_02.0323.C20 
Strand 

End 3362 

Method" TBLASTX: Maize 

End 686 

Score 59 



160. .195, 225. .257, 226. .258, 405. .494, 405. .551, 406. .669, 
418. .552, 477. .686 



40631 
84134 
1 

OJ000229_02.0323.C20.ol.tm 

760 

none 



Seq. ID OJ000229_02.0323.C20 
Strand 

End 3362 

Method TBLASTX: Maize 

End 1399 

Score 55 



760. .807, 770. .808, 927. .1025, 933. .1019, 934. .1023, 935. .1039, 
935. .1072, 1113. .1397, 1117. .1398, 1118. .1399 



40631 
84134 
1 

OJ000229_02.0323.C20.ol.ts 

1140 

none 



Seq. ID OJ000229_02.0323.C20 
Strand 

End 3362 

Method TBLASTX : Soybean 

End 1401 

Score 115 



1140. .1397, 1140. .1400, 1141. .1401 



Seq. No. 40631 

Gene No. 84135 

Start 5196 

Name OJ000229_02 . 0323 . C20 . ol . tw 

Start 5196 

GI none 
Exons 



Seq. No. 
Gene No. 



Seq. ID OJ000229_02.0323.C20 
Strand 

End 6419 

Method TBLASTX : Wheat 

End 6271 

Score 218 



5196.. 5357, 5196.. 5354, 5206.. 5355, 6211.. 6270, 6216.. 6269, 
6220.. 6270, 6221.. 6271 



40631 
84135 



Seq. ID OJ000229_02.0323.C20 
Strand 



40630 




Start 


5196 


End 


6419 


Vi dillt; 


OJ000229 02 0323 C20 o2 tm 


Method 


TBLASTX: Maize 


OLalL 


SI 96 ~~ 


End 


6419 




none 


Score 


235 


Exons 


SI 96 5357 5206 5349 6211 


.6300, 6213.. 6272, 6214.. 6273, 




6351 6419 6356 6418 






Seq. No. 


40632 


Seq. ID 


OJ000229 02.0323.C21 


Gene No. 


84136 


Strand 




O Lai L. 


1 


End 


331 


NcLITlS 


D.T000229 0? 0323 P21 ol rrn 


Method 


AAT/GAP 




1 ~~ 

X 


End 


331 




none 


Score 


630 


Elxons 


1 331 

X . • J JI 






Seq. No. 


40632 


Seq. ID 


OJ000229 02.0323.C21 


Gene No. 


84137 


Strand 




OLai L. 


612 


End 


980 




OJ000229 02 0323 C21 ol as 


Method 


GEN SCAN 


o Lai l 


612 ~~ 


End 


980 


PT 




Score 


.74 


T»* von c 


612 980 






Seq. No. 


40633 


Spa TD 


OJ991211 50 0403 CI 


Gene No. 


84138 


strand 




O LclX L 


1 4033 


End 


14377 


Name 


O.T9Q1211 SO 0403 PI n4 rr«? 


Method 


GENSCAN 


jtaiL 


1 4033 _ 


End 


14377 


ot 


none 


Score 


. 95 


Exons 


1 4033 1 4377 






Seq. No. 


40633 


Sea ID 


OJ991211 50 . 04 03 .CI 


Gene No. 


84139 


Strand 




O Lai L 


604 

U VJ *1 


End 


3913 




0.7991 911 SO 0403 PI o1 a<? 


Method 


GENSCAN 


O Lai L 


604 _ 

U *± 


End 


3913 




n on ^ 


Score 


. 96 




604 912 94 9 3-913 






Seq. No. 


40633 


Seq. ID 


OJ991211 50. 0403. CI 


Gene No. 


84140 


Strand 






6186 


End 


7010 




OJ991211 50 0403 CI o2 as 


Method 


GENSCAN 

\J 1—1 J. X Villi 


o Lax L 


6186 ~~ 

O X O v) 


End 


6914 


ux 


none 


Score 


.5 


IT von c 


6186 6914 








40633 


Seq. ID 


OJ991211_50.0403.C1 


Gene No . 


84140 


Strand 




Start 


6186 


End 


7010 


Name 


OJ991211 50.0403.Cl.ol.np 


Method 


AAT/NAP 


Start 


6524 


End 


7010 


GI 


7263561 


Score 


279 


Exons 


6524. .7010 






GI Descrip. 


(AL161667) MYB transcription 


factor-like protein [Arabidopsis 



thaliana] 



40631 



Seq. No. 40633 

Gene No. 84141 

Start 7613 

Name OJ991211_50.0403.Cl.o3.gs 

Start 7613 

GI none 

Exons 7613.. 8077, 8168.. 8474, 8561. 
9946.. 10031 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8742, 



OJ991211 50. 0403. CI 



10031 
GENSCAN 
10031 
1 

8776. .8976, 



9629. .9833, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40633 Seq. ID 

84141. Strand 
7613 End 
OJ991211_50 . 0403 . CI . o2 . np Method 
7616 End 
2494174 Score 
7616. .8077, 8168. .8474, 8561. .8976, 
GLUTAMATE DECARBOXYLASE 1 (GAD 1) gi 1497979 
decarboxylase [Arabidopsis thaliana] 



OJ991211 50. 0403. CI 



10031 
AAT/NAP 
10031 
2001 
9629. .9833, 



9946. .10031 



(U10034) glutamate 



Seq. No. 40633 Seq. ID 

Gene No. 84142 Strand 

Start 16368 End 

Name OJ991211_50 . 0403 . CI . o4 . tw Method 

Start 15 End . 

GI none Score 
Exons 



OJ991211_50.0403.C1 
16447 

TBLASTX: Wheat 

261 

79 



15. .134, 37. .132, 135. .260, 136. .261 



Seq. No. 


40633 








Seq. ID 


OJ991211_50.0403.C1 


Gene No. 


84142 








Strand 




Start 


16368 








End 


16447 


Name 


OJ991211 50 


.0403 


.Cl.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1429 








End 


1658 


GI 


none 








Score 


88 


Exons 


1429. .1581, 


1433 


. .1648, 


1433. 


.1648, 1491. .1658 


Seq. No. 


40633 








Seq. ID 


OJ991211_50.0403.C1 


Gene No. 


84142 








Strand 




Start 


16368 








End 


16447 


Name 


OJ991211 50 


.0403 


.Cl.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6513 








End 


6840 


GI 


none 








Score 


106 


Exons 


6513. .6674, 


6525 


. .6647, 


6538. 


.6690, 6655.. 6840, 6684.. 6830 


Seq. No. 


40633 








Seq. ID 


OJ991211_50.0403.C1 


Gene No. 


84142 








Strand 




Start 


16368 








End 


16447 


Name 


OJ991211 50 


.0403 


.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


6516 








End 


6830 


GI 


none 








Score 


63 


Exons 


6516. .6674, 


6522 


. .6635, 


6535. 


.6675, 6687.. 6830, 6722.-6748 


Seq. No. 


40633 








Seq. ID 


OJ991211_50.0403.C1 


Gene No. 


84142 








Strand 




Start 


16368 








End 


16447 


Name 


OJ991211 50 


.0403 


.Cl.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


6534 








End 


6830 


GI 


none 








Score 


80 



40632 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6534.. 6671, 6552.. 6659, 6553.. 6660, 6687.. 6830 



40633 
84142 
16368 

OJ991211_50.0403.Cl.ol.tc 

7631 

none 



Seq. ID OJ991211_50.0403.C1 
Strand 

End 16447 

Method TBLASTX : Cress 

End 10032 

Score 42 



7631. .7699, 7635. .7697, 7757. .8095, 7758. .8096, 8168. .8473, 
8169. .8474, 8395. .8502, 8.555. .8977, 8560. .8982, 9629. .9835, 
9633.. 9827, 9942.. 10031, 9946.. 10032 



Seq. No. 40633 
Gene No. 84142 
Start 16368 

Name OJ991211_50 . 0403 . CI . ol . ts 

Start 7631 
GI none 
Exons 7631.. 7696, 7757. 

8273.-8473, 8555. 

9942. .10007 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211_50.0403.C1 
16447 

TBLASTX : Soybean 

10007 

277 



,8095, 7758. .8099, 8168. .8473, 8169. .8471, 
,8977, 8560. .8982, 9629. .9835, 9630. .9827, 



Seq. No. 40633 
Gene No. 84142 
Start 16368 

Name OJ991211_50. 0403. CI . ol . tm 

Start 7757 
GI none 

Exons 7757.. 8083, 7757.. 8095, 7785. 

8270. .8479, 8386. .8475, 8558. 
9629.. 9835, 9630.. 9833, 9942. 

Seq. No. 40633 

Gene No. 84142 

Start , 16368 

Name OJ991211_50 . 0403 . CI .o3.tw 

Start 7851 

GI none 

Exons 7851.. 8096, 7853.. 8104, 7853. 
8168.. 8221, 8172.. 8219 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991211 50. 0403. CI 



16447 

TBLASTX: Maize 
10020 
288 

.8096, 8163. .8474, 8168. .8473, 
.8611, 8560.. 8982, 8630.. 8977, 
.10007, 9943. .10020 

Seq. ID OJ991211_50.0403.C1 
Strand 

End 16447 

Method TBLASTX : Wheat 

End 8222 

Score 224 

.8095, 8163. .8222, 8163. .8213, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40633 
84142 
16368 

OJ991211_50.0403.Cl.ol.tw 

8223 

none 

8223.-8474, 8225.-8473, 8351. 
8555.-8665, 8558.. 8611, 8560. 

40633 
84142 
16368 

OJ991211_50.0403.Cl.o2.tw 

9630 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.8476, 
.8664 



OJ991211_50.0403.C1 
16447 

TBLASTX: Wheat 
8665 
332 

8358. .8477, 8383. .8502, 



Seq. ID OJ991211_50.0403.C1 



Strand 
End 

Method 

End 

Score 



16447 

TBLASTX: Wheat 

10034 

279 



9630.. 9836, 9630.. 9833, 9942.. 10016, 9946.. 10002, 10014.. 10034 



40633 




Seq. No. 


40633 


Seq. ID 


OJ991211_50.0403.C1 




R41 4? 


Strand 




OLdrL 


X DODO 




164 47 


Name 


OTQQ1911 SO H4fi*3 ri n 1 ^ rTc: 

W<J .7 -7 1 ^ -L J- JU.UIUJ.^l.UJ.yO 








1 fi^fiR ~~ 

X DO DO 


End 


164 47 


C T 


none 


Score 


. 59 


Exons 


1 fi^fifi 1 6447 
X DO DO . .XOf4*l f 






Seq. No. 


40634 


Seq. ID 


OJ991211_50.0403.C2 




841 4 ^ 


St rand 


+ 




7Q7 


Fnri 


18 63 


Name 




Mot 1 hnH 




b car t. 


7 Q7 ~~ 

/ j f 


I-illd 


18 63 


bx 


none 


Score 


. 66 




7Q7 fififi Q74 10R? 1^0? 


1542 1664 


. 1863 


Seq. No. 


40634 


Seq. ID 


OJ991211_50.0403.C2 


Gene No. 


84144 


Strand 




Start 


1 


End 


2041 


Name 


OJ991211 50.0403.C2.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1949 


GI 


7488074 


Score 


90 


Exons 


1..29, 1484. .1611, 1720. .1949 




GI Descrip. 


probable cellulase (EC 3.2. 


1.4) F2P3.1 


- Arabidopsis thaliana 



gi | 3600052 | gb | AAC35539. 1 | (AF080120) contains similarity to 
glycosyl hydrolases family 9 (Pfam: glycosyl_hydro5 . hmm, score: 
88.03) [Arabidopsis thaliana] gi | 4850284 | emb | CAB43040 . 1 1 
(AL049876) putative glucanase [Arabidopsis thaliana] 
gi I 7267803 | embl CAB81206.il (AL161518) putative glucanase 
[Arabidopsis thaliana] 



Seq. No. 


40634 


Seq. ID 


OJ991211_50.0403.C2 


Gene No. 


84144 


Strand 




Start 


1 


End 


2041 


Name 


OJ991211 50.0403.C2.ol.np 


Method 


AAT/NAP 


Start 


-'988 


End 


2041 


GI 


7339707 


Score 


67 


Exons 


988. .1123, 1198. .1344, 1803. 


.2041 




GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 


Seq. No. 


40635 


Seq. ID 


OJ991211_50.0403.C3 


Gene No. 


84145 


Strand 


+ 


Start 


2 


End 


6154 


Name 


OJ991211 50.0403.C3.ol.gs 


. Method 


GENSCAN 


Start 


2 


End 


6087 


GI 


none 


Score 


.45 


Exons 


2. .60, 687. .823, 3193. .3410, 


3783. .4086, 4132. .4339, 5265. 


Seq. No. 


40635 


Seq. ID 


OJ991211_50.0403.C3 


Gene No. 


84145 


Strand 


+ 


Start 


2 


End 


6154 


Name 


OJ991211 50.0403.C3.ol.gp 


Method 


AAT/GAP 


Start 


716 i . 


End 


6154 


GI 


934 1.R1084 


Score 


3747 


Exons 


716.. 823, 2160.. 2255, 2882.. 


2978, 3193 


..3410, 3783.-4339, 



5265. .6154 



40634 



GI Descrip. '4102839 1.0e-173 (AF016713) LeOPTl [Lycopersicon esculentum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40635 
84145 
2 

OJ991211_50.04 03.C3.ol.np 

2196 

6409176 



Seq. ID OJ991211_50.0403.C3 

Strand + 

End 6154 

Method AAT/NAP 

End 6084 

Score 2892 



2196.. 2255, 2882.. 2978, 3193.. 3410, 3783.-4339, 5265.. 6084 
(AF140606) nitrate transporter [Oryza sativa] 



40635 
84146 
7562 

OJ991211_50.0403.C3.ol.ts 

2888 

none 



Seq. ID OJ991211_50.0403.C3 

Strand + 

End 7718 

Method TBLASTX : Soybean 

End 6066 

Score 78 



2888.. 2977, 3183.. 3374, 3873.-. 4340, 5305.. 6066, 5328.. 5402, 
5451.. 5507, 5583.-5993 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40635 
84146 
7562 

OJ991211_50.0403.C3.ol.tc 

2891 

none 



Seq. ID OJ991211_50.0403.C3 

Strand + 

End 7718 

Method TBLASTX : Cress 

End 6084 

Score 7 9 



2891. .2980, 3183. .3374, 3870. .4328, 3872. .4120, 3948. .4325, 
4166. .4342, 5263. .6084, 5268. .5501, 5577. .6083 



40635 
84146 
7562 

OJ991211_50.0403.C3.ol.tm 

3869 

none 



Seq. ID OJ991211_50.0403.C3 

Strand + 

End 7718 

Method TBLASTX : Mai ze 

End 608 9 

Score 144 



3869.. 3955, 3885.. 4025, 3990.. 4058, 4056.. 4328, 4062.. 4340, 
4166.. 4342, 5260.. 6084, 5262.. 5504, 5577.. 6086, 5892.. 6089 



Seq. No. 40635 

Gene No. 84146 

Start 7562 

Name OJ99121 1_50 . 04 03 . C3 . ol . tw 

Start 574 6 

GI none 

Exons 5746.. 6084, 5754.. 6077 

Seq. No. 40635 

Gene No. 84146 

Start 7562 

Name OJ991211_50 . 0403 . C3 . o2 . gp 

Start 7562 

GI 2800454 

Exons 7562.. 7718 



Seq. ID OJ991211_50.0403.C3 

Strand + 

End 7718 

Method TBLASTX : Wheat 

End 6084 

Score 303 



Seq. ID OJ991211_50.0403.C3 

Strand + 

End 7718 

Method AAT/GAP 

End 7718 

Score 253 



Seq. No. 
Gene No. 
Start 



40636 
84147 
1 



Seq. ID OJ991211_50.0403.C4 
Strand 

End 1526 



40635 



Name 


OJ991211 50. 0403. C4 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1526 




GI 


3777527 




Score 


1173 




Exons 


1..963, 1048. .1526 










GI Descrip. 


(AF053008) gag-pol 


polyprotein [Glycine max] 




Seq. No. 


40636 




beq. id 


ujyyi^n DU.U4UO 


.C4 


bene no. 


Q A 1 A 7 




otirana 






Start 


1 




rjna 


1 cot 




Name 


OJ991211 50. 0403. C4 


. ol . tm 


Metnoa 


1 oii/ib 1 a . Jxiai ze 




Start 


122 




End 


569 




GI 


none 




Score 


342 




Exons 


122. .568, 132. .569 










Seq. No. 


40636 




beq. id 


ujyyizii ou.Uftuo 


-C4 


Gene No. 


84147 




b rrana 






O Lai. L 


i 

X 






10Z 0 




Name 


OJ991211 50. 0403. C4 


. Ol . ts 


Method 


1 oiiAb 1 a : boyoean 




Start 


231 




End 


800 




GI 


5509260 




Score 


413 




Exons 


231. .800, 233.. 760 










GI Descrip. 


- 










Seq. No. 


40636 




Seq. ID 


r\TQO! Ol 1 Crt flying 

ojyyi^n ou.u4Uo 


.C4 


Gene No. 


Q A 1 A 1 

o414 / 




Strand 






Start 


1 




End 


lbzo 




Name 


OJ991211 50. 0403. C4 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


248 




End 


715 




GI 


none 




Score 


1 CI 

lol 




Exons 


248. .592, 249. .416, 


Jol . .41/, 


A A *7 CO /I 

44 / . . oo4 


TIC CQO 


709 


Seq. No. 


40636 




beq. ID 


ojyyizii ou.u4Uo 


,C4 


Gene No . 


Q A 1 A *7 
O 4 14 / 




btrana 






Start 


1 




bna 


10^! o 




Name 


OJ991211 50. 0403. C4 


.ol .gs 


Method 


GEN SCAN 




Start 


264 




End 


1411 




GI 


none 




Score 






Exons 


264. .1411 










Seq. No. 


40636 




beq. id 


ujyyizii OU.U4UJ 


.C4 


uene wo • 


P A 1 A1 




Strand 






Start 


1 




hina 


1 COC 




Name 


OJ991211 50. 0403. C4 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


350 




End 


616 




GI 


none 




Score 


117 




Exons 


350. .616, 351. .611 










Seq. No. 


40636 




Seq. ID 


OJ991211_50.0403 


.C4 


Gene No . 


84147 




Strand 






Start 


1 




End 


1526 




Name 


OJ991211 50. 0403. C4 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


1073 




End 


1526 




GI 


none 




Score 


243 




Exons 


1073.. 1225,' 1207.. 1308, 1220. 


.1525, 1221.. 1526 




Seq. No. 


40636 




Seq. ID 


OJ991211_50.0403 


.C4 


Gene No. 


84147 




Strand 







40636 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



OJ991211_50.0403.C4.o2.ts 
1073 
none 



End 1526 

Method TBLASTX : Soybean 

End 1523 

Score 52 



1073. .1201, 1092. .1211, 1223. .1516, 1230. .1523 



40636 
84147 
1 

OJ991211_50i0403.C4.o2.tc 
1074 
none 



Seq. ID OJ991211_50.0403.C4 
Strand 

End 1526 

Method TBLASTX : Cress 

End 1516 

Score 36 



1074. .1211, 1079. .1210, 1226. .1516, 1295. .1492 



40636 
84147 
1 

OJ991211_50.0403.C4 .o2.tw 
1316 
none 



Seq. ID OJ991211_50.0403.C4 
Strand 

End 1526 

Method TBLASTX : Wheat 

End 1475 

Score 94 



1316. .1474, 1322. .1465, 1323. .1475 



40637 
84148 
111 

OJ991211_50.0403.C5.ol.gs 

111 

none 

111. .392, 465. .551 



Seq. ID OJ991211_50.0403.C5 

Strand + 

End- 551 

Method GENSCAN 

End 551 

Score .53 



40638 
84149 
1 

OJ991211_50.0403.C6.ol.np 
1 

4680186 
1..24, 501. .561, 1091. .1178 

(AF1 1170 9) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991211_50.0403.C6 
Strand + 

1178 
AAT/NAP 
1178 
64 



End 

Method 

End 

Score 



40638 
84150 
550 

OJ991211_50 . 04 03 . C6 . ol . gs 

550 

none 

550. .623 



Seq. ID OJ991211_50.0403.C6 
Strand 

End 623 

Method GENSCAN 

End 623 

Score 1 



40639 
84151 
389 

OJ991211_50.0403.C7.ol.np 
389 

6907086 
389.. 1151, 1212.. 1559. 

(AP001129) hypothetical protein " [Oryza sativa] 



Seq. ID OJ991211_50.0403.C7 
Strand + 

1559 
AAT/NAP 
1559 ' 
1001 



End 

Method 

End 

Score 



40639 



Seq. ID OJ991211_50.0403.C7 



40637 



Gene No. 


84151 


Strand 


+ 


u Lai L 


389 

•J O -s 


End 


1559 


in dint: 




Mpthod 


GENSCAN 


DtaiL 


677 ~ 


Fnri 


1123 


(IT 




Score 


. 99 




677 1123 






JCt^t IN U • 


40640 


Seq. ID 


OJ991211 




84152 


Strand 


+ 


Start 


853 


End 


5466 


Name 


OJ991211 50.0403.C8.o2.np 


Method 


AAT/NAP 


Start 


853 


End 


2594 


rij 


4539658 


Score 


239 




853.-892, 2248.-2374, 2416.. 


2594 




f^T no opr i n 


(AF061282) serine carboxypeptidase-like protein 




bicolor] 






Seq. No. 


40640 


Seq. ID 


OJ991211 


Gene No. 


84152 


Strand 


+ 


Start 


853 


Pnd 


5466 


Name 


OJ991211 50.0403.C8.o3.np 


Method 


AAT/NAP 


Start 


2248 


End 


5466 


GI 


4539658 


Score 


238 


Exons 


2248.. 2374, 2416. .2594, 5411 


. .5466 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50. 0403. C8 



(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



40640 Seq. ID 

84152 Strand 
853 End 
OJ991211_50.0403.C8.o2.gp Method 
2606 End 
LIB3475-004-P1-K2-A5 Score 
2606.. 2746, 2832.. 2913 

, 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome' 



OJ991211_50.0403.C8 
+ 

5466 
AAT/GAP 
2913 
327 



40640 
84153 
456 

OJ991211 
456 

6983859 
456. .1783, 
(AP001168) 
(AF061282) 



Seq. ID OJ991211_50.0403.C8 
Strand 

End 3183 

Method AAT/NAP 

End 3183 

Score 2613 
3108.. 3183 

Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
[Oryza sativa] 



50.0403.C8.ol.np 



1912. .2121, 



40640 Seq. ID 

84153 Strand 

456 End 

OJ9912 11_50 . 04 03 . C8 . ol . gs Method 

531 End 

none "'• Score 

531. .1898, 1922. .2128 



OJ991211_50.0403.C8 

3183 
GENSCAN 
2128 
.84 



Seq. No. 
Gene No. 



40640 
84153 



Seq. ID 
Strand 



OJ991211 50. 0403. C8 



40638 




Start 


456 


End 


3183 






Name 


OJ991211 50.0403.C8.ol.gp 


Method 


AAT/GAP 






Start 


2120 


End 


2369 






GI 


LIB3475-004-P1-K2-A5 


Score 


424 






Exons 


2120. .2369 










GI Descrip. 


, 5777612/emb|AJ245900.1|OSA245900 l.Oe- 


•94 Oryza 


sativa 




chromosome 4 BAC q3037-207Fl 


complete genome' 






Seq. No. 


40640 


Seq. ID 


OJ991211_ 


50. 


0403. C8 


Gene No. 


84154 


Strand 








Start 


3683 


End 


5779 






Name 


OJ991211 50.0403.C8.o4.np 


Method 


AAT/NAP 






Start 


3653 


End 


5689 






GI 


1279654 


Score 


908 






Exons 


3653. .4104, 4426. .4591, 5172 


..5363, 5465.. 5689 






GI Descrip. 


(X97351) peroxidase [Populus 


balsamifera subsp. 


trichocarpa] 


Seq. No. 


40640 


Seq. ID 


OJ991211_ 


50. 


0403. C8 


Gene No. 


84154 


Strand 








Start 


3683 


End 


5779 






Name 


OJ991211 50.0403.C8.o2.gs 


Method 


GEN SCAN 






Start 


3683 


End 


5686 






GI 


none 


Score 


.97 






Exons 


3683. .4104, 4426. .4591, 5172 


..5363, 5465.-5686 






Seq. No. 


40640 


Seq. ID 


OJ991211_ 


50. 


0403. C8 


Gene No. 


84154 


Strand 








Start 


3683 


End 


5779 






Name 


OJ991211 50.0403.C8.o3.gp 


Method 


AAT/GAP 






Start 


5273 


End 


5779 






GI 


LIB347 9-008-Q6-K1-A6 


Score 


628 






Exons 


5273.. 5363, 5465.. 5779 










GI Descrip. 


, 1279654/emb|CAA66037 | 7.0e- 


24 (X97351) 


peroxidase 


[Populus 



balsamifera subsp. trichocarpa] 1 



Seq. No. 


40640 




Seq. ID 


OJ991211_50.0403.C8 


Gene No. 


84155 




Strand 




Start 


7265 




End 


7706 


Name 


OJ991211 


50.0403.C8.o4.tw 


Method 


TBLASTX: Wheat 


Start 


468 




End 


800 


GI 


none 




Score 


137 


Exons 


468. .800, 


489. .761 






Seq. No. 


40640 




Seq. ID 


OJ991211_50.0403.C8 


Gene No. 


84155 




Strand 




Start 


7265 




End 


7706 


Name 


OJ991211 


50.0403.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


651 




End 


1244 


GI 


none 




Score 


64 


Exons 


651. .746, 


651. .1088, 661. .870, 


819. .968 


, 946. .1074, 1005. .1088, 




1086. .124 


4, 1097. .1159, 1102.. 


1239 




Seq. No. 


40640 




Seq. ID 


OJ991211_50.0403.C8 


Gene No. 


84155 




Strand 




Start 


7265 




End 


7706 


Name 


OJ991211 


50.0403.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


801 




End 


1427 



40639 




GI 


none 








Score 


233 


Exons 


801. .1427, 


925. . 


1371 








Seq. No. 


40640 








Seq. ID 


OJ991211_50.0403.C8 


Gene No. 


84155 








Strand 




Start 


7265 








End 


7706 


Name 


OJ991211 50 


.0403 


,C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1366 








End 


1626 


GI 


none 








Score 


240 


Exons 


1366. .1626, 


1368 


. .1625 








Seq. No. 


40640 








Seq. ID 


OJ991211_50.0403.C8 


Gene No. 


84155 








Strand 




Start 


7265 








End 


7706 


Name 


OJ991211 50 


.0403 


.C8 .o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


1386 








End 


1641 


GI 


none 








Score 


72 


Exons 


1386. .1514, 


1386 


. .1634, 


1387. 


.1641 




Seq. No. 


40640 








Seq. ID 


OJ991211_50.0403.C8 


Gene No. 


84155 








Strand 




Start 


7265 








End 


7706 


Name 


OJ991211 50 


.0403 


.C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1410 








End 


1727 


GI 


none 








Score 


95 


Exons 


1410. .1553, 


1426 


. .1551, 


1554. 


.1727, 1608.. 1706 


Seq. No. 


40640 








Seq. ID 


OJ991211_50.0403.C8 


Gene No. 


84155 








Strand 




Start 


7265 








End 


7706 


Name 


OJ991211 50 


.0403 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1434 








End 


1865 


GI 


none 








Score 


267 


Exons 


1434. .1865, 


1438 


. .1806 








Seq. No. 


40640 








Seq. ID 


OJ991211_50.0403.C8 


Gene No. 


84155 








Strand 




Start 


7265 








End 


7706 


Name 


OJ991211 50 


.0403 


.C8.06. 


tw 


Method 


TBLASTX: Wheat 


Start 


2000 








End 


2116 


GI 


none 








Score 


74 


Exons 


2000. .2116, 


2015 


. .2116 








Seq. No. 


40640 








Seq. ID 


OJ991211_50.0403.C8 


Gene No. 


84155 








Strand 




Start 


7265 








End 


7706 


Name 


OJ991211 50 


. 0403 


.C8.06. 


tm 


Method 


TBLASTX: Maize 


Start 


2150 








End 


2973 


GI 


none 








Score 


110 


Exons 


2150. .2272, 


2150 


. .2272, 


2151. 


.2279, 2164. .2280, 2252. .2389, 




2265. .2390, 


2268 


. .2393, 


2278. 


.2394, 2638. .2745, 2651. .2746, 




2842. .2955, 


2843 


. .2905, 


2847. 


.2972, 2853.. 2969, 2857.. 2973 


Seq, No. 


40640 








Seq. ID 


OJ991211_50.0403.C8 


Gene No. 


84155 








Strand 




Start 


7265 








End 


7706 


Name 


OJ991211 50 


.0403 


.C8.o5. 


tm 


Method 


TBLASTX: Maize 



40640 




Start 


3674 








End 


7415 




GI 


none 








Score 


108 




Exons 


3674. .3832, 


3683. 


.3772, 


3684. 


.3833, 3711.. 3833, 


7268. .7414 




7269. .7415 














Seq. No. 


40640 








Seq. ID 


OJ991211 


_50.0403.C8 


Gene No. 


84155 








Strand 






Start 


7265 








End 


7706 




Name 


OJ991211 50 . 


0403. 


C8.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3686 








End 


7687 




GI 


none 








Score 


93 




Exons 


3686. .3832, 


3836. 


.3967, 


3947. 


.4108, 3969. .4106, 


4451. .4591 




5133. .5414, 


5179. 


.5364, 


5468. 


.5611, 5469. .5576, 


7268. .7423 




7433. .7555, 


7526. 


.7687 










Seq. No. 


40640 








Seq. ID 


OJ991211 


_50.0403.C8 


Gene No. 


84155 








Strand 






Start 


7265 








End 


7706 




Name 


OJ991211 50. 


0403. 


C8.ol. 


ts 


Method . 


TBLASTX: 


Soybean 


Start 


3692 








End 


7687 




GI 


none 








Score 


156 




Exons 


3692. .3967, 


3711. 


.3944, 


3959. 


.4108, 3969. .4106, 


4424. .4657 




5181. .5396, 


5182. 


.5364, 


5465. 


.5608, 5469.. 5609, 


7268. .7414 




7427. .7555, 


7550. 


.7687 










Seq. No. 


40640 








Seq. ID 


OJ991211 


_50.0403.C8 


Gene No. 


84155 








Strand 






Start 


7265 








End 


7706 




Name 


OJ991211 50. 


0403. 


C8.o3. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3711 








End 


7660 




GI 


none 








Score 


38 




Exons 


3711. .3728, 


3734. 


.3832, 


3735. 


.3833, 3747. .3842, 


3836. .3973 




3837. .3947, 


3956. 


.4081, 


3969. 


.4079, 4011. .4082, 


4013. .4081 




7310. .7420, 


7398. 


.7529, 


7409. 


.7555, 7520. .7660 




Seq. No. 


40640 








Seq. ID 


OJ991211 


_50.0403.C8 


Gene No. 


84155 








Strand 






Start 


7265 








End 


7706 




Name 


OJ991211 50. 


0403. 


C8.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3834 








End 


7706 




GI 


none 








Score 


128 




Exons 


3834. .3950, 


3837. 


.3956, 


3842. 


.3973, 3968.. 4108, 


3969. .4106 




4424. .4516, 


4523. 


.4591, 


7433. 


.7555, 7520. .7687, 


7560. .7706 


Seq. No. 


40640 








Seq. ID 


OJ991211 


_50.0403.C8 


Gene No. 


84155 








Strand 






Start 


7265 








End 


7706 




Name 


OJ991211 50. 


0403. 


C8,o5. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5178 








End 


5590 




GI 


none 








Score 


63 




Exons 


5178. .5345, 


5179. 


.5232, 


5296. 


.5364, 5465.. 5590, 


5469. .5576 


Seq. No. 


40640 








Seq. ID 


OJ991211 


_50.0403.C8 


Gene No. 


84155 








Strand 






Start 


7265 








End 


7706 




Name 


OJ991211 50. 


0403. 


C8.o3. 


tm 


Method 


TBLASTX : 


Maize 


Start 


5199 








End 


5609 





40641 



GI none Score 54 

Exons 5199.. 5255, 5200.. 5235, 5253.. 5372, 5266.. 5364, 5307.. 5372, 

5465. .5608, 5469. .5609 



Seq. No. 


40640 


Seq. ID 


OJ991211_50.0403.C8 


Gene No. 


84155 


Strand 


- 


Start 


7265 


End 


7706 


Name 


OJ991211 50.0403.C8.o4.gp 


Method 


AAT/GAP 


Start 


6941 


End 


7691 


GI 


577 1.R1084 


Score 


14.48 


Exons 


6941. .7691 






GI Descrip. 


' 1853975/dbj |BAA03373| 0.0e+00 (D14482) 


putative peroxidase 




[Oryza sativa] ' 






Seq. No. 


40640 


Seq. ID 


OJ991211_50.0403.C8 


Gene No. 


84155 


Strand 


- 


Start 


7265 


End 


7706 


Name 


OJ991211 50.0403.C8.o3.gs 


Method 


GENSCAN 


Start 


7265 


End 


7683 


GI 


none 


Score 


1 


Exons 


7265. .7683 






Seq. No. 


40640 


Seq. ID 


OJ991211_50.0403.C8 


Gene No. 


84155 


Strand 




Start 


7265 


End 


7706 


Name 


OJ991211 50.0403.C8.o5.np 


Method 


AAT/NAP 


Start 


7268 


End 


7684 


GI 


7433039 


Score 


673 


Exons 


7268. .7684 






GI Descrip. 


peroxidase (EC 1.11.1.7) poxN - rice gi 1 1272505 | dbj | BAA084 99 . 1 




(D4 9551) peroxidase [Oryza 


sativa] 




Seq. No. 


40641 


Seq. ID 


OJ991211_50.0403.C9 


Gene No. 


84156 


Strand 


+ 


Start 


2185 


End 


2346 


Name 


OJ991211 50.0403.C9.ol.gp 


Method 


AAT/GAP 


Start 


2185 


End 


2346 


GI 


12293 1.R1084 


Score 


317 


Exons 


2185. .2346 






GI Descrip. 


'2443886 8 . Oe-98 (AC002294) 


Unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


40642 


Seq. ID 


OJ991211_50. 0403. C10 


Gene No. 


84157 


Strand 


+ 


Start 


1 


End 


1676 


Name 


OJ991211 50.0403.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1676 


GI 


2443886 


Score 


245 


Exons 


1. .177, 1566. .1676 






GI Descrip. 


(AC002294) Unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


40642 


Seq. ID 


OJ991211_50. 0403. C10 


Gene No. 


84157 


Strand 


+ 


Start 


1 


End 


1676 


Name 


OJ991211 50.0403.C10.ol.gp 


Method 


AAT/GAP 


Start 


71 


End 


1676 


GI 


12293 1.R1084 


Score 


393 



40642 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



71. .177, 1566. .1676 

'2443886 8.0e-98 (AC002294) Unknown protein [Arabidopsis 
thaliana] f 



40642 
84158 
197 

OJ991211_50. 0403. CIO. ol.tm 
72 

none 



Seq. ID OJ991211_50. 0403. CIO 
Strand 

End 1676 

Method TBLASTX : Mai ze 

End 1676 

.Score 171 



72. .185, 73. .180, 1565. .1675, 1566. .1676, 1566. .1676 



40642 
84158 
197 

OJ991211_50. 0403. C10. ol.gs 

197 

none 

197. .498, 1323.. 1598 



Seq. ID OJ991211_50. 0403. C10 
Strand 

End 1676 

Method GEN SCAN 

End 1598 

Score .47 



Seq. ID OJ991211_50.0403.C11 



40643 

84159 Strand + 

15 1 End 1226 

OJ991211 50.0403.Cll.ol.gp Method AAT/GAP 

151 ~. End 1226 

12293_1.R1084 Score 983 
151. .307, 867. .1226 

'2443886 8.0e-98 (AC002294) Unknown protein [Arabidopsis 
thaliana] ' 

Seq. ID OJ991211_50.0403.C11 



Strand 
End 

Method 
End 
Score 



40643 
84159 
151 

OJ991211_50. 0403. Cll. ol.gs 
151 
none 

151. .307, 867. .988 

40643 
84160 
1912 

OJ991211_50. 0403. Cll. o2.gs 
1912 
none 

1912.. 2444, 2463.-2636, 2666.. 3836 



+ 

1226 
GEN SCAN 
988 
.99 



Seq. ID OJ991211_50. 0403. Cll 
Strand + 

3836 
GENSCAN 
3836 
,64 



End 

Method 
End 
Score 



40643 
84160 
1912 

OJ991211_50.0403.Cll.ol.np 
2072 
2464864 
2072. .3833 

(Z99707) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991211_50. 0403. Cll 
Strand + 

3836 
AAT/NAP 
3833 
1553 



End 

Method 

End 

Score 



40643 
84161 



Seq. ID OJ991211_50. 0403. Cll 
Strand 



40643 




Start 


4379 


End 


11976 


Name 


OJ991211 50.0403.Cll.o2.gp 


Method 


AAT/GAP 


Start 


4379 


End 


5977 


GI 


91289 1.R1084 


Score 


2164 


Exons 


4379. .5322, 5795. .5977 






GI Descrip. 


'4102839 1.0e-103 (AF016713) 


LeOPTl [Lycopersicon esculentum] 


Seq. No. 


40643 


Seq. ID 


OJ991211_50.0403.C11 


Gene No. 


84161 


Strand 




Start 


4379 


End 


11976 


Name 


OJ991211 50.0403.Cll.o2.np 


Method 


AAT/NAP 


Start 


4503 


End 


7134 


GI 


4102839 


Score 


2050 


Exons 


4503.. 5322, 5795.. 6351, 6487. 


.6704, 6990.. 7134 


GI Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 


Seq. No. 


40643 


Seq. ID 


OJ991211_50.0403.C11 


Gene No. 


84161 


Strand 




Start' 


4379 


End 


11976 


Name 


OJ991211 50.0403.Cll.o3.gs 


Method 


GENSCAN 


Start 


4503 


End 


11976 


GI 


none 


Score 


.77 


Exons 


4503.. 5322, 5795.. 6351, 6487. 


.6545, 6990. .7089, 8455. .8505, 




8543.. 8664, 9835.. 9982, 10624 


. .10718, 


11046. .11120, 




11285. .11403, 11535. .11790, 11910.. 11976 


Seq. No. 


40643 


Seq. ID 


OJ991211_50.0403.C11 


Gene No. 


84161 


Strand 




Start 


4379 


End 


11976 


Name 


OJ991211 50.0403.Cll.o3.np 


Method 


AAT/NAP 


Start 


9587 


End 


11197 


GI 


4539658 


Score 


142 


Exons 


9587. .9884, 11171. .11197 






GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 






Seq. No. 


40643 


Seq. ID 


OJ991211_50.0403.C11 


Gene No. 


84161 


Strand 




Start 


4379 


End 


11976 


Name 


OJ991211 50.0403.Cll.o3.gp 


Method 


AAT/GAP 


Start 


9745 


End 


10236 


GI 


LIB3475-004-P1-K2-A5 


Score 


941 


Exons 


9745. .10236 






GI Descrip. 


, 5777612/emb|AJ245900.1 IOSA245900 1 . Oe 


-94 Oryza sativa 




chromosome 4 BAC q3037-207Fl 


complete 


genome ' 


Seq. No. 


40643 


Seq. ID 


OJ991211_50.0403.C11 


Gene No. 


84162 


Strand 




Start 


12360 


End 


14801 


Name 


OJ991211 50.0403.Cll.o6.tm 


Method 


TBLASTX: Maize 


Start 


148 


End 


1002 


GI 


none 


Score 


250 


Exons 


148. .306, 151. .306, 158. .313, 


168. .308 


, 221. .310, 857. .988, 




857. .994, 865. .1002, 865. .1002 




Seq. No. 


40643 


Seq. ID 


OJ991211_50.0403.C11 


Gene No. 


84162 


Strand 





40644 




<3t Art 


12360 








End 


14801 


LN CtiUt: 


OJ991211 50 


.0403. 


Cll.o5 


. ts 


Method 


TBLASTX : Sovbean 


Of a r f 
O Lai L 


180 








End 


988 


ox 


none 








Score 


184 




180. .305, 184. .306, 184 


. . 306, 


857 . . 988, 


865. . 987 


OC(j« IN (J • 


40643 








Seq. ID 


OJ991211_50.0403.C11 




84162 








Strand 




Start 


12360 








End 


14801 


Name 


OJ991211 50 


.0403. 


Cll.o3 


. tin 


Method 


TBLASTX: Maize 


Start 


2242 








End 


3545 


Ol 


none 








Score 


102 




2242. .2376, 


2293. 


.2367, 


2458 . 


.2493, 2509. .2640, 2509. .2640, 




2527. .2808, 


2703. 


.2810, 


2704 . 


.2808, 2823.. 3029, 2823. .2945, 




2832.. 3545, 


2832. 


.2984, 


2834 . 


.2959, 2901.. 3119, 3290. .3544 


Seq. No. 


40643 








Seq. ID 


OJ991211_50.0403.C11 


Gene No. 


84162 








Strand 




Start 


12360 








End 


14801 


IN CLJ.LLC7 


OJ991211 50 


.0403. 


Cll.o3 


. tc 


Method 


TBLASTX: Cress 


O Lai l 


2251 








End 


3254 


ox 


none 








Score 


83 


TT.von s 


2251. .2373, 


2689. 


.2796, 


2877. 


.3254, 2888.. 3076, 3132.. 3242 


Qon .Ma 

oeq • iNu . 


40643 








Seq. ID 


OJ99121 1_50.0403.C11 


Gene No. 


84162 








Strand 




Start 


12360 








End 


14801 


IN dill" 


OJ991211 50 


.0403. 


Cll.o3 


. tw 


Method 


TBLASTX: Wheat 


Of arf 


J X I 








End 


3137 




none 








Score 


117 




2517. .2600, 


2518. 


.2634, 


2689. 


.2781, 2703.. 2786, 2704. .2787, 




2709. .2747, 


2831. 


.3088, 


2832 . 


.3137, 2970.. 3107 


Seq. No. 


40643 








Seq. ID 


OJ991211_50.0403.C11 


Gene No. 


84162 








Strand 




Start 


12360 








End 


14801 


1NCLXILC 


OJ991211 50 


.0403. 


Cll.ol 


. ts 


Method 


TBLASTX : Soybean ' 


Cf art 


2997 








End 


3533 


ox 


none 








Score 


642 




2997. .3533, 


2999. 


.3523 








Seq. No. 


40643 








Seq. ID 


OJ991211_50.0403.C11 


Gene No. 


84162 








Strand 




Start 


12360 








End 


14801 


Name 


OJ991211 50 


.0403. 


Cll.o2 


. tc 


Method 


TBLASTX: Cress 


Qf art 
o Lai L, 


3309 








End 


3851 


ox 


none 








Score 


511 


J_i 


3309. .3836, 


3311. 


.3835, 


3639. 


.3851, 3742.. 3837 


Seq. No. 


40643 








Seq. ID 


OJ991211_50.0403.C11 


Gene No. 


84162 








Strand 




Start 


12360 








End 


14801 


Name 


OJ991211 50 


.0403. 


Cll.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


3543 








End 


3847 


GI 


none 








Score 


369 


Exons 


3543. .3845, 


3550. 


.3588, 


3554. 


.3847, 3623.. 3835, 3660.. 3836 



40645 



Seq. No. 


40643 




Seq. ID 


OJ991211_50.0403.C11 


Gene No. 


84162 




Strand 




Start 


12360 




End 


14801 


Name 


OJ991211 50. 


0403. 


Cll.o4.tm Method 


TBLASTX: Maize 


Start 


3548 




End 


3857 


GI 


none 




Score 


367 


Exons 


3548. .3835 f 


3549. 


.3857, 3549. .3857 




Sea. No. 


40643 




Seq. ID 


OJ991211_50.0403.C11 


Gene No . 


84162 




Strand 




Start 


12360 




End 


14801 


Name 


OJ991211 50. 


0403. 


Cll.ol.tc Method 


TBLASTX: Cress 


Start 


4486 ~ 




End 


14800 


GI 


none 




Score 


578 


Exons 


4486. .4785, 


4495. 


.5319, 4506. .5270, 5788. .6333, 5792. .6388, 




5794. .6351, 


6164. 


.6388, 6466.. 6732, 6482.. 6625, 6487.. 6702, 




6665. .6715, 


6980. 


.7093, 6985.. 7092, 12292 .. 12651, 12301 .. 13122, 




12408. .13151 


, 12813. .13130, 13146. .13181, 13681 14 190, 




13682. .14257 


, 13684. .14244, 14619 .. 14753, 14642 14755, 




14646. .14777 


, 14755. .14799, 14756.. 14800 


Seq. No. 


40643 




Seq. ID 


OJ991211_50.0403.C11 


Gene No. 


84162 




Strand 




Start 


12360 




End 


14801 


Name 


OJ991211 50. 


0403. 


Cll.ol.tw Method 


TBLASTX: Wheat 


Start 


4509 




End 


12707 


GI 


none 




Score 


186 


Exons 


4509. .4841, 


4573. 


.4836, 4737. .4838, 12367 .. 12702 , 12432 12707, 




12528. .12704 








Seq. No. 


40643 




Seq. ID 


OJ991211_50.0403.C11 


Gene No . 


84162 




Strand 




Start 


12360 




End 


14801 


Name 


OJ991211 50. 


0403. 


Cll.o3.ts Method 


TBLASTX : Soybean 


Start 


4512 




End 


13875 


GI 


none 




Score 


88 


Exons 


4512. .5267, 


4594. 


.4890, 4954.. 5280, 5794. .5970, 6643. .6729, 




6991. .7077, 


7094. 


.7123, 12408. .13127, 


12460. .12720, 




12816. .13124 


, 12817. .13128, 13684.. 13875 


Seq. No. 


40643 




Seq. ID 


OJ991211_50.0403.C11 


Gene No . 


84162 




Strand 




Start 


12360 




End 


14801 


Name 


OJ991211 50. 


0403. 


Cll.ol.tm Method 


TBLASTX : Maize 


Start 


4566 




End 


13131 


GI 


none 




Score 


577 


Exons 


4566. .4988, 


4567. 


.4986, 4624. .4989, 4960. .5307, 4980. .5270, 




5123. .5299, 


12432 


:. .12854, 12436.. 12855 


, 12838. .13131, 




12846. .13130 






Seq. No. 


40643 




Seq. ID 


OJ991211_50.0403.C11 


Gene No. 


84162 




Strand 




Start 


12360 




End 


14801 


Name 


OJ991211 50. 


0403. 


Cll.o2*.tm Method 


TBLASTX: Maize 


Start 


5797 




End 


14230 


GI 


none 




Score 


105 


Exons 


5797. .5970, 


5797. 


.6072, 5798. .6070, 6076.. 6141, 6083.. 6136, 



40646 




6109. .6336, 6121. .6333, 6125. .6337, 13631 13966, 13687 .. 13965, 
13927. .14046, 13928 .. 14029, 14002 .. 14229, 14018. .14230 



Seq. No. 40643 Seq. ID OJ991211_50 . 0403 . Cll 

Gene No. 84162 Strand 

Start 12360 End 14801 

Name OJ991211_50 . 0403 .Cll . o2 . ts Method TBLASTX : Soybean 

Start 5983 End 14794 

GI none Score 247 . 

Exons 5983. .6351, 5987. .6388, 6390 .. 6446, 6466 .. 6639, 6467. .6625, 

13876. .14154, 13876 .. 14244 , 13976 14254 , 14631 .. 14762, 

14633. .14764, 14755 .. 14793, 14759. .14794 

Seq. No. 40643 Seq. ID OJ991211_50. 0403 . Cll 

Gene No. 84162 Strand 

Start 12360 End 14801 

Name OJ991211_50 . 0403 . Cll . o5 . tm Method TBLASTX : Maize 

Start 6481 End 14800 

GI none Score 153 

Exons 6481.. 6699, 6482.. 6694, 6484.. 6732, 6986.. 7075, 6988.. 7092, 

14607. .14777, 14613. . 14762, .14636. . 14764, 14753 .. 14 800, 
14755. .14799 

Seq. No. 40643 Seq. ID OJ991211_50 . 0403 . Cll 

Gene No. 84162 . Strand 

Start 12360 End 14801 

Name OJ991211_50 . 0403 . Cll . o2 . tw Method TBLASTX : Wheat 

Start 6571 End 14799 

,GI none Score 91 

? Exons 6571. .6732, 6572. .6628, 6574. .6702, 6665. .6715, 6980. .7090, 

6985.. 7095, 6985. .7092, 14726 .. 14764, 14755. .14799 

Seq. No. 40643 Seq. ID OJ991211_50 . 0403 . Cll 

Gene No. 84162 Strand 

Start 12360 End 14801 

Name 0 J9 91 2 1 1_5 0 . 04 03 . CI 1 . o7 . tm Method TBLASTX : Mai ze 

Start 9167 End 9971 

GI none v Score 78 

Exons 9167.. 9271, 9167.. 9265, 9331.. 9390, 9331.. 9384, 9332.. 9394, 

9382.. 9438, 9383. .9439, 9388.. 9465, 9440.. 9544, 9442.. 9531, 

9729. .9833, 9730. .9837, 9730. .9840, 9838. .9957, 9847. .9969, 

9849.. 9971, 9851.. 9970 



Seq. No. 


40643 




Seq. ID 


OJ991211_ 


_50, 


.0403 


.Cll 


Gene No. 


84162 




Strand 










Start 


12360 




End 


14801 








Name 


OJ991211 50. 0403. Cll 


.o4 .gs 


Method 


GENSCAN 








Start 


12360 


End 


14124 








GI 


none 




Score 


.89 








Exons 


12360. .13182, 13688. 


.14124 












Seq. No. 


40643 




Seq. ID 


OJ991211_ 


50. 


,0403 


.Cll 


Gene No. 


84162 




Strand 










Start 


12360 




End 


14801 








Name 


OJ991211 50. 0403. Cll 


. o4 ,np 


Method 


AAT/NAP 








Start 


12369 


End 


14801 








GI 


4102839 




Score 


1734 









40647 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12369. .13182, 13688 .. 14244 , 14642. .14801 
(AF016713) LeOPTl [Lycopersicon esculentum] 



40644 Seq. ID 

84163 Strand 

379 End 
OJ991211_50.0403.C12.ol.gs Method 

37 9 End 

none Score 
379. .889 



OJ991211_50.0403.C12 
+ 

889 

GENSCAN 

889 

.56 



OJ991211 50.0403.C12 



40644 Seq. ID _ 

84164 Strand 

1 End 134 
OJ991211 50.0403.C12.ol.np Method AAT/NAP 

1 " End 134 

6635838 Score 68 
1..134 

(AF213936) amino acid/peptide transporter [Prunus dulcis] 



40645 Seq. ID 

84165 Strand 

756 End 
OJ991211_50-0403.C13.ol.ts Method 

756 End 

none Score 
756.. 1049 



OJ991211_50.0403.C13 
1049 

TBLASTX : Soybean 

1049 

179 



Seq. ID 
Strand 
End 

Method 
End 
Score 

121*7.303, 377.. 506, 835.. 954, 972.. 1098, 1128.. 1328, 1741.. 2237, 
3443.-3767, 4026. .4071, 4149. .4340, 4438. .5031 



40646 
84166 
121 

OJ991211_50.0403.C15.ol.gs 
121 
none 



OJ991211_50.0403.C15 
+ 

5031 
GENSCAN 
5031 
.82 



40646 Seq. ID 

84166 Strand 
121 End 
OJ991211_50.0403.C15.o2.np Method 
3829 End 
1491617 Score 
3829. .4062, 4149. .4340, 4438. .5028 
(X99952) peroxidase [Arabidopsis thaliana] 



OJ991211_50.0403.C15 
+ 

5031 
AAT/NAP 
5028 
789 



40646 
84167 
1 

OJ991211 50.0403.C15.ol.np 



485518 
1..68, 826 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211_50.0403.C15 

1339 
AAT/NAP 
1209 
436 



1015, 1107.. 1209 
ubiquitin / ribosomal protein CEP52 - rice 
gi | 303857 | dbj I BAA02154 . 1 | (D12629) ubiquitin/ribosomal 
polyprotein [Oryza sativa] 



40648 



Seq. No. 40646 Seq. ID OJ991211_50 . 0403 . C15 

Gene No. 84167 Strand 

Start 1 . End 1339 

Name OJ991211_50 .0403. CIS. ol.gp Method AAT/GAP 

Start 823 End 1339 

GI 1632715 Score 780 

Exons 823.. 1015, 1107.. 1339 

GI Descrip. 485518/pir | | S33633 5.0e-43 ubiquitin / ribosomal protein CEP52 

rice >gi_303857_dbj_BAA02154_ (D12629) ubiquitin/ribosomal 
polyprotein [Oryza sativa], 





Seq. No. 


40646 








Seq. ID 


OJ991211_50.0403. 


CIS 




Gene No. 


84168 








Strand 








Start 


5358 








End 


5492 






Name 


OJ991211 50 


.0403 


.C15. 


o2.gs 


Method 


GEN SCAN 






Start 


5358 








End 


5492 






GI 


none 








Score 


.73 






Exons 


5358. .5492 
















Seq. No. 


40646 








Seq. ID 


OJ991211_50.0403. 


CIS 




Gene No. 


84169 








Strand 








Start 


7853 








End 


11346 






Name 


OJ991211 50 


.0403 


.C15. 


ol . tw 


Method 


TBLASTX: Wheat 






Start . 


823 








End 


1213 






GI 


none 








Score 


308 




\ -3 


Exons 


823. .1020, 


825. . 


1016, 


888. . 


1016, 888.. 


1016, 889. .1020, 




[fij 




889. .1020, 


895,. . 


1020, 


895. . 


1020, 1094. 


.1210, 1094. .1213, 




f\ I 




1100. .1207, 


1103 


..1210, 1103.. 1207, 1105.. 1212, 1105.. 1209, 


-J 




1105. .1209, 


1107 


..1151, 1156.. 1209 








Seq. No. 


40646 








Seq. ID 


OJ991211_50.0403. 


CIS 




Gene No. 


84169 








Strand 






ry 


Start 


7853 








End 


11346 






Name 


OJ991211 50 


.0403 


.CIS. 


o2.tm 


Method 


TBLASTX: Maize 






Start 


823 








End 


1216 




^ j 


GI 


none 








Score 


316 






Exons 


823. . 1020, 


825. . 


1016, 


1094. 


.1216, 1105 


..1212, 1109.. 1216 


%J 


Seq. No. 


40646 








Seq. ID 


OJ991211_50.0403. 


CIS 


11 


Gene No. 


84169 








Strand 








Start 


7853 








End 


11346 






Name 


OJ991211 50 


.0403 


.CIS. 


o2 . ts 


Method 


TBLASTX : Soybean 






Start . 


823 








End 


1212 






GI 


none 








Score 


272 






Exons 


823. .1020, 


825. . 


1016, 


1094. 


.1210, 1105 


. .1212 






Seq. No. 


40646 








Seq. ID 


OJ991211_50.0403. 


CIS 




Gene No. 


84169 








Strand 








Start 


7853 








End 


11346 






Name 


OJ991211 50 


.0403 


.CIS. 


o2.tc 


Method 


TBLASTX: Cress 






Start 


823 








End 


1216 






GI 


none 








Score 


281 






Exons 


823. .1020, 


825. . 


1016, 


1094. 


.1216, 1105 


. .1215 






Seq. No. 


40646 








Seq. ID 


OJ991211_50.040"3. 


CIS 




Gene No. 


84169 








Strand 








Start 


7853 








End 


11346 





40649 




Name 


OJ991211 50 


.0403. 


CIS.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3864 








End 


5025 


Gl 


none 








Score 


145 


Exons 


3864 . .4058, 


3925. 


.4059, 


4142. 


.4330, 4143. .4331, 4440. .4496, 




4441. .4494, 


4555. 


. 4746, 


4569. 


.4715, 4753.-4866, 4881. .5021, 




4882. .5025 












Seq. No. 


40646 








Seq. ID 


OJ991211_50.0403.C15 


Gene No. 


84169 








Strand 




Start 


7853 








End 


11346 


Name 


OJ991211 50 


.0403. 


CIS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3916 








End 


5022 


GI 


none 








Score 


132 


Exons 


3916. .4059, 


3930. 


.4061, 


4142. 


.4342, 4143. .4343, 4441. .4506, 




4453. .4512, 


4552. 


.4734, 


4569. 


.4718, 4762. .4878, 4873. .5022, 




4881. .5021 












Seq. No. 


40646 








Seq. ID 


•OJ991211_50.0403.C15 


Gene No. 


84169 








Strand 




Start 


7853 








End 


11346 


Name 


OJ991211 50 


.0403. 


CIS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3925 








End 


5033 


GI 


none 








Score 


132 


Exons 


3925. .4062, 


3954. 


.4061, 


4142. 


.4333, 4143. .4340, 4401. .4505, 




4429. .4506, 


4552. 


.4746, 


4554. 


.4718, 4744.-4872, 4875. .5033, 




4876. . 5022 












Seq. No. 


40646 








Seq. ID 


OJ991211_50.0403.C15 


Gene No. 


84169 








Strand 




Start 


7853 








End 


11346 


Name 


OJ991211 50 


.0403. 


C15.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3937 ~~ 








End 


4334 


GI 


none 








Score 


111 


Exons 


3937. .4059, 


3948. 


.4061, 


4143. 


.4217, 4236.-4334, 4241. .4321 


Seq. No. 


40646 








Seq. ID 


OJ991211_50.0403.C15 


Gene No. 


84169 








Strand 




Start 


7853 








End 


11346 


Name 


OJ991211 50 


.0403. 


C15.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4441 








End 


4851 


GI 


none 








Score 


68 


Exons 


4441. .4494, 


4555. 


.4653, 


4578. 


.4628, 4605. .4667, 4678. .4851 


Seq. No. 


40646 








Seq. ID 


OJ991211_50.0403.C15 


Gene No. 


84169 








Strand 




Start 


7853 








End 


11346 


Name 


OJ991211 50 


.0403. 


C15.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


4864 








End 


5039 


GI 


none 








Score 


194 


Exons 


4864 . .5022, 


4890. 


.5018, 


4929. 


.5039 




Seq. No. 


40646 








Seq. ID 


OJ991211_50.04 03.C15 


Gene No. 


84169 








Strand 




Start 


7853 








End 


11346 


Name 


OJ991211 50 


.0403. 


C15.o3. 


gs 


Method 


GENSCAN 


Start 


7853 








End 


11346 


GI 


none 








Score 


.93 



40650 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7853.. 7955, 8457.. 8530, 9244.. 9369, 9955.. 10038, 10557 10605 , 
10729. .10787, 11305.. 11346 



40646 Seq. ID 

84169 Strand 

7853 End 

OJ991211_50.0403.C15.o3.np Method 

7865 End . 

7487298 *" Score - 



OJ991211_50.0403.C15 

11346 
AAT/NAP 
10056 
126 



7865.. 7955, 8457.. 8504, 9218.. 9335, 9939.. 10056 
hypothetical protein T21L14.22 - Arabidopsis thaliana 
gi|2702278 | gb | AAB91981 . 1 | (AC003033) hypothetical protein 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211 50.0403.C17 



40647 
84170 
1 

OJ991211_50.0403.C17.ol.np 
1 

6466937 
1..449 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



577 

AAT/NAP 

449 

518 



Seq. No. 


40647 






Seq. ID 


OJ991211_50.0403 


.C17 


Gene No. 


84170 






Strand 






Start 


1 






End 


577 




Name 


OJ991211 50.0403.C17 


.ol 


.gs 


Method 


GENSCAN 




Start 


249 






End 


577 




GI 


none 






Score 


.52 




Exons 


249. .433, 507. .577 












Seq. No. 


40647 






Seq. ID 


OJ991211_50.0403 


.C17 


Gene No. 


84171 






Strand 






Start 


833 






End 


1000 




Name 


OJ991211 50.0403.C17 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


435 




GI 


none 






Score 


182 




Exons 


1..435, 8. .367 












Seq. No. 


40647 






Seq. ID 


OJ991211_50.0403 


.C17 


Gene No. 


84171 






Strand 






Start 


833 






End 


1000 




Name 


OJ991211 50.0403.C17 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4 






End 


414 




GI 


none 






Score 


168 




Exons 


4. .414, 17. .337 












Seq. No. 


40647 






Seq. ID 


OJ991211_50.0403 


.C17 


Gene No. 


84171 






Strand 






Start 


833 






End 


1000 




.Name 


OJ991211 50.0403.C17 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


118 






End 


435 




GI 


none 






Score 


57 




Exons 


118. .309, 121. .435 












Seq. No. 


40647 






Seq. ID 


OJ991211_50.0403 


.C17 



40651 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI (J 

Exons 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



84171 Strand 

833 End 1000 

OJ991211_50 .04 03. C17 . o2 . np Method AAT/NAP 

833 End 1000 

6815109 Score 132 
833.. 1000 

(AP001081) hypothetical protein [Oryza sativa] 



40648 
84172 
1 

OJ991211_50.0403-C19.ol.np 
1 

3834317 



Seq. ID OJ991211_50.0403.C19 
Strand 

End 44 91 

Method AAT/NAP 

End 44 91 

Score 1107 



1..102, 412. .562, 1267. .1341, 1724. .1849, 1937. .2126, 
2474. .2519, 2698.-2737, 3091. .3164, 3247. .3381, 4249. .4491 
(AC005679) Similar to CDC16 protein gb|U18291 (CDC16Hs) from 
Homo sapiens. [Arabidopsis thaliana] 



40648 
84172 
1 

OJ991211_50 . 0403 . C19 . ol . tm 

424 

none 



Seq. ID OJ991211_50.0403.C19 
Strand 

End 44 91 

Method TBLASTX : Mai ze 

End 2315 

Score 145 



424. .561, 438;. 563, 472. .567, 494. .565, 1261. .1341, 1266. .1343, 
1720. .1848, 1723. .1848, 1724. .1849, 1925. .2113, 1929. .2135, 
1936.. 2112, 2221.. 2301, 2221.. 2301, 2232.. 2315 



40648 
84172 
1 

OJ991211_50.0403.C19.ol.gs 

437 

none 



Seq. ID OJ991211_50.0403.C19 
Strand 

End 44 91 

Method GENSCAN 

End 4491 

Score .81 



437. .562, 1267. .1341, 1724. .1849, 1937. .2112, 2698. .2737, 
3091. .3164, 3247. .3381, 4249. .4491 



40648 
84172 
1 

OJ991211_50.0403.C19.o2.tm 

3301 

none 



Seq. ID OJ991211_50.0403.C19 
Strand 

End 44 91 

Method TBLASTX : Mai ze 

End 44 67 

Score 94 



3301. .3378, 3303. .3380, 3304. .3387, 3332. .3433, 4249. .4467, 
4250. .4438, 4360. .4449 



40648 
84172 
1 

OJ991211_50.0403.C19.ol.ts 

4294 

none 



Seq. ID OJ991211_50.0403.C19 
Strand 

End 44 91 

Method TBLASTX: Soybean 

End 4 4 67 

Score 136 



4294..4467, 4313. .4438, 4360. .4449, 



40649 
84173 



Seq. ID OJ991211_50.0403.C20 
Strand + 



40652 




Start 


2063 


End 


3728 




Name 


OJ991211 50.0403.C20.ol.np 


Method 


AAT/NAP 




Start 


2063 


End 


3728 




GI 


6815109 


Score 


183 




Exons 


2063.. 2227, 2870.. 3221, 3692 


. .3728 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40649 


Seq. ID 


OJ991211_50.0403 


.C20 


Gene No. 


84174 


Strand 






Start 


61 


End . 


494 




Name 


OJ991211 50.0403.C20.ol.gs 


Method 


GEN SCAN 




Start 


61 


End 


494 




GI 


none 


Score 


.99 




Exons 


61. .494 








Seq. No. 


40649 


Seq. ID 


OJ991211_50.0403 


.C20 


Gene No. 


84175 


Strand 






Start 


1883 


End 


2509 




Name 


OJ991211 50.0403.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


90 


End 


2317 




GI 


none 


Score 


61 




Exons 


90. .155, 93. .146, 255. .347, 


256. .345, 


2057.. 2101, 2219. 


.231 


Seq. No. 


40649 


Seq. ID 


OJ991211_50.0403 


.C20 


Gene No. 


84175 


Strand 






Start 


1883 


End 


2509 




Name 


OJ991211 50.0403.C20.o2.gs 


Method 


GENSCAN 




Start 


1883 


End 


2509 




GI 


none 


Score 


.93 




Exons 


1883. .2509 








Seq. No. 


40650 


Seq. ID 


OJ991211_50.0403 


.C21 


Gene No. 


84176 


Strand 


+ 




Start 


1 


End 


202 




Name 


OJ991211 50.0403.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


202 




GI 


5042454 


Score 


217 




Exons 


1..202 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


40650 


Seq. ID 


OJ991211_50.0403 


.C21 


Gene No. 


84177 


Strand 






Start 


18 


End 


255 




Name 


OJ991211 50.0403.C21.ol.gs 


Method 


GENSCAN 




Start 


18 


End 


255 




GI 


none 


Score 


.83 




Exons 


18. .255 








Seq. No. 


40651 


Seq. ID 


OJ991211_50.0403 


.C22 


Gene No. 


84178 


Strand 


+ 




Start 


1 


End 


2273 




Name 


OJ991211 50.0403.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2273 




GI 


6466937 


Score 


1240 




Exons 


1. .1926, 2184. .2273 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidops 



thaliana] 



40653 



Seq. No. 40651 Seq. ID 

Gene No. 84178 Strand 

Start 1 End 

Name OJ991211_50.0403.C22 .o2.ts Method 

Start 10 End 

GI none Score 

Exons 10.. 252 



OJ991211_50.0403.C22 
+ 

2273 

TBLASTX : Soybean 

252 

183 



Seq. No. 40651 

Gene No. 84178 

Start 1 

Name OJ991211_50 . 0403 . C22 . o3 . tm 

Start 13 

GI none 

Exons 13.. 423, 22.. 381, 96.. 419, 

Seq. No. 40651 

Gene No. 84178 

Start 1 

Name OJ991211_50.0403.C22.ol.tw 

Start 406 

GI none 

Exons 406.. 834, 648.. 833 

Seq. No. 40651 

Gene No. 84178 

Start 1 

Name OJ991211_50 . 0403 . C22 . ol . tm 

Start 670 

GI none 

Exons 670.. 1305, 756.. 1286 

Seq. No. 40651 

Gene No. 84178 

Start 1 

Name OJ991211_50.0403.C22.ol.ts 

Start 1 691 

GI none 

Exons 691.. 1077, 723.. 1076, 742.. 

Seq. No. 40651 

Gene No. 84178 

Start 1 

Name OJ991211_50 . 0403 . C22 . ol .gs 

Start 862 

GI none 

Exons 862.. 1965 



Seq. ID 

Strand 

End 

Method 
End 
Score 
448. .543 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1077 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211_50.0403.C22 
+ 

2273 

TBLASTX: Maize 

543 

389 



OJ991211_50.0403.C22 
+ 

2273 

TBLASTX: Wheat 

834 

363 



OJ991211_50.0403.C22 
+ 

2273 

TBLASTX: Maize 

1305 

663 



OJ991211_50.0403.C22 
+ 

2273 

TBLASTX : Soybean 

1077 

326 



OJ991211_50.0403.C22 
+ 

2273 
GENSCAN 
1965 
.76 



Seq. No. 40651 Seq. ID 

Gene No. 84178 Strand 

Start 1 End 

Name 0 J991211_50 .0403. C22 . o4 . tw Method 

Start 895 End 

GI none Score 

Exons 895.. 1152, 1020.. 1154 



OJ991211_50.0403.C22 
+ 

2273 

TBLASTX: Wheat 

-1154 

219 



40654 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



40651 
84178 
1 

OJ99121 1_50 . 04 03 . C22 . o2 . tw 

1155 

none 



Seq. ID OJ991211_50.0403.C22 
Strand 
End 

Method 
End 
Score 



+ 

2273 

TBLASTX: Wheat 

1542 

198 



1155. .1313, 1156. .1344, 1351. .1542, 1473. .1541 



40651 
84178 
1 

OJ991211_50.0403.C22.o2.tm 

1348 

none 



Seq. ID OJ991211_50.0403.C22 

Strand + 

End 2273 

Method TBLASTX : Mai ze 

End 1931 

Score 310 



1348. .1713, 1392. .1670, 1744. .1929, 1803. .1931 



40651 
84178 
1 

OJ991211_50.0403.C22.o3.tw 

1696 

none 

1696. .1896, 1755. .1892 



Seq. ID OJ991211_50.0403.C22 



Strand 
End 

Method 

End 

Score 



40652 
84179 
4283 

OJ991211 
4283 
6907106 
4283. .4679, 
(AP001129) 



+ 

2273 

TBLASTX: Wheat 

1896 

222 



OJ991211 50.0403.C23 



Seq. ID 
Strand 

End 5691 
Method AAT/NAP 
End 5691 
Score 4 92 
5199.. 5539, 5631.. 5691 
EST AU068291 (C12960) corresponds to a region of the 



50.0403.C23.ol.np 



predicted gene.; hypothetical protein [Oryza sativa] 



40652 
84180 
7267 

OJ991211_50.0403.C23.ol.tm 

4382 

none 



Seq. ID OJ991211_50.0403.C23 



Strand 
End 

Method 

End 

Score 



7342 

TBLASTX: Maize 

4814 

76 



4382. .4492, 4382. .4426, 4385. .4528, 4387. .4503, 4438. .4491, 
4462. .4527, 4469.-4648, 4498. .4647, 4504. .4548, 4538. .4654, 
4548. .4670, 4653. .4715, 4668. .4685, 4773. .4814 



40652 Seq. ID 

84180 Strand 
7267 End 
OJ991211_50.0403.C23.o2.gs Method 
7267 End 
none Score 
7267. .7342 

40652 Seq. ID 

84181 Strand 
7520 End 
OJ991211_50.0403.C23.o2.tm Method 
7520 End 



OJ991211_50.0403.C23 

7342 
GENS CAN 
7342 
.94 



OJ991211_50.0403.C23 
7903 

TBLASTX: Maize 
7720 



40655 




(IT 


none 








Score 


74 


Rxon<? 

1_J *\ \J 1 A o 


7520 7720. 


7545 . 


. 7718 








Seq. No. 


40652 








Seq. ID 


OJ991211_50.0403 


Gene No. 


84181 








Strand 




Start 


7520 








End 


7903 


Name 


OJ991211 50 


.0403. 


C23.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7557 








End 


7903 


GI 


none 








Score 


99 


Exons 


.7557. .7745, 


7559. 


.7747, 


7736. 


.7903, 7746.. 7790 



Seq. No. 40653 

Gene No. 84182 

Start 9 

Name OJ991211_50 . 04 03 . C24 . ol . gs 

Start 9 

GI none 

Exons 9.. 993 



Seq. ID OJ991211_50.0403.C24 

Strand + .>•*■'. 

End 993 

Method GENSCAN 

End 993 

Score .85 



Seq. No. 40654 Seq. ID 

Gene No. 84183 Strand 

Start 50 End 

Name OJ991111_13 . 04 10 . CI . ol . gs Method 

Start 50 End 

GI none Score 

Exons 50.. 37 9 



OJ991111_13.0410.C1 
+ 

379 

GENSCAN 

379 

.9 





Seq. No. 


40654 








Seq. ID 


OJ991111 


JL3.0410.C1 




Gene No. 


84184 








Strand 


+ 






Start 


2419 








End 


3703 






Name 


OJ991111 13. 


0410. 


Cl.o2. 


gs 


Method 


GENSCAN 




\ t=? 
fjj 


Start 


2419 








End 


3703 






GI 


none 








Score 


.79 




5 5 


Exons 


2419. .2459, 


2574. 


.2745, 


2816. 


.2980, 3002.. 3284, 


3417. .3703 


- er 

- n 
~tJj 

i. ~ 


Seq. No. 


40654 








Seq. ID 


OJ991111 


_13.0410.C1 


Gene No. 


84185 








Strand 


+ 






Start 


9621 








End 


12680 






Name 


OJ991111 13. 


0410. 


Cl.o4. 


gs 


Method 


GENSCAN 






Start 


9621 








End 


12680 






GI 


none 








Score 


.4 






Exons 


9621. .12680 















Seq. No. 40654 Seq. ID OJ991111_13 . 04 10 . CI 

Gene No. 84185 Strand + 

Start 9621 End 12680 

Name OJ991111_13.0410.Cl.ol.np Method AAT/NAP 

Start 10227 End 11672 

GI 7489509 Score 1603 

Exons 10227. .11672 

GI Descrip. NBS-LRR type resistance protein - rice (fragment) 

gi|2792238|gb|AAB96994.1| (AF032697) NBS-LRR type resistance 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



40654 
84186 
3979 



Seq. ID 

Strand 

End 



OJ991111 13. 0410. CI 



6514 



40656 




Name 


OJ991111 13.0410.Cl.o3.gs 


Method 


GENSCAN 






3979 


End 


6514 






none 


Score 


.69 






3979. .4134, 5184. .5367, 5420. .5430, 6446. .6514 




OcUi IN (J • 


40654 


Seq. ID 


OJ991111_13.0410 


.CI 


Gene No. 


84187 


Strand 






Start 


10209 


End 


11624 




fjamo 

INCUllG 


OJ991111 13.0410.Cl.ol.tc 


Method 


TBLASTX: Cress 






10209 


End 


11513 






none 


Score 


69 




Exons 


10209 10286 10305 10472 


10530. .10772, 10878. .10988, 






11292.. 11513 










40654 


Seq. ID 


OJ991111_13.0410 


.CI 


Gene No. 


84187 


Strand 






Start 


10209 


End 


11624 




Name 


OJ991111 13.0410.Cl.ol.tm 


Method 


TBLASTX: Maize 




o Lai u 


10236 


End 


11057 




r;T 
ux 


none 


Score 


72 






10236. .10361, 10443. .10553, 


10518. .10556, 10587. .10646, 






10656. .11057, 10677. .10814, 


10841. .10960 




Seq. No. 


40654 


Seq. ID 


OJ991111_13.0410 


.CI 


Gene No. 


84187 


Strand 






o Lai U 


10209 


End 


11624 




Name 


OJ991111 13,0410. CI. ol.ts 


Method 


TBLASTX : Soybean 








End 


10976 






none 


Score 


59 




Exons 


10404. .10484, 10530. .10643, 


10674. .10790, 10803.. 10976 




Seq. No. 


40654 


Seq. ID 


OJ991111_13.0410 


.CI 


Gene No. 


84187 


Strand 








10209 


End 


11624 






OJ991111 13.0410.Cl.ol.tw 


Method 


TBLASTX: Wheat 




OLai. 1 


10674 


End 


10960 






none 


Score 


92 




Hi AUI1D 


10674. .10820, 10691. .10789, 


10815. .10958, 10844. .10960 




Seq. No. 


40654 


Seq. ID 


OJ991111_13.0410 


.CI 


Gene No. 


84187 


Strand 






9tart 


10209 


End 


11624 




IN CL1UG 


OJ991111 13.0410.Cl.o2.tm 


Method 


TBLASTX: Maize 




O Lai U 


11097 


End 


11624 




O -L 


none 


Score 


238 






11097. .11624, 11328. .11615 








C Mo 


40655 


Seq. ID 


OJ991111_13.0410 


. C3 


Gene No . 


84188 


Strand 


+ 




Start 


1694 


End 


2071 




Name 


OJ991111 13.0410.C3.ol.np 


Method 


AAT/NAP 




Start 


1694 


End 


2071 




GI 


7443912 


Score 


136 




Exons 


1694. .1927, 1961.. 2071 








GI Descrip. 


hypothetical protein T6H20. 


240 - Arabidopsis thaliana 






gi I 5541686 |emb ICAB51192.il 


(AL096859) 


putative protein 





[Arabidopsis thaliana] 

40657 



Seq. No. 


40656 








Seq. ID 


OJ991111_ 


_13 . 0410 .C4 


Gene No. 


84189 








Strand 


+ 




Start 


408 








End 


596 




Name 


OJ991111 13. 


0410 


.C4.ol. 


gs 


Method 


GENS CAN 




Start 


408 








End 


596 




GI 


none 








Score 


.48 




Exons 


408. .596 














Seq. No. 


40656 








Seq. ID 


OJ9911U 


_13.0410.C4 


Gene No. 


84190 








Strand 


+ 




Start 


1949 








End 


6347 




Name 


OJ991111 13. 


0410 


.C4.o2. 


gs 


Method 


GEN SCAN 




Start 


1949 








End 


5734 




GI 


none 








Score 


.76 




Exons 


1949. .2078, 


2921 


. .3009, 


3960. 


.4042, 5028 . .5332, 


5469. .5734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40656 Seq. ID 

84190 Strand 
194 9 End 
OJ 99111 1_1 3. 0410. C4.ol.np Method 
4568 End 
6983857 Score 
4568.. 4683, 4746.. 5295, 5465.. 5932, 5973.. 6034, 6151.. 6347 
(AP001168) hypothetical protein [Oryza sativa] 



OJ991111_13.0410.C4 
+ 

6347 
AAT/NAP 
6347 
1056 



40656 Seq. ID OJ991111_13 . 04 10 .C4 

84191 Strand 

2641 End 3114 

OJ991111_13 . 0410 . C4 . ol . gp Method AAT/GAP 

2641 End 3114 

38782_1.R1084 Score 749 

2641.. 3114 

1 6069643/dbj IAP000616.1 IAP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 40657 

Gene No. 84192 

Start 212 

Name . OJ991111_13. 0410 . C5 . ol . gs 

Start 212 

GI none 
Exons 



Seq. ID OJ991111_13.0410.C5 

Strand + 

End 8129 

Method GEN SCAN 

End 8002 

Score .41 



212. .357, 415. .595, 1260. .1438, 1924. .2295, 3677. .3829, 
3899. .4157, 4344. .5519,. 5700. .8002 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40657 



Seq. ID OJ991111_13.0410.C5 



84192 Strand + 

212 End 8129 

OJ991111_13 . 0410 -C5.ol.np Method AAT/NAP 

2842 End 8129 

6466937 Score 2065 
2842. .2989, 4549. .8129 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



40657 
84192 



Seq. ID OJ991111_13.0410.C5 
Strand + 



40658 



Start 


212 








End 


8129 




Name 


OJ991111 13 


.0410. 


C5 . o3. 


ts 


Method 


TBLASTX : Soybean 




O lul U 


6006 ~ 








End 


6323 




O X 


none 








Score 


231 




1? von ^ 


6006 6320. 


6084 . 


. 6323 










Seq. No. 


40657 








Seq. ID 


OJ991111JL3.0410 


-C5 


Gene No. 


84192 








Strand 


+ 




Start 


212 








End 


8129 




Name 


OJ991111 13 


. 0410 . 


C5.o2. 


tm 


Method 


TBLASTX: Maize 






6021 ~~ 








End 


6506 




CJ 

\J X 


none 








Score 


460 




R von ^ 


6021 . . 6506, 


6111 . 


. 6293, 


6311. 


.6463, 6321.. 6503 




Seq. No. 


40657 








Seq. ID 


OJ991111_13.0410 


.C5 


Gene No. 


84192 








Strand 


+ 




Start 


212 








End 


8129 




Name 


OJ991111 13 


. 0410 . 


C5 .ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6081 ~~ 








End 


6452 




GI 


none 








Score 


389 




Pyrin ^ 


6081 6452, 


6122 . 


. 6277, 


6135. 


.6410, 6311. .6448 




Seq. No. 


40657 








Seq. ID 


OJ99lill_13.0410 


.C5 


Gene No. 


84192 








Strand 


+ 




Start 


212 








End 


8129 






OJ991111 13 


. 0410 . 


C5 . o2 . 


ts 


Method 


TBLASTX : Soybean 






6429 ~~ 








End 


6776 




ox 


none 








Score 


337 




U* von q 


6429 6776 


6551 . 


. 6775 










Seq. No. 


40657 








Seq. ID 


OJ991111_13.0410 


.C5 


Gene No. 


84192 








Strand 


+ 




Start 


212 








End 


8129 




Name 


OJ991111 13 


. 0410 . 


C5 . o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6501 ~~ 








End 


6899 




CJ 

0 X 


none 








Score 


227 




TTvon s 


6501 6776, 


6539: 


. 6775, 


6771. 


.6866, 6783.-6899 




Seq. No. 


40657 








Seq. ID 


OJ991111_13.0410 


.C5 


Gene No. 


84192 








Strand 


+ 




Start 


212 








End 


8129 




Name 


OJ991111 13 


.0410. 


C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6525 ~~ 








End 


7067 




GI 


none 








Score 


249 




-^j *\. \y 110 


6525. . 6779, 


6536. 


. 6778, 


6783. 


.7067, 6845.. 6973 




Seq. No. 


40657 








Seq. ID 


OJ991111_13.0410 


.C5 


Gene No. 


84192 








Strand 


+ 




Start 


212 








End 


8129 




Name 


OJ991111 13 


.0410. 


C5 .o4 . 


ts 


Method 


TBLASTX: Soybean 




Start 


6807 ~~ 








End 


7052 




GI 


none 








Score 


216 




Exons 


6807. .7052, 


6809. 


.6952, 


6861. 


.6953 






Seq. No. 


40657 








Seq. ID 


OJ991111_13.0410 


.C5 


Gene No. 


84192 








Strand 


+ 




Start 


212 








End 


8129 





40659 



Name 

Start 

GI 

Exons 

Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ991111_13, 

6909 

none 

6909. .7235 

40657 
84192 
212 

OJ991111JL3, 

7068 

none 

7068. .7223, 

40657 
84192 
212 

OJ991111_13, 

7260 

none 

7260. .7652, 

40657 
84192 
212" 

OJ991111_13, 

7485 

none 

7485r.8120 / 

40657 
84192 
212 

OJ991111_13. 

7506 

none 

7506. .7892, 

40657 
84192 
212 

OJ991111JL3. 

7740 

none 

7740. .8120 

40658 
84193 
376 

OJ991111_13. 

376 

none 

376. .485 

40658 
84194 
13440 

OJ991111 13. 



,0410.C5.o5.tw 



0410. C5.o4. tin 
7263. .7478 

0410.C5.o2.tw 
7391. .7513 

0410.C5.ol.tm 
7622. .8119 

0410.C5.ol.ts 
7577. .7867 

0410.C5.o4.tw 



0410.C8.ol.gs 



0410.C8.o2.np 



Method TBLASTX : Wheat 
End 7235 
Score 204 



Seq. ID OJ991111_13.0410.C5 

Strand + 

End- 8129 

Method TBLASTX : Maize 

End 7478 

Score 115 



Seq. ID OJ991111_13.0410.C5 

Strand + 

End 8129 

Method TBLASTX : Wheat 

End 7652 

Score 279 



Seq. ID OJ991111_13.0410.C5 

Strand + 

End 8129 

Method TBLASTX: Maize 

End 8120 

Score 64 6 



Seq. ID OJ991111_13.0410.C5 

Strand + 

End 8129 

Method TBLASTX : Soybean 

End 7892 

Score 353 



Seq. ID OJ991111_13.0410.C5 

Strand + 

End 8129 

Method TBLASTX: Wheat 

End 8120 

Score 263 



Seq. ID OJ991111_13.0410.C8 

Strand + 

End 485 

Method GENSCAN 

End 485 

Score .66 



Seq. ID OJ991111_13.0410.C8 

Strand + 

End 14456 

Method AAT/NAP 



40660 






Start 


13440 








End 


14456 






GI 


7362743 








Score 


338 






Exons 


13440. .14456 














GI Descrip. 


(AL162651) putative protein [Arabidopsis thaliana] 




Seq. No. 


40658 








Seq. ID 


OJ991111 


_13.0410.C8 




Gene No. 


84195 








Strand 








Start 


1219 








End 


6104 






Name 


OJ991111 13. 


0410 


. C8 . o2 . 


gs 


Method 


GEN SCAN 






Start 


1219 








End 


6098 






GI 


none 








Score 


.64 






Exons 


1219. .1354, 


1410 


. . 1530, 


1774 . 


.1810, 1901. .2125, 


2211 . . 2564, 






2988. .3084, 


3205 


. . 3368, 


3524 . 


.3688, 3865. .4184, 


5990 . . 6098 




Seq. No. 


40658 








Seq. ID 


OJ991111 


_13.0410.C8 




Gene No. 


84195 








Strand 








Start 


1219 








End 


6104' 






Name 


OJ991111 13. 


0410 


.C8.ol. 


np 


Method 


AAT/NAP 






Start 


1709 








End 


6104 






GI 


6714387 








Score 


1531 






Exons 


1709. .1810, 


1901 


. .2125, 


2211. 


.2564, 2643. .2757, 


2844. .2887, 






2988. .3084, 


3205 


. .3368, 


3461. 


.3680, 3744. .3981, 


4051. .4225, 






5968. .6104 
















GI Descrip. 


(AC012393) putative DNA 


l helicase [Arabidopsis thaliana] 


k 5 
•z est 


Seq. No. 


40658 








Seq. ID 


OJ991111 


_13. 0410.C8 


V = 


Gene No. 


84196 








Strand 








Start 


15973 








End 


16209 




L_J 


Name 


OJ991111 13. 


0410 


.C8 .06. 


gs 


Method 


GENSCAN 






Start 


15973 








End 


16209 






GI 


none 








Score 


.44 






Exons 


15973. .16047 


, 16153.. 16209 










Seq. No. 


40658 








Seq. ID 


OJ991111 


_13.0410.C8 


.= SS. 
1 si 


Gene No. 


84197 








Strand 








Start 


20540 








End 


22087 






Name 


OJ991111 13. 


0410 


.C8.0I. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1949 








End 


3048 






GI 


none 








Score 


105 






Exons 


1949. .2068, 


1950 


. .2069, 


2006. 


.2125, 2034. .2126, 


2034. .2126, 


.= ==. 




2035. .2127, 


2194 


. .2565, 


2202. 


.2567, 2211. .2567, 


2212. .2571, 






2216. .2590, 


2641 


. .2709, 


2652. 


.2693, 2685. .2759, 


2686. .2754, 






2688. .2759, 


2696 


. .2770, 


2838. 


.2888, 2846. .2893, 


2998. .3048 




Seq. No. 


40658 








Seq. ID 


OJ991111 


_13.0410.C8 




Gene No. 


84197 








Strand 








Start 


20540 








End 


22087 






Name 


OJ991111 13. 


0410 


.C8.0I. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2739 








End 


3559 






GI 


none 








Score 


70 






Exons 


2739. .2759, 


2838 


. .2924, 


2846. 


.2911, 2967. .3086, 


2983. .3087, 






3202. .3369, 


3204 


. .3365, 


3458. 


.3559, 3459.. 3554 






Seq. No. 


40658 








Seq. ID 


OJ991111 


_13.0410.C8 




Gene No. 


84197 








Strand 








Start 


20540 








End 


22087 






Name 


OJ991111 13. 


0410 


.C8.o3. 


tm 


Method 


TBLASTX: 


Maize 



40661 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3288 End 3644 

none Score 102 

3288. .3365, 3288. .3365, 3289.-3369, 3344. .3370, 3451. .3639, 

3456.-3497, 3458. .3640, 3459. .3641, 3522. .3644 



40658 
84197 
20540 

OJ991111_13.0410.C8.o7.gs 

20540 

none 

20540. .22087 



Seq. ID OJ991111_13.0410.C8 
Strand 

End 22087 

Method GENS CAN . 

End 22087 

Score 1 



Seq. No. 40658 
Gene No. 84197 
Start 20540 

Name OJ991111_13.0410.C8.o3.np 
Start 20558 
GI 3249103 
Exons 20558.. 22021 

GI Descrip. (AC003114) Contains similarity to membrane-associated 

salt-inducible protein homolog TM021B04. 10 gb 12191192 from A. 
thaliana BAC gb|AF007271. [Arabidopsis thaliana] 



Seq. ID OJ991111_13.0410.C8 
Strand 

22087 
AAT/NAP 
22021 
734 



End 

Method 

End 

Score 



%^ 


Sea. No. 


40658 




Seq. ID 


OJ991111_13.0410 


.C8 




Gene No . 


84197 




Strand 






?: : 


Start 


20540 




End 


22087 






Name 


OJ991111 13. 0410. C8. 


o2.ts 


Method 


TBLASTX: Soybean 






Start 


20570 




End 


21017 






GI 


none 




Score 


93 






Exons 


20570. .21016, 20786. 


.20971, 


20835. .21017 






Seq. No. 


40658 




Seq. ID 


OJ991111_13.0410 


.C8 




Gene No. 


84197 




Strand 






i en? 


Start 


20540 




End 


22087 




™ : ii 


Name 


OJ991111 13. 0410. C8. 


o2.tm 


Method 


TBLASTX: Maize 




L ,3. 


Start 


20585 




End 


21413 




. ~ 


GI 


none 




Score 


163 






Exons 


20585. .21187, 20586. 


.21188, 


20933. .21007, 20975 .. 21211, 








20993. .21208, 21008. 


.21193, 


21215. .21406, 21312.. 21413 




S3 


Seq. No. 


40658 




Seq. ID 


OJ991111_13.0410 


.C8 




Gene No. 


84197 




Strand 








Start 


20540 




End 


22087 






Name 


OJ991111 13. 0410. C8. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


20765 




End 


21142 






GI 


none 




Score 


72 






Exons 


20765. .21142, 20777. 


.20887, 


20912. .21136 






Seq. No. 


40658 




Seq. ID 


OJ991111_13.0410 


,C8 




Gene No. 


84197 




Strand 








Start 


20540 




End 


22087 






Name 


OJ991111 13. 0410. C8. 


ol.tw 


Method 


TBLASTX: Wheat 






Start 


20877 




End 


21322 






GI 


none 




Score 


108 






Exons 


20877. .21200, 20879. 


.21199, 


20939. .21058, 21212.. 21322 





40662 



Seq. No. 40659 

Gene No. 84198 - 

Start 70 

Name OJ991111_13 . 04 10 . C9 . ol . gp 

Start 70 

GI 35419_1.R1084 

Exons 70.. 551, 1325.. 1544, 2371. 
GI Descrip. 



Seq. ID OJ991111_13.0410.C9 
Strand 

End 2607 

Method AAT/GAP 

End 2607 

Score 17 94 
.2607 



'6016845/dbj | AP000570.il AP000570 6. 0e-28 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


40659 


Seq. ID 


OJ991111_13.0410.C9 


Gene No. 


84198 


Strand 




Start 


70 


End 


2607 


Name 


OJ991111_13.0410.C9.ol.gs 


Method 


GENSCAN 


Start 


336 


End 


2570 


GI 


none 


Score 


.98 


Exons 


336... 551, 1325.. 1544, 2371.. 


2570 




Seq. No. 


40659 


Seq. ID 


OJ991111_13.0410.C9 


Gene No. 


84198 


Strand 




Start 


70 


End 


2607 


Name 


OJ991111 13.0410.C9.ol.np 


Method 


AAT/NAP 


Start 


384 


End 


2450 


GI 


7362738 


Score 


498 


Exons 


384. .551, 1325. .1544, 2371.. 


2450 




GI Descrip. 


(AL162651) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


40659 


Seq. ID 


OJ991111_13.0410.C9 


Gene No. 


84199 


Strand 




Start 


3755 . 


End 


4402 


Name 


OJ991111 13.0410.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


257 


End 


2574 


GI 


none 


Score 


110 


Exons 


257. .442, 333. .557, 346. .552, 1322.. 1447, 1322.. 1576, 




1326.. 1577, 2368.. 2454, 2370 


..2432, 2502.. 2555, 2503.. 2574 




2548, .2574 






Seq. No. 


40659 


Seq. ID' 


. OJ991111_13.0410.C9 


Gene No. 


84199 


Strand 




Start 


3755 


End 


4402 


Name 


OJ991111 13.0410.C9.o2.ts 


Method 


TBLASTX : Soybean 


Start 


336 


End 


2668 


GI 


none 


Score 


98 


Exons 


336. .464, 336.-557, 349. .552 


, 1322.. 1543, 1322.. 1573, 




1326.. 1574, 2359.-2454, 2370 


..2435, 2502. .2555, 2630. .2668 


Seq. No. 


40659 


Seq. ID 


OJ991111_13.0410.C9 


Gene No. 


84199 


Strand 




Start 


3755 


End 


4402 


Name 


OJ991111 13.0410.C9.o2.tc 


Method 


TBLASTX: Cress 


Start 


1322 


End 


2433 


GI 


none 


Score 


171 


Exons 


1322.. 1576, 1326.. 1577, 2368 


..2433, 2370. .2432 


Seq. No. 


40659 


Seq. ID 


OJ9.91111_13.0410.C9 


Gene No. 


84199 


Strand 




Start 


3755 


End 


4402 



40663 



Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991111_13.0410.C9.ol.tw 

1370 

none 

1370. .1573, 1371. .1574, 2370. 
2502.. 2555, 2503.. 2574 

40659 
84199 
3755 

OJ991111_13.0410.C9.o2.tm 

3662 

none 

3662.. 3700, 3767.. 3955, 3768. 
4239.. 4349, 4361.. 4399, 4371. 

.40659 
84199 
3755 

OJ991111_13.0410.C9.ol.ts 

3752 

none 

3752.. 3952, 3762.. 3950, 4010., 
4230.. 4400 



Method TBLASTX : Wheat 
End 2574 
Score 247 

2435, 2371.. 2454, 2447.. 2464, 



Seq. ID OJ991111_13.0410.C9 
Strand 

End 4 402 

Method TBLASTX : Maize 

End 4400 

Score 35 

.3950, 4010.. 4090, 4193. .4351, 
.4400 

Seq. ID OJ991111_13.0410.C9 
Strand 

End 4402 

Method TBLASTX : Soybean 

End 4400 

Score 105 

.4090, 4014. .4064, 4205. .4399, 



Seq. No. 40659 

Gene No. 84199 

Start 3755 

Name OJ991111_13 . 0410 . C9 . o2 . gs 

Start 3755 

GI none 

Exons 3755.. 4398 



Seq. ID OJ991111_13.0410.C9 
Strand 

End 4 4 02 

Method GEN SCAN 

End 4398 



Score 



.86 



Seq. No. 40659 

Gene No. 84199 

Start 3755. 

Name OJ99illl_13.0410.C9.ol. tc 

Start 3758 

GI none 

Exons 3758.. 3952, 3759.. 3950, 4011. 
4206. .4400 



Seq. ID OJ991111_13.0410.C9 
Strand 

End 4402 

Method TBLASTX: Cress 

End 4400- ■ 

Score 103 

4091, 4013.. 4090, 4205.. 4399, 



Seq. No. 40659 

Gene No. 84199 

Start 3755 

Name OJ991111_13 . 0410 . C9. o2 . tw 

Start 3854 

GI none 

Exons 3854.. 3952, 3855.. 3950, 4010. 
4206.. 4313 



Seq. ID OJ991111_13.0410.C9 
Strand 

End 4402 

Method TBLASTX : Wheat 

End 4324 

Score 61 

.4090, 4014. .4088, 4205. .4324, 



Seq. No. 40659 

Gene No. 84199 

Start 3755 

Name - OJ991111_13.0410.C9.o3.gp 

Start 4010 

GI uC-osflcyp033h09bl 

Exons 4010.. 4344 



Seq. ID OJ991111_13.0410.C9 
Strand 

End 4 402 

Method AAT/GAP 

End 4344 

Score - 606 



40664 



GI Descrip. ■ 4100433 '2 . 0e-10 (AF000378) beta-glucosidase [Glycine max] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40659 
84199 
3755 

OJ991111_13.0410.C9.o2.np 
4058 
4100433 
4058. .4124, 4158. .4402 

(AF000378) beta-glucosidase [Glycine max] 



Seq. ID OJ991111_13.0410.C9 
Strand 

End 4402 

Method AAT/NAP 

End 4402 

Score 230 



40660 
84200 
1 

OJ991111_13.0410.C10.ol.np 
1 

6573772 

1..953, 1167. .1421, 4895.-5284 

(AC009243) F28K19.27 [Arabidopsis thaliana] 



Seq. ID OJ991111_13. 0410. C10 
Strand 

End 5296 

Method AAT/NAP 

End 5284 

Score 1201 



40660 
84200 
1 

OJ991111_13.0410.C10.ol.ts 
91 

none 



Seq. ID OJ991111_13. 0410. C10 
Strand 

End 5296 

Method TBLASTX : Soybean 

End 5171 

Score 66 



91. .192, 94. .198, 95. .205, 102. .350, 414. .461, 456. .578, 
469.-579, 579. .1247, 580. .1227, 1248. .1424, 1249. .1419, 
4881. .5171, 4886. .5104 



40660 
84200 
1 

OJ991111_13. 0410. C10. ol.tm 
94 

none 



Seq. ID OJ991111_13. 0410. C10 
Strand 

End 5296 

Method TBLASTX : Maize 

End 1157 

Score 85 



94. .198, 95. .187, 99. .218, 100. .219, 135. .350, 136. .276, 
423. .575, 487. .570, 562. .1143, 606. .1157 



40660 
84200 
1 

OJ991111_13.0410.C10.ol.gs 
96 

none 



Seq. ID OJ991111_13. 0410. C10 
Strand 

End 5296 

Method GENSCAN 

End 5296 

Score .42 



96. .1467, 2112. .2211, 3071. .3101, 4895. .5296 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40660 
84200 
1 

OJ991111_13. 0410. C10. ol.tc 

103 

none 



Seq. ID OJ991111_13. 0410. C10 
Strand 

End 5296 
Method TBLASTX: Cress 
End 1329 
Score 118 

103. .153, 169. .198, 240. .272, 420. .446, 474. .578;, 475. .573, 
612.. 1232, 613.. 1233, 1203.. 1325, 1252.. 1329 ^ 



Seq. No. 



40660 



Seq. ID OJ991111_13. 0410. C10 



40665 



Gene No. 


84200 






Strand 






Start 


1 






End 


5296 




Name 


OJ991111 13 


0410 CIO o2 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


1158 ~~ 






End 


1434 




GI 


none 






Score 


87 




Ryon c 


1158 1226, 


1159 1227. 


1245. 


.1424, 1246.. 1434 




Seq. No. 


40660 






Seq. ID 


OJ991111 


_13. 0410. C10 


Gene No. 


84200 






Strand 






Start 


1 






End 


5296 




Name 


OJ991111 13 


0410 C10 o2 


. tc 


Method 


TBLASTX: 


Cress 


Start 


1329 ~~ 






End 


5104 




GI 


none 






Score 


102 




Rxon 


1329. . 1424, 


1330 . . 1419, 


4881. 


.5081, 4886. .5104, 


4922 . . 5104 


Seq. No. 


40660 






Seq. ID 


OJ991111 


_13. 0410. C10 


Gene No. 


84200 






Strand 






Start 


1 






End 


52-96 




Name 


OJ991111 13 


.0410. C10 o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4886 ~ 






End 


5050 




GI 


none 






Score 


221 




Exons 

■LJ *Y \*/ 1 1 


4886. .5044, 


4899. . 5042, 


4901. 


.5050 






Spo No 


40661 






Seq. ID 


OJ991111 


13. 0410. Cll 


Gene No. 


84201. 






Strand 


+ 




Start 


1070 






End 


4287 




Name 


OJ991111 13 


0410 Cll ol 




Method 


GEN SCAN 




O Lai U 


1070 ~~ 






End 


4248 




VJ-L 


J. 1U1 1C 






Score 


.5 






1070 1465 


1758 1809. 


2765. 


.2973, 3165.. 3346, 


3661 3817, 




3865 4248 












Seer No 


40661 






Seq. ID 


OJ991111 


13. 0410. Cll 


Gene j^o . 


84201 






Strand 


+ 




Start 


1070 






End 


4287 




Name 


OJ991111 13 


.0410. Cll. ol 


.np 


Method 


AAT/NAP 




Start 


1086 






End 


4287 




GI 


7339715 






Score 


169 




Exons 


1086. .1137, 


4038. .4287 










GI Descrip. 


(AP001539) : 


EST AU057816(S21817) corresponds to 


a region of the 




predicted gene.; Similar to Arabidopsis thaliana chromosome IV 




BAC T19F06; 


unknown protein. 


(AC002343) 


[Oryza 


sativa] 


Sea. No. 


40661 






Seq. ID 


OJ991111 


_13. 0410. Cll 


Gene No. 


84202 






Strand 






Start 


4910 






End 


5339 




Name 


OJ991111 13 


.0410. Cll. ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


4035 






End 


4233 




GI 


none 






Score 


77 




Rxon s 


4035. .4124, 


4039. .4128, 


4040. 


.4135, 4041. .4127, 


4134. .4226, 




4135. .4233 












Seq. No. 


40661 






Seq. ID 


OJ991111 


_13. 0410. Cll 


Gene No. 


84202 






Strand 


+ 




Start 


4910 






End 


5339 




Name 


OJ991111 13 


.0410. Cll. o2 


. gs 


Method 


GENSCAN 




Start 


4910 






End 


5339 





40666 



GI 

.Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

'GI 

Exons. 

GI Descrip. 



none 

4910.. 5018, 5122.. 5339 



Score 



.51 



40662 Seq. ID OJ991111JL3 . 0410 . C12 

84203 Strand + 

1 End 738 

OJ991111_13 . 04 10 . C12 . ol . np Method AAT/NAP 

1 End 738 

7489509 Score 1170 

1. .738 

NBS-LRR type resistance protein - - rice (fragment) 
gi|2792238|gb|AAB96994.1| (AF032697) NBS-LRR type resistance 
protein [Oryza sativa] 





Seq. No. 


40662 






Seq. ID 


OJ991111_13.0410.C12 




Gene No. 


84203 






Strand 


+ 




Start 


1 






End 


738 




Name 


OJ991111 13 


.0410. 


C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


5 






End 


403 




GI 


none 






Score 


344 




Exons 


5. .403, 5.. 


172, 187. .312, 212. .319 






Seq. No. 


40662 






Seq. ID 


OJ991111_13.0410.C12 


f 1 


Gene No. 


84203 






Strand 


+ 




Start 


1 






End 


738 


- ' jj 


Name 


OJ991111 13 


.0410. 


C12.ol.ts 


Method 


TBLASTX: Soybean 




Start 


13 






End 


397 




GI 


none 






Score 


106 




Exons 


13. .96, 17. 


.133, 


190. .327, 


191. .331, : 


323. .397 




Seq. No. 


40662 






Seq. ID 


OJ991111_13.0410.C12 




Gene No. 


84203 






Strand 


+ 




Start 


1 






End 


738 


2 


Name 


OJ991111 13 


.0410. 


C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


14 






End 


4 90 




GI 


none 






Score 


71 




Exons 


14. .106, 25 


. .102, 


191. .322, 


196. .264, 


332. .427, 428. .490 




Seq. No. 


40662 






Seq. ID 


OJ991111 13.0410.C12 


r ™5 


Gene No. 


84203 






Strand 


+ 




Start 


1 






End 


738 




Name 


OJ991111 13 


.0410. 


C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


20 






End 


304 




GI 


none 






Score 


105 




Exons 


20.. 160, 37 


. .165, 


179. .304 







Seq. No. 40662 Seq. ID 

Gene No. 84203 Strand 

Start 1 End 

Name OJ991111_13 . 0410 . C12 . ol . gs Method 

Start 296 End 

GI none Score 

Exons 296.. 719 



OJ991111_13.0410.C12 
+ 

738 

GENSCAN 

719 

.5 



Seq. No. 40663 Seq. ID OJ991111_13 . 0410 . C13 

Gene No. 84204 Strand + 

Start 1 End 2120 

40667 



Name OJ991111_13.0410.C13.ol.np Method AAT/NAP 

Start 1 End 1412 

GI 7489509 Score 2373 

Exons 1..1412 

GI Descrip. NBS-LRR type resistance protein - rice (fragment) 

gi I 2792238 | gb | AAB96994.il (AF032697) NBS-LRR type resistance 
protein [Oryza sativa] 



Seq. No. 40663 Seq. ID 

Gene No. 84204 Strand 

Start 1 End 

Name OJ991111_13 .0410. C13 . o2 . np Method 

Start 1 End 

GI 7489066 Score 

Exons 1..1955, 2070.. 2120 

GI Descrip. resistance complex protein I2C-2 - tomato 

gi I 2258317 | gb |AAB63275.1| (AF004879) resistance complex protein 
I2C-2 [Lycopersicon esculentum] 



OJ991111_13.0410.C13 
+ 

2120 
AAT/NAP 
2120 
497 



Seq. No. 


40663 


Seq. ID 


OJ991111 


_13. 


0410 


.C13 


Gene No. 


84205 


Strand 


+ 








Start 


4128 


End 


4580 








Name 


OJ991111 13.0410.C13.ol.gp 


Method 


AAT/GAP 








Start 


4128 


End 


4580 








GI 


none 


Score 


877 








Exons 


4128. .4580 












Seq. No. 


40663 


Seq. ID 


OJ991111_ 


_13. 


0410 


.C13 


Gene No. 


84206 


Strand 


+ 








Start 


7854 


End 


12572 








Name 


OJ991111 13.0410.C13.o3.gs 


Method 


GENSCAN 








Start 


7854 


End 


10947 








GI 


none 


Score 


.51 








Exons 


7854.. 8737, 8776.. 10158, 10374.. 10947 










Seq. No. 


40663 


Seq. ID 


OJ991111_ 


JL3. 


0410 


.C13 


Gene No. 


84206 


Strand 


+ 








Start 


7854 


End 


12572 








Name 


OJ991111 13.0410.C13.o4.np 


Method 


AAT/NAP 








Start 


7960 


End 


12572 








GI 


7489066 


Score 


620 








Exons 


7960.. 10419, 12517.. 12572 












GI Descrip. 


resistance complex protein 


I2C-2 - tomato 









gi | 2258317 | gb | AAB63275 . 1| (AF004879) resistance complex protein 
I2C-2 [Lycopersicon esculentum] 



Seq. No. 40663 Seq. ID OJ991111_13 . 0410 . C13 

Gene No. 84206 Strand + 

Start 7854 End 12572 

Name OJ991111__13 . 0410 .C13 . o3 . np Method AAT/NAP 

Start 8457 End 9898 

GI 7489509 Score 1487 

Exons 8457.. 9898 

GI Descrip. NBS-LRR type resistance protein - rice (fragment) 

gi|2792238|gb|AAB96994.1| (AF032697) NBS-LRR type resistance 
protein [Oryza sativa] 



40668 




Seq. No. 


40663 




Seq. ID 


OJ991111_13.0410.C13 


Gpnp No 


84207 




Strand 




Start 


11091 




End 


11678 


Name 


OJ991111 13.0410.C13.o4 


. gs 


Method 


GENSCAN 


Start 


11091 




End 


11678 


GI 


none 




Score 


.96 


Exons 


11091. .11678 








Seq. No. 


40663 




Seq. ID 


OJ991lil_13. 0410.C13 


Gpnp No 


84208 




Strand 




Start 


14123 




End 


14478 


Name 


OJ991111 13.0410.C13.o5 


. gs 


Method 


GENSCAN 


Start 


14123 




End 


14478 


GI 


none 




Score 


.73 


Exons 


14123. .14313, 14430. .14478 






Seq. No. 


40663 




Seq. ID 


OJ991111_13.0410.C13 


Gene No. 


84209 




Strand 




Start 


17057 




End 


17169 


Name 


OJ991111 13.0410.C13.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


24 




End 


9739 


GI 


none 




Score 


87 


Exons 


24. .206, 267 .512, 618. 


. 728, 


1032. .1253, 1047. .1241, 8520. .8702, 




8759.. 9001. 9107. 9202, 


9533. 


.9739 




Seq. No. 


40663 




Seq. ID 


OJ991111_13.0410.C13 


Gene No. 


84209 




Strand 




Start 


17057 




End 


17169 


Name 


OJ991111 13.0410.C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


396 




End 


9283 


GI 


none 




Score 


83 


Exons 


396. .494, 416. .478, 504 


. .713, 


516. .797 


, 8484. .8690, 8667. .8738, 




8816. .8893, 8882. .9283, 


8909. 


.9202 




Seq. No. 


40663 




Seq. ID 


OJ991111_13.0410.C13 


Gene No. 


84209 




Strand 




Start 


17057 




End 


17169 


Name 


OJ991111 13.0410.C13.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


408 




End 


9373 


GI 


none 




Score 


42 


Exons 


408. .479, 543. .746, 822 


. .884, 


8634. .8714, 8759. .8872, 




8900.. 9019, 9035.. 9244, 


9311. 


.9373 




Seq. No. 


40663 




Seq. ID 


OJ991111_13.0410.C13 


Gene No. 


84209 




Strand 




Start 


17057 




End 


17169 


Name 


OJ991111 13.0410.C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


411 




End 


9187 


GI 


none 




Score 


55 


Exons 


411. .488, 486. .554, 567 


. .698, 


8903. .9043, 8920. .9018, 




9061. .9147, 9062. .9187 








Seq. No. 


40663 




Seq. ID 


OJ991111_13.0410.C13 


Gene No. 


84209 




Strand 




Start 


17057 




End 


17169 


Name 


OJ991111 13.0410.C13.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


837 




End 


9952 



40669 






GI 


none 


Score 


311 






Exons 


837. .1508, 1064. .1375, 1391. 


.1480, 9551.. 9646, 9554.. 9952, 






9607. .9861 










Seq. No. 


40663 


Seq. ID 


OJ991111_13.0410 


.C13 




Gene No. 


84209 


Strand 


- 






Start 


17057 


End 


17169 






Name 


OJ991111 13.0410.C13.o2.ts 


Method 


TBLASTX : Soybean 






Start 


1044 


End 


9853 






GI 


none 


Score 


177 






Exons 


1044. .1367, 9524. .9853 










Seq. No. 


40663 


Seq. ID 


OJ991111_13.0410 


.C13 




Gene No. 


84209 


Strand 








Start 


17057 


End 


17169 






Name 


OJ991111 13.0410.C13.o3.tm 


Method 


TBLASTX: Maize 






Start 


16520 


End 


16723 






GI 


none 


Score 


286 






Exons 


16520. ,16675, 16531 16722, 


16532. .16723 






Seq. No. 


40663 


Seq. ID 


OJ991111_13.0410 


. Cli 




Gene No. 


84209 


Strand 








Start 


17057 


End 


17169 






Name 


OJ991111 13.0410. C13.o5.np 


Method 


AAT/NAP 






Start 


17057 


End 


17169 . 






GI 


5777617 


Score 


78 




r n 


Exons 


17057.. 17169 








f : H 
? ~ 


GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza sativa] 






Seq. No. 


40663 


Seq. ID 


OJ991111_13.0410 


.C13 




Gene No. 


84210 


Strand 








Start 


18778 


End 


19063 




S j=? 


Name 


OJ991111 13.0410.C13.o4.tm 


Method 


TBLASTX: Maize 






Start 


18778 


End 


19063 






GI 


none 


Score 


92 




•sasr 


Exons 


18778. .18858, 18786 .. 18848, 


18868. .18897, 18963 .. 19058, 








18989. .19063, 18990.. 19061 








L _J 


Seq. No. 


40664 


Seq. ID 


OJ991111 13.0410 


.C14 


- =. 

id 


Gene No. 


84211 


Strand 


+ 






Start 


1245 


End 


3571 






Name 


OJ991111 i3.0410.C14.ol.np 


Method 


AAT/NAP 






Start 


1245 


End 


2687 






GI 


7489509 


Score 


1533 






Exons 


1245. .2687 










GI Descrip. 


NBS-LRR type resistance protein - rice 


(fragment) 








gi|2792238|gb|AAB96994.1| (AF032697) NBS-LRR type resistance 






protein [Oryza sativa] 










Seq. No. 


40664 


Seq. ID 


OJ991111_13.0410 


.C14 




Gene No. 


84211 


Strand 


+ 






Start 


1245 


End 


3571 






Name 


OJ991111 13.0410.C14.o3.np 


Method 


AAT/NAP 






Start 


1506 


End 


3571 






GI 


4234955 


Score 


573 






Exons 


1506.. 3214, 3332.. 3395, 3525 


.'.3571 







GI Descrip. (AF098971) NBS-LRR-like protein cD8 [Phaseolus vulgaris] 



40670 



Seq. No. 40664 
Gene No. 84212 
Start 15376 

Name OJ991111_13 . 04 10 . C14 . o5 . np 

Start 15376 
GI 6630699 
Exons 15376. .15410, 16570.. 16720 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ991111_13.0410.C14 

Strand + 

End 16720 . 

Method AAT/NAP 

End 16720 

Score 101 





Seq. No. 


40664 




Seq. ID 


OJ991111 


_13.0410 


.C14 




Gene No. 


84213 




Strand 


+ 








Start 


18250 




End 


20305 








Name 


OJ991111 13. 


0410.C14.o4.gs 


Method 


GENSCAN 








Start 


18250 




End 


19212 








GI 


none 




Score 


.73 








Exons 


18250. .18283 


, 18421. .18600, 


18640. .18790, 19062 


. .19212 






Seq. No. 


40664 




Seq. ID 


OJ991111 


_13'.,0410 


.C14 




Gene No. 


84213 




Strand 


+ 








Start 


18250 




End 


20305 








Name 


OJ991111 13. 


0410.C14.o7.np 


Method 


AAT/NAP 






™ 


Start 


18432 




End 


20305 






<i 


GI 


4680186 




Score 


270 






f| 


Exons 


18432. .18553 


, 20120.. 20305 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






. = 


Seq. No. 


40664 




Seq. ID 


OJ991111 


J.3.0410 


.C14 




Gene No. 


84214 




Strand 










Start 


2621 




End 


23480 






y 


Name 


OJ991111 13. 


0410.C14.ol.tc 


Method 


TBLASTX: 


Cress 






Start 


1206 




End 


2528 








GI 


none 




Score 


66 






4 


Exons 


1206. .1304, 


1323.. 1490, 1548 


..1790, 1896. .1991, 


2310. .2528 




Seq. No. 


40664 




Seq. ID 


OJ991111 


J.3.0410 


.C14 


3 


Gene No. 


84214 




Strand 








a. 

J 


Start 


2621 




End 


23480 






Si 


Name 


OJ991111 13. 


0410.C14.ol.tm 


Method 


TBLASTX: Maize 






Start 


1254 




End 


2074 








GI 


none 




Score 


65 








Exons 


1254. .1478, 


1455.. 1526, 1541 


..1582, 1542.. 1607, 


1671. .2072, 






1697. .1741, 


1698.. 2060, 1859 


. .2074 










Seq. No. 


40664 




Seq. ID 


OJ991111 


_13.0410 


.C14 




Gene No. 


84214 




Strand 










Start 


2621 




End 


23480 








Name 


OJ991111 13. 


0410.C14.ol.ts 


Method 


TBLASTX : 


Soybean 






Start 


1422 




End 


2162 








GI 


none 




Score 


111 








Exons 


1422. .1661, 


1689.. 1808, 1824 


..2033, 2100.. 2162 








Seq. No. 


40664 




Seq. ID 


OJ991111 


_13.0410 


.C14 




Gene No. 


84214 




Strand 










Start 


2621 




End 


23480 







40671 



Name 


OJ991111 13.0410.C14.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1692 ~ 


End 


1976 




GI 


none 


Score 


99 




Exons 


1692. .1832, 1850.. 1936, 1851 


. .1976 






Seer. No. 


40664 


Seq. ID 


OJ991111_ 


_13.0410.C14 


Gene No. 


84214 


Strand 






Start 


2621 


End 


23480 




Name 


OJ991111 13.0410.C14.o4.np 


Method 


AAT/NAP 




Start . 


2621 


End 


21467 




GI 


6539570 


Score 


45 




Exons 


2621. .2754, 5143. .5344, 5600 


..5785, 8171. .8264, 


18734. .18959, 




20682. .20741, 21385. .21467 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40664 


Seq. ID 


OJ991in 


_13.0410.C14 


Gene No. 


84214 


Strand 






Start 


2621 


End 


23480 




Name 


OJ991111 13.0410.C14.o2.gs 


Method 


GENSCAN 




Start 


5063 


End 


5437 




GI 


none 


Score 


.75 




Exons 


5063. .5437 








Sea. No. 


40664 


Seq. ID 


OJ991111 


_13.0410.C14 


Gene No. 


84214 


Strand 






Start 


2621 


End 


23480 




Name 


OJ991111 13.0410.C14.o3.gs 


Method 


GENSCAN 




Start 


6731 


End 


16642 




GI 


none 


Score 


.48 






6731. .6820, 7584. .7641, 7882 


..7927, 8043. .8161, 


8163. .8484, 




11336. .11431, 11814. .11999, 


14591. .14675, 16260 


. .16401, 




16590.. 16642 








Seq. No. 


40664 


Seq. ID 


OJ991111 


_13.0410.C14 


Gene No. 


84214 


Strand 






Start 


2621 


End 


23480 




Name 


OJ991111 13.0410.C14.ol.gp 


Method 


AAT/GAP 




Start 


16640 . 


End 


17063 




GI 


LIB3479-006-Q6-K1-B11 


Score 


618 




Exons 


16640. .17063 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'5734616/dbj | AP000391 . 1 1 AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



40664 
84214 
2621 

OJ991111_13.0410.C14.o6.np 

16859 

5922620 



OJ991111 13.0410.C14 



Seq. ID 
Strand 

End 23480 
Method AAT/NAP 
End 20613 
Score 466 

16859. .16990, 18326 .. 18684 , 18940 .. 18982 , 20576. .20613 
(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 



40664 



Seq. ID OJ991111_13.0410.C14 



40672 



Gene No. 84214 Strand 

Start 2621 End 23480 

Name OJ991111_13. 0410. C14 .o2.gp Method AAT/GAP 

Start 19874 End 20253 

GI uC-osflcyp033a04bl Score 633 

Exons 19874. .20253 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 40664 Seq. ID 

Gene No. 84214 Strand 

Start 2621 End 

Name OJ991111_13 . 0410 . C14 . o5 . gs Method 

Start 20692 End 

GI none Score 
Exons 



OJ991111_13.0410.C14 

23480 
GENSCAN 
23480 
.74 



20692. .20796, 21034 .. 21147, 21238 .. 21342, 21348 .. 22025, 
23403. .23480 



Seq. No. 40664 

Gene No. 84214 
Start • 2621 , : . 

Name OJ991111_13 . 0410 .C14 . 08 . np 

Start 20695 

GI 6907087 

Exons ' 20695. .20796, "21348. .22027, 
GI Descrip. 



OJ991111 13.0410.C14 



Seq. ID _ 
Strand 

End 23480 
Method AAT/NAP 
End 22151 
Score 621 
22073. .22151 

(AP001129) ESTs C72771 (E2215) ,AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40665 Seq. ID 

84215 Strand 

847 End 
OJ991111_13.0410.C15.ol.gs Method 

847 End 

none Score 

847. .930, 1396. .1827 



OJ991111_13.0410.C15 
+ 

1827 
GENSCAN 
1827 
.92 



Seq. ID 

Strand 

End 

Method 

End 

Score 



40665 
84216 
3142 

OJ991111_13.0410.C15.ol.np 
3142 
6630699 
3142.. 3399, 4970.. 5056 

(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ991111_ 
+ 

5056 
AAT/NAP 
5056 
115 



13.0410.C15 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40665 Seq. ID OJ991111_13 . 04 10 . C15 

84217 Strand 

4115 End 8745 

OJ991111_13 . 0410 . C15 . ol . gp Method AAT/GAP 

3141 End 3461 - 

uC-osflM202037g01bl Score 472 

3141. .3461 

•4521194/dbj | AB013613 . 1 | AB013613 8.0e-12 Oryza sativa DNA, 
centromere sequence RCB11' 



40673 




Seq. No. 40665 

Gene No. 84217 

Start 4115 

Name OJ991111_13 . 0410 . C15 . o2 

Start 4115 

GI none 

Exons 4115.. 4323, 4623.-4647, 
. 7500. .7639, 8251. .8291, 




Seq. ID OJ991111_13.0410.C15 
Strand 

End 8745 

. gs Method GEN SCAN 

End 8745 

Score . 62 
4693. .4871, 4880. .5033, 6982. .7021, 
8712. .8745 



Seq. No. 40665 Seq. ID OJ991111_13 . 04 10 . C15 

Gene No. 84217 Strand 

Start 4115 End 8745 

Name OJ991111_13 . 0410 .C15 . o2 .np Method AAT/NAP 

Start 5195 End 6965 

GI 5922620 Score 175 

Exons 5195.. 5328, 6938.. 6965 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 40666 Seq. ID 

Gene No. 84218 Strand 

Start 2282 End 

Name OJ991111_13. 0410.C16.ol.np Method 

Start 2282 End 

GI 7489509 Score 

Exons 2282.. 3721 

GI Descrip. NBS-LRR type resistance protein - rice (fragment) 

gi I 2792238 | gb | AAB96994.il (AF032697) NBS-LRR type resistance 
protein [Oryza sativa] 



OJ991111_13.0410.C16 
+ 

3721 
AAT/NAP 
3721 
1484 



Seq. No. 40666 

Gene No. 84219 

Start 12312 

Name OJ991111_13.0410.C16.ol.tm 

Start 2306 

GI none 

Exons 2306.. 2515, 2576.. 2638, 2699. 
2873. .3106 



OJ991111_13.0410.C16 
14041 

TBLASTX: Maize 

3106 

94 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2866, 2726. .2866, 2869. .2991, 



Seq. No. 


40666 








Seq. ID 


OJ991111_13.0410 


.C16 


Gene No. 


84219 








Strand 






Start 


12312 








End 


14041 




Name 


OJ991111 13. 


0410. 


C16.02 


. tm 


Method 


TBLASTX: Maize 




Start 


3146 








End 


3685 




GI 


none 








Score 


268 




Exons 


3146. .3685, 


3373. 


.3684 










Seq. No. 


40666 








Seq. ID 


OJ991111_13.0410 


.C16 


Gene No. 


84219 








Strand 






Start 


12312 








End 


14041 




Name 


OJ991111 13. 


0410. 


C16.o2 


.np 


Method 


AAT/NAP 




Start 


11985 








End 


13900 




GI 


6907106 








Score 


343 





40674 



Exons 11985. .12230, 12265 12428 , 13864.. 13900 

GI Descrip. (AP001129) EST AU068291 (C12960 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


40666 




Seq. ID 


OJ991111_13.0410 


.C16 


Gene No. 


84219 




Strand 






Start 


12312 




End 


14041 




Name 


OJ991111 13.0410.C16 


. o3 . tin 


Method 


TBLASTX: Maize 




Start 


12081 




End 


12374 




GI 


none 




Score 


53 




Exons 


12081. .12128, 12082. 


.12129, 


12086. .12214, 12086. .12214, 






12195. .12254, 12203. 


.12331, 


12229. .12264, 12230 .. 12265, 






12233. .12268, 12255. 


. 12338, 


12255. .12299, 12257 .. 12331, 






12282. .12371, 12282. 


.12374 








Seq. No. 


40666 




Seq. ID 


OJ991111_13.0410 


.C16 


Gene No. 


84219 




Strand 






Start 


12312 




End 


14041 




Name 


OJ991111 13.0410.C16 


. o3 . gs 


Method ■ 


GEN SCAN 




Start 


12312 




End 


14041 




GI 


none 




Score 


.66 




Exons 


12312. .12427, 12474. 


.12603, 


13727. .13772, 13900. .14041 




Seq. No. 


■ 40666 




Seq. ID 


OJ9911-ig._13.0410 


.C16 


Gene No. 


84219 




Strand 






Start 


12312 




End 


14041 




Name 


OJ991111 13.0410.C16 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13862 




End 


14023 




GI 


none 




Score 


184 




Exons 


13862. .13906, 13869. 


.13916, 


13902. .13925, 13904. .14023, 





13905. .14012 





Seq. No. 


40667 




Seq. ID 


OJ991111_ 


13.0410 


.C17 




Gene No. 


84220 




Strand 










Start 


102 




End 


2361 








Name 


OJ991111 


13.0410.C17.ol.gs 


Method 


GENSCAN 








Start 


102 




End 


2361 








• GI 


none 




Score 


.56 






3 


Exons 


102. .297, 


2013.. 2101, 2353. 


.2361 










Seq. No. 


40668 




Seq. ID 


OJ991111_ 


13.0410 


.C18 




Gene" No. 


84221 




Strand 


+ 








Start . 


333 




End 


490 








Name 


OJ991111 


13.0410.C18.ol.gs 


Method 


GENSCAN 








Start 


333 




End 


490 








GI 


none 




Score 


.54 








Exons 


333. .490 














Seq. No. 


40669 




Seq. ID 


OJ991021_ 


03.0413 


,C4 




Gene No. 


84222 




Strand 










Start 


319 




End 


636 








Name 


OJ991021 


03.0413.C4.ol.gs 


Method 


GENSCAN 








Start 


319 




End 


636 








GI 


none 




Score 


.49 








Exons ' 


319. .409, 


497.. 636 ■ 












Seq. No. 


40670 




Seq. ID 


OJ991021_ 


03.0413 


.C8 



40675 



Gene No. 


84223 


Strand 


+ 


Start 


250 


End 


622 


Name 


OJ991021 03.0413.C8.ol.gs 


Method 


GEN SCAN 


Start 


250 


End 


622 


GI 


none 


Score 


.52 


Exons 


250. . 622 






Seq. No. 


40671 


Seq. ID 


OJ991021 03. 0413. C9 


Gene No. 


84224 


Strand 


+ 


Start 


1 


End 


708 


Name. 


OJ991021 03.0413.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


708 


GI 


5732048 


Score 


389 


Exons 


1..708 






GI Descrip. 


(AF147262) contains similarity to the 


Pfam family PF0064 6 - 




F-box domain; score=10.1, E=l 


.2, N=l 


[Arabidopsis thaliana] 


Seq. No. 


40671 


Seq. ID 


OJ991021_03.0413.C9 


Gene No. 


84224 


Strand 


+ 


Start 


1 


End 


708 


Name 


OJ991021 03.0413.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


30 


End 


707 


GI 


none 


Score 


56 


Exons 


30. .83, 183. .341, 389. .691, 390. .707 




Seq. No. 


40671 


Seq. ID 


OJ991021_03.0413.C9 


Gene No. 


84224 


Strand 


+ 


Start 


1 


End 


708 


Name 


OJ991021 03.0413.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


183 


End 


428 


GI 


none 


Score 


310 


Exons 


183. .428, 201. .326, 383. .427 






Seq. No. 


40671 


Seq. ID 


OJ991021_03.0413.C9 


Gene No. 


84224 


Strand 


+ 


Start 


1 


End 


708 


Name 


OJ991021 03.0413.C9.ol.tm 


Method 


TBLASTX :,Maize 


Start 


429 


End 


708 


GI 


none 


Score 


100 


Exons 


429. .494, 431. .487, 482. .706, 


488.-547, 495. .707, 496. .708 


Seq. No. 


40672 


Seq. ID 


OJ991021_03.0413.C11 


Gene No. 


84225 


Strand 


+ 


Start 


1799 


End 


3143 


Name 


OJ991021 03.0413.Cll.o2.np 


Method 


AAT/NAP 


Start 


1799 


End 


3143 


GI 


6630699 


Score 


73 



Exons 1799.. 1847, 3066.. 3143 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj |BAA89566.1t (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 40672 

Gene No. 84226 

Start 3280 

Name OJ991021_03 . 0413 . Cll . o3 . np 

Start 3280 



Seq. ID OJ991021_03. 0413. Cll 

Strand + 

End 4884 

Method AAT/NAP 

End 4884 



40676 



GI 


6539570 


Score 


184 




Exons 


3280. .3493, 3696. .3799, 4713 


. .4884 






GI Descrip. 


(AP000836) hypothetical protein [Oryz.a 


sativa] 




Seq. No. 


40672 


Seq. ID 


OJ991021JD3.0413 


.Cll 


Gene No. 


84227 


Strand 






Start 


24 


End 


2214 




Name 


OJ991021 03.0413.Cll.ol.gs 


Method 


GENSCAN 




Start 


24 


End 


2199 




GI 


none 


Score 


.9 




Exons 


24. .154, 250. .1354, 1422. .1455, 1461.. 


1727, 1832.. 1983, 






2089. .2199 








Seq. No. 


40672 


Seq. ID 


OJ991021_03.0413 


.Cll 


Gene No. 


84227 


Strand 






Start 


24 


End 


2214 




Name 


OJ991021 03.0413-Cll.ol.np 


Method 


AAT/NAP 




Start 


27 


End 


2214 




GI 


1621467 


Score 


1121 




Exons 


27. .154, 250. .1359, 1483. .1727, 1832.. 


1983, 2089.. 2214 




GI Descrip. 


(U73106) laccase [Liriodendron tulipifera] 




Seq. No. 


40672 


Seq. ID 


OJ991021JD3.0413 


.Cll 


Gene Nov 


84228 


Strand 






Start 


3280 


End 


4620 




Name 


OJ991021 03.0413.Cll.o2.tc 


Method 


TBLASTX: Cress 




Start 


21 


End 


394 




GI 


none 


Score 


90 




Exons 


21. .155, 246. .389, 248. .394 








Seq. No. 


40672 


Seq. ID 


OJ991021_03.0413 


.Cll 


Gene No. 


84228 


Strand 






Start 


3280 


End 


4620 




Name 


OJ991021 03.0413.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


24 


End 


661 




GI 


none 


Score 


106 




Exons 


24. .155, 28. .156, 246. .428, 


248. .436, 


428. .493, 447. .494, 




530.. 661 








Seq. No. 


40672 


Seq. ID 


OJ991021_03.0413 


.Cll 


Gene No. 


84228 


Strand 






Start 


3280 


End 


4620 




Name 


OJ991021 03.0413.Cll.o2.ts 


Method 


TBLASTX: Soybean 




Start 


24 


End 


422 




GI 


none 


Score 


95 




Exons 


24. .155, 28. .156, 246. .422, 


248. .421 






Seq. No. 


40672 


Seq. ID 


OJ991021_03.0413 


.Cll 


Gene No. 


84228 


Strand 






Start 


3280 


End 


4620 




Name 


OJ991021 03.0413.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


898 


End 


1240 




GI 


none 


Score 


131 




Exons 


898. .1044, 1029. .1229, 1034. 


.1240, 1034.. 1231 




Seq. No. 


40672 


Seq. ID 


OJ991021_03.0413 


.Cll 


Gene No. 


84228 


Strand 







40677 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3280 

OJ991021_03.0413.Cll.o3.ts 

914 

none 



End 4 620 

Method TBLASTX : Soybean 

End 1357 

Score 111 



914. .949, 1047. .1250, 1049. .1240, 1229. .1357, 1257. .1310 



40672 
84228 
3280 

OJ991021_03.0413.Cll.o3.tm 

1047 

none 



Seq. ID OJ991021_03.0413.C11 
Strand 

End 4 620 

Method . TBLASTX: Maize * 

End 1357 

Score 95 



1047. .1226, 1049. .1240, 1247. .1357, 1254. .1313 



40672 
84228 
3280 

OJ991021_03.0413.Cll.ol.tc 

1481 

none 



Seq. ID OJ991021_03.0413.C11 
Strand 

End 4 620 

Method TBLASTX: Cress 

End 1983 

Score 17 9 



1481.. 1519, 1544.. 1726, 1560.. 1727, 1831.. 1383, 1832.. 1966 



Seq. ID OJ991021_03.0413.C11 
Strand 

End 4620- 

Method TBLASTX : Wheat 

End 1726 

Score 153 



40672 
84228 
3280 

OJ991021_03.0413.Cll.ol.tw 
1481 
none 

1481.. 1726, 1482.. 1703 

40672 
84228 
3280 

OJ991021_03.0413.Cll.o2.tm 
1484 
none 

1484. .1726, 1485. .1727, 1588. .1728, 1831. .1908, 1832. .1894 



Seq. ID OJ991021_03.0413.C11 
Strand 

End 4 620 

Method TBLASTX : Mai ze 

End 1908 

Score 228 



40672 
84228 
3280 

OJ991021_03.0413.Cll.ol.ts 

1502 

none 



Seq. ID OJ991021_03.0413.C11 
Strand 

End 4 620 

Method TBLASTX : Soybean 

End 1983 

Score 203 



1502. .1726, 1533. .1727, 1831. .1920, 1832. .1891, 1895. .1969, 
1909.. 1983 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons* 

Seq. No. 
Gene No. 



40672 
84228 
3280 

OJ991021_03.0413.Cll.o2.gs 

3280 

none 



Seq. ID OJ991021_03.0413.C11 
Strand 

End 4 620 

Method GENS CAN 

End 4 620 

Score .47 



3280.. 3576, 4307.. 4400, 4.523.. 4620 



40673 
84229 



Seq. ID OJ991021_03.0413.C12 
Strand + 



40678 




Start 


5724 








End 


13110 




Name 


OJ991021 03 


.0413 


.C12.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1424 








End 


1576 




GI 


none 








Score 


182 




Exons 


1424. .1576, 


1425 


. .1574 










Seq. No. 


40673 








Seq. ID 


OJ991021_03.0413 


.C12 


Gene No. 


84229 








Strand 


+ 




Start 


5724 








End 


13110 




Name 


OJ991021 03 


.0413 


.C12.o2 


.tw ' 


Method 


TBLASTX: Wheat 




Start 


2222 








End 


2553 




GI 


none 








Score 


433 




Exons 


2222. .2545, 


2227 


. .2544, 


2368. 


.2553 






Seq. No. 


40673 








Seq. ID 


OJ991021_03.0413 


.C12 


Gene No. 


84229 








Strand 


+ 




Start 


5724 








End 


13110 




Name 


OJ991021 03 


.0413 


.C12.ol 


.np 


Method 


AAT/NAP 




Start 


5724 








End 


11507 




GI 


4680203 








Score 


1584 




Exons 


5724. .5792, 


7245 


. .8879, 


9036. 


.9243, 9520.. 10367, 11483. 


.11507 


GI Descrip. 


(AF114171) 1 


TNP2- 


like protein 


[Sorghum bicolor] 




Seq. No. 


40673 








Seq. ID 


OJ991021_03.0413 


.C12 


Gene No. 


84229 








Strand 


+ 




Start 


5724 








End 


13110 




Name 


OJ991021 03 


.0413 


.C12.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


7623 








End 


8216 




GI 


none 




. 




Score 


225 




Exons 


7623. .7913, 


7625 


. .7915, 


7971. 


.8087, 7995. .8093, 8091. .8216, 




8108. .8215 














Seq. No. 


40673 








Seq. ID 


OJ991021_03.0413 


.C12 


Gene No. 


84229 








Strand 


+ 




Start 


5724 








End 


13110 




Name 


OJ991021 03 


.0413 


.C12.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


7641 








End 


7939 




GI 


none 








Score 


294 j 




Exons 


7641. .7913, 


7658 


. .7939 










Seq. No. 


40673 








Seq. ID 


OJ991021_03.0413 


.C12 


Gene No. 


84229 








Strand 


+ 




Start 


5724 








End 


13110 




Name 


OJ991021 03 


.0413 


.C12.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


7956 








End 


8240 




GI 


none 








Score 


224 




Exons 


7956. .8240, 


7991 


. .8230 










Seq. No. 


40673 








Seq. ID 


OJ991021_03.0413 


.C12 


Gene No. 


84229 








Strand 


+ 




Start 


5724 








End 


13110 




Name 


OJ991021 03 


.0413 


.C12.01 


.tc 


Method 


TBLASTX: Cress 




Start 


7962 








End 


8312 




GI 


none 








Score 


273 




Exons 


7962. .8312, 


8066 


. .8116, 


8150. 


.8257 






Seq. No. 


40673 








Seq. ID 


OJ991021_03.0413 


.C12 



40679 






Gene No. 


84229 






Strand 


+ 






Start 


5724 






End 


13110 






Name 


OJ991021 03. 


0413.C12.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


8081 






End 


8345 






GI 


none 






Score 


251 






Exons 


8081. .8293, 


8091. .8345 












Seq. No. 


40673 






Seq. ID 


OJ991021_03.0413 


.C12 




Gene No. 


84229 






Strand - 


+ 






Start 


5724 






End 


13110 






Name 


OJ991021 03. 


0413.C12.o4 


. tw 


Method 


TBLASTX: Wheat 






Start 


8262 






End 


8504 






GI 


none 






Score 


117 






Exons 


8262. .8360, 


8264. .8359, 


8406. 


.8504, 8 


417. .8488 






Seq. No. 


40673 






Seq. ID 


OJ991021_03.0413 


.C12 




Gene No. 


84229 






Strand 


+ 






Start 


5724 






End 


13110 






Name 


OJ991021 03. 


0413.C12.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


9108 






End 


9492 






GI 


none 






Score 


132 






Exons 


9108. . 9305, 


9117. .9491, 


9131. 


.9379, 9178. .9492 




f 1 


Seq. No. 


40673 






Seq. ID 


OJ991.021_03.0413 


• C12 


i.1 


Gene No. 


84229 






Strand 


.+ 




fh 


Start 


5724 






End 


13110 






Name 


OJ991021 03. 


0413.C12.ol 


.tw 


Method 


TBLASTX: Wheat 




i y 


Start 


9166 






End 


10266 






GI 


none 






Score 


486 




"3 : i 


Exons 


9166. .9849, 


9186. .9314, 


9364. 


.9669, 9381.. 9761, 9858.. 10040 






9868. .10056, 


10044. .10163, 10051. .10149, 10165 . .10266, 








10167.. 10259 












Seq. No. 


40673 






Seq. ID 


OJ991021_03.0413 


.C12 


^ er 


Gene No. 


84229 






Strand 


+ 




" 'is 


Start 


5724 






End 


13110 




? ^ 


Name u- ■ 


OJ991021 03. 


0413.C12.o2 


.tc 


Method 


TBLASTX: Cress 






Start ■' 


9424 






End 


9849 






GI 


. none 






Score 


270 




Id 


Exons 


9424. .9849, 


9432. .9761 












Seq. No. 


40673 






Seq. ID 


OJ991021_03.0413 


.C12 




Gene No. 


84229 






Strand 


+ 






Start 


5724 






End 


13110 






Name 


OJ991021 03. 


0413.C12.o3 


. tm 


Method 


TBLASTX: Maize 






Start 


9742 






End 


10032 






GI 


none 






Score 


127 






Exons 


9742. .9912, 


9744. .9911, 


9924. 


.10031, 


9925. .10032 






Seq. No. 


40673 






Seq. ID 


OJ991021_03.0413 


.C12 




Gene No. 


84229 






Strand 


+ 






Start 


5724 






End 


13110 






Name 


OJ991021 03. 


0413.C12.o3 


.ts 


Method 


TBLASTX : Soybean 






Start 


10113 






End 


10326 






GI 


none 






Score 


184 






Exons 


10113. .10295 


, 10114.. 10326 









40680 




Seq. No. 


40673 


Seq. ID 


OJ991021_03. 


0413 


.C12 


Gene No. 


84229 


Strand 


+ 






Start 


5724 


End 


13110 






Name 


OJ991021 03.0413.C12.o2.np 


Method 


AAT/NAP 






Start 


10898 


End 


13110 






GI 


4680204 


Score 


203 






Exons 


10898. .10980, 12061.. 13110 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


40674 


Seq. ID 


OJ991021_03. 


0413 


.C13 


Gene No. 


84230 


Strand 


+ ' 






Start 


625 


End 


^4 Jo 






Name 


OJ991021 03.0413.C13.ol .gs 


Method 


GEN SCAN 






Start 


625 


End 


2438 






GI 


none 


Score 


. 55 






Exons 


625.. 877, 1282. .1533, 1992. 


.2037, 2172 


. .2438 






Seq. No. 


40674 


Seq. ID 


OJ991021 03. 


0413 


.C13 


Gene No. 


84231 


Strand 


+ 






Start 


8143 


End 


10350 






Name 


OJ991021 03.0413.C13.o3.gs 


Method 


GENSCAN 






Start 


8143 


End 


10350 






GI 


none 


Score 


1 






Exons - 


8143. .10350 










Seq. No. 


40674 


Seq. ID 


OJ991021JD3. 


0413 


.C13 


Gene No. 


84231 


Strand 


+ 






Start 


8143 


End 


10350 






Name 


OJ991021 03.0413.C13.ol.np 


Method 


AAT/NAP 






Start 


8152 


End 


10320 






GI 


1707007 


Score 


1670 






Exons 


8152. .10320 










GI Descrip. 


(U78721) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


40674 


Seq. ID 


OJ991021_03. 


0413 


.C13 


Gene No. 


84232 


Strand 


+ 






Start 


25629 


End 


28446 






Name 


OJ991021 03.0413.C13.o6.gs 


Method 


GENSCAN 






Start 


25629 


End 


28446 






GI 


none 


Score 


.82 






Exons 


25629. .25741, 28296.. 28446 










Seq. No. 


40674 


Seq. ID 


OJ991021_03. 


0413 


.C13 


Gene No. 


84233 


Strand 


+ 






Start 


28413 


End 


28742 






Name 


OJ991021 03.0413.C13.ol.gp 


Method 


AAT/GAP 






Start 


28413 


End 


28742 






GI 


2311342 


Score 


584 






Exons 


28413. .28742 










Seq. No. 


40674 


Seq. ID 


OJ991021_03. 


0413 


.C13 


Gene No. 


84234 


Strand 


+ 






Start 


30853 


End 


32524 






Name 


OJ991021 03.0413.C13.o7.gs 


Method 


GENSCAN 






Start 


30853 


End 


32524 






GI 


none 


Score 


.74 






Exons 


30853. .30922, 32048 .. 32235, 


32393. .32524 







40681 





Seq. No. 


40674 


Seq. ID 


OJ991021_03.0413.C13 




Gene No. 


84235 


Strand 






Start 


10983 


End 


18426 




Name 


OJ991021 03.0413.C13.o4.gs 


Method 


GENSCAN 




Start 


10983 


End 


18423 




GI 


none 


Score 


.52 




Exons 


10983. .11109, 13201. . 13288, 


13290. .13401, 14092. .14184, 






14470. . 14602, 14705 .. 16313, 


16880. .17009, 17359. .17777, 






18084. .18132, 18277. .18423 








Seq. No. 


4.0674 


Seq. ID 


OJ991021_03.0413.C13 




Gene No. 


84235 


Strand 






Start 


10983 


End 


18426 




Name 


OJ991021 03.0413.C13.o2.np 


Method 


AAT/NAP 




Start 


15079 


End 


16161 




GI 


4926870 


Score 


504 




Exons 


15079.. 16161 








GI Descrip. 


(AC007509) putative non-LTR 


retroelement reverse transcript 






[Arabidopsis thaliana] 








Seq. No. 


40674 


Seq. ID 


OJ991021_03.0413.C13 




Gene No. 


84235 


Strand 






Start 


10983 


End 


18426 


- — 


Name 


-OJ991021 03.0413.C13.o3.hp 


Method 


AAT/NAP 




Start 


17329 


End 


18426 ' 


in 


GI 


4127370 


Score 


591 


f LJ 


Exons 


17329. .17777, 18084 18132, 


18277.. 18426 


fi 

1T1 


GI Descrip. 


(AJ010453) glutathione transferase [Alopecurus myosuroides] 


w 


Seq. No. 


40674 


Seq. ID 


OJ991021_03.0413.C13 




Gene No. 


84236 


Strand 




i y 


Start 


19717 


End 


23979 


= 


Name 


OJ991021. 03.0413.C13.o5.gs 


Method 


GENSCAN 




Start 


19717 


End 


23979 




GI 


none 


Score 


.47 




Exons 


19717. .19851, 20567. .20595, 


23227. .23286, 23880.. 23979 




Seq. No. 


40674 


Seq. ID 


OJ991021_03.0413.C13 


: 3 


Gene No. 


84237 


Strand 




r ^ 


Start 


29736 


End 


36265 




Name 


OJ991021 03.0413.C13.o2.ts 


Method 


TBLASTX : Soybean 




Start 


8593 


End 


9696 




GI 


none 


Score 


127 




Exons 


8593.. 8781, 8788.. 9153, 8796 


..9089, 9085. .9459, 9087. .9458, 






9391. .9696 








Seq. No. 


40674 


Seq. ID 


OJ991021_03.0413.C13 




Gene No. 


84237 


Strand 






Start 


29736 


End 


36265 




Name 


OJ991021 03.0413.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


8596 


End 


10242 




GI 


none 


Score 


105 




Exons 


8596.. 8781, 8605.. 8775, 8614 


..8778, 8617. .8787, 8683. .8775, 






8818.. 9090, 8848.. 9090, 8848 


..9084, 8856. .9089, 8857. .9189, 



8877. .9188, 8989. .9381, 9075. .9185, 9096. .9392, 9097. .9492, 
9097.. 9393, 9292.. 9492, 9361.. 9729, 9369.-9695, 9399.. 9881, 



40682 




9400.. 10242, 9523.. 9711 



Seq. No. 


40674 




Seq. ID 


OJ991021_03.0413 


.C13 


Gene No. 


84237 




Strand 






Start 


29736 




End 


36265 




Name 


OJ991021 03. 


0413.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8599 




End 


9833 




GI 


none 




Score 


123 




Exons 


8599. .8778, 


8797.. 9138, 8799 


..9161, 9054. .9161, 9055. .9471, 




9226. .9315, 


9358.. 9828, 9399 


. .9833 






Seq. No. 


40674 




Seq. ID 


OJ991021_03 .0413 


. C13 


Gene No. 


84237 




Strand 






Start 


29736 




End 


36265 




Name 


OJ991021 03. 


0413.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


9010 




End 


10206 




GI 


none 




Score 


76 




Exons 


9010. .9183, 


9538.-9567, 9619 


. .10206 






Seq. No. 


40674 




Seq. ID 


OJ991021_03.0413 


.C13 


Gene No. 


84237 




Strand 






Start 


29736 




End 


36265 




Name 


. OJ991021 03. 


0413.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9706 




End 


10227 




GI 


none 




Score 


355 




Exons 


9706. .10227, 


9738. .9944 








Seq. No. 


40674 




Seq. ID 


OJ991021_03.0413 


.C13 


Gene No . 


84237 




Strand 






Start 


29736 




End 


36265 




Name 


OJ991021 03. 


0413.C13.o6.tm 


Method 


TBLASTX: Maize 




Start 


15604 




End 


15864 




GI 


none 




Score 


61 




Exons 


15604. .15744 


, 15653. .15739,. 


15796. .15864, 15797.. 15847 




Seq. No. 


40674 




Seq. ID 


OJ991021_03.0413 


.C13 


Gene No. 


84237 




Strand 






Start 


29736 . 




End 


36265 




Name 


OJ991021 03. 


0413.C13.o4.ts 


Method 


TBLASTX : Soybean 


- 


Start 


15703 




End 


16089 




GI 


none 




Score 


177 




Exons 


15703. .15801, 15778.. 16089 








Seq. No. 


40674 




Seq. ID 


OJ991021_03.0413 


.C13 


Gene No . 


84237 




Strand 






Start 


29736 




End 


36265 




Name 


OJ991021 03. 


0413.C13.o3.tw 


Method 


TBLASTX: Wheat 




Start 


15844 




End 


16119 




GI 


none 




Score 


115 




Exons 


15844. .16119 


, 15881.. 16057 








Seq. No. 


40674 




Seq. ID 


OJ991021_03.0413 


.C13 


Gene No. 


84237 




Strand 






Start 


29736 




End 


36265 




Name 


OJ991021 03. 


0413.C13.o3.tm 


Method 


TBLASTX: Maize 




Start 


15872 




End 


16170 




GI 


none 




Score 


123 





40683 




Exons 


15872. 


.16168, 


15877. 


. 16170 








Seer No 


40674 








Seq. ID 


OJ991021_03.0413 


.C13 


flpnp No 


84237 








Strand 






Start 


29736 








End 


36265 




Name 


OJ991021 03.0413.C13 


. o2 . tm 


Method 


TBLASTX: Maize . 




Start 


17327 








End 


18447 




GI 


none 








Score 


189 




Exons 


17327. 


.17605, 


17327. 


.17596, 


17329. .17625, 17341 17625, 






17493. 


.17636, 


17602. 


.17778, 


17603... 17779, 18085 .. 18132, 






18277. 


.18447, 


18278. 


.18439 








Seq. No. 


40674 








Seq. ID 


OJ991021_03.0413 


.C13 


Gene No. 


84237 








Strand 






Start 


29736 








End 


36265 




Name 


OJ991021 03.0413.C13 


,o2 . tw 


Method 


TBLASTX : Wheat 




Start 


17344 








End 


18327 




GI 


none 








Score 


164 




Exons 


17344. 


.17745, 


17344. 


.17748, 


17738. .17779, 17743 17778, 






18085. 


.18132, 


18277. 


. 18327 








Sea No. 


40674 








Seq. ID 


OJ991021_03.0413 


.C13 


Gpne No . 


84237 








Strand 






Start 


29736 








End 


36265 




Name 


OJ991021 03.0413.C13 


,o3.ts* 


Method 


TBLASTX : Soybean 




Start 


29590 








End 


32624 




GI 


none 








Score 


148 




Kxnn<? 

J_i 1 X 


29590. 


.29664, 


29615. 


.29785, 


29653. .29805, 29753 .. 29803, 






29810. 


.29860, 


30052. 


. 30141, 


30072. .30119, 30120. .30176, 






30121. 


.30189, 


30122. 


.30175, 


31359. .31424, 31360 .. 31440, 






31496. 


.31615, 


31501. 


.31617, 


32568. .32624 




Seq. No. 


40674 








Seq. ID 


OJ991021_03.0413 


.C13 


Gene No. 


84237 








Strand 






Start 


29736 








End 


36265 




Name 


OJ991021 03.0413.C13 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


29590 








End 


29805 




GI 


none 








Score 


53 




Exons 


29590. 


.29664, 


29591. 


.29656, 


29630. .29776, 29653.. 29805 




Seq. No. 


40674 








Seq. ID 


OJ991021_03.0413 


.C13 


Gene No . 


84237 








Strand 






Start 


29736 








End 


36265 




Name 


.OJ991021 03.0413.C13 


.o4 .tm 


Method 


TBLASTX: Maize 




Start 


29590 








End 


32624 




GI 


none 








Score 


57 




Exons 


29590. 


.29664, 


29615. 


.29656, 


29653. .29805, 29657 .. 29785, 






29753. 


.29803, 


29810. 


.29860, 


30072. .30119, 30073. .30120, 






30108. 


.30176, 


30120. 


.30176, 


31359. .31424, 31360 .. 3144 9, 






31496. 


.31615, 


31498. 


.31617, 


32568. .32624 




Seq. No. 


40674 








Seq. ID 


OJ991021_03.0413 


.C13 


Gene No. 


84237 








Strand 






Start 


29736 








End 


36265 




Name 


OJ991021 03.0413.C13 


.o2 . tc 


Method 


TBLASTX: Cress 




Start 


29617 








End 


32925 




GI 


none 








Score 


158 





40684 



Exons 29617. .29664, 29630 29785, 29653 29805, 29753 29803, 

29810. .29860, 30049. . 30120, 30072 .. 30119,. 30120 .. 30176, 

30125. .30175, 31359 .. 31424 , 31360 .. 31440, 31360 .. 31440, 

31496. .31615, 31501 .. 31617 , 32872.. 32925 



Seq. No. 


40674 


Seq. ID 


OJ991021 


_03.0413. 


C13 


Gene No. 


84237 


Strand 








Start 


29736 


End 


36265 






Name 


OJ991021 03.0413.C13.o4.np 


Method 


AAT/NAP 






Start 


29736 


End 


34367 






GI 


1351856 


Score 


342 






Exons 


29736. .29891, 30030 .. 30226, 


31341. .31439, 31483 


. .31617, 






32571. .32712, 32870 .. 32922, 


33248. .33298, 34335 


. .34367 ^ 




GI Descrip. 


ACONITATE HYDRATASE, CYTOPLASMIC (CITRATE HYDRO 


-LYASE) 




(ACONITASE) gi | 868003 | dbj IBAA06108 | (D29629) aconitase 






[Cucurbita sp.] 










Seq. No. 


40674 


Seq. ID 


OJ991021 


_03.0413. 


C13 


Gene No. 


84237 


Strand 








Start 


29736 


End 


36265 






Name 


OJ991021 03.0413.C13.o8.gs 


Method 


GENSCAN 






Start 


33633 


End 


35780 






GI 


none 


Score 


1 






Exons 


33633. .35780 










Seq. No. 


40674 


Seq. ID 


OJ991021 


JD3.0413. 


C13 


Gene no . 


84237 


Strand 








Start 


29736 


End 


36265 






Name 


OJ991021 03.0413.C13.o5.np 


Method 


AAT/NAP 






Start 


34604 


End 


36265 






GI 


5420387 


Score 


254 






Exons 


34604. .34865, 35298 .. 35769, 


36246. .36265 






GI Descrip. 


(AJ243459) proteophosphoglycan [Leishmania major] 




Seq. No. 


40674 


Seq. ID 


OJ991021 


_03.0413. 


C13 


Gene No. 


84237 


Strand 








Start 


29736 


End 


36265 






Name 


OJ991021 03.0413.C13.o5.tm 


Method 


TBLASTX : 


Maize 




Start 


34965 


End 


35181 






GI 


none 


Score 


138 






Exons 


34965. .35108, 34 965 .. 35108 , 


34966. .35127, 35113 


. .35181, 






35118. .35180 










Seq. No. 


40675 


Seq. ID 


OJ991021 


_03.0413. 


C14 


Gene No. 


84238 


Strand 


+ 






Start 


906 


End 


2791 






Name 


OJ991021 03.0413.C14.ol.gs 


Method 


GENSCAN 






Start 


906 


End 


2791 






GI 


none 


Score 


.49 






Exons 


906.. 1231, 1726.. 2519, 2625 


. .2791 








Seq. No. 


40675 


Seq. ID 


OJ991021 


_03.0413. 


C14 


Gene No. 


84239 


Strand 


+ 






Start 


3699 


End 


5297 






Name 


OJ991021 03.0413.C14.ol.np 


Method 


AAT/NAP 






Start 


3699 


End 


5244 






GI 


6997177 


Score 


847 







40685 




Exons 3699.-3784, 4062.. 5244 

GI Descrip. (AC023839) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


40675 








Seq. ID 


OJ991021_03.0413.C14 


Gene No. 


84239 








Strand 


+ 


Start 


3699 








End 


5297 


Name 


OJ991021 03. 


0413 


.C14.o2 


.gs 


Method 


GENSCAN 


Start 


3923 








End 


5297 * : 


GI 


* none 








Score 


.57 


Exons 


3923. .4112, . 


4771 


. .5297 








Seq. No. 


40675 








Seq. ID 


OJ991021_03.0413.C14 


Gene No. 


84240 








Strand 


- 


Start 


6229 








End 


6353 


Name 


OJ991021 03. 


0413 


.C14.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4123 








End 


4502 


GI 


none 








Score 


46 . 


Exons 


4123. .4170, 


4179 


. . 4502, 


A 1 O -J 

4187. 


A A O f\ 

. 44oU 




Seq. No. 


40675 








Seq. ID 


OJ991021_03.0413.C14 


Gene No. 


84240 








Strand 


- 


Start 


6229 








End 


6353 


Name 


OJ991021 03. 


0413 


.C14.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4170 








End 


4574 


GI 


none 








Score 


288 


Exons 


4170. .4574, 


4178 


. .4405 








Seq. No. 


40675 








Seq. ID 


OJ991021_03.0413.C14 


Gene No . 


84240 








Strand 




Start 


6229 








End 


6353 


Name 


OJ991021 03. 


0413 


.C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4592 








End 


5072 


GI 


none 








Score 


44 


Exons 


4592. .4627, 


4593 


. .4631, 


4632. 


.4967, 4641. .4742, 4649. .4894, 




4964. .5005, 


4965 


. .5027, 


5007. 


.5072 




Seq. No. 


40675 








Seq. ID 


OJ991021_03.0413.C14 


Gene No. 


84240 ■ 








Strand 




Start 


6229 








End 


6353 


Name 


OJ991021 03. 


,0413 


.C14.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4646 








End 


5060 


GI 


none 








Score 


185 


Exons 


4646. .4813, 


4647 


. .4823, 


4659. 


.4832, 4833. .5060, 4833. .5060 



Seq. No. 


40675 




Seq. ID 


OJ991021_ 


_03.0413.C14 


Gene No. 


84240 




Strand 






Start 


6229 




End 


6353 




Name 


OJ991021 03.0413.C14.ol 


.gp 


Method 


AAT/GAP 




Start 


6229 




End 


6353 




GI 


288 16.R1084 




Score 


207 




Exons 


6229. .6353 










GI Descrip. 


, 1658313/emb|CAA70174 | 


4.0e- 


18 (Y08987] 


) osr40g2 


[Oryza sativa] 


Seq. No. 


40676 




Seq. ID 


OJ991021_ 


_03.0413.C15 


Gene No. 


84241 




Strand 


+ 




Start ' 


3001 




End 


3168 




Name 


OJ991021 03,.0413.C15.o2 


.gs 


Method 


GENSCAN 





40686 




Start 


3001 








End 


3168 






GI 


none 








Score 


. 82 






Exons 


3001. . 3168 
















Seq. No. 


40676 








Seq. ID 


OJ991021 03 


.0413 


.CIS 


Gene No . 


84242 








Strand 


+ 






Start 


5336 








End 


5636 






Name 


OJ991021 03 


.0413. 


CIS.ol. 


gp 


Method 


AAT/GAP 






Start 


5336 








End 


5636 






GI 


61605 3.R1084 






Score 


446 






Exons 


5336. .5636 
















GI Descrip. 


, 1402920/emb |CAA66965| 2 


: . 0e- 


20 (X98321) peroxidase 


[Arabidoj 




thaliana] 1 
















Seq. No. 


40676 








Seq. ID 


OJ991021_03 


.0413 


.CIS 


Gene No. 


84243 








Strand 


+ 






Start 


5695 








End 


7633 






Name 


OJ991021 03 


. 0413 . 


C15 . o4 . 


crs 


Method 


GENSCAN 






Start 


5695 ~~ 








End 


7633 






GI 


none 








Score 


.65 






Exons 


5695. .5776, 


5843. 


.5918, 


6149 


..6273, 7086. .7633 






Seq. No. 


40676 








Seq. ID 


OJ991021_03 


.0413 


.CIS 


Gene No. 


84244 








Strand ' 








Start 


3653 








End 


4562 






Name 


OJ991021 03 


. 0413. 


C15 . o3 . 


as 


Method 


GENSCAN 






Start 


3653 ~~ 








End 


4562 






GI 


none 








Score 


.73 






Exons 


3653. .4155, 


4379. 


.4562 












Seq. No. 


40676 








Seq. ID 


OJ991021_03 


.0413 


.CIS 


Gene No. 


84245 








Strand 








Start 


9447 








End 


13203 






Name 


OJ991021 03 


.0413. 


CIS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9126 ~~ 








End 


9899 






GI 


none 








Score 


186 






Exons 


9126. .9155, 


9135. 


.9335, 


9140 


..9337, 9197. .9490, 9238. .9504, 




9492.-9899, 


9511. 


.9897 












Seq. No. 


40676 








Seq. ID 


OJ991021_03 


.0413 


.CIS 


Gene No. 


84245 








Strand 








Start 


9447 








End 


13203 






Name 


OJ991021 03 


.0413. 


CIS.ol. 


np 


Method 


AAT/NAP 






Start 


9232 








End 


12336 






GI 


4416302 








Score 


3323 






Exons 


9232. .12336 
















GI Descrip. 


(AF105716) i 


copia- 


type pol polyprotein 


[Zea mays] 






Seq. No. 


40676 








Seq. ID 


OJ991021_03 


.0413 


.CIS 


Gene No. 


84245 








Strand 








Start 


9447 








End 


13203 






Name 


OJ991021 03 


.0413. 


CIS.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


9253 








End 


9707 






GI 


none 








Score 


75 






Exons 


9253. .9480, 


9305. 


.9472, 


9507 


..9617, 9621. .9707 






Seq. No. 


40676 








Seq. ID 


OJ991021_03 


.0413 


.CIS 



40687 




Gene No. 


84245 




Strand 








9447 




End 


13203 




Name 


OJ991021 03.0413.C15 


. o2.ts 


Method 


TBLASTX : Soybean 




otail 


9262 




End 


9890 






none 




Score 


69 




Exons 


9262..9474 f 9299.. 9466, 9492.. 9890, 9507.. 9878, 9514.. 9885 


beq. wo. 


40676 




Seq. ID 


OJ991021_03.0413 


.C15 


Gene No. 


84245 




Strand 






Start 


9447 




End 


13203 




Name 


OJ991021 03.0413.C15 


. o5.gs 


Method 


GENSCAN 




b u 3,2/11 


9447 




End 


13113 




b± 


none 




Score 


.62 




Exons 


9447.. 10259, 10589.. 


11094, 


11149. .11889, 12234. .12393, 






12493. .12548, 12652. 


.13113 








Seq. No. 


40676 




Seq. ID 


OJ991021_03.0413 


.C15 


Gene No. 


84245 




Strand 






OtQll 


9447 




End 


13203 




N3me 


OJ991021 03.0413.C15 


. o4 . tw 


Method 


TBLASTX: Wheat 




OLaril 


9654 




End 


10085 




CT 


none 




Score 


102 




Exons 


9654.. 9911, 9924. ..10085 








Seq. No. 


40676 




Seq. ID 


OJ991021_03.0413 


.CIS 


Gene No. 


84245 




Strand 






OtdlL 


9447 




End 


13203 




Name 


OJ991021 03.0413.C15 


. o3 . tm 


Method 


TBLASTX: Maize 




C4- -i vf 


10023 




End 


10454 




CT 

bl 


none 




Score 


306 




Exons 


10023. .10454, 10024. 


.10446, 


10154. .10447 




beq. wo. 


40676 




Seq. ID 


OJ991021_03.0413 


.CIS 




84245 




Strand 






Start 


9447 




End 


13203 




Name 


OJ991021 03.0413.C15 


.ol.ts 


Method 


TBLASTX: Soybean 






10261 




End 


10873 




bl 


5509260 




Score 


228 




Exons 


10261. .10545, 10261. 


.10524, 


10266. .10544, 10269 .. 10559, 






10547. .10873, 10557. 


.10778 








bl Ucbtlip< 












beq. no. 


40676 




Seq. ID 


OJ991021_03.0413 


.CIS 


bene ino . 


84245 




Strand 






Start 


9447 




End 


13203 




Name 


OJ991021 03.0413.C15 


.ol.tw 


Method 


TBLASTX: Wheat 






10269 




End 


10744 




bl 


none 




Score 


90 




Exons 


10269. .10445, 10275. 


.10547, 


10276. .10545, 10289 .. 1054 9, 






10488. .10547, 10517. 


.10609, 


10541. .10621, 10548. .10616, 






10622. .10648, 10628. 


.10657, 


10655. .10744 




Seq. No. 


40676 




Seq. ID 


OJ991021_03.0413 


.CIS 


Gene No. 


84245 




Strand 






Start 


9447 




End 


13203 




Name 


OJ991021 03.0413.C15 


.o4 .tm 


Method 


TBLASTX: Maize 




Start 


10575 




End 


10888 





40688 






GI 


none 




Score 


93 






Exons 


10575. .10649, 10577. 


.10651, 


10605. .10868, 10640.. 10888 






Seq. No. 


40676 




Seq. ID 


OJ991021_03.0413. 


C15 




Gene No. 


84245 




Strand 








Start 


9447 




End 


13203 






Name 


OJ991021 03.0413.C15 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


10889 




End 


11749 






GI 


none 




Score 


58 






Exons 


10889. .11047, 10950. 


.11051, 


10961. .10999, 11059. .11304, 








11060. .11128, 11060. 


. 11677, 


11089. .11211, 11100. .11678, 








11156. .11713, 11677. 


.11742, 


11678. .11749 






Seq. No. 


40676 




Seq. ID 


OJ991021_03.0413. 


C15 




Gene No. 


84245 




Strand 








Start 


9447 




End 


13203 






Name 


OJ991021 03.0413.C15 


. o5 . tw 


Method 


TBLASTX: Wheat 






Start 


10985 




End 


11323 






GI 


none 




Score 


48 






Exons 


10985. .11074, 10995. 


.11048, 


11099. .11242, 11100. .11204, 








11240. .11323 












Seq. No. 


40676 




Seq. ID 


OJ991021_03.0413. 


C15 




Gene No. 


84245 




Strand 








Start 


9447 




End 


13203 




ST 


Name 


OJ991021 03.0413.C15 


. o3 . ts 


Method 


TBLASTX : Soybean 






Start 


11108 




End 


11569 




i Ls 


GI 


none 




Score 


53 




r ^ 


Exons 


11108. .11569, 11124. 


.11312, 


11391. .11540 




hi 


Seq. No. 


40676 




Seq. ID 


OJ991021_03.0413. 


C15 


ru 


Gene No. 


84245 




Strand 








Start 


9447 




End 


13203 






Name 


OJ991021 03.0413.C15 


.o2. tc 


Method 


TBLASTX: Cress 




f I 


Start 


11111 




End 


11527 




^ J " 


GI 


none 




Score 


194 




s : 


Exons 


11111. .11527 












Seq. No. 


40676 




Seq. ID 


OJ991021J)3.0413-. 


C15 




Gene No. 


84245 




Strand 








Start 


9447 




End 


'13203 






Name 


OJ991021 03.0413.C15 


. o2 . tw 


Method 


TBLASTX: Wheat 






Start 


11411 




End 


11984 






GI 


none 




Score 


135 






Exons 


11411. .11698, 11420. 


.11698, 


11738. .11863, 11757. .11858, 








11930. . 11983, 11940. 


. 11984 










Seq. No. 


40676 




Seq. ID 


OJ991021_03.0413. 


C15 




Gene No. 


84245 




Strand 








Start 


9447 




End 


13203 






Name 


OJ991021 03.0413.C15 


. 06 . tm 


Method 


TBLASTX: Maize 






Start 


11756 




End 


12121 






GI 


none 




Score 


68 






Exons 


11756. .11863, 11757. 


.11870, 


11771. .12010, 11805. .12020, 








11821. .12024, 11939. 


.12025, 


12025. .12105, 12026. .12121 






Seq. No. 


40676 




Seq. ID 


OJ991021J33.0413. 


C15 



40689 



Gene No. 


84245 






Strand 






9447 






End 


13203 




OJ991021 03.0413.C15. 


o3 . tw 


Method 


TBLASTX : Wheat 


O Lai L 


12055 






End 


12372 


ol 


none 






Score 


96 




12055. 


.12372, 12137.. 


12358 






Sea. No. 


40676 






Seq. ID 


OJ991021_03.0413.C15 


Gene No. 


84245 






Strand 




Start 


9447 






End 


13203 


Name 


OJ991021 03.0413.C15. 


o5. tm 


Method 


TBLASTX: Maize 


Start 


12124 






End 


12508 


GI 


none 






Score 


86 


Exons 


12124. 


.12387, 12155.. 


12283, 


12311. .12376, 12414. .12506, 



12416. .12508 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40676 Seq. ID 

84245 Strand 

9447 End 

OJ991021_03 . 0413 .C15 . o2 . np Method 

12407 End 

4416301 Score 
12407. .12544, 13168. .13203 

(AF105716) gag protein [Zea mays] 



OJ991021_03.0413.C15 

13203 
AAT/NAP 
13203 
89 



40677 Seq. ID 

84246 Strand 
1 End 
OJ991021_03 . 04 13 . C16 . o2 . np Method 
1 End 
6721516 Score 
1..53, 1417. .1661, 2072. .2386, 2944. .3120 
(AP001072) hypothetical protein [Oryza sativa] 



OJ991021_03.0413.C16 
+ 

3760 
AAT/NAP 
3120 
563 



40677 Seq. ID 

84246 Strand 

1 . End 
OJ991021_03.0413.C16.o3.np Method 
1 End 
6907087 Score 



OJ991021_03.0413.C16 
+ 

3760 
AAT/NAP 
3760 
249 



1..49, 1662. .1808, 2910. .3118, 3659.. 3760 

(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 

40677 Seq. ID OJ991021_03 . 04 13 . C16 

84247 Strand 

56 End 4492 

OJ991021_03 . 0413 . C16 . ol . gs Method GENSCAN 

56 End 4475 

none Score . 74 

56. .1267, 1619. .1751, 2748. .2826, 3022. .3391, 3722. .3759, 

4451. .4475 



Seq. No. 
Gene No. 
Start 



40677 
84247 
56 



Seq. ID OJ991021_03.0413.C16 
Strand 

End 44 92 



40690 




Name 


OJ991021 03-0413. C16.ol.ts 


Method 


TBLASTX: Soybean 






320 


End 


1195 






GI 


none 


Score 


83 






Rvon ^ 


320. .367, 443. .586, 677. .1009, 1073. .1195 






Seq. No. 


40677 


Seq. ID 


OJ991021_03. 


0413. 


C16 


Gene No. 


84247 


Strand 








Start 


56 


End 


4492 






Mamp 


OJ991021 03.0413.C16.ol.tw 


Method 


TBLASTX: Wheat 




O LCII L 


773 


End 


1162 








none 


Score 


37 






P yon G 


773. .1015, 912. .956, 1028. 


.1162, 1073. 


. 1156 






Seq. No. 


40677 


Seq. ID 


OJ991021 03. 


0413. 


C16 


Gene No. 


84247 


Strand 








Start 


56 


End 


4492 






Nam 6 


OJ991021 03.0413.C16.o4.np 


Method 


AAT/NAP 






Start 


4157 


End 


4492 






GI 


4680186 


Score 


193 






Exons 

UAVl U 


4157. .4356, 4420. .4492 










O X O V_* J- -X£*r • 


(AF111709) unknown [Oryza 


sativa subsp 


i ndica 1 






Sea No 


40678 


Seq. ID 


OJ991021_03. 


0413. 


C17 


Gene ' No . 


84248 


Strand 


+ 






Start 


1 


End 


3251 






Naicie 


OJ991021 03.0413.C17.ol.np 


Method 


AAT/NAP 






OLdl I. 


1 


End 


2222 






O X 


6721516 


Score 


153 








1..44, 776. .1076, 2174. .2222 










(AP001072) hypothetical protein [Oryza 


o a v a. j 






Seq. No. 


40678 


Seq. ID 


OJ991021_03. 


0413. 


C17 


Gene No. 


84248 


Strand 


+ 






Start 


1 


End 


3251 






Name 


OJ991021 03.0413.C17.ol.gs 


Method 


GEN SCAN 






Start 


928 


End 


3251 






GI 


none 


Score 


.53 






-L-J *\ W 1 1 J 


928. .1085, 3062. .3251 










k-> C >m^ • \J • 


40679 


Seq. ID 


OJ991021J)3. 


0413. 


C18 


Gene No. 


84249 


Strand 


+ 






Start 


256 


End 


5906 






Naitie 


OJ991021 03.0413.C18.ol.gs 


Method 


GENSCAN 






Start 


256 


End 


5906 






GI 


none 


Score 


.61 






TT von Q 


256. .446, 991. .1126, 1250. 


.1701, 2527. 


.3120, 3254.. 


3504, 






3592. .3721, 4011. .4069, 4522. .4560, 5765. .5906 






Seq. No. 


40679 


Seq. ID 


OJ991021_03. 


0413. 


C18 


Gene No. 


84249 


Strand 


+ 






Start 


256 


End 


5906 






Name 


OJ991021 03.0413.C18.ol.np 


Method 


AAT/NAP 






Start 


1219 


End 


4702 






GI 


5902407 


Score 


1844 







Exons 1219. .1701, 2527. .3120, 3254. .3504, 3592. .3721, 4011. .4069, 

4522. .4702 

GI Descrip. (AC008148) Similar to asparaginyl-tRNA synthetases [Arabidopsis 



40691 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



thaliana] 



40679 Seq. ID 

84249 Strand 

256 End 

OJ991021_03.0413.C18.ol.gp Method 

154 9 End 

20754_1.R1084 Score 
1549. .1701, 2527. .3015 

'5902407/gb|AAD55509.1|AC008148_19 6.0e-74 (AC008148) Similar to 

asparaginyl-tRNA synthetases [Arabidopsis thaliana] ' 



OJ991021__03.0413.C18 
+ 

5906 
AAT/GAP 
3015 
1186 



40679 Seq. ID 

84249 Strand 

256 End 
OJ991021_03.0413.C18.o2.gp Method 

3388 End 

98611_1.R1084 Score 

3388.. 3503, 3590.. 3721, 4011.. 4069, 



OJ991021_03.0413.C18 
+ 

5906 
AAT/GAP 
4944 
1361 
4522. .4944 



'5670315/gb|AAD46681.1|AF170909_l 1.0e-65 (AF170909) SYNC1 
protein [Arabidopsis thaliana] 1 



40679 
84250 
6824 

OJ991021_03.0413.C18.o2.tm 
1300 
none 

1300. .1431, 1318. .1437, 1402. 
1630.. 1704, 1639. 
2527. .2838 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1602, 

,1716, 2505.. 2831, 



OJ991021_03.0413.C18 
+ 

7506 

TBLASTX: Maize 
2838 
192 

1404. .1568, 1552. .1656, 
2514. .2837, 2527. .2838, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40679 
84250 
6824 

OJ991021_03.0413.C18.ol.tc 

1342 

none 

1342.. 1596, 1383. .1559, 1555. 
2526.. 2702, 2526. .2912, 2527. 

40679 
84250 
6824 

OJ991021_03.0413.C18.ol.ts 

1342 

none 

1342. .1704, 1383. .1568, 2526. 
2562.. 3122, 2978. .3127, 3238. 
3248. .3451, 3251. .3439 



Seq. ID OJ991021_03.0413.C18 

Strand + 

End 7506 

Method TBLASTX : Cress 

End 2982 

Score 235 

.1704, 2307. .2414, 2522. .2701, 
.2913, 2907. .2975, 2908. .2982 

Seq. ID OJ991021_03.0413.C18 

Strand + 

End 7506 

Method TBLASTX : Soybean 

End 3451 

Score 406 

.2771, 2527. .3120, 2542. .3126, 
.3426, 3246. .3440, 3247. .3339, 



Seq. No. 40679 

Gene No. 84250 

Start 6824 

Name OJ991021_03 . 0413 .C18 .ol . tm 

Start 2839 

GI none 



Seq. ID OJ991021_03.0413.C18 

Strand + 

End 7506 

Method TBLASTX : Maize 

End 4 927 

Score 432 



40692 



Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start. . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



2839. .3120, 2849. .3121, 2868 1 3122," " 3251 .. 3511, 3253. .3510, 
3589. .3723, 3590. .3724, 3590. .3736, 4002. .4070, 4008. .4076, 
4508. .4708, 4519. .4701, 4521. .4715, 4820. .4927 



40679 
84250 
6824 

OJ991021_03.0413.C18.o2.tc 

2985 

none 



Seq. ID OJ991021_03.0413.C18 

Strand + 

End 7506 

Method TBLASTX : Cress 

End 4753 

Score 61 



2985. .3038, 2986. .3117, 2988. .3110, 3238. .3510, 3254. .3511, 
3586. .3723, 3587. .3739, 4002. .4103, 4504. .4716, 4508. .4753 



40679 Seq. ID 

84250 Strand 
6824 End 
OJ991021_03 . 0413 . C18 . ol . tw Method 
3443 End 
none Score 

3443. .3511, 3448. .3507, 3619. 

4520. .4708, 4558. .4716 



OJ991021_03.0413.C18 
+ 

7506 

TBLASTX: Wheat 
4716 
65 

.3723, 3620. .3724, 4005. .4106, 



Seq. ID OJ991021_03.0413.C18 
Strand + 

7506 

TBLASTX : Soybean 
4705 
84 

3723, 3590.. 3724, 4000.. 4068, 
4705, 4519.. 4701 



End 

Method 

End 

Score 



40679 
84250 
6824 

OJ991021_03.0413.C18.o2.ts 
3458 
none 

3458. .3511, 3466. .3510, 3589. 
4002. .4070, 4008. .4067, 4508. 

40679 
84250 
6824 

OJ991021_03.0413.C18.o2.gs 
6824 
none 

6824. .6881, 7274. .7506 
40680 

84251 Strand + 

1 End 3910 

OJ991021_03.0413.C19.ol.np Method AAT/NAP 
1 End 3910 

6069646 Score 370 

1..26, 3077. .3910 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. ID OJ991021_03.0413.C18 
Strand + 

7506 
GEN SCAN 
7506 
.41 



End 

Method 

End 

Score 



Seq. ID OJ991021_03.0413.C19 



40680 
84252 
5058 

OJ991021_03 . 04 13 . CI 9 . o3 . tm 
3367 



Seq. ID OJ991021_03.0413.C19 

Strand + 

End 6659 

Method TBLASTX : Mai ze 

End 3818 



40693 



GI none Score 36 

Exons 3367. .3399, 3429. .3518, 3460. .3513, 3519. .3671, 3534. .3629, 

3720. .3818 



Seq. No. 40680 Seq. ID 

Gene No. 84252 Strand 

Start 5058 End 

Name OJ991021_03 . 0413 .C19 . ol . gp Method 

Start 5058 End 

GI 3135073 Score 

Exons 5058.. 6659 

GI Descrip. 3135074/emb | CAA69252 | 0.0e+00 (Y07955) anthocyanidin synthase 
[Oryza sativa] 



OJ991021_03.0413.C19 
+ 

6659 
AAT/GAP 
6659 
3100 



Seq. No. 40680 Seq. ID 

Gene No. 84252 Strand 

Start 5058 End 

Name OJ991021_03 . 0413.C19.o2 .np Method 

Start 5110 End 

GI 7433187 Score 

Exons 5110.. 6234 

GI Descrip. leucoanthocyanidin dioxygenase (EC 1.14.11.-) - rice 

gi I 3135074 | emb | CAA69252.il (Y07955) anthocyanidin synthase 
[Oryza sativa] 



OJ991021_03.0413.C19 
+ 

6659 
AAT/NAP 
6234 
1903 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40680 
84252 
5058 

OJ991021_03.0413.C19.ol.tc 

5128 

none 



Seq. ID OJ991021_03.0413.C19 

Strand + 

End 6659 

Method TBLASTX : Cress 

End 6177 

Score 83 



5128. .5214, 5359. .5739, 5755 .. 6105, . 5778 .. 6053, 6127. .6177 



40680 
84252 
5058 

OJ991021J)3.0413.C19".o2.tm 

5128 

none 



Seq. ID OJ991021_03.0413.C19 

Strand + 

End 6659 

Method TBLASTX : Mai ze 

End 5442' 

Score 165 



5128. .5289, 5151. .5186, 5262.-5288, 5352. .5369, 5359. .5442, 
5359. .5430 



Seq. No. 


40680 








Seq. ID 


OJ991021 


_03.0413.C19 


Gene No. 


84252 








Strand 


+ 




Start 


5058 








End 


6659 




Name 


OJ991021 03 


.0413. 


C19.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5128 








End 


6108 




GI 


none 








Score 


72 




Exons 


5128. .5223, 


5365. 


.5637, 


5752. 


.6078, 5790.. 6047, 


6061. .6108 


Seq. No. 


40680 








Seq. ID 


OJ991021 


_03.0413.C19 


Gene No. 


84252 








Strand 


+ 




Start 


5058 








End 


6659 




Name 


OJ991021 03 


.0413. 


C19.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


5752 








End 


6156 




GI 


none 








Score 


519 




Exons 


5752. .6111, 


5752. 


.5898, 


5775. 


.6050, 6127.. 6156 





40694 



Seq. No. 40681 Seq. ID OJ991021_03 . 04 13 . C20 

Gene No. 84253 Strand + 

Start 3780 End 4178 

Name OJ991021_03 . 0413 .C20 . ol . gp Method AAT/GAP 

Start 3780 End 4178 

GI 101781_1.R1084 Score 670 

Exons 3780.. 4178 

GI Descrip. ' 3135074/emb | CAA69252 | 0.0e+00 (Y07955) anthocyanidin synthase 
[Oryza sativa] ' 



Seq. No. 


40681 








Seq. ID 


OJ991021 


_03.0413.C20 


Gene No. 


84254 








Strand 






Start 


1025 








End 


2589 




Name 


OJ991021 03 


.0413 


.C20.ol 


. gs 


Method 


GEN SCAN 




Start 


1025 








End 


2589 




GI 


none 








Score 


.94 




Exons 


1025. .1491, 


1589 


. .1637, 


1750. 


.1930, 2525. .2589 




Seq. No. 


40681 








Seq. ID 


OJ991021 


_03.0413.C20 


Gene No. 


84254 








Strand 






Start 


1025 








End 


2589 




Name 


OJ991021 03 


.0413 


,C20.ol 


. np 


Method 


AAT/NAP 




Start 


1028 








End 


1899 




GI 


4127372 








Score 


553 




Exons 


1028. .1491, 


1589 


. .1637, 


1750. 


.1899 






GI Descrip. 


(AJ010454), 


glutathione 


transferase [Alopecurus 


myosuroides] 


Seq. No. 


40681 








Seq. ID 


OJ991021 


_03.0413.C20 


Gene No. 


84255 • 








Strand 






Start 


3851 








End 


3995 




Name 


OJ991021 03 


.0413 


.C20.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1040 








End 


1640 




GI 


none 








Score 


57 




Exons 


1040. .1105, 


1148 


. .1213, 


1229. 


.1408, 1448. .1492, 


1590. .1640 


Seq. No. 


40681 








Seq. ID 


OJ991021 


03 . 0413 . C20 


Gene No. 


84255 








Strand 






Start- 


3851 








End 


3995 




Name 


OJ991021 03 


.0413 


.C20.O1 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1043 








End 


1899 




GI 


none 








Score 


64 




Exons 


1043. .1126, 


1044 


. .1127, 


1136. 


.1213, 1140. .1214, 


1229. .1444, 




1229. .1474, 


1422 


. .1505, 


1590. 


.1637, 1591. .1638, 


1750. .1899 


Seq. No. 


40681 








Seq. ID 


OJ991021 


_03.0413.C20 


Gene No. 


84255 








Strand 






Start 


3851 








End 


3995 




Name 


OJ991021 03 


.0413 


.C20.ol 


.tw 


Method 


TBLASTX : 


Wheat 


Start 


1043 








End 


1803 




GI 


none 








Score 


88 




Exons 


1043. .1126, 


1136 


. .1213, 


1140. 


.1214, 1229.. 1297, 


1277. .1444, 




1358. .1444, 


1442 


. .1492, 


1590. 


.1637, 1591.. 1638, 


1750. .1803 


Seq. No. 


40681 








Seq. ID 


OJ991021 


_03.0413.C20 


Gene No. 


84255 








Strand 






Start 


3851 








End 


3995 





40695 



Name 


OJ991021 03 


.0413. 


C20.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1145 








End 


1851 




GI 


none 








Score 


68 




Exons 


1145. .1213, 


1167. 


.1307, 


1217. 


.1408, 1451. .1504, 1590. .1640, 




1759. .1851 














Seq. No. 


40681 








Seq. ID 


OJ991021_03.0413 


.C20 


Gene No. 


84255 








Strand 


- 




Start 


3851 








End 


3995 




Name 


OJ991021 03 


.0413. 


C20.O2 


.gs 


Method 


GEN SCAN 




Start 


3851 








End 


3995 




GI 


none 








Score 


.41 




Exons 


3851. .3995 














Seq. No. 


40682 








Seq. ID 


OJ991021_03.0413 


.C24 


Gene No. 


84256 








Strand 


+ 




Start 


1669 








End 


5319 




Name 


OJ991021 03 


.0413. 


C24.ol 


.gs 


Method 


GEN SCAN 




Start 


1669 








End 


5319 




GI 


none 








Score 


.42 




Exons 


1669. .1871, 


1947. 


.2036, 


2274. 


.5319 






Seq. No. 


40682 








Seq. ID 


OJ991021JD3.0413 


.C24 


Gene No. 


84256 








Strand 


+ 




Start 


1669 








End 


5319 




Name 


OJ991021 03 


.0413. 


C24.ol 


.np 


Method 


AAT/NAP 




Start 


2296 








End 


4614 




GI 


6437559 








Score 


779 




Exons 


2296. .2854, 


2969. 


.3339, 


3415. 


.4432, 4535. .4614 




GI Descrip. 


(AC011623) 


putative DnaJ protein [Arabidopsis thaliana] 




Seq. No. 


40682 








Seq. ID 


OJ991021_03.0413 


.C24 


Gene No. 


84256 








Strand 


+ 




Start 


1669 








End 


5319 




Name 


OJ991021 03 


.0413. 


C24.o2 


.np 


Method 


AAT/NAP 




Start 


2355 








End 


4614 




GI 


6437559 








Score 


729 




Exons 


2355. .2854, 


2969. 


.3339, 


3415. 


.4432, 4535.. 4614 




GI Descrip. 


(AC011623) 


putative DnaJ protein [Arabidopsis thaliana] 




Seq. No. 


40682 








Seq. ID 


OJ991021_03.0413 


.C24 


Gene No. 


84256 








Strand 


+ 




Start 


1669 








End 


5319 




Name 


OJ991021 03 


.0413. 


C24.ol 


.gp 


Method 


AAT/GAP 




Start 


2946 








End 


3412 




GI 


2310280 








Score 


895 




Exons 


2946. .3412 














Seq. No. 


40682 








Seq. ID 


OJ991021_03.0413 


.C24 


Gene No. 


84257 








Strand 






Start 


7353 








End 


9420 




Name 


OJ991021 03 


.0413.C24.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2287 








End 


2664 




GI 


none 








Score 


171 




Exons 


2287. .2484, 


2293. 


.2484, 


2461. 


.2664, H 


184. .2633 




Seq. No. 


40682 








Seq. ID 


OJ991021_03.0413 


.C24 



40696 




Gene No. 


84257 








Strand 




Start 


7353 








End 


9420 


Name 


OJ991021 03. 


0413 


.C24.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2332 








End 


2714 


GI 


none 








Score 


484 


Exons 


2332. .2697, 


2332 


. .2685, 


2340. 


.2702, 2352.. 2714 


Seq. No. 


40682 








Seq. ID 


OJ991021_03.0413.C24 


Gene No. 


84257 








Strand 




Start 


7353 . 








End 


9420 


Name 


OJ991021 03. 


0413 


.C24.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2365 








End 


2601 


GI 


none 








Score 


127 


Exons 


2365. .2484, 


2393 


. .2461, 


2488. 


.2601, 2490.. 2600 


Seq. No. 


40682 








Seq. ID 


OJ991021_03.0413.C24 


Gene No. 


84257 








Strand 




Start 


7353 








End 


9420 


Name 


OJ991021 03. 


0413 


.C24.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2416 








End 


2682 


GI 


none 








Score 


52 


Exons 


2416. .2478, 


2473 


. .2682, 


2523. 


.2651 




Seq. No. 


40682 








Seq. ID 


OJ991021_03.0413.C24 


Gene No. 


84257 








Strand 




Start 


7353 








End 


9420 


Name 


OJ991021 03. 


0413 


,C24.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


3769 








End 


4767 


GI 


none 








Score 


118 


Exons 


3769. .3885, 


4624 


. .4767, 


4627. 


.4764, 4647..4766 


Seq. No. 


40682 








Seq. ID 


OJ991021_03.0413.C24 


Gene No. 


84257 








Strand 




Start 


7353 








End 


9420 


Name 


OJ991021 03. 


0413 


.C24.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3888 








End 


5061 


GI . 


none 








Score 


822 


Exons 


3888. .4520, 


3898 


. .4521, 


3901. 


.4527, 4768. .4893, 4924. .5061 


Seq. No. 


40682 








Seq. ID 


OJ991021_03.0413.C24 


Gene No. 


84257 








Strand 




Start 


7353 








End 


9420 


Name 


OJ991021 03. 


0413 


.C24.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


3970 








End 


5049 


G.I 


none 








Score 


198 


Exons 


3970. .4284, 


4843 


. .4893, 


4906. 


.5049 




Seq. No. 


40682 








Seq. ID 


OJ991021_03.0413.C24 


Gene No. 


84257 








Strand 




Start 


7353 








End 


9420 


Name 


OJ991021 03. 


0413 


.C24.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


4054 








End 


5289 


GI 


4396873 








Score 


102 


Exons 


4054. .4149, 


4927 


: .5217, 


4935. 


.5147, 5163. .5288, 5194.. 5289 


GI Descrip. 


4432867/gb_AAD20715_ 2. 


0e-09 


(AC006300) 


putative dnaJ-like 



protein [Arabidopsis thaliana] 



40697 




Seq. No. 


40682 


Seq. ID 


OJ991021_03.0413.C24 


Gene No. 


84257 


Strand 




Start 


7353 


End 


9420 


Name 


OJ991021 03.0413.C24.ol. 


tw Method 


TBLASTX: Wheat 


Start 


4084 


End 


5301 


GI 


none 


Score 


95 


Exons 


4084. .4164, 4954. .5172, 


4971. .5192, 5176. .5301, 5187. .5300 


Seq. No. 


40682 


.. Seq. ID 


OJ991021_03 . 0413 . C24 


Gene No.. 


84257 


Strand 




Start 


7353 


End 


9420 


Name 


OJ991021 03.0413.C24.o3. 


tm Method 


TBLASTX :Mai ze * 


Start 


5064 


End 


5340 


GI 


none 


Score 


196 


Exons 


5064.. 5318, 5065.. 5340, 


5078.. 5320, 5091.. 5339 


Seq. No. 


40682 


Seq. ID 


ujyyiu^i uj.U41J.cz4 


Gene No. 


84257 


Strand 




Start 


7353 


End 


y4^u 


Name 


OJ991021 03.0413.C24.o2. 


gp Method 


AAT / GAP 


Start 


7207 


End 


7266 


GI 


2338 1.R1084 


Score 


75 


Exons 


7207. .7266 






GI Descrip. 


1 5803242/db j.| AP000399 . 1 1 AP000399 2 . Oe- 


■40 Oryza sativa genomic 




DNA, chromosome 6, clone 


:P0535G04V 




Seq. No. 


40682 


Seq. ID 


OJ991021_03.0413.C24 


Gene No. 


84257 


Strand 




Start 


7353 


End 


9420 


Name 


OJ991021 03.0413.C24.o2. 


gs Method 


GENSCAN 


Start 


7353 


End 


9420 


GI 


none 


Score 


.49 


Exons 


7353.. 7483, 7750.. 7870, 


9289. .9420 




Seq. No. 


40683 


Seq. ID 


OJ991021_03.0413.C25 


Gene No. 


84258 


Strand 


+ 


Start 


256 


. End 


5565 


Name 


OJ991021 03.0413.C25.ol. 


gs Method 


GENSCAN 


Start 


256 


End 


5490 


GI 


none 


Score 


.8 


Exons 


256. .290, 734. .874, 1129 


. .1464, 1905. . 


2388, 2501. .2554, 




2901.. 3039, 3127.. 3300, 


3389. .3603, 4075. .4339, 4534. .4713, 




4795. .5006, 5164. .5490 







Seq. No. 40683 Seq. ID 

Gene No. 84258 Strand 

Start 256 End 

Name OJ99102 1_03 .0413. C25 . ol . gp Method 

Start 2050 End 

GI 28067JL.R1084 Score 

Exons 2050.. 2388, 2901.. 3039, 3127.. 3265 
GI Descrip. 



OJ991021_03.0413.C25 
+ 

5565 
AAT /GAP 
3265 
1173 



' 629881/pir | | S40612 5.0e-10 myosin-related protein - slime mold 
(Physarum polycephalum) >gi_511053_emb_CAA79924_ (Z21878) 
myosin-related protein [Physarum polycephalum] ? 



Seq. No. 
Gene No. 



40683 
84258 



Seq. ID OJ991021_03.0413.C25 
Strand + 



40698 



Start 


256 






End 


5565 




Name 


OJ991021 03.0413. 


C25.ol 


.np 


Method 


AAT/NAP 




Start 


2125 






End 


5565 




GI 


6729012 






Score 


1647 




Exons 


2125.. 2388, 2901. 


.2958, 


3091. 


.3300, 3389.. 3603, 4075.. 4339, 




4534.. 4713, 4795. 


.5009, 


5164. 


.5410, 5500.. 5565 




GI Descrip. 


(AC016827) putative GTPase [Arabidopsis thaliana] 




Seq. No. 


40683 






Seq. ID 


OJ99l02l_03 .0413 


.C25 


Gene No. 


84259 






Strand 


+ 




Start 


6551 






End 


6964 




Name 


OJ991021 03.0413. 


C25.o2 


. gs 


Method 


GEN SCAN 




Start 


6551 






End 


6964 




GI 


none 






Score 


. 94 




Exons 


6551 . . 6964 












Seq. No. 


40683 






Seq. ID 


OJ991021_03. 0413 


.C25 


Gene No. 


84260 






Strand 


+ 




Start 


10369 






End 


10666 * c " ■ 




Name 


OJ991021_03.0413. 


C25.o3 


.gp 


Method 


AAT/GAP 




Start 


10369 






End 


10666 




GI 


5002971 






Score 


550 




Exons 


10369. . 10666 












Seq. No. 


40683 






Seq. ID 


OJ991021_03. 0413 


.C25 


Gene No. 


84261 






■ Strand 






Start 


5512 






End 


5672 




Name 


OJ991021 03.0413. 


C25.o2 


.gp 


Method 


AAT/GAP 




Start 


5512 






End 


5672 




GI 


none 






Score 


294 




Exons 


5512. .5672 












Seq. No. 


40683 






Seq. ID 


OJ991021_03.0413 


.C25 


Gene No. 


84262 






Strand 






Start 


7352 






End 


10127 




Name 


OJ991021 03.0413. 


C25.o3 


.gs 


Method 


GENSCAN 




Start 


7352 






End 


8952 




GI 


none 






Score 


.44 




.Exons 


7352.. 7447, 7929. 


.8154, 


8248. 


.8326, 8809.. 8952 




Seq. No. 


40683 






Seq. ID 


OJ991021_03.0413 


.C25 


Gene No. 


84262 






Strand 






Start 


7352 






End 


10127 




Name 


OJ991021 03.0413. 


C25.o2 


.np 


Method 


AAT/NAP 




Start 


7668 






End 


10127 




GI 


6523547 






Score 


390 




Exons 


7668.. 8152, 8294. 


.8992, 


10060 


. .10127 






GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 










Seq. No. 


40683 






Seq. ID 


OJ991021_03.0413 


.C25 


Gene No. 


84263 






Strand 






Start 


10588 






End 


10764 




Name 


OJ991021 03.0413. 


C25.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2172 






End 


3531 




GI 


none 






Score 


150 




Exons 


2172.. 2243, 2250. 


.2300, 


2254. 


.2337, 2898.. 3059, 2899.. 3027, 



40699 



3120.. 3308, 3125.. 3298, 3127.. 3300, 3202.. 3309, 3387.. 3416, 
3388.-3423, 3420.. 3509, 3420.. 3518, 3421.. 3531 



Seq. No. 40683 

Gene No. 84263 

Start 10588 

Name OJ991021_03 .0413. C25 . o3 . ts 

Start 2175 

GI none 
Exons 



Seq. ID OJ991021_03.0413.C25 
Strand 

End 10764 

Method TBLASTX : Soybean 

End 3308 

Score 146 

2175.. 2300, 2248.. 2337, 2898.. 2978, 3123.. 3248, 3126. .3308, 
3131. .3298 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40683 
84263 
10588 

OJ991021_03.0413.C25.o2.ts 

3403 

none 



Seq. ID OJ991021_03.0413.C25 
Strand 

End 10764 

Method TBLASTX : Soybean 

End 4314 

Score 127 

3403. .3492, 3411. .3488, 3546. .3608, 3547.. 3606, 4072.. 4314, 
4088. .4288, 4143. .4301 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40683 
84263 
10588 

OJ991021_03 . 0413 . C25 . o3 . tm 

4152 

none 



Seq. ID OJ991021_03.0413.C25 
Strand 

End 10764 

Method TBLASTX: Maize 

End 4847 

Score 197 

4152. .4337, 4152. .4343, 4153. .4344, 4524. .4721, 4532. .4717, 
4779..4847, 4793.-4846 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40683 
84263 
10588 

OJ991021_03 .0413. C25 . ol . ts 

4539 

none 



Seq. ID OJ991021_03.0413.C25 
Strand 

End 10764 
Method TBLASTX : Soybean 
End 5484 
Score 56 

4539.-4598, 4539. .4589, 4592. .4717, 4605. .4721, 4632.. 4733, 
4779.. 5006, 4793.-4978, 4875.. 5006, 5203.. 5301, 5365.. 5484 



40683 
84263 
10588 

OJ991021_03 .0413. C25 . o2 . tm 

4947 

none 



Seq. ID OJ991021_03.0413.C25 
Strand 

End 10764 

Method TBLASTX: Maize 

End 5499 

Score 86 



4947. .5006, 4947. .5006, 5141. .5416, 5162. .5497, 5164. .5499, 
5452. .5490 



Seq. No. 40683 

Gene No. 84263 

Start 10588 

Name 0 J991021_03 . 04 13 . C25 . o3 . np 

Start 10588 

GI 6681341 

Exons 10588.. 10764 

GI Descrip. (AC015985) putative RING zinc finger protein [Arabidopsis 
thaliana] gi | 6682260 | gb | AAF23312 . 1 |AC016661_37 (AC016661) 



Seq. ID OJ991021_03.0413.C25 
Strand 

10764 
AAT/NAP 
10764 
98 



End 

Method 

End 

Score 



40700 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



unknown protein [Arabidopsis thaliana] 



40684 
84264 
1 

OJ991021_03.0413.C26.ol.np 
1 

6681341 

1..49, 674.. 1190, 2550. ,2668 

(AC015985) putative RING zinc finger protein [Arabidopsis 
thaliana] gi | 6682260 | gb IAAF23312 . 1 | AC016661_37 (AC016661) 
unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991021_03.0413.C26 
Strand 

End 7 94 9 

Method AAT/NAP 

End 2668 

Score 306 



40684 
84264 
1 

OJ991021_03.0413.C26.o2.np 
1 

3378185 



Seq. ID OJ991021_03.0413.C26 
Strand 

End 7 94 9 

Method AAT/NAP 

End 7738 

Score 58 



1..38, 3065. .3143, 7382. .7507, 7680. .7738 
(AF079173) ORF1 protein [TT virus] 



40684 
84264 
1 

OJ991021_03.0413.C26.ol.gs 

674 

none 



Seq. ID OJ991021_03.0413.C26 
Strand 

End 7949 

Method GENSCAN 

End 4506 

Score .4 



674. .1169, 2925. .3251, 3607. .3652, 4353. .4506 



40684 
84264 
1 

OJ991021_03.0413.C26.ol.tm 

674 

none 



Seq. ID OJ991021_03.0413.C26 
Strand 

End 794 9 

Method TBLASTX : Mai ze 

End 1111 

Score 214 



674. .892, 675. .890, 921 1100, 923 .. 1111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40684 
84264 
1 

OJ991021_03.0413.C26.ol.ts 

674 

none 



Seq. ID OJ991021_03.0413.C26 
Strand 

End 794 9 

Method TBLASTX : Soybean 

End 1183 

Score 173 



674. .871, 684. .869, 926. .1114, 926. .1183, 963. .1172 



40684 
84264 
1 

OJ991021_03.0413.C26.ol.gp 

681 

none 

681. .1005 



Seq. ID OJ991021_03.0413.C26 
Strand 

End 7 94 9 

Method AAT/GAP 

End 1005 

Score 552 



Seq. No. 
Gene No. 
Start 



40684 
84264 
1 



Seq. ID OJ991021_03.0413.C26 
Strand 

End 7 94 9 



40701 






Name 


OJ991021 03.0413.C26.ol.tw 


Method 


TBLASTX: Wheat 






Start 


733 


End 


1097 






GI. 


none 


Score 


133 






Exons 


733. .882, 734.-892, 735.-884, 


921. .1097, 923. .1096 






Seq. No. 


40684 


Seq. ID 


OJ991021 03.0413 


.C26 




Gene ^o . 


84264 


Strand 








Start 


1 


End 


7949 






Name 


OJ991021 03.0413.C26.o2.gp 


Method 


AAT/GAP 






Start 


995 


End 


3218 






GI 


none 


Score 


882 






Exons 


995.. 1169, 2925.. 3218 










Seq. No. 


40684 


Seq. ID 


OJ991021 03.0413 


.C26 




Gene No . 


84264 


Strand 








Start 


1 


End 


7949 






Name 


OJ991021 03.0413.C26.o2.gs 


Method 


GEN SCAN 






Start 


7338 


End 


7949 






GI 


none 


Score 


. 85 






Exons 


7338. .7949 










Seq. No. 


40685 


Seq. ID 


OJ991211 65.0317 


.CI 




Gene No . 


84265 


Strand 








Start . 


274 


End 


629 




r 


Name 


OJ991211 65.0317.Cl.ol.gp 


Method 


AAT/GAP 




J 


Start 


274 


End 


629 




n 


GI 


572104 


Score 


327 




Li 


Exons 


274. .294, 445.-629 










Seq. No. 


40685 


Seq. ID 


OJ991211 65.0317 


.CI 


jj 


Gene No • 


84265 


Strand 






J 


Start 


274 


End 


629 




y 


Name 


OJ991211 65.0317.Cl.ol.gs 


Method 


GENSCAN 






Start 


452 


End 


491 






GI 


none 


Score 


.68 




1 


Exons 


452. .491 








— 


Seq. No. 


40686 


Seq. ID 


OJ991211_65.0317 


.C3 




Gene No. 


84266 


Strand 


+ 




3 


Start 


1 


End 


429 






Name 


OJ991211 65.0317.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


429 






GI 


5777618 


Score 


89 






Exons 


1..21, 283. .429 










GI Descrip. 


(AJ245900) CAA30376.1 protein 


[Oryza sativa] 






Seq. No. 


40686 


Seq. ID 


OJ991211_65.0317 


,C3 




Gene No . 


84266 


Strand 


+ 






Start 


1 


End 


429 






Name 


OJ991211 65.0317.C3.ol.gs 


Method 


GENSCAN 






Start 


195 


End 


410 






GI 


none 


Score 


.92 






Exons 


195. .410 










Seq. No. 


40686 


Seq. ID 


OJ991211_65.0317 


.C3 




Gene No. 


84267 


Strand 


+ 






Start 


330 


End 


411 





40702 



Name 


ujyyizii oo . Uoi / . . 01 . gp 


Method 


AAT/GAP 




Start 


330 


End 


411 




GI 


1632536 


Score 


146 




Exons 


330. .411 








GI Descrip. 


5777618/emb|CAB53479.1| 5. 


Oe-17 (AJ245900) CAA30376 


. 1 prot 




[Oryza sativa] 








Seq. No. 


40687 


Seq. ID 


OJ991211_65. 


0317. C4 


Gene No. 


84268 


Strand ' 


+ 




Start 


613 


End 


3335 




Name 


OJ991211 65.0317.C4.ol.gs 


Method 


GENS CAN 




Start 


613 


End 


1575 




GI 


none 


Score 


.62 




Exons 


613. .630, 672.. 1182, 1517. 


.1575 






Seq. No. 


40687 


Seq. ID 


OJ991211_65. 


0317. C4 


Gene No. 


84268 


Strand 


+ 




Start 


613 


End 


3335 




Name 


ujyyi^xi do . uoi / . . oi . gp 


Method 


AAT/GAP 




Start 


670 


End 


1010 




GI 


1632536 


Score 


619 




Exons 


670. .1010 








GI Descrip. 


5777618/emb|CAB53479.1| 5. 


Oe-17 (AJ245900) CAA3037.6 


. 1 prot 




[Oryza sativa] 








Seq. No. 


40687 


Seq. ID 


OJ991211_65. 


0317. C4 


Gene No. 


84268 


Strand 


+ 




Start 


613 


End 


3335 




Name 


OJ991211 65.0317.C4.ol.np 


Method 


AAT/NAP 




Start 


672 


End 


3335 




GI 


5777618 


Score 


170 




Exons 


672.. 1216, 3299.. 3335 








GI Descrip. 


(AJ245900) CAA30376.1 protein [Oryza sativa] 




Seq. No. 


40687 


Seq. ID 


OJ991211_65. 


0317. C4 


Gene No. 


84269 


Strand 


+ 




Start 


5427 


End 


9155 




Name 


OJ991211 65.0317.C4.o2.gp 


Method 


. AAT/GAP 




Start 


5427 


End 


9155 




GI 


3551788 


Score 


1237 




Exons 


5427. .6002, 9074. .9155 








Seq. No. 


40687 


Seq. ID 


OJ991211_65. 


0317. C4 


Gene No. 


84270 


Strand 


+ 




Start 


15254 


End 


20593 




Name 


OJ991211 65.0317.C4.o3.gp 


Method 


AAT/GAP 




Start 


13323 


End 


15661 




GI 


none 


Score 


932 




Exons 


13323. .13584, 15202.. 15325 


, 15544.. 15661 




Seq. No. 


40687 


Seq. ID 


OJ991211_65. 


0317. C4 


Gene No. 


84270 


Strand 


+ 




Start 


15254 


End 


20593 




Name 


OJ991211 65.0317.C4.o4.np 


Method 


AAT/NAP 




Start 


14723 


End 


15784 




GI 


7431560 


Score 


111 




Exons 


14723. .14806, 15540. .15784 









40703 




GI Descrip. hypothetical protein F3I6.9 - Arabidopsis thaliana 

gi|2829868|gb|AAC00576.1| (AC002396) Unknown protein 
[Arabidopsis thaliana] 



Seq. No. 


40687 




Seq. ID 


OJ991211 


_65.0317.C4 


Gene No. 


84270 




Strand 


+ 




Start 


15254 




End 


20593 




Name 


OJ991211 65. 0317. C4. 


o3.gs 


Method 


GENSCAN 




Start 


15254 




End' 


20593 




GI 


none 




Score 


.66 . 




Exons 


15254 .. 15325, 15544. 


1 c o o c 

. loZ Jo, 


16471. .16612, 16736 


. . i by / / , 




17462. .17549, 18021. 


.18101, 


19994. .20182, 20235 


. .20593 


Seq. No. 


40687 




Seq. ID 


OJ991211 


_65.0317.C4 


Gene No. 


84270 




Strand 


+ 




Start 


15254 




End 


20593 




Name 


OJ991211 65. 0317. C4 . 


o4 .gp 


Method 


AAT/GAP 




Start 


15792 


- 


End 


16633 




GI 


r /" A1 rtO 

569192 




Score 


757 




Exons 


15792. .15886, 15989. 


.16236, 


16471. .16633 




Seq. No. 


40687 




Seq. ID 


OJ991211 


_65.0317.C4 


Gene No. 


84270 




Strand 


+ 




Start 


15254 




End 


20593 




Name 


OJ991211 65. 0317. C4. 


o5.gp 


^ Method 


AAT/GAP 




Start 


16577 




End 


17332 




GI 


none 




Score 


970 




Exons 


16577. .16977, 17114. 


.17175, 


17271. .17332 




Seq. No. 


40687 




Seq. ID 


OJ991211 


_65.0317.C4 


Gene No. 


84270 




Strand 


+ 




Start 


15254 




End 


20593 




Name 


OJ991211 65. 0317. C4. 


o6.gp 


Method 


AAT/GAP 




Start 


18024 




End 


18093 




GI 


uC-osflcyp099e06bl 




Score 


110 




Exons 


18024. .18093 










GI Descrip. 


•4079798 3.0e-26 (AF052203) 


23 kDa polypeptide 


of photosystem 



[Oryza sativa] 1 



Seq. No. 


40687 


Seq. ID 


OJ991211_65.0317 


.C4 


Gene No. 


84270 


Strand 


+ 




Start 


15254 


End 


20593 




Name 


OJ991211 65.0317.C4.o7.gp 


Method 


AAT/GAP 




Start 


18479 


End 


18855 




GI 


none 


Score 


658 




Exons 


18479. .18855 








Seq. No. 


40687 


Seq. ID 


OJ991211_65.0317 


.C4 


Gene No. 


84271 


Strand 


+ 




Start 


20531 


End 


25438 




Name 


OJ991211 65.0317.C4.o5.np 


Method 


AAT/NAP 




Start 


20531 


End 


25074 




GI 


5430752 


Score 


103 




Exons 


20531. .20570, 22740 .. 22903, 


23092. .23480, 25057.. 25074 




GI Descrip. 


(AC007504) Hypothetical Protein [Arabidopsis thaliana] 




Seq. No. 


40687 


Seq. ID 


OJ991211_65.0317 


• C4 



40704 



Gene No. 84271 Strand + 

Start 20531 End 25438 

Name OJ991211_65 . 0317 .C4 .o4 .gs Method GEN SCAN 

Start 24090 End 25283 

GI none Score . 94 

Exons 24090. .25283 



Seq. No. 40687 

Gene No. 84271 

Start 20531 

Name OJ9912 11_65 . 0317 . C4 . 08 . gp 

Start 25013 

GI none 

Exons 25013. .25438 



Seq. ID OJ991211_65.0317.C4 

Strand + 

End 25438 

Method AAT/GAP 

End 25438 

Score 832 



Seq. No. 40687 Seq. ID 

Gene No. 84272 Strand 

Start 26074 End 

Name OJ991211_65 . 0317 . C4 . o5 . gs Method 

Start 26074 End 

GI none Score 

Exons 26074. .26107, 26510.. 26580 



OJ991211_65.0317.C4 
+ 

26580 
GEN SCAN 
26580 
.67 



Seq. No. 40687 
Gene No. 84273 
Start 2613 

Name OJ991211_65 . 0317 . C4 . o2 . gs 

Start 2613 
GI none 

Exons 2613.. 3070, 3329.. 3503, 3720. 

7161.. 7365, 8124.. 8247, 8722. 
10511. .10629, 11393. .11517 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991211 65. 0317. C4 



11517 
GEN SCAN 
11517 
.47 

3908, 5096. .5193, 6770. .7107, 
8859, 9886. .9927, 10162 .. 10178 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40687 Seq. ID OJ991211_65 . 0317 . C4 

84273 Strand 

2613 End 11517 

OJ991211_65.0317.C4.o2.np Method AAT/NAP 

2649 End 3623 

6069646 Score' 477 

2649. .3623 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90 639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



40687 Seq. ID 

84274 Strand 

26933 End 

OJ991211_65.0317.C4.o6.gs Method 

26933 End 

none Score 
26933.-27223 



OJ991211_65.0317.C4 

27223 
GENSCAN 
27223 
.79 



Seq. No. 
Gene No. 
Start 



40687 
84275 
27289 



Seq. ID 

Strand 

End 



OJ991211 65. 0317. C4 



27661 



40705 



Name 


OJ991211 65. 0317. C4. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


670 




' End 


1127 






GI 


none 




Score 


136 






Exons 


670. .795, 677. .805, 


681. .803, 828. .1025, 834. .1028, 101C 


1. . 




1032. .1127 












Seq. No. 


40687 




Seq. ID 


OJ991211 


_65. 0317 . 


C4 


Gene No . 


84275 




Strand 








Start 


27289 




End 


27661 






Name 


OJ991211 65. 0317. C4. 


o3. tm 


Method 


TBLASTX: 


Maize 




Start 


2676 




End 


3218 






GI 


none 




Score 


104 






Exons 


2676.-2864, 2889. .3104, 2890. .3120, 3132. .3218 






Seq. No. 


40687 




Seq. ID 


OJ991211 


_65. 0317 . 


C4 


Gene No. 


84275 




Strand 








Start 


27289 




End 


27661 






Name 


OJ991211 65. 0317. C4. 


o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


2928 




End 


3111 






GI 


none 




Score 


66 






Exons 


2928. .3110, 2929. .3111 










Seq. No. 


40687 




Seq. ID 


OJ991211 


_65.0317. 


C4 


Gene No . 


84275 




Strand 








Start 


27289 




, End 


27661 






Name 


OJ991211 65. 0317. C4. 


o5. tm 


Method 


TBLASTX: 


Maize 




Start 


3534 




End 


3869 






GI 


none 




Score 


63 






Exons 


3534.. 3773, 3534.. 3869, 3535.. 3867 








Seq. No. 


40687 




Seq. ID 


OJ991211 


_65.0317. 


C4 


Gene No. 


84275 




Strand 








Start 


27289 




End 


27661 






Name 


OJ991211 65. 0317. C4. 


o2. tm 


Method 


TBLASTX: 


Maize 




Start 


15199 




.End 


18466 






GI 


none 




Score 


129 






Exons 


15199. .15318, 15200. 


.15325, 


15532. .15732, 15536 


. .15748, 






15537. .15749, 15537. 


.15749, 


15538. .15759, 15688 


. .15933, 






15741. .16091, 15741. 


.16085, 


15760. .16101, 15997 


. .16092, 






16069. .16236, 16091. 


.16237, 


16470. .16517, 16470 


. .16517, 






16535. .16600, 16542. 


.16598, 


16546. .16839, 16576 


. .16758, 






16590. .16841, 16644. 


.16847, 


16660. .16866, 16717 


. .16842, 






16829. .16936, 16840. 


.16947, 


16840. .16989, 16857 


. .17006, 






17107. .17175, 17113. 


.17175, 


17256. .17366, 17270 


. .17365, 






17460. .17549, 17463. 


.17549, 


18011. .18100, 18011 


. .18100, 






18012. .18101, 18016. 


.18102, 


18284. .18367, 18431 


. . 184 66 




Seq. No. 


40687 




Seq. ID 


OJ991211 


_65.0317. 


C4 


Gene No. 


84275 




Strand 








Start 


27289 




End 


27661 






Name 


OJ991211 65. 0317. C4. 


ol . tm 


Method 


TBLASTX :i 


Maize 




Start 


24009 




End 


24958 






GI 


none 




Score 


159 






Exons 


24009. .24221, 24010. 


.24144, 


24014. .24223, 24015 


. .24218, 






24210, .24563, 24221. 


.24562, 


24548. .24958, 24549 


. .24773, 





24565. .24954 



40706 




Seq. No. 


40687 




Seq. ID 


OJ991211_65.0317 


.C4 


Gene No. 


84275 




Strand 






Start 


27289 




End 


27661 




Name 


OJ991211 65. 0317. C4 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


24010 




End 


24259 




GI 


none 




Score 


122 




Exons 


24010. .24123, 24014 


. .24241, 


24050. .24259, 24051.. 24257 




Seq. No. 


40687 




Seq. ID 


OJ991211_65.0317 


.C4 


Gene No. 


84275 




Strand 






Start 


27289 




End 


27661 




Name 


OJ991211 65. 0317. C4 


.o2 . ts 


Method 


TBLASTX : Soybean 




Start 


24039 




End 


24284 




GI 


none 




Score 


211 




Exons 


24039. .24128, 24043 


. .24129, 


24045. .24284, 24050.. 24277 




Seq. No. 


40687 




Seq. ID 


OJ991211_65.0317 


.C4 


Gene No. 


84275 




Strand 






Start 


27289 




End 


27661 




Name 


OJ991211 65. 0317. C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


24392 




End 


24757 - 




GI 


none 




Score 


504 




Exons 


24392. .24757, 24408 


. .24755, 


-24410. .24757 




Seq. No. 


40687 




Seq. ID 


OJ9'91211_65.0317 


.C4 


Gene No. 


84275 




Strand 






Start 


27289 




End 


27661 




Name 


OJ991211 65. 0317. C4 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


24432 




End 


25001 




GI 


none 




Score 


132 




Exons 


24432. .24593, 24434 


. .24580, 


24650. .24976, 24651.. 25001 




Seq. No. 


40687 




Seq. ID 


OJ991211_65.0317 


.C4 


Gene No. 


84275 




Strand 






Start 


27289 




End 


27661 




Name 


OJ991211 65. 0317. C4 


. 06 . tm 


Method 


TBLASTX: Maize- 




Start 


24959 




End 


25136 




GI 


none ' 




Score 


254 




Exons 


24959. ,25135, 24960 


, .25136 








Seq. No. 


40687 




Seq. ID 


OJ991211_65.0317 


.C4 


Gene No. 


84275 




Strand 






Start 


27289 




End 


27661 




Name 


OJ991211 65. 0317. C4 


. o9.gp 


Method 


AAT/GAP 




Start 


27289 




End 


27661 




GI 


16011 1.R1084 




Score 


646 




Exons 


27289. .27661 










GI Descrip. 


•229737/pdbl 1CCRI 2 


. Oe-43 Cytochrome c 


t 




Seq. No. 


40687 




Seq. ID 


OJ991211_65.0317 


.C4 


Gene No. 


84275 




Strand 






Start 


27289 




End 


27661 




Name 


OJ991211 65. 0317. C4 


. o6.np 


Method 


AAT/NAP 




Start 


27548 




End 


27643 




GI 


118012 




Score 


72 




Exons 


27548. .27643 











GI Descrip. CYTOCHROME C gi | 65516 Ipir | | CCPZ cytochrome c - parsnip 

40707 




Sea No 


40688 






Seq. ID 


OJ991211 


65 0317 C5 


Gene No. 


84276 






. Strand 


.+ 




Start 


5075 






End 


8204 




Name 


OJ991211 65.0317. 


CS.ol. 


np 


Method 


AAT/NAP 




Start 


4824 






End 


8092 




GI 


2462839 






Score 


825 




Exons 


4824.-4932, 5193. 


.5525, 


5930 


. .5982, 6401. .6493, 


6577. .6800, 




7078. .7144, 7790. 


.7897, 


8048 


. .8092 






GT DpscriD. 


(AF000657) unknown protein [Arabidopsis thaliana] 


Seq. No. 


40688 






Seq. ID 


OJ991211 


_65.0317.C5 


Gene No . 


84276 






Strand 


+ 




Start 


5075 






End 


8204 




Name 


OJ991211 65.0317. 


C5.o2. 


gp 


Method 


AAT/GAP 




Start 


4944 






End 


5459 




GI 


none 






Score 


929 




Exons 


4944. .5459 












Seq. No. 


40688 






Seq. ID 


OJ991211 


_65.0317.C5 


Gene No. 


84276 






Strand 


+ 




Start 


5075 






End 


8204 




Name 


OJ991211 65.0317. 


C5.o2. 


gs 


Method 


GENS CAN 




Start 


5075 






End 


8074 




GI 


none 






Score 


.95 




F" von c; 


5075.. 5525, 5930. 


.5982, 


6401 


..6493, 6577. .6800, 


7078. .7144, 




7790. .7897, 8048. 


.8074 










Seq. No. 


40688 






Seq. ID 


OJ991211 


_65.0317.C5 


Gene No. 


84276 






Strand 


+ 




Start 


5075 






End 


8204 




Name 


OJ991211 65.0317. 


C5.o3. 


gp 


Method 


AAT/GAP 




Start 


7785 






End 


8204 




GI 


50988 1.R1084 






Score 


463 




Exons 


7785. .7897, 8048. 


.8204 










GI Descrio 


'2462839 1.0e-12 


(AF000657) 


unknown protein [Arabidopsis 




thaliana] 1 












Seq. No. 


40688 






Seq. ID 


OJ9912U 


_65.0317.C5 


Gene No. 


84277 






Strand 






Start 


347 






End 


1733 ■ 




Name 


OJ991211 65.0317. 


CS.ol. 


gp 


Method 


AAT/GAP 




Start 


347 




End 


1733 




GI 


16011 1.R1084 






Score 


515 




Exons 


347. .480, 1578. .1733 










GT Dp^ctid 

\J -1» ViD *J J- JL * 


, 229737/pdb|lCCR| 


2.0e- 


43 Cytochrome c 


t 




Seq. No. 


40688 






Seq. ID 


OJ991211_ 


_65.0317.C5 


Gene No _ 


84277 






Strand 






Start 


347 






End 


1733 




Name 


OJ991211 65.0317. 


CS.ol. 


gs 


Method 


GENSCAN 




Start 


347 






End 


1689 




GI 


none 






Score 


.86 




Exons 


347. .480, 1578. .1689 










Seq. No. 


40688 






Seq. ID 


OJ991211_ 


_65.0317.C5 


Gene No. 


84278 






Strand 







40708 




Start 


8314 






End 


11221 


Name 


OJ991211 


65. 0317. C5 


. o4 . tc 


Method 


TBLASTX: Cress 


Start 


338 






End 


1698 


GI 


none 






Score 


147 


Exons 


338. .481, 


339. .482, 


1558. .1698, 1576.. 


1689 


Seq. No. 


40688 






Seq. ID 


OJ991211_65.0317.C5 


Gene No. 


84278 






Strand 




Start 


8314 






End 


11221 


Name 


OJ991211 


65. 0317. C5 


,o5. ts 


Method 


TBLASTX: Soybean 


Start 


338 






End 


1707 


GI 


none 






Score 


114 


Exons 


338. .475, 


338. .481, 




358. .483 


, 1558. .1707, 1577. .1642 


Seq. No. 


40688 






Seq. ID 


OJ991211_65.0317.C5 


Gene No. 


84278 






Strand 




Start 


8314 






End 


11221 


Name 


OJ991211 


65. 0317. C5 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


338 






End 


1740 


GI 


none 






Score 


166 


Exons 


338. .481, 


339. .482, 


348. .482, 


1558. .1740, 1559. .1696, 1576. .1704 


Seq. No. 


40688 






Seq. ID 


OJ991211_65.0317.C5 


Gene No. 


84278 






Strand 




Start 


8314 






End 


11221 


Name 


OJ991211 


65. 0317. C5 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


5381 






End 


8113 


GI 


none 






Score 


106 


Exons 


5381. .5542, 5474. .5560, 5476. 


.5580, 5928.-5984, 5929.. 5985, 



6392. .6493, 6395. .6511, 6400. .6495, 6576. .6812, 6577. .6798, 

7073. .7138, 7074. .7106, 7075. .7143, 7076. .7144, 7770. .7898, 

7790. .7897, 7792. .7899, 7792. .7899, 8010. .8090, 8045. .8092, 
8045. .8113 



Seq. No. 40688 
Gene No. 84278 
Start 8314 

Name OJ991211^65 . 0317 . C5 . o3 . ts 

Start 5414 
GI none 

Exons 5414.. 5530, 5474.. 5557, 5476. 

5929.. 5985, 6395.. 6511, 6403. 
6577.. 6678, 6589.. 6726, 6652. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991211 65. 0317. C5 



11221 

TBLASTX: Soybean 
6746 
77 

5556, 5928.. 5981, 5928.. 5981, 
6495, 6558.. 6587, 6576.. 6689, 
6708, 6675.-6743, 6723.-6746 



Seq. No. 40688 Seq. ID 

Gene No. 84278 Strand 

Start 8314 End 

Name OJ991211_65 . 0317 . C5 . o3 . tm Method 

Start 8264 End 

GI none Score 

Exons 8264.. 8518, 8302.. 8544, 8317.. 8529 



OJ991211_65.0317.C5 
11221 

TBLASTX: Maize 

8544 

122 



Seq. No. 40688 Seq. ID 

Gene No. 84278 Strand 

Start 8314 End 

Name OJ991211_65 . 0317 . C5 . ol . tc Method 

Start 8312 End 



OJ991211__65.0317.C5 
11221 

TBLASTX: Cress 
8841 



40709 



GI none 

Exons 8312.. 8518, 8314.. 8841 

Seq. No. 40688 

Gene No. 84278 

Start 8314 

Name OJ991211_65 . 0317 . C5 . o2 . ts 

Start 8314 

GI none 

Exons 8314.. 8607, 8315.. 8524 

Seq. No. 40688 

Gene No. 84278 • 

Start 8314 

Name OJ991211_65 . 0317 .C5 .o3. gs 

Start 8314 

GI none 

.Exons 8314.. 9867 



Score 



78 



Seq. ID OJ991211_65.0317.C5 
Strand 

End 11221 

Method TBLASTX : Soybean 

End 8607 

Score 109 



Seq. ID OJ991211_65.0317.C5 
Strand 

End 11221 

Method GENSCAN 

End 9867 

Score .99 



Seq. No. 40688 

Gene No. 84278 

Start 8314 

Name OJ991211_65 . 0317 . C5 . o2 . np 

Start 8317 

GI 4582435 

Exons 8317.. 9846, 11196 ... 11221 

GI Descrip^ (AC007196) putative selenium-binding protein [Arabidopsis 
thaliana] 



Seq. ID OJ991211_65.0317.C5 
Strand 

End 11221 

Method AAT/NAP 

End 11221 

Score 1041- 



Seq. No. 40688 

Gene No. 84278 

Start 8314 

Name OJ991211_65 . 0317 .C5.ol.tm 

Start 8548 

GI none 

Exons 8548.. 8928, 8944.. 9465, 9008. 

9148. .9540, 9197. .9382, 9349. 

. 9721.. 9831 



Seq. ID OJ991211_65.0317.C5 
Strand 

End 11221 
Method TBLASTX: Maize 
End 9831 
Score 128 

.9412, 9073. .9240, 9124. .9420, 
.9624, 9451. .9624, 9451. .9630, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



40688 
84278 
8314 

OJ991211_65.0317.C5.ol.ts 

8614 

none 

8614.. 8931, 8663.. 8788, 8944, 

40688 
84278 
8314 

OJ991211_65 . 0317 . C5 . o2 . tc 

8956 

none 

8956.. 9234, 9008.. 9235 

40688 
84278 



Seq. ID OJ991211_65.0317.C5 
Strand 

End 11221 

Method TBLASTX : Soybean 

End 9156 

Score 7 6 
.9156, 9041. .9154 

Seq. ID OJ991211_65.0317.C5 
Strand 

End 11221 

Method TBLASTX: Cress 

End 9235 

Score 121 



Seq. ID OJ991211_65.0317.C5 
Strand 



40710 




Start 


8314 




End 


11221 




Name 


OJ991211 65.0317.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9016 . 




End 


9630 




GI 


none 




Score 


130 




Exons 


9016. .9486, 9032. .9325, 


9376. 


.9630 






Seq. No. 


40688 




Seq. ID 


OJ991211_65.0317 


.C5 


bene ino • 


0 H £. 1 0 




our ana 






Start ■ 


8314 




End 


11221 




Name 


OJ991211 65.0317.C5.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


9169 




End 


9633 




GI 


none 




Score 


128 




Exons 


9169.. 9471, 9385.-9633 










Seq. No. 


40688 




Seq. ID 


OJ991211_65.0317 


.C5 


bene ino . 


fid 97ft 




Strand 






Start 


8314 




End 


11221 




Name 


OJ991211 65.0317.C5.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


9244 




End 


9630 




GI 


none 




Score 


95 




Exons 


9244.. 9594, 9352.. 9624, 


9397. 


.9456, 9463.. 9630 




Seq. No. 


40689 




Seq. ID 


OJ991211_65.0317 


.C6 


Gene No. 


84279 




Strand 


+ 




Q+- a r-+- 


OA 
Z *± D 




End 


1651 




Name 


OJ991211 65.0317.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


39 




End 


1651 




GI 


none 




Score 


120 




Exons 


39. .116, 228. .407, 230. 


.337, 


303. .407, 


1475.. 1537, 1500 


. .1538, 




1502.. 1540, 1517.. 1642, 


1539. 


.1634, 1541. .1651 




Seq. No. 


40689 




Seq. ID 


OJ991211_65.0317 


.C6 


bene ino • 


O *4 £. / :? 




Strand 


+ 




Start 


246 




End 


1651 




Name 


OJ991211 65.0317.C6.ol. 


gs 


Method 


GENSCAN 




Start 


246 




End 


1086 




GI 


none ; 




Score 


.94 




Exons 


246. .407, 982. .1086 










Seq. No. 


40690 




Seq. ID 


OJ991211_65.0317 


.C7 


Gene No. 


84280 




Strand 


+ 




Start 


3498 




End 


17582 




Name 


OJ991211 65.0317.C7.ol. 


gs 


Method 


GENSCAN 




Start 


3498 


End 


17582 




(IT 


none 




Score 


.78 




Exons 


3498.. 3521, 6346.. 6603, 


6767. 


.6798, 7085. .7164, 7656. .7855, 




8429.. 9290, 9562.. 9683, 


10129 


. .10188, 


10742. .10792, 






13011. .13124, 14416. .14440, 14522 .. 14578, 14898 .. 14 951, 






15457. .15513, 15623 .. 15679, 15790 .. 1584 6, 15957 .. 16013, 






17065. .17582 










Seq. No. 


40690 




Seq. ID 


OJ991211_65.0317 


.C7 


Gene No. 


84280 




Strand 


+ 




Start 


3498 




End 


17582 




Name 


OJ991211 65.0317.C7.o2. 


np 


Method 


AAT/NAP 




Start 


17405 


End 


17573 




GI 


4406809 




Score 


108 





40711 



Exons 


17405. .17573 








GI Descrip. 


(AC006201) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


40690 


Seq. ID 


OJ991211_65.0317 


.C7 


Gene No. 


84281 


Strand 






Start 


17246 


End 


18741 




Name 


OJ991211 65.0317.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


8558 


End 


8977 




GI 


none 


Score 


56 




Exons 


8558.-8662, 8722.. 8790, 8732.. 8977, 8734.. 8964 




Seq. No. 


40690 


Seq. ID 


OJ991211_65.0317 


.C7 


Gene No . 


84281 


Strand 






Start 


17246 


End 


18741 




Name 


OJ991211 65.0317.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


8985 


End 


17561 




GI 


none 


Score 


92 




Exons 


8985.. 9149, 9062.. 9175, 9110.. 9274, 9177.. 9278, 9182.. 9274 




9555. .9683, 9555.. 9629, 9556.. 9684, 9557.. -9688, 10126.. 


101! 




10128. .10187, 17400. .17561, 


17404. .17523, 17409. .17546 




Seq. No. 


40690 


Seq. ID 


OJ991211_65.0317 


.C7 


Gene No. 


84281 


Strand 






Start 


17246 


End 


18741 




Name 


OJ991211 65.0317..C7.o3.np 


Method 


AAT/NAP 




Start , 


17246 


End 


18741 




GI 


7487248 


Score 


454 




Exons 


17246. .17301, 18359.. 18741 








GI Descrip. 


hypothetical protein T20D16 


.23 - Arabidopsis thaliana 






gi I 2642448 Igbi AAB87116.il (AC002391) hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


40690 


Seq. ID 


OJ991211_65.0317 


.C7 


Gene No. 


84281 


Strand 






Start 


17246 


End 


18741 




Name 


OJ991211 65.0317.C7.o2.gs 


Method 


GENSCAN 




Start 


17954 


End 


18667 




GI 


none 


Score 


.52 




Exons 


17954. .17990, 18217 18272, 


18359. .18667 




Seq. No. 


40690 


Seq. ID 


OJ991211_65.0317 


.C7 


Gene No. 


84281 


Strand 






Start 


17246 


End 


18741 




Name 


OJ991211 65.0317.C7.ol.gp 


Method 


AAT/GAP 




Start 


18015 


End 


18574 




GI 


uC-osroM202029c05al 


Score 


897 




Exons 


18015. .18272, 18359.. 18574 








GI Descrip. 


, 5777618/emb|CAB53479.1| 5. 


Oe-17 (AJ245900) CAA30376.1 


pro 




[Oryza sativa] 1 








Seq. No. 


40690 


Seq. ID 


OJ991211_65.0317 


.C7 


Gene No. 


84281 


Strand 






Start 


17246 


End 


18741 




Name 


OJ991211 65.0317.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


18344 


End 


18741 




GI 


none 


Score 


298 




Exons 


18344. .18736, 18360 .. 18734 , 


18416. .18739, 18628.. 18741 





40712 



Seq. No. 40690 

Gene No. 84281 

Start 17246 

Name OJ991211_65 . 0317 . C7 . ol . tm 

Start 18407 

GI none 
Exons 



Seq. ID OJ991211_65.0317.C7 
Strand 

End 18741 

Method TBLASTX : Mai ze 

End 18741 

Score 4 6 



18407. .18571, 18461. .18640, 18482 18529, 18485 18529, 
18535. .18705, 18536 .. 18715, 18537 18710, 18646 .. 18 696, 
18654. .18683, 18704 .. 18739, 18715. .18741 





Seq. No. 


40690 


Seq. ID 


OJ991211_65.0317 




Gene No . 


84281 


Strand 






Start 


17246 


End 


18741 




Name 


OJ991211 65.0317.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


18435 


End 


18739 




GI 


none 


Score 


183 




Exons 


18435. .18716, 18437 .. 18715, 


18479. .18739 




Seq. No. 


40691 


Seq. ID 


OJ991211_65.0317 




Gene No. 


84282 


Strand 


+ 




Start 


381 


End 


1809 




Name 


OJ991211 65.0317.C8.ol.np 


Method 


AAT/NAP 




Start 


381 


End 


1809 


■as? 
=. 


GI 


6682615 


Score 


176 


t J 


Exons 


381.. 551, 1739.. 1809 






Us 


GI Descrip. 


(AC016163) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


40691 


Seq. ID 


OJ991211_65.0317 




Gene No. 


84283 


Strand 


+ 




Start 


6389 


End 


6961 




Name 


OJ991211 65.0317.C8.o2.gs 


Method 


GEN SCAN 




Start 


6389 


End 


6961 




GI 


none 


Score 


.66 




Exons 


6389.. 6391, 6839.. 6961 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211 65. 0317. C8 



40691 
84284 
548 

OJ991211_65.0317.C8.ol.gp 
548 

uC-osroM202029c05bl 
548. .873 

'2642448 6.0e-12 (AC002391) hypothetical protein [Arabidopsis 
thaliana] >gi_3169187_gb_AAC17830 . 1_ (AC004401) hypothetical 
protein [Arabidopsis thaliana] 1 



2908 
AAT/GAP 
873 
614 



Seq. ID OJ991211_65.0317.C8 
Strand 

End 2908 
Method AAT/NAP 
End 2908 
Score 388 
658. .1347, 1404. .1466, 1617. .1864, 2867. .2908 
hypothetical protein T20D16.23 - Arabidopsis thaliana 
gi|2642448 | gb | AAB87116 . 1 ] (AC002391) hypothetical protein 
[Arabidopsis thaliana] 



40691 
84284 
548 

OJ991211_65.0317.C8.o2.np 
658 

7487248 



40713 



Seq. No. 


40691 






Seq. ID 


OJ991211_65.0317 


.C8 


Gene No. 


84284 






Strand 






Start 


548 






End 


2908 




Name 


OJ991211 65. 0317. C8. 


ol. 


tc 


Method 


TBLASTX: Cress 




Start 


751 






End 


979 




GI 


none 






Score 


145 




Exons 


751. .978, 752. .979 












Seq. No. 


40691 






Seq. ID 


OJ991211_65 .0317 


.C8 


Gene No. 


84284 






Strand 






Start 


548 






End 


2908 




Name 


OJ991211 65. 0317. C8 . 


ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


751 






End 


1014 




GI 


none 






Score 


135 




Exons 


751. .1014, 767. .985 












Seq. No. 


40691 






Seq. ID 


OJ991211_65.0317 


,C8 


Gene No. 


84284 






" Strand 






Start 


548 






End 


2908 




Name 


OJ991211 65. 0317. C8. 


ol. 


tm 


Method 


TBLASTX: Maize 




Start 


754 






End 


985 




GI 


none 






Score 


130 




Exons 


754.. 981, 755.. 985 












Seq. No. 


40691 






Seq. ID 


OJ991211_65.0317 


.C8 


Gene No. 


84284 






Strand 






Start 


548 






End 


2908 




Name 


OJ991211 65. 0317. C8. 


ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


757 






End 


987 




GI 


none 






Score 


130 




Exons 


757. .987, 767. .985 












Seq. No. 


40692 






Seq. ID 


OJ991211_65.0317 


.C9 


Gene No. 


84285 






Strand 


+ 




Start 


2516 






End 


5177 




Name 


OJ991211 65. 0317. C9. 


ol. 


gp 


Method 


AAT/GAP 




Start 


2516 






End 


5177 




GI 


2878 1.R1084 






Score 


3122 




Exons 


2516. .2538, 2602. .2862, 


2962. 


.3236, 4098.. 5177 





GI Descrip. ' 4325282/gb| AAD17313 1 6.0e-49 (AF123310) NAC domain protein NAM 
[Arabidopsis thaliana] >gi_432528 6_gb_AAD17314_ (AF123311) NAC 
domain protein NAM [Arabidopsis thaliana] 1 



Seq. No. 


40692 








Seq. ID 


OJ991211 


_65 


.0317 


.C9 


Gene No. 


84285 








Strand 


+ 








Start 


2516 








End 


5177 








Name 


OJ991211 65 


.0317 


.C9.ol. 


gs 


Method 


GENSCAN 








Start 


2697 








End 


4568 








GI 


none 








Score 


1 








Exons 


2697. .2862, 


2962 


. .3236, 


4098. 


.4568 










Seq. No. 


40692 








Seq. ID 


OJ9912U 


_65 


.0317 


.C9 


Gene No. 


84285 








Strand 


+ 








Start 


2516 








End 


5177 








Name 


OJ9912.11 65 


.0317 


.C9.ol. 


np 


Method 


AAT/NAP 








Start 


2697 








End 


4565 









40714 




GI 


6730942 








Score 


1574 




Exons 


2697. .2862, 


2962. 


.3236, 


4098. 


.4565 






GI Descrip. 


(AB028185) 


OsNAC6 


protein [Oryza sativa] 




Seq. No. 


40692 








Seq. ID 


OJ991211 


_65.0317.C9 


Gene No. 


84286 








Strand 


— 




Start 


8490 








End 


11876 




Name 


OJ991211 65 


.0317. 


C9.o3. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2685 








End 


2861 




GI 


none 








Score . 


219 




Exons 


2685. .2765, 


2694. 


.2861, 


2723. 


.2857 






Seq. No. 


40692 








Seq. ID 


OJ991211 


_65.0317.C9 


Gene No. 


84286 








Strand 






Start 


8490 








End 


11876 




Name 


OJ991211 65 


. 0317 . 


C9.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2697 








End 


4565 




GI 


none 








Score 


235 




Exons 


2697. .2861, 


2723. 


,2848, 


2925. 


.3005, 2948.. 3211, 


2949. .3239, 




3126. .3236, 


4092. 


.4151, 


4305. 


.4352, 4343. .4411, 


4344. .4409, 




4530. .4565, 


4532. 


.4561 










Seq. No. 


40692 








Seq. ID 


OJ991211 


65. 0317. C9 


Gene No. 


84286 








Strand 






Start 


8490 








End • 


11876 




Name 


OJ991211 65 


.0317. 


C9.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


2700 








End 


4550 




GI 


none 








Score 


291 




Exons 


2700. .2768, 


2706. 


.2864, 


2723. 


.2857, .2925. .3239, 


2949. .3005, 




2959. .3021, 


2963. 


. 3214, 


3126. 


.3236, 3931.. 4005, 


4092. .4142, 




4096. .4131, 


4097. 


.4135, 


4220. 


.4273, 4221.. 4274, 


4247. .4345, 




4278. .4352, 


4346. 


.4378, 


4347. 


.4379, 4367.. 4435, 


4389. .4439, 




4458. .4550 














Seq. No. 


40692 








Seq. ID 


OJ991211 


_65.0317.C9 


Gene No. 


84286 








Strand 






Start 


8490 








End 


11876 




Name 


OJ991211 65 


.0317. 


C9.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2715 








End 


4565 




GI 


none 








Score 


246 




Exons 


2715. .2861, 


2723. 


.2857, 


2844. 


.2864, 2949.. 3230, 


2960. .3211, 




3126. .3227, 


4092. 


.4151, 


4299. 


.4421, 4343. .4417, 


4530. .4565 


Seq. No. 


40692 








Seq. ID 


OJ991211 


_65.0317.C9 


Gene No. 


84286 








Strand 






Start 


8490 








End 


11876 




Name 


OJ991211 65 


.0317. 


C9.ol . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2968 








End 


4121 




GI 


none 








Score 


205 




Exons 


2968. .3021, 


2969. 


.3091, 


2970. 


.3092, 3077.. 3187, 


3102. .3245, 




3107. .3208, 


3126. 


.3245, 


3931. 


.4011, 4092.. 4121 




Seq. No. 


40692 








Seq. ID 


OJ991211 


_65.0317.C9 


Gene No. 


84286 








Strand 






Start 


8490 








End 


11876 




Name 


OJ991211 65 


.0317. 


C9.o2. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


.4122 








End 


4685 





40715 



GI 

Exons 



none Score 45 

4122. .4154, 4230. .4289, 4232. .4288, 4296.-4373, 4313. .4369, 

4388.-4447, 4389. .4448, 4470. .4604, 4520. .4564, 4534. .4575, 

4659.. 4685, 4660. .4680 



Seq. No. 40692 

Gene No. 84286 

Start 8490 

Name OJ991211__65 . 0317 . C9 . o2 . gs 

Start 8490 

GI none 
Exons 



Seq. ID OJ991211_65.0317.C9 
Strand 

End 11876 

Method GEN SCAN 

End 11876 

Score .75 



8490. .8626, 8950. .9090, 9176. .9210, 10478 10565, 10776 10913 , 
11711. .11876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40693 Seq. ID OJ991211_65 . 0317 . Cll 

84287 Strand 

1512 End 4472 

OJ991211_65 . 0317 . Cll . ol . np Method AAT/NAP 

1333 End 4472 

113511 Score 437 

1333. .1468, 1996. .2079, 2224. .2265, 2552.. 2651, 2849. .2913, 
3109.. 3192, 4268.-4472 

FLORAL HOMEOTIC PROTEIN AGL1 gi | 81609 | pir | | A39534 floral 
homeotic protein AGL1 - Arabidopsis thaliana 
gi 1 166588 | gb IAAA32730.il (M55550) transcription factor 
[Arabidopsis thaliana] 



40693 
84287 
1512 

OJ991211_65. 0317. Cll. ol.gs 

1512 

none 



Seq. ID OJ991211_65. 0317. Cll 
Strand 

End 4472 

Method GENSCAN 

End 4444 

Score .76 



1512. .1646, 1663. .1914, 2038. .2265, 2552. .2651, 2849. .2913, 
3106. .3187, 4260. .4444 



40693 
84287 
1512 

OJ991211_65. 0317. Cll. ol.tc 

2531 

none 



Seq. ID OJ991211_65. 0317. Cll 
Strand 

End 4472 

Method TBLASTX: Cress 

End 4459 

Score 134 



2531. .2668, 2848. .2910, 3109. .3183, 4260. .4448, 4262.-4459 



Seq. No. 40693 Seq. ID OJ991211_65 . 0317 . Cll 

Gene No. 84287 Strand 

Start 1512 End 4472 

Name OJ991211_65 . 0317 . Cll . ol . ts Method TBLASTX : Soybean 

Start 2552 End 4460 

GI none Score . 150 

Exons 2552.. 2668, 2848.. 2913, 3109.. 3183, 4260.. 4460, 4262.-4444, 
4353.-4454 



Seq. No. 40693 

Gene No. 84287 

Start 1512 

Name OJ991211 65 . 0317 .Cll . ol . tw 



Seq. ID OJ991211_65. 0317. Cll 
Strand 

End 4472 

Method TBLASTX : Wheat 



40716 






2582 




End 


4 44 4 




(it 


n on o 




Score 


187 




P von a. 


2582 2653 4247 4444 


4274 . 


. 444 4 








40693 




Seq. ID 


OJ991211_65.0317 


.Cll 


Gene No. 


84287 




Strand 






Start 


1512 




End 


4472 




Name 


OJ991211 65 0317. Cll ol 


tm 


Method 


TBLASTX: Maize 




O L.C1 J. C 


2854 ~~ 

O *J T 




End 


4450 






none 




Score 


78 






2854 2937 2858 2911 


3109. 


.3189, 3110.. 3190, 4268.. 4450, 




4271 4444 












40694 




Seq. ID 


OJ991211_65.0317 


.C12 


Gene No. 


84288 




Strand 


+ 




Start 


6638 




End 


9204 




Name 


OJ991211 65.0317.C12.ol. 


np 


Method 


AAT/NAP 




Start 


4358 




End 


4621 




(IT 


4584355 




Score 


175 






4358. .4621 










Dpscrio 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 




Seq. No. 


40694 




Seq. ID 


OJ991211_65.0317 


. C12 


Gene No. 


84288 




Strand 


+ 




utai L 


6638 




End 


9204 






OJ991211 65.0317.C12.ol. 


gs 


Method 


GENSCAN 




jLdl U 


6638 




End 


9204 






none 




Score 


.79 




Exons 


6638.. 6896, 7702.. 7829, 


8527. 


.9204 






Seq. No. 


40694 




Seq. ID 


OJ991211_65.0317 


.C12 


Gene No. 


84288 




Strand 


+ 




Start 


6638 




End 


9204 




Name 


OJ991211 65.0317.C12.o2. 


gp 


Method 


AAT/GAP 






6839 




End 


8936 




O -L 


3768633 




Score 


1063 






6839.. 6896, 7702.. 7829, 


8527. 


.8936 






Seq. No. 


40694 




Seq. ID 


OJ991211_65.0317 


.C12 


Gene No. 


84289 




Strand 


+ 




Start 


13366 




End 


16196 




Name 


OJ991211 65.0317.C12.o3. 


gs 


Method 


GENSCAN 




Start 


13366 




End 


16196 




GI 


none 




Score 


.98 






13366. .13371, 15000.. 16196 








Seq. No. 


40694 




Seq. ID 


OJ991211_65.0317 


• C12 




84290 




Strand 






Start 


1 




End 


164 




Name 


OJ991211 65.0317.C12.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


164 




GI 


8022 1.R1084 




Score 


254 




Exons 


1. .164 










GI Descrip. 


'5091496/dbj |AB023482.2| 


AB023482 3.0e- 


37 Oryza sativa genomic 




DNA, chromosome 6, clone 


P0680A03, complete sequence 1 




Seq. No. 


40694 




Seq. ID 


OJ991211_65.0317 


.C12 



40717 



Gene No. 84291 Strand 

Start 8995 End 9443 

Name OJ991211_65.0317.C12.o3.gp Method AAT/GAP 

Start 8995 End 9443 

GI none Score 861 

Exons 8995.. 9443 



Seq. No. 


40694 


Seq. ID 


OJ991211_65 . 


0317 . C12 


Gene No. 


84292 


Strand 






Start 


10566 


End 


11133* 




Name 










Start 


10566 


End 


11133 




GI 


none 


Score 


.73 




Exons 


10566. .11052, 11087. .11133 








Seq. No. 


40694 


Seq. ID 


OJ991211_65. 


0317. C12 


Gene No. 


84293 


Strand 






Start 


13459 


End 


13520 




Name 


OJ991211 65.0317.C12.o4.gp 


Method 


AAT/GAP 




Start 


13459 


End 


13520 




GI 


LIB3477-003-P1-K1-E9 


Score 


79 




Exons 


13459. .13520 








GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 40694 

Gene No. 84294 

Start 16823 

Name OJ991211_65 . 0317 . C12 . o4 . gs 

Start 16823 

GI none 

Exons 16823. .19294 



Seq. ID OJ991211_65.0317.C12 
Strand 

End 19294 

Method GENSCAN 

End 19294 

Score .69 



Seq. No. 40694 Seq. ID OJ991211_65 . 0317 . C12 

Gene No. 84294 Strand 

Start 16823 . End 19294 

Name OJ991211_65 . 0317 .C12 . o2 . np Method AAT/NAP 

Start 16856 End 19294 

GI 1346396 Score 1732 

Exons 16856. .19294 

GI Descrip. PUTATIVE RECEPTOR PROTEIN KINASE ZMPK1 PRECURSOR 

gi| 100913|pir | IS10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 22432 | emb | CAA36611 | (X52384) 
precursor protein (AA -26 to 7 91) [Zea mays] 

gi|22436|emb|CAA47962 | (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf || 1611404A receptor protein kinase [Zea 
mays] 



Seq. No. 40694 Seq. ID 

Gene No. 84295 Strand 

Start 20318 End 

Name OJ991211_65 . 0317 . C12 . o2 . ts Method 

Start . 8586 " End 

GI none Score 
Exons 



OJ991211_65.0317.C12 
25387 

TBLASTX : Soybean 
8958 
65 

8586. .8705, 8587. .8958, 8587. .8781, 8598. .8786, 8805. .8954 



40718 



Seq. No. 


40694 








Gene No. 


84295 








Start 


20318 








Name 


OJ991211 65 


.0317 


.C12.ol 


. tm 


Start 


8587 








GI 


none 








Exons 


8587. .9192, 


8589 


. .9173, 


8591 


Seq. No. 


40694 








Gene No. 


84295 








Start 


20318 








Name 


OJ991211 65 


.0317 


.C12.ol 


.tc 


Start 


8592 








GI 


none 








Exons 


8592. .9095, 


8595 


. .8783, 


8596 



Seq. ID OJ991211_65.0317.C12 
Strand 

25387 

TBLASTX: Maize 
9202 
739 



End 

Method 
End 
Score 
.9202 



Seq. ID OJ991211_65.0317.C12 
Strand 

End 25387 

Method TBLASTX : Cress 

End 9195 

Score 7 3 



9127. .9195 



Seq. No. 


40694 




Gene No . 


84295 




Start 


20318 




Name 


OJ991211 65.0317.C12 


.o5. ts 


Start 


8980 




GI 


none 




Exons 


8980.. 9195, 8982.,. 9194 


Seq. No! 


40694 




Gene No. 


84295 




Start 


20318 




Name 


OJ991211 65.0317.C12 


. o2 . tc 


Start 


16871 




GI 


none 




Exons 


16871. .16960, 16877. 


.17008, 




17258. .17434, 17331. 


.17414, 




18347. .18529, 18788. 


.18910, 


Seq. No. 


40694 




Gene No. 


84295 




Start 


20318 




Name 


OJ991211 65.0317.C12 


. o3 . tm 


Start 


17067 




GI 


none 




Exons 


17067. .17222, 17096. 


.17248, 




17453. .17503, 17525. 


.17656, 


Seq. No. 


40694 




Gene No. 


84295 




Start 


20318 




Name 


OJ991211 65.0317.C12 


.ol. ts 


Start 


17087 




GI 


none 




Exons 


17087. .17434, 17103. 


.17435, 


Seq. No. 


40694 




Gene No. 


84295 




Start 


20318 




Name 


OJ991211 65.0317.C12 


.ol . tw 


Start 


17165 





Seq. ID OJ991211_65.0317.C12 
Strand 

End 25387 

Method TBLASTX : Soybean 

End 9195 

Score 224 



Seq. ID OJ991211_65.0317.C12 
Strand 

End 25387 

Method TBLASTX : Cress 

End 19114 

Score 4 6 



Seq. ID OJ991211_65.0317.C12 
Strand 

End 25387 

Method TBLASTX : Maize 

End 17800 

Score 84 



Seq. ID OJ991211_65.0317.C12 
Strand 

End 25387 

Method TBLASTX : Soybean 

End 17503 

Score 195 



Seq. ID OJ991211_65.0317.C12 
Strand 

End 25387 

Method TBLASTX : Wheat 

End 17585 



40719 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



143 



17165. .17227, 17258 17434 , 17270 .. 17434 , 174 32 .. 17503, 
17442. .17474, 17489 17584 , 17523. .17585 



40694 
84295 
20318 

OJ991211_65.0317.C12.o5.tm 
18620 
none 

18620. .18790, 18654 18716, 18794 .. 18886, 187 95 .. 18869, 
18887. .18943 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211 65.0317.C12 



25387 

TBLASTX: Maize 

18943 

55 



40694 Seq. ID 

84295 Strand 

20318 End 

OJ991211_65 . 0317 . C12 . o5 . gp Method 

20024 End 

30467_1.R1084 Score 

20024. .20404, 2064 6 .. 20817, 20908 
'21346. .21423 
f 4539006/emb|CAB39627.1| 6.0e-61 
[Arabidopsis thaliana] 1 



OJ991211_65.0317.C12 

25387 
AAT/GAP 
21423 
1461 • 
..21032, 21169. .21234, 

(AL049481) putative protein 



40694 Seq. ID 

84295 Strand 
20318 End 
OJ991211_65 . 0317 . C12 . o5 . gs Method 
20318 End 
none Score 

20318. .20404, 20646 .. 20817, 20908, 

21346. .21447, 22542 22679, 23147, 

23790. .23923, 25265.. 25387 

40694 Seq. ID 

84295 Strand 
20318 End 
OJ991211_65.0317.C12.o3.np Method 
20339 End 
7487731 Score 

20339. .20404, 20646. .20817, 

21346. .21447, 21548 .. 21600, 

22725. .22768, 22932 .. 23022, 



OJ991211_65.0317.C12 

25387 
GENSCAN 
25387 
.82 



,21032, 
.23173, 



21169. 
23250. 



.21234, 
.23393, 



OJ991211_65.0317.C12 

25387 
AAT/NAP 
24246 
896 



20908. .21032, 21169 .. 21234 , 
21702. .21755, 22538 .. 22640, 
23147. .23368, 24186.. 24246 
hypothetical protein T5L19.160 - Arabidopsis thaliana 
gi|4539006|emb|CAB39627.1| (AL049481) putative protein 
[Arabidopsis thaliana] gi | 7267699 | emb | CAB78126 . 1 | (AL161516) 
putative protein [Arabidopsis thaliana] 



40694 Seq. ID 

84295 Strand 
20318 End 
OJ991211_65 . 0317 . C12 . o3 . ts Method 

20345 . End 
none Score 



OJ991211_65.0317.C12 
25387 

TBLASTX: Soybean 

20952 

140 



20345. .20404, 20643 .. 20822, 20643. 
20902. .20952 



.20813, 20892. .20951, 



40720 




Seq. No. 


40694 




Seq. ID 


OJ991211 


_65.0317 


.C12 


Gene No . 






Strand 








Start 


20318 




End 


" 25387 






Name 


OJ991211 65.0317.C12 


.o3.tc 


Method 


TBLASTX: 


Cress 




Start 


20348 




End 


20792 






GI 


none 




Score 


73 






Exons 


20348. .20404, 20643. 


.20792, 


20646. .20786 






Seq. No. 


40694 




Seq. ID 


OJ991211 


_65.0317 


.C12 


Gene No. 


84295 




Strand 








Start 


20318 




End 


25387 






Name 


uo^yiiii do . uoi / . Liz 


O f- m 

. oz . tm 


Method 


TBLASTX: 


L v ja lze 




Start 


20649 




End 


21237 






GI 


none 




Score 


220 






Exons 


20649. .20819, 20650. 


.20814, 


20651. .20818, 20655 


. .20840, 






20892. .20984, 20892. 


.21035, 


20902. .21033, 21168 


. .21236, 






21169. .21237, 21170. 


.21235 










Seq. No. 


40694 




Seq. ID 


OJ991211 


_65.0317 


.C12 


Gene No. 


84295 




Strand 








Start 


20318 




End 


25387 






Name 


ujyyizii DO . Uji / .LIZ 


. oz . cw 


Method 


TBLASTX: 


1XTH oaf 




Start 


21326 




End 


21744 






GI 


none 




Score 


173 






Exons 


21326. .21481, 21334. 


.21468, 


21529. .21606, 21530 


. .21613, 






21534. .21620, 21545. 


.21613, 


21681. .21731, 21682 


. .21732, 






21685. .21744, 21686. 


.21739 










Seq. No. 


40694 




Seq. ID 


OJ991211 


_65.0317 


.C12 


Gene No. 


84295 




Strand 








Of n >-4- 






End 


25387 






Name 


OJ991211 65.0317.C12 


,o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


21343 




End 


21768 






GI 


none 




Score 


52 






Exons 


21343. .21450, 21344. 


.21457, 


21548. .21601, 21549 


. .21602, 






21703. .21768, 21704. 


.21748 










Seq. No. 


40694 




Seq. ID 


OJ991211 


_65.0317 


.C12 


Gene No. 


84295 




Strand 








Start 


20318 




End 


25387 






Name 


OJ991211_65.0317.C12 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Of -s r*+- 






End 


23380 






GI 


none 




Score 


103 






Exons 


22542. .22643, 22543. 


.22644, 


22543. .22644, 22560 


. .22649, 






22716. .22769, 22717. 


.22770, 


22927. .23022, 22930 


. .23022, 






22931. .23023, 22931. 


.23026, 


23143. .23172, 23146 


. .23175, 






23202. .23372, 23206. 


.23376, 


23249. .23380, 23250 


. .23378 




Seq. No. 


40694 




Seq. ID 


OJ991211 


_65.0317 


.C12 


bene wo • 


P49QC 




Strand 








Start 


20318 




End 


25387 






Name 


OJ991211 65.0317.C12 


.06. gp 


Method 


AAT/GAP 






Start 


22960 




End 


25084 






GI 


701851 . 




Score 


580 






Exons 


22960. .23022, 23146. 


.23173, 


23250. .23393, 24902 


. .25084 




Seq. No. 


40695 




Seq. ID 


OJ991211 


_56.0303 


.C22 



40721 



Gene No. 84296 
Start 6568 

Name OJ991211_56. 0303.C22.ol . ts 

Start 6568 
GI none 

Exons 6568.-6588, 6597.. 6746, 6597. 

6768.. 6959, 6787.. 6987, 6983. 
7603.. 7728, 7964.. 8095, 7977. 
8230.. 8445, 8231.. 8380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Strand 

End 8445 

Method TBLASTX : Soybean 

End 8445 

Score 73 

.6749, 6616. .6747, 6747. .6983, 
.7033, 6987.. 7028, 7601.. 7723, 
.8096, 8200.. 8226, 8201.. 8227, 



Seq. ID OJ991211_56.0303.C22 
Strand 

End 8445 

Method TBLASTX: Maize 

End 7025 

Score 180 

.6750, 6747. .6983, 6749. .7006, 
.7025 

Seq. ID OJ991211_56.0303.C22 
Strand 

End 8445 

Method TBLASTX : Cress 

End 8412 

Score 42 



40695 
84296 
6568 

OJ991211_56.0303.C22.ol.tm 
6591 
none 

6591.. 6749, 6591.. 6749, 6592. 
6751.. 6984, 6983.. 7024, 6987. 

40695 
84296 
6568 

OJ991211_56.0303.C22.ol.tc 
6612 
none 

6612. .6749, 6747. .6983, 6772. .6813, 6847. .6984, 6986. .7033, 
6987. .7028, 7603. .7725, 7604. .7720, 7964. .8098, 7977. .8060, 
8200.. 8226, 8287.. 8412 



Seq. No. 40695 

Gene No. 84296 

Start 6568 

Name OJ991211_56 . 0303 . C22 . ol . tw 

Start 6639 

GI none 

Exons 6639.. 6749, 6642.. 6749, 6643. 

6751.. 6984, 6986.. 7039, 6988. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991211 56.0303.C22 



8445 

TBLASTX: Wheat 
7039 
62 

6750, 6747. .6983, 6749. .6991, 
7038 



Seq. No. 40695 

Gene No. 84296 

Start 6568 

Name 0 J 9 9 1 2 1 1_5 6 . 0 3 0 3 . C 2 2 . o2 . tm 

Start 7601 

GI none 

Exons 7601.. 7723, 7603.. 7731, 
8199.. 8219, 8200.. 8226, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211_56.0303.C22 
8445 

TBLASTX: Maize 

8353 

135 



7603. .7728, 
8230. .8262, 



7964. 
8269. 



,8098, 7964, 
,8352, 8303. 



,8098, 
,8353 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40695 
84296 
6568 

OJ991211_56.0303.C22.o2.tw 

7630 

none 

7630. .7728, 
8200. .8226, 



7631. .7738, 7949. 
8230. .8340 



OJ991211_56.0303.C22 
8445 

TBLASTX: Wheat 

8340 

112 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8086, 7950. .8054, 7961. .8107, 



Seq. No. 



40696 



Seq. ID OJ991211_56.0303.C24 



40722 



Gene No. 84297 Strand + 

Start 1322 End 1597 

Name OJ991211_56 . 0303 .C24 . ol . gp Method AAT/GAP 

Start 1322 End 1597 

GI . 4878407 Score 498 

Exons 1322.. 1597 

GI Descrip. 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40697 Seq. ID 

84298 Strand 
567 End 
OJ991211_56 . 0303 . C2 9 . ol . gp Method 
567 End 
uC-osflcyp033a04bl Score 
567. .948 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ991211_56.0303.C29 
+ 

948 

AAT/GAP 

948 

655 



Seq. No. 40698 Seq. ID 

Gene No. 84299 Strand 

Start 2045 End 

Name OJ991211_56 . 0303 . C30 . ol . gp Method 

Start 2045 End 

GI 101153_1.R1084 Score 

Exons 2045.. 2084, 2532.. 2781 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ991211_56.0303.C30 
+ 

2781 
AAT/GAP 
2781 
377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40698 Seq. ID 

84300 Strand 

3763 End 
OJ991211_56 . 0303 . C30 . ol . tm Method 

528 End 

none Score 

528.-728, 529. .711 



OJ991211_56.0303.C30 
+ 

3849 

TBLASTX: Maize 

728 

203 



40698 Seq. ID 

84300 Strand 
3763 End 
OJ991211_56 . 0303 . C30 . o2 . gp Method 
3763 End 
61605_1.R1084 Score 
3763.. 3849 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ991211_56.0303.C30 
+ 

3849 
AAT/GAP 
3849 
146 



Seq. No. 40699 

Gene No. 84301 

Start 14 

Name OJ991211_56 . 0303 .C31 . o2 . tw 

Start 14 

GI none 

Exons 14.. 268, 118.. 267 

Seq. No. 40699 

Gene No. 84301 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ991211_56.0303.C31 
496 

TBLASTX: Wheat 

268 

269 



OJ991211 56.0303.C31 



40723 




Start 


14 


End 


496 




Name 


OJ991211_56.0303.C31.o2.ts 


Method 


TBLASTX : Soybean 




Start 


14 


End 


292 




GI 


5509260 


Score 


243 




Exons 


14. .292, 118. .195, 235. .267 








GI Descrip. 










Seq. No. 


40699 


Seq. ID 


OJ99l2ll_56 . 0303 


. C31 


Gene No. 


84301 


Strand 






Start 


14 


End 


496 




Name 


OJ991211_56.0303.C31.o2. tm 


Method 


TBLASTX: Maize 




Start 


91 


End 


496 




GI 


none 


Score 


431 




Exons 


91. .474, 92. .475, 98. .496 








Seq. No. 


40699 


Seq. ID 


OJ991211_56. 0303 


-C31 


Gene No. 


84302 


Strand 






Start 


484 


End 


1368 




Name 


OJ991211_56. 0303 .C31. ol . tw 


Method 


TBLASTX : Wheat 




Start 


484 


End 


915 




GI 


none 


Score 


160 




Exons 


484. .657, 486. .650, 655. .915, 


657 . . 899 






Seq. No. 


40699 


Seq. ID 


OJ991211_56. 0303 


.C31 


Gene No. 


84302 


Strand 






Start 


484 


End 


1368 




Name 


OJ991211_56.0303.C31.ol. tm 


Method 


TBLASTX: Maize 




Start 


514 


End 


976 




GI 


none 


Score 


560 




Exons 


514. .972, 514. .633, 525. .833, 


691 . . 972, 


896. . 976 




Seq. No. 


40699 


Seq. ID 


OJ991211_56. 0303 


.C31 


Gene No. 


84302 


Strand 






Start 


484 


End 


1368 




Name 


OJ991211 56.0303.C31.ol.ts 


Method 


TBLASTX : Soybean 




Start 


679 


End 


1275 




GI 


none 


Score 


476 




Exons 


679. .1275, 684. .806, 873. .1202 






Seq. No. 


40699 


Seq. ID 


OJ991211_56. 0303 


.C31 


Gene No. 


84302 


Strand 






Start 


484 


End 


1368 




Name 


OJ991211 56.0303.C31.o3.tw 


Method 


TBLASTX: Wheat 




Start 


919 


End 


1278 




GI 


none 


Score 


95 




Exons 


919. .1086, 1099.. 1278 








Seq. No. 


40699 


Seq. ID 


OJ9 912 11_56. 0303 


.C31 


Gene No. 


84302 


Strand 






Start 


484 


End 


1368 




Name 


OJ991211 56.0303.C31.o3.tm 


Method 


TBLASTX : Mai ze 




Start 


978 


End 


1317 




GI 


none 


Score 


362 




Exons 


978. .1280, 982. .1284, 1285. .1317 






Seq. No. 


40699 


Seq. ID 


OJ991211_56.0303 


.C31 


Gene No. 


84302 


Strand 







40724 






Start 


484 








End 


1368 




Name 


OJ991211 56 


.0303. 


C31.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1075 ~~ 








End 


1368 




GI 


none 








Score 


190 




Exons 


1075. . 1368 














Seq. No. 


40700 








Seq. ID 


OJ991211_56.0303.C33 




Gene No. 


84303 








Strand 






Start 


2013 








End 


3496 




Name 


OJ991211 56 


. 0303. 


C33.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2013 ~ 








End 


2398 




GI 


none 








Score 


470 




Exons 


2013. .2069, 


2015. 


.2398, 


2047. 


.2379, 2336.-2398 




Sea No. 


40700 








Seq. ID 


OJ991211_56.0303.C33 




Gene No. 


84303 








Strand 






Start 


2013 








• End 


3496 




Name 


OJ991211 56 


.0303. 


C33.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2018 








End 


3496 




GI 


none 








Score 


441 




Exons 


2018. .2512, 


2050. 


.2379, 


2456. 


.2557, 2539. .2724, 2540. .2752, 






2747. . 3496, 


2815. 


.3069, 


3133. 


.3375, 3416.. 3487 




Sea No 


40700 








Seq. ID 


OJ991211_56.0303.C33 


h ^? 
<=•- 


Gene No. 


84303 








Strand 






Start 


2013 








End 


3496 


fn 


Name 


OJ991211 56 


.0303. 


C33.ol 


. tc 


Method 


TBLASTX: Cress 


F LJ 


Start 


2027 _ 








End 


3382 


1=1 


GI 


none 








Score 


86 


iy 


Exons 


2027 . .2149, 


2056. 


.2214, 


2213. 


.2416, 2471.. 2551, 2669.-2734, 






2842. .3069, 


2849. 


.3226, 


3260. 


.3382 




fy 


Seq. No. 


40700 








Seq. ID 


OJ991211_56.0303.C33 




Gene No. 


84303 








Strand 




=:=? 


Start 


2013 








End 


3496 


'•^ 


Name 


OJ991211 56 


.0303. 


C33.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2033 ~~ 








End 


2350 


. 


GI 


none 








Score 


190 


E. ,_i 


Exons 


2033. .2350, 


^ 2050. 


.2256 










Seq. No. 


40700 








Seq. ID 


OJ991211_56.0303.C33 




Gene No. 


84303 








Strand 






Start 


2013 








End 


3496 




Name 


OJ991211 56 


.0303. 


C33.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


2441 ~~ 








End 


2707 




GI 


none 








Score 


88 




Exons 


2441. .2524, 


2443. 


.2514, 


2465. 


.2518, 2530.. 2706, 2540.. 2707 




Seq. No. 


40700 








Seq. ID 


OJ991211_56.0303.C33 




Gene No. 


84303 








Strand 






Start 


2013 








End 


3496 




Name 


OJ991211 56 


.0303. 


C33.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2711 








End 


3490 




GI 


none 








Score 


835 




Exons 


2711. .3490, 


2821. 


.3375 










Seq. No. 


40700 








Seq. ID 


OJ991211_56.0303.C33 



40725 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



84303 Strand 
2013 End 
OJ991211_56 . 0303 . C33 . ol . tw Method 
2822 End 
none Score 
2822. .3175, 2851.. 2940, 3028.. 3174 



3496 

TBLASTX: Wheat 

3175 

264 



40700 
84303 
2013 

OJ991211_56 . 0303 . C33 . o2 . tw 

3200 

none 

3200.. 3361, 3203.. 3478 



Seq. ID OJ991211_56.0303.C33 
Strand 

End 3496 

Method TBLASTX : Wheat 

End 3478 

Score 229 



Seq. ID OJ991211_56.0303.C37 
Strand + 

1733 
AAT/GAP 
1733 
854 



40701 
84304 
1262 

OJ991211_56 . 0303 . C37 . ol . gp 
1262 

42057_1.R1084 
1262. .1733 

•6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40702 
84305 
28 

OJ991211_43.0309.C8.ol.tc 
28 

none 

28. .126, 214. .309, 400. .633. 

40702 
84305 
28 

OJ991211_43 . 0309 . C8 . ol. tm 
28 

none 

28. .126, 40. .90, 165. .314, 193. .309, 409. .633 



Seq. ID OJ991211_43.0309.C8 
Strand 

End 686 

Method TBLASTX : Cress 

End 633 

Score 88 



Seq. ID OJ991211_43.0309.C8 
Strand 

End 686 

Method TBLASTX : Mai ze 

End 633 

Score 89 



40702 
84305 
28 

OJ991211 43.0309.C8.ol.ts 



Seq. ID OJ991211_43.0309.C8 
Strand 

End 686 

_ Method TBLASTX: Soybean 

28 End 686 

none Score 96 

28. .129, 165. .305, 181. .309, 382. .615, 439. .570, 622. .669, 
630. .686 



Seq. No. 40702 

Gene No. 84305 

Start 28 

Name OJ991211_43 . 0309 . C8 . ol . tw 

Start 435 

GI none 
Exons 



Seq. ID OJ991211_43.0309.C8 
Strand 

End 686 

Method TBLASTX : Wheat 

End 686 

Score 169 



435. .542, 436. .627, 439. .570, 613. .669, 618. .686 



40726 




Seq. No. 


40703 




Seq. ID 


ojyyizii 4J.ujuy.cy 


Gene No. 


84306 




Strand 


+ 


Start 


4569 




End 


5264 


Name 


OJ991211 43.0309.C9.ol. 


gp 


Method 


AAT/GAP 


Start 


4569 




End 


5264 


GI 


3548940 




Score 


928 


Exons 


4569. .5264 






- 


Seq. No. 


40704 




Seq. ID 


OJ991211_43.0309.C11 


Gene No. 


84307 




Strand 




Start 


2344 




End 


2571 


Name 


OJ991211 43.0309.Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


2344 




End 


2571 


GI 


25600 2.R1084 




Score 


378 


Exons 


2344. .2571 








GI Descrip. 


, 3402282/emb|CAA0444 9| 


8.0e- 


12 (AJ000997) proline-rich protein 




[Solanum tuberosum] 1 








Seq. No. 


40705 




Seq. ID 


OJ991211_43.0309.C18 


Gene No. 


84308 




Strand 




Start 


4403 




End 


4827 


Name 


OJ991211 43.0309.C18.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4243 




End 


4823 


GI ■ 


none 




Score 


36 


Exons 


4243. .4287, 4310. .4336, 


4349 


..4453, 4360. .4452, 4468. .4575, 




4469. .4576, 4683. .4823, 


4683 


. . 4745 





Seq. No. 


40705 


Seq. ID 


OJ991211_4 3.0309.C18 


Gene No. 


84308 


Strand 




Start 


4403 


End 


4827 


Name 


OJ991211 43.0309.C18.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4348 


End 


4745 


GI 


none 


Score 


90 


Exons 


4348. .4452, 4352. .4453, 4468. 


.4569, 4469. .4567, 4683.-4745 


Seq. No. 


40705 


Seq. ID 


OJ991211_43.0309.C18 


Gene No. 


84308 


Strand 




Start 


4403 


End 


4827 


Name 


OJ991211 43.0309.C18.ol.gp 


Method 


AAT/GAP 


Start 


4403 


End 


4827 


GI 


2431531 


Score 


435 


Exons 


4403.. 4574, 4685.-4827 






Seq. No. 


40706 


Seq. ID 


OJ991211_43.0309.C22 


Gene No. 


84309 


Strand 


+ 


Start 


1988 


End 


2154 


Name 


OJ991211 43.0309.C22.ol.gp 


Method 


AAT/GAP 


Start 


1988 


End 


2154 


GI 


6756 1.R1084 


Score 


240 


Exons 


1988. .2154 






GI Descrip. 


•1351357/sp|P48502|UCR6 SOLTU 


2.0e-24 


UBIQUINOL-CYTOCHROME C 


REDUCTASE COMPLEX 14 KD PROTEIN (CR14) 


>gi 633681 emb CAA558 




(X79276) ubiquinol — cytochrome c reductase [Solanum tuberosui 


Seq. No. 


40706 


Seq. ID 


OJ991211_4 3.0309.C22 


Gene No. 


84310 


Strand 


+ 



40727 



Start 4539 

Name OJ9912 11_4 3 . 0309 . C22 . o2 . gp 

Start 4539 

GI 2431531 

Exons 4539.. 4688, 4792.. 4963 

Seq. No. 40706 

Gene No. 84310 

Start 4539 

Name OJ991211_43 . 0309 .C22 . ol . tm 

Start 4577 

GI none 
Exons 



End 

Method 

End 

Score 



5123 
AAT/GAP 
4963 
412 



Seq. ID OJ991211_43.0309.C22 

Strand + 

End 5123 

Method TBLASTX : Maize 

End 5123 

Score 71 



4577. .4690, 4628. .4702, 4790. .4897, 4791. .4898, 4913. .5005, 
4914. .5006, 5079. .5123 



Seq. No. 40706 

Gene No. 84310 

Start 4539 

Name OJ9912 11_4 3 . 0309 . C22 . ol . tw 

Start 4601 

GI none 
Exons 



Seq. ID OJ991211_43.0309.C22 

Strand + 

End 5123 

Method TBLASTX : Wheat 

End 5015 

Score 85 



4601. .4690, 4628. .4690, 4797. .4898, 4799. .4897, 4913. .5014, 
4914. .5015 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



40707 
84311 
1 

OJ991211_43.0309.C24.ol.gp 
1 

uC-osroM202022d09bl 
1. .367 

' 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. ID OJ991211_43.0309.C24 
Strand 

End 367 

Method AAT/GAP 

End 367 

Score 722 



40708 
84312 
1 

OJ991211_43.0309.C27.ol.gp 
1 

25600_5.R1084 
1. .54 

' 4176420/dbj | BAA37167 | 2-0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. ID OJ991211_43.0309.C27 

Strand + 

End 54 

Method AAT/GAP 

End 54 

Score 108 



Seq. ID OJ991211_33.0308.C8 

Strand + 

End 722 

Method AAT/NAP 

End 722 

Score 151 



40709 
84313 
1 

OJ991211_33.0308.C8.ol.np 
1 

4249662 
1..106, 193. .307, 697. .722 

(AF089810) Altered Response to Gravity [Arabidopsis thaliana] 
gi|6714354|gb|AAF26045.1|AC015986_8 (AC015986) ARG1 protein 
(Altered Response to Gravity) [Arabidopsis thaliana] 



40709 
84313 



Seq. ID OJ991211_33.0308.C8 
Strand + 



40728 




Start 


1 


End 


722 


Name 


OJ991211 33.0308.C8.ol. tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


300 


GI 


none 


Score 


158 


Exons 


1..108, 2. .109, 189. .296, 190 


. .300 




Seq. No. 


40709 


Seq. ID 


OJ991211_33.0308.C8 


Gene No. 


84313 


Strand 


+ 


Start * 


1 


End 


722 


Name 


OJ991211 33.0308.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


314 


GI 


none 


Score 


109 


Exons 


1..108, 2. .109, 184. .297, 186 


..314, 187. .300 


Seq. No. 


40710 


Seq. ID 


OJ991211_33.0308.C17 


Gene No. 


84314 


Strand 




Start 


1 


End 


314 


Name 


OJ991211 33.0308.C17.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


314 


GI 


7303287 


Score 


180 


Exons 


1. .314 






GI Descrip. 


(AE003817) CG6197 gene product [Drosophila melanogaster] 


Seq. No. 


40711 


Seq. ID 


OJ991211_33.0308.C22 


Gene No. 


84315 


Strand 




Start 


486 


End 


557 


Name 


OJ991211 33.0308.C22.ol.gs 


Method 


GEN SCAN 


Start 


486 


End 


557 


GI 


none 


Score 


.6 


Exons 


486.-557 






Seq. No. 


40712 


Seq. ID 


OJ991211_33.0308.C24 


Gene No. 


84316 


Strand 


+ 


Start 


4399 


End 


9214 


Name 


OJ991211 33.0308.C24.o2.gs 


Method 


GENSCAN 


Start 


4399 


End 


9214 


GI 


none 


Score 


. 68 


Exons 


4399.. 4531, 7711. .8006, 8153. 


.9214 




Seq. No. 


40712 


Seq. ID 


OJ991211_33.0308.C24 


Gene No . 


84316 


Strand 


+ 


Start 


4399 


End 


9214 


Name 


OJ991211 33.0308.C24.ol.gp 


Method 


AAT/GAP 


Start 


4656 


End 


5118 


GI 


LIB3432-059-P1-K1-D8 


Score 


694 


Exons 


4656. .5118 






GI Descrip. 


, 5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 




Seq. No. 


40712 


Seq. ID 


OJ991211_33.0308.C24 


Gene No. 


84317 


Strand 


+ 


Start 


15983 


End 


16327 


Name 


OJ991211 33.0308.C24.o4.gs 


Method 


GENSCAN 


Start 


15983 


End 


16327 


GI 


none 


Score 


.68 


Exons 


15983. .16327 







40729 



Seq. No. 40712 Seq. ID OJ991211_33 . 0308 . C24 

Gene No. 84318 Strand + 

Start 19641 End 21957 

Name OJ991211_33. 0308 .C24 .o3.np Method AAT/NAP 

Start 19641 End 21957 

GI 4151321 Score 240 

Exons 19641. .20129, 21898.. 21957 

GI Descrip. (AF089085) putative auxin efflux carrier protein; AtPINl 
[Arabidopsis thaliana] 





Seq. No. 


40712 




Seq. ID 


OJ991211 


_33.0308 


.C24 




Gene No. 


84318 




Strand 


+ 








Start 


19641 




End 


21957 








Name 


OJ991211 33.0308.C24 


. o5 . gs 


Method 


GENSCAN 








Start 


19641 




End 


20886 








GI 


none 




Score 


.48 








Exons 


19641. .20410, 20757. 


.20886 












Seq. No. 


40712 




Seq. ID 


OJ991211 


_33.0308 


.C24 




Gene No. 


84319 




Strand 


+ 








Start 


30754 




End 


31715 








Name 


OJ991211 33.0308.C24 


.o9.gs 


Method 


GENSCAN 








Start 


30754 




End 


31715 








GI 


none 




Score 


.97 








Exons 


30754. .30779, 31517. 


.31715 












Seq. No. 


40712 




Seq. ID 


OJ991211 


_33.0308 


.C24 




Gene No. 


84320 




Strand 


+ 








Start 


38555 




End 


39981 








Name 


OJ991211 33.0308.C24 


. oil . gs 


Method 


GENSCAN 








Start 


38555 




End 


39981 








GI 


none 




Score 


.57 








Exons 


38555. .38691, 39300. 


.39402, 


39480. .39726, 39761 


. .39981 





Seq. No. 40712 
Gene No. 84321 
Start 44679 

Name OJ991211_33. 0308 -C24 .ol3.gs 

Start 44679 
GI none 

Exons 44679. .44791, 4 4985 .. 45583, 

47113. .47243, 47595 48200, 
51260. .51387, 51695.. 51876 



Seq. ID OJ991211_33.0308.C24 

Strand + 

End 51876 

Method GENSCAN 

End 51876 

Score .55 
46215. .46332, 4 6399.-4 6933, 
48779. .48923, 50880 .. 51187 , 



OJ991211_33.0308.C24 
+ 

51876 
AAT/NAP 
47496 
1720 



Seq. No. 40712 Seq. ID 

Gene No. 84321 Strand 

Start 44679 End 

Name OJ991211_33 . 0308 . C24 . 08 . np Method 

Start 45296 End 

GI . 7248394 Score 

Exons 45296. .46178, 46446.-47496 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38 985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



40730 



Seq. No. 40712 Seq. ID 

Gene No. 84322 Strand 

Start 52094 End 

Name OJ991211_33 . 0308 . C24 . ol4 . gs Method 

Start 52094 End 

GI none Score 
Exons 



OJ991211_33.0308.C24 
+ 

58814 
GENSCAN 
58814 
.46 



52094. .52705, 52802 52983, 53222, 
54352. .58496, 58691. .58814 



,53323, 53914. .54043, 



Seq. No. 40712 Seq. ID 

Gene No. 84322 Strand 

Start 52094 End 

Name OJ991211_33 . 0308 . C24 . o9 . np Method 

Start 54592 End 

GI 6539553 Score 

Exons 54592. .58497 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ991211_33.0308;.C24 
+ 

58814 
AAT/NAP 
58497 
6778 



Seq. No. 


40712 


Seq. ID 


OJ991211 


_33.0308 


-C24 


Gene No. 


84323 


Strand 








Start 


9683 


End 


16281 






Name 


OJ991211 33.0308.C24.ol.np 


Method 


AAT/NAP 






Start 


9683 


End 


11100 






GI 


6815053 


Score 


212 






Exons 


9683.-9845, 10212 .. 10443, 10953.. 11100 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


40712 


Seq. ID 


OJ991211 


_33.0308 


.C24 


Gene No. 


84323 


Strand 








Start 


9683 


End 


16281 






Name 


OJ991211 33.0308.C24.o3.gs 


Method 


GENSCAN 






Start 


10155 


End 


14039 






GI 


none 


Score 


.45 






Exons 


10155. .10286, 10571. .10660, 


10962. .11123, 11328 


. .11467, 






11556. .11613, 11685. .11801, 


11874. .12284, 12872 


. .12924, 






13907. .14039 










Seq. No. 


40712 


Seq. ID 


OJ991211 


_33.0308 


.C24 


Gene No. 


84323 


Strand 








Start 


9683 


End 


16281 






Name 


OJ991211 33.0308.C24.o2.np 


Method 


AAT/NAP 






Start 


10494 


End 


16281 






GI 


5917664 


Score 


173 






Exons 


10494. .10552, 12282 .. 12523, 


13863. .14177, 15949 


. .16281 




GI Descrip. 


(AF159296) extensin-like protein [Lycopersicon 


esculentum] 


Seq. No. 


40712 


Seq. ID 


OJ991211 


_33.0308 


.C24 


Gene No. 


84324 


Strand 








Start 


22516 


End 


23063 






Name 


OJ991211 33.0308.C24.o6.gs 


Method 


GENSCAN 






Start 


22516 


End 


23063 






GI 


none 


Score 


.88 






Exons 


22516. .22693, 23041.. 23063 











40731 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



40712 Seq. ID 

84325 Strand 

23372 End 

OJ991211_33 . 0308 . C24 . o5 . np Method 

23372 End 

3786005 Score 



OJ991211_33.0308.C24 

29834 
AAT/NAP 
27249 
127 



23372..2346S, 25511 .. 25558, 25636.-25769, 27208.. 27249 
(AC0054 99) putative phospholipid cytidylyltransf erase 
[Arabidopsis thaliana] 



40712 Seq. ID 

84325 Strand 
23372 End 
OJ991211_33 . 0308 -C24.o8.gs Method 
24 952 End 
none Score 

24952. .25061, 25592 .. 25714 , 26562 

28856.-28896, 29115 .. 29282, 29351 



OJ991211 33.0308.C24 



29834 
GENSCAN 
29834 
.55 

26677, 28453.-28524, 
29739, 29777.-29834 



OJ991211 33.0308.C24 



40712 Seq. ID 

84325 Strand 
23372 End 29834 

OJ991211_33.0308.C24.o6.np Method AAT/NAP 
29310 End 29733 

7484803 Score 186 

29310. . 29733 

amidase homolog T11I11.120 
gi I 5123705 | emb| CAB4544 9.il 

[Arabidopsis thaliana] gi I 7270439 1 emb | CAB80205 . 1 1 
amidase-like protein [Arabidopsis thaliana] 



- Arabidopsis thaliana 
(AL079347) amidase-like protein 

(AL161586) 



40712 
84326 
40975 

OJ991211_33.0308.C24.o2.tc 

19638 

none 

19638. .19733, 19722 .. 19769, 
19949. .20092, 20334 .. 20405, 
22158. .22241, 23782 .. 23877 , 
23974. .24045, 24099 .. 24263, 
24660. .24749, 24925.. 25041 

40712 
84326 
40975 

OJ991211_33.0308.C24.o5.ts 

22509 

none 

22509. .22682, 22516 .. 22710, 
25511. .25564, 25514 .. 25537 , 
25635. .25748, 25635 .. 25751 , 

40712 
84326 
40975 

OJ991211 33.0308.C24.o9.tm 



Seq- ID OJ991211_33.0308.C24 
Strand 

End 43699 

Method TBLASTX : Cress 

End 25041 

Score 70 
19773. .19874, 19947 .. 20126, 
20510. .20599, 20747 .. 20914 , 
23865. .24041, 23866.-23925, 
24100. .24276, 24484 .. 24555, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211_33.0308.C24 
43699 

TBLASTX : Soybean 

25752 

207 



22520. .22687, 22525 .. 22695, 
25516. .25566, 25631 .. 25747, 
25639. -25752 



Seq. ID 

Strand 

End 

Method 



OJ991211_33.0308.C24 
43699 

TBLASTX: Maize 



40732 





Start 


22509 




End 


25752 






GI 


none 




Score 


210 






Exons 


22509. .22682, 22516. 


.22743, 


22520. .22690, 22525 .. 22719, 








25511. .25564, 25516. 


.25566, 


25631. .25747, 25635 .. 25748, 








25635. .25751, 25639. 


.25752 










Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 




Gene No. 


84326 




Strand 


- 






Start 


40975 




End 


43699 






Name 


OJ991211 33.0308.C24 


. o3 . tc 


Method 


TBLASTX: Cress 






Start 


37876 




End 


38184 






GI 


none 




Score 


200 






Exons 


37876. .38184, 38010. 


.38093 










Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 




Gene No. 


84326 




Strand 








Start 


40975 




End 


43699 






Name 


OJ991211 33.0308.C24 


,o5. tm 


Method 


TBLASTX: Maize 






Start 


37921 




End 


38454 






GI 


none 




Score 


332 






Exons 


37921. .38139, 37924. 


.38196, 


37926. .38195, 38304 .. 384 14 , 








38332. .38454 












Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


£. & i 


Gene No. 


84326 




Strand 








Start 


40975 




End 


43699 




f: ==: 

T! : " 


Name 


OJ991211 33.0308.C24 


.o7.ts 


Method 


TBLASTX: Soybean 




a : : 

= !__! 


Start 


37924 




End 


38184 






GI 


none 




Score 


227 






Exons 


37924. .38184, 37968. 


.38180 








y 


Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 




Gene No. 


84326 




Strand 








Start 


40975 




End 


43699 




~ 


. Name 


OJ991211 33.0308.C24 


.o9. tw 


Method 


TBLASTX: Wheat 






Start 


38331 




End 


38693 






GI 


none 




Score 


170 






Exons 


38331. .38417, 38332. 


.38625,. 


:38634. .38693 




f 1 


Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 




Gene No. 


84326 




Strand 








Start 


40975 




End 


43699 






Name 


OJ991211 33.0308.C24 


. ol2 .gs 


Method 


GEN SCAN 






Start 


40975 




End 


43699 






GI 


none 




Score 


.65 






Exons 


40975. .41073, 41160. 


.41492, 


41510. .41629, 41732. .41915, 








42010. .42221, 42806. 


.43076, 


43126. .43272, 43504 .. 43585, 








43597. .43699 












Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 




Gene No. 


84327 




Strand 








Start 


46148 




End 


47168 






Name 


OJ991211 33.0308.C24 


.oll.ts 


Method 


TBLASTX : Soybean 






Start 


46148 




End 


46513 






GI 


none 




Score 


119 






Exons 


46148. .46384, 46382. 


.46513 









40733 




Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


Gene No. 


84327 




Strand 






Start 


A £ 1 A O 

4 614 o 




End 


47168 




Name 


OJ991211 33.0308.C24 


. o3. tw 


Method 


TBLASTX: Wheat' 




Start 


46310 




End 


46714 




GI 


none 




Score 


71 




Exons 


46310. .46366, 46315. 


.46356, 


46361. .46714, 46369 .. 4 6647, 






46380. .46700, 46382. 


.46714 








Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


..C24 


Gene No. 






Strand 






Start 


46148 




End 


47168 




Name 


OJ991211 33.0308.C24 


.08. tm 


Method 


TBLASTX: Maize 




Start 


46364 




End 


46582 




GI 


none 




Score 


284 




Exons 


46364. .46582, 46364. 


.46540, 


46369. .46581 




Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


..C24 


Gene No . 


q a "ion 

OH / 




Strand 






Start 


46148 




End 


47168 




Name 


OJ991211 33.0308.C24 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


46583 




End 


47041 




GI 


none 




Score 


539 




Exons 


46583. .47041, 46585. 


.46647, 


46589. .47041 




Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


Gene No. 


O A O O *7 

a 4 51 1 




Strand 






Start 


46148 




End 


47168 




Name 


OJ991211 33.0308.C24 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


46715 




End 


47049 




GI 


none 




Score 


198 




Exons 


46715. .47035, 46732. 


.47049 








Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


Gene No . 


84327 




Strand 






Start 


46148 




End 


47168 




Name 


OJ991211 33.0308.C24.o9.ts 


Method 


TBLASTX: Soybean 




Start 


46730. 




End 


47168 




GI 


none 




Score 


220 




Exons 


46730. .47011, 46768. 


.46992, 


47055. .47168 




Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


Gene No. 


84328 




Strand 






Start 


47350 




End 


47762 




Name 


OJ991211 33.0308.C24 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


47350 




End 


47762 




GI 


none 




Score 


130 




Exons 


47350. .47487, 47352. 


.47483, 


47508. .47762, 47509. .47760 




Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


Gene No. 


84329 




Strand 






Start 


48214 




End 


57081 




Name 


OJ991211 33.0308.C24 


.ol2.ts 


Method 


TBLASTX: Soybean 




Start 


48214 




End 


48613 




GI 


none 




Score 


57 




Exons 


48214. .48342, 48326. 


.48613 









40734 






Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 




Gene No . 


84329 




Strand 








Start 


48214 




End 


57081 






Name 


OJ991211 33.0308.C24 


.08. tw 


Method 


TBLASTX: Wheat 






Start 


48371 




End 


48784 






GI 


none 




Score 


195 






Exons 


48371. .48784, 48394. 


.48615, 


48692.-48784 






Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


-C24 




Gene No . 


84329 




Strand 








Start 


48214 




End 


57081 






Name 


OJ991211 33.0308.C24 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


48521 




End 


56490 






GI 


none 




Score 


80 






Exons 


48521. .48691, 56056. 


.56490, 


56265. .56417 






Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 




Gene No. 


84329 




Strand 








Start 


48214 




End 


57081 






Name 


OJ991211_33. 0308 .C24 


.olO.tw 


Method 


TBLASTX: Wheat 






Start 


48792 




End 


49169 






GI 


none 




Score 


182 






Exons 


48792. .49169, 48962. 


.49135 








? -3 


Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 




Gene No . 


84329 




Strand 






r n 


Start 


48214 




End 


57081 




? i 3 


Name 


OJ991211 33.0308.C24.o8.ts 


Method 


TBLASTX: Soybean 






Start 


48945 




End 


49190 




=: ~5 


GI 


none 




Score 


221 






Exons 


48945. .49190, 48945. 


.49079, 


48956. .49186 




^3 


Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


i is? 


Gene No . 


84329 




Strand 









Start 


48214 




End 


57081 






Name 


OJ991211 33.0308.C24 


. o5.tw 


Method 


TBLASTX: Wheat 




u_ r 


Start 


54586 




End 


54972 




!.£ 


GI 


none 




Score 


354 






Exons 


54586. .54972, 54597. 


.54971 








£3 


Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


-C24 




Gene No. 


84329 




Strand 








Start 


48214 




End 


57081 






Name 


OJ991211 33.0308.C24 


. o3.tm 


Method 


TBLASTX: Maize 






Start 


54721 




End 


55034 






GI 


none 




Score 


366 






Exons 


54721. .55032, 54729. 


.55034 










Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 




Gene No . 


84329 




Strand 








Start 


48214 




End 


57081 






Name 


OJ991211 33.0308.C24 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


55533 




End 


55855 






GI 


none 




Score 


268 






Exons 


55533. .55787, 55540. 


.55854, 


55560. .55853, 55688.. 55855 






Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 



40735 




Gene No. 


84329 




Strand 






Start 


48214 




End 


57081 




Name 


OJ991211 33.0308.C24 


.olO.ts 


Method 


TBLASTX : Soybean 




Start 


55882 




End 


56268 




GI 


none 




Score 


88 




Exons 


55.882. .56037, 56020. 


.56268 








Seq. No. . 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


Gene No. 


84329 




Strand 






Start 


48214 




End. 


57081 




Name 


OJ991211 33.0308.C24 


. 06. tw 


Method 


TBLASTX: Wheat 




Start 


56133 




End 


56325 




GI 


none 




Score 


131 




Exons 


56133. .56324, 56134. 


.56325, 


56134. .56325 




Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


Gene No. 


84329 




Strand 






Start 


48214 




End 


57081 




Name 


OJ991211 33.0308.C24 


.o3.ts 


Method 


TBLASTX: Soybean 




Start 


56278 




End 


56676 




GI 


none 




Score 


196 




Exons 


56278. .56502, 56286. 


.56456, 


56503. .56676, 56511. .56549 




Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


Gene No. 


84329 




Strand 






Start 


48214 




End 


57081 




Name 


OJ991211 33.0308.C24 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


56326 




End 


57081. 




GI 


none 




Score 


626 




Exons 


56326. .56790, 56333. 


.56782, 


56334. .56813, 56834 .. 57064 , 






56842. .57081, 56864. 


.57061, 


56922. .57080 




Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


Gene No. 


84330 . 




Strand 






Start 


57001 




End 


58361 




Name 


OJ991211 33.0308.C24 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


57001 




End 


57465 




GI 


5509260 




Score 


383 




Exons 


57001. .57465, 57102. 


.57170, 


57219. .57314, 57387. .57446 




GI Descrip. 












Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


Gene No. 


84330 




Strand 






Start 


57001 




End 


58361 




Name 


OJ991211 33.0308.C24 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


57094 




End 


57354 




GI 


none 




Score 


286 




Exons 


57094. .57354 










Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


Gene No. 


84330 




Strand 






Start 


57001 




End 


58361 




Name 


OJ991211 33.0308.C24 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


57135 




End 


57600 




GI 


none 




Score 


361 




Exons 


57135. .57317, 57136. 


.57600, 


57387. .57497 





40736 




Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


Gene No. 


84330 




Strand 






Start 


57001 




End 


58361 




Name 


OJ991211 33.0308.C24 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


57136 




End 


57681 




GI 


none 




Score 


319 




Exons 


57136. .57480, 57283. 


.57456, 


57475. .57681, 57549.. 57671 




Seq. No. 


40712 




Seq. ID 




.C24 


Gene No. 


84330 




Strand 






Start 


57001 




End 


58361 




Name 


OJ991211 33.0308.C24 


.o2.ts 


Method 


1 dLi/io 1 a : 0 oyoe an 




Start 


57534 




r-i _ _i 
End 


D 10 /y 




GI 


none 




Score 


J14 




Exons 


57534. .57734, 57535. 


.57879 








Seq. No. 


40712 




Seq. ID 


OjyyiZll 


.C24 


Gene No. 


84330 




Strand 






Start 


57001 




End 


58361 




Name 


OJ991211 33.0308.C24 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


57690 




End 


58029 




GI 


none 




Score 


318 




Exons 


57690. .58028, 57691. 


.58029 








Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


Gene No. 


84330 




Strand 






Start 


57001 




End 


58361 




Name 


OJ991211 33.0308.C24 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


57885 




End 


58361 




GI 


none 




Score 


101 




Exons 


57885. .57956, 57886. 


.57960, 


57974. .58282, 57975 58361, 






57976. .58323 










Seq. No. 


40712 




Seq. ID 


OJ991211_33.0308 


.C24 


Gene No. 


84330 




Strand 






Start 


57001 




End 


58361 




Name 


OJ991211 33.0308.C24 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


57892 




End 


58233 




GI 


none 




Score 


91 




Exons 


57892. .58005, 57918. 


.57998, 


58024. .58233, 58029.. 58154 




Seq. No. 


40713 




Seq. ID 


OJ991211_33.0308 


.C25 


Gene No. 


84331 




Strand 


+ 




Start 


3461 




End 


8839 




Name 


OJ991211 33.0308.C25 


.ol .np 


Method 


AAT/NAP 




Start 


3461 




End 


8839 




GI 


5042463 




Score 


156 




Exons 


3461.. 3498, 5259.. 5461, 6164.. 6310, 6355.. 6469, 8793.. 8839 


GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




Seq. No. 


40713 




Seq. ID 


OJ991211_33.0308 


-C25 


Gene No. 


84332 




Strand 


+ 




Start 


21166 




End 


21615 




Name 


OJ991211 33.0308.C25 


,o4.gs 


Method 


GENSCAN 




Start 


21166 




End 


21615 




GI 


none 




Score 


.96 




Exons 


21166. .21615 











40737 



Seq. No. 


40713 


Seq. ID 


OJ991211_ 


33.0308 


.C25 


Gene No. 


84333 


Strand 


+ 






Start 


24663 


End 


27267 






Name 


OJ991211 33.0308.C25.o5.gs 


Method 


GENSCAN 






Start 


24663 ~ 


End 


27267 






GI 


none 


Score 


. 7 






Exons 


24663. .25925, 26011. .27267 










Seq. No. 


40713 


Seq. ID 


OJ991211_ 


33.0308 


.C25 


Gene No. 


84333 


Strand 


+ 






Start 


24663 


End 


27267 






Name 


OJ991211 33.0308.C25.o4.np 


Method 


AAT/NAP 






Start 


24701 


End 


27255 






GI 


4558666 


Score 


1482 






Exons 


24701. .25925, 26011 .. 2.7255 










GI Descrip. 


(AC007063) putative Na/H antiporter [Arabidopsis 


thaliana] 


Seq. No. 


40713 


Seq. ID 


OJ991211_ 


33.0308 


.C25 


Gene No. 


84334 


Strand 


+ 






Start 


35524 


End 


37722 






Name 


OJ991211 33.0308.C25.o5.np 


Method 


AAT/NAP 






Start 


35524 


End 


37722 






GI 


6498423 


Score 


277 






Exons 


35524. .35770, 35888 .. 36225, 


37631.. 37722 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


40713 


Seq. ID 


OJ991211_ 


33.0308 


.C25 


Gene No . 


84335 


Strand 








Start 


4366 


End 


15686 






Name 


OJ991211 33.0308.C25.o2.gs 


Method 


GENSCAN' 






Start 


4366 


End 


15686 






GI 


none 


Score 


.7 






Exons 


4366. .4515, 4604. .4803, 7745 


..7802, 8128. .8255, 


10552. . 


10670, 




10805. .10893, 11262. .11355, 


11782. .11978, 12026. 


.12146, 






12335. .12402, 12591 .. 12662 , 


13258. .13388, 13786. 


.14021, 






15352.. 15686 










Seq. No. 


40713 


Seq. ID * 


OJ991211_ 


33.0308 


.C25 


Gene No. 


84335 


Strand 








Start 


4366 


End 


15686 






Name 


OJ991211 33.0308.C25.ol.gp 


Method 


AAT/GAP 






Start 


10440 


End 


12089 






GI 


13238 1.R1084 


Score 


1202 






Exons 


10440. .10872, 11262. .11384, 


11466. .11531, 12026. 


.12089 





GI Descrip. '3786005 6.0e-42 (AC0054 99) putative phosphoethanolamine 
cytidylyltransf erase [Arabidopsis thaliana] 1 



Seq. No. 40713 Seq. ID 

Gene No. 84335 Strand 

Start 4366 End 15686 

Name OJ991211_33. 0308 ,C25.o2 .np Method AAT/NAP 

Start 10804 End 15674 

GI 3786005 Score 1403 

Exons 10804. .10872, 11262 .. 11384 , 114 66 .. 11531 , 12026 

12335. .12402, 12591 .. 12662 , 13193 .. 13374 , 13786 

15352. .15674 



OJ991211 33.0308.C25 



12146, 
,14021, 



40738 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC005499) putative phospholipid cytidylyltransf erase 
[Arabidopsis thaliana] 



40713 Seq. ID 

84335 Strand 

4366 End 

OJ991211_33 . 0308 . C25 . o2 . gp Method 

12325 End 

LIB3432-052-P1-K1-C8 Score 



OJ991211_33.0308.C25 

15686 
AAT/GAP 
13900 
771 



12325. .12402, 12591 .. 12662, 13193 .. 13374 , 13786.. 13900 
1 3786005 1.0e^60 (AC005499) putative phosphoethanolamine 
cytidylyltransferase [Arabidopsis thaliana] 1 



40713 
84336 
17313 

OJ991211_33.0308.C25.o3.gs 

17313 

none 

17313. .17483, 17645 17759, 
18755. .18854, 19978 20008 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18035. .18126, 
20214. .20269 



OJ991211 33.0308.C25 



20269 
GENSCAN 
20269 
.98 

18233. 



18318, 



Seq. No. 40713 Seq. ID OJ991211_33 . 0308 . C25 

Gene No. 84336 Strand 

Start 17313 End 20269 

Name OJ991211_33 . 0308 .C25 . o3.np Method AAT/NAP 

Start 17316 End 19963 

GI 3687235 Score 434 

Exons 17316. .17483, 17645 .. 17759, 18035 18126, 18233 .. 18318, 

18755. .18854, 19874.. 19963 
GI. Descrip. (AC005169) copia-like retroelement pol polyprotein [Arabidopsis 

thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40713 
84337 
28054 

OJ991211_33.0308.C25.o6.gs 

28054 

none 

28054. .28600, 28712.. 28812 



40713 
84338 
35674 
OJ99121 
10801 
none 
10801. . 
11470. . 
12020. . 
12337. . 
12592. . 
13325. . 
13786. . 
15585. . 



1 33.0308.C25.ol.ts 



10875, 
11532, 
12148, 
12402, 
12669, 
13393, 
14016, 
15662, 



11262. 
11472. 
12027. 
12588. 
13188. 
13775. 
15351. 
15586. 



.11387, 
,11531, 
.12149, 
.12665, 
.13325, 
.13891, 
.15506, 
,15642, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211_33.0308.C25 

28812 
GENSCAN 
28812 ■ 
.52 



Seq. ID OJ991211_33.0308.C25 
Strand 

End 36262 

Method TBLASTX : Soybean 

End 15828 

Score 171 
11263. .11385, 11466. .11531, 
12011. .12124, 12014. .12148, 
12325. .12396, 12335 .. 12403, 
12590. .12670, 12591 .. 12665, 
13193. .13342, 13194 .. 13340, 
13784. .14023, 13785 .. 14015 , 
15352. .15492, 15378 .. 15506, 
15591. .15668, 15790.. 15828 



Seq. No. 



40713 



Seq. ID OJ991211_33.0308.C25 



40739 






Gene No. 


84338 








Strand 








Start 


35674 








End 


36262 






Name 


OJ991211 33.0308.C25 


,o3. tm 


Method 


TBLASTX: Maize 






Start 


10801 








End 


15828 






GI 


none 








Score 


171 






Exons 


10801. 


.10875, 


11262. 


1 1 

. llJO / , 


11263. .11385, 11466. . 11531, 








11470. 


.11532, 


11472. 


.11531, 


12325. .12396, 12335 .. 12403, 








12337. 


.12402, 


12588. 


.12665, 


12591. .12665, 12592 .. 12669, 








13188. 


.13325, 


13193. 


.13342, 


13194. .13340, 13270. .13380, 








13344. 


.13394, 


15351. 


.15506, 


15352. .15492, 15378 .. 15506, 








15585. 


.15662, 


15586. 


.15642, 


15591. .15668, 15790.. 15828 






Seq. No. 


40713 








Seq. ID 


OJ991211_33.0308 


.C25 




Gene No. 


84338 








Strand 








Start 


35674 








End 


36262 






Name 


OJ991211 33.0308.C25 


.o2.tc 


Method 


TBLASTX: Cress 






Start 


11466 








End 


13934 








none 








Score 


101 






Exons 


11466. 


.11531, 


11996. 


.12139, 


12020. .12148, 12027. .12149, 








12027. 


.12152, 


12028. 


.12153, 


12335. .12403, 12337 12402 , 








12588. 


.12665, 


12592. 


.12663, 


12592. .12669, 13193 .. 13282, 








13203. 


.13283, 


13256. 


.13396, 


13266. .13394, 13784 .. 13933, 








13785. 


.13817, 


13836. 


.13934 








3 


Seq. No. 


40713 








Seq. ID 


OJ991211_33.0308 


.C25 


"i 


Gene No. 


84338 








Strand 






BS. 


Start 


35674 








End 


36262 




I 3 


Name 


OJ991211 33.0308.C25 


,o2. tm 


Method 


TBLASTX: Maize 




LI- 


Start 


12011 








End 


14044 






GI 


none 








Score 


337 






Exons 


12011. 


.12112, 


13784. 


.14044, 


13785. .14024 




LI 


Seq. No. 


40713 








Seq. ID 


OJ991211_33.0308 


.C25 




Gene No • 


84338 








Strand 








Start 


35674 








End 


36262 




ST 


Name 


OJ991211 33.0308.C25 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


15345 








End 


15656 






GI 


none 








Score 


129 




==. 
=? 


Exons 


15345. 


.15506, 


15346. 


.15492, 


15591. .15656 




3 


Seq. No. 


40713 








Seq. ID 


OJ991211_33.0308 


.C25 


==. 


Gene No. 


84338 








Strand 










35674 








End 


36262 






Name 


OJ991211 33.0308.C25 


.ol. tw 


Method 


TBLASTX: Wheat 






Start 


15456 








End 


15786 






GI 


none 








Score 


59 






Exons 


15456. 


.15506, 


15460. 


.15492, 


15546. .15674, 15586 .. 15642 , 








15594. 


.15671, 


15721. 


.15786 










Seq. No. 


40713 








Seq. ID 


OJ991211_33.0308 


.C25 




Gene No. 


84338 








Strand 








Start 


35674 








End 


36262 






Name 


OJ991211 33.0308.C25 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


,17313 








End 


19967 






GI 


none 








Score 


96 






Exons 


17313. 


.17375, 


17369. 


.17452, 


17444. .17485, 17637 .. 17717 , 








17643. 


.17708, 


17645. 


.17755, 


17645. .17758, 17993 .. 18130, 





40740 






18022. .18126, 18227. 


. 18319, 


18243. .18320, 18754 .. 18855, 






18756. .18857, 19875. 


. 19931, 


19914.. 19967 




*J C VJ « 1^1 V-/ • 


40713 




Seq. ID 


OJ991211_33.0308 


.C25 


Gene No. 


84338 




Strand 






Start 


35674 




End 


36262 




Name 


OJ991211 33.0308.C25 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


17637 ~~ 




End 


18857 




GI 


none 




Score 


92 




Rxons 


17637 . . 17717, 17645. 


. 17755, 


17645. .17758, 17716 .. 17736, 






18022 . . 18126, 18204 . 


. 18320, 


18212. .18319, 18759.. 18857 




Qprr No 


40713 




Seq. ID 


OJ991211_33.0308 


.C25 


Gene No. 


84338 




Strand 






Start 


35674 




End 


36262 




Name 


OJ991211 33.0308.C25 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


17637 ~~ 




End 


18857 




GI 


none 




Score 


92 




Exons 


17637 . . 17717, 17645. 


. 17755, 


17645. .17758, 18022 18126, 






18047. .18127, 18204. 


. 18320, 


18212. .18319, 18759. .18857 




Seq. No. 


40713 




Seq. ID 


OJ991211_33.0308 


.C25 


Gene No. 


84338 




Strand 






Start 


35674 




End 


36262 




Name 


OJ991211 33 0308 C25 


. o5 . tc 


Method 


■TBLASTX: Cress 




Start 


24897 _ 




End 


25295 




GI 


none 




Score 


159 




R von 


24897 25124. 25203 


.25295 








Seq. No. 


40713 




Seq. ID 


OJ991211_33.0308 


.C25 


Gene No. 


84338 




Strand 






Start 


35674 




End 


36262 




Name 


OJ991211 33 0308 C25 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


25545 ~~ 




End 


25739 




GI 


none 




Score 


190 




Exons 


25545. .25739, 25595. 


.25738 








Seq. No. 


40713 




Seq. ID 


OJ991211_33.0308 


.C25 


Gene No. 


84338 




Strand 






Start 


35674 




End 


36262 




Name 


OJ991211 33. 0308.C25 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


25829 ~ 




End 


26303 




GI 


none 




Score 


81 . 




Exons 


25829. .25912, 25845. 


.25928, 


26011. .26295, 26154.. 26303 




Seq. No. 


40713 




Seq. ID 


OJ991211_33.0308 


.C25 


Gene No. 


84338 




Strand 






Start 


35674 




End 


36262 




Name 


OJ991211 33.0308.C25 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


26403 ~~ 




End 


26751 




GI 


none 




Score 


467 




Exons 


26403. .26750, 26404. 


.26751 








Seq. No. 


40713 




Seq. ID 


OJ991211_33.0308 


.C25 


Gene No. 


84338 




Strand 






Start 


35674 




End 


36262 




Name 


OJ991211 33.0308.C25 


. o4 . tc 


Method 


TBLASTX: Cress 





40741 




Start 


26422 


End 


26727 


GI 


none 


Score 


168 


Exons 


26422. .26661, 26683.. 26727 






Seq. No. 


40713 


Seq. ID 


OJ991211_33.0308.C25 


Gene no. 




Strand 




Start 


35674 


End 


36262 


Name 


OJ991211 33.0308.C25.o2.tw 


Method 


TBLASTX : Wheat 


Start 


27024 


End 


27147 


GI 


none 


Score 


180 


Exons 


27024. .27146, 27025. .27147 






Seq. No. 


40713 


Seq. ID 


OJ991211_33.0308.C25 


Gene No. 


84338 


Strand 




Start 


35674 


End 


36262 


Name 


OJ991211 33.0308.C25.o6.np 


Method 


AAT/NAP 


Start 


35674 


End 


36262 


GI 


6523547 


Score 


63 


Exons 


35674. .35876, 35990.. 36262 






GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f . nagariensis] 






Seq. No. 


40714 


- Seq. ID 


OJ991211_33.0308.C26 


Gene No. 


84339 


Strand 


+ 


Start 


948 


End 


4031 


Name 


OJ991211 33.0308.C26.ol.np 


Method 


AAT/NAP 


btart 


948 


End 


4031 


GI 


7228457 


Score 


4756 


Exons 


948. .1319, 1381. .3311, 3375.. 


4031 




GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 






Seq. No. 


40714 


Seq. ID 


OJ991211_33.0308.C26 


Gene No . 


84339 


Strand 


+ 


Start 


948 


End 


4031 


Name 


OJ991211 33.0308.C26.o3.tw 


Method 


TBLASTX: Wheat 


Start 


1602 


End 


1994 


GI 


none 


Score 


58 


Exons 


1602. .1649, 1656. .1754, 1661. 


.1753, 1721.. I960, 1737.. 1994 


Seq. No. 


40714 " 


Seq. ID 


OJ991211_33.0308.C26 


Gene No . 


84339 


Strand 


+ 


Start 


948 


End 


4031 


Name 


OJ991211 33.0308.C26.o2.tm 


Method 


TBLASTX: Maize 


Start 


1607 


End 


1892 


GI 


none . 


Score 


197 


Exons 


1607. .1891, 1644. .1892 






Seq. No. 


40714 


Seq. ID 


OJ991211_33.0308.C26 


Gene No. 


84339 


Strand. 


+ 


Start 


948 


End 


4031 


Name 


OJ991211 33.0308.C26.o2.tw 


Method 


TBLASTX: Wheat 


Start 


2732 


End 


3191 


GI 


none 


Score 


407 


Exons 


2732.. 2869, 2733.. 3191, 2927. 


.3187 





40742 






Seq. No. 


40714 






Seq. ID 


OJ991211_33.0308 


.C26 




Gene No. 


84339 






Strand 


+ 






Start . 


948 






End 


4031 






Name 


OJ991211 33 


.0308 


.C26.ol.tw 


Method 


TBLASTX : Wheat 






Start 


3383 






End 


3845 






GI 


none 






Score 


572 






Exons 


3383. .3838, 


3384 


..3845, 3384 


. .3839 








Seq. No. 


40714 






Seq. ID 


OJ991211_33.0308 


.C26 




Gene No. 


84339 






Strand 


+ 






Start 


948 






End 


4031 






Name 


OJ991211 33 


.0308 


.C26.ol.ts 


Method 


TBLASTX: Soybean 






Start 


3423 






End 


3788 






GI 


none 






Score 


121 






Exons 


3423. .3647, 


3654 


. .3788 










Seq. No. 


40714 






Seq. ID 


OJ991211_33.0308 


.C26 




Gene No. 


84339 






Strand 


+ 






Start 


948 






End 


4031 






Name 


OJ991211 33 


.0308 


,C26.ol. tm 


Method 


TBLASTX: Maize 






Start 


3513 






End 


3869 






GI 


none 






Score 


383 






Exons 


3513. .3869, 


3548 


..3859, 3564 


. .3869 






St 


Seq. No. 


40714 






Seq. ID 


OJ991211_33.0308 


.C26 




Gene No. 


84339 






Strand 


+ 






Start 


948 






End 


4031 




j 5 


Name 


OJ991211 33 


.0308 


.C26.o4.tw 


Method 


TBLASTX: Wheat 




™ 


Start 


3846 






End 


4031 




s? 


GI 


none 






Score 


199 






Exons 


3846. .4031, 


3854 


. .4030 










Seq. No. 


40715 






Seq. ID 


OJ991021_14.0303 


.CI 




Gene No. 


a A *5 A A 

84340 






Strand 






St 


Start 


1 






End 


165 




sr 


. Name 


OJ991021 14 


.0303 


.Cl.ol.gp 


Method 


AAT/GAP 




1.2 


Start 


1 






End 


165 






GI 


2311927 






Score 


242 




~: 


Exons 


1. .165 










* 




Seq. No. 


40715 






Seq. ID 


OJ991021_14.0303 


.CI 




Gene No . 


O A O A 1 

84341 






Strand 








Start 


700 






End 


2084 






Name 


OJ991021 14 


.0303 


.CI . ol . gs 


Method 


GENSCAN 






Start 


700 






End 


2084 






GI 


none 






Score 


.77 






Exons 


700. .1139, 


1449. 


.1503, 1809. 


.2084 








Seq. No. 


40715 






Seq. ID 


OJ991021_14.0303 


.CI 




Gene No. 


84341 






Strand 








Start 


700 






End 


2084 






Name 


OJ991021 14 


.0303 


.Cl.ol.np 


Method 


AAT/NAP 






Start 


712 






End 


1028 






GI 


2501448 






Score 


151 






Exons 


712. .1028 














GI Descrip. 


UBIQUITIN-LIKE PROTEIN SMT3 gi | 1707372 | emb | CAA67 923 | (X99609) 



ubiquitin-like protein [Arabidopsis thaliana] 



40743 



Seq. No. 


40716 






Seq. ID 


OJ991021_14.0303 


.C2 


Gene No . 


84342 






Strand 


+ 




Start 


600 






End 


1425 




Name 


OJ991021 14 


.0303.C2.ol. 


OS 


Method 


GEN SCAN 




Start 


600 






End 


1425 




GI 


none 






Score 


.73 




Exons 


600.. 646, 1365.. 1425 










Seq. No. 


40716 






Seq. ID 


OJ991021_14.0303 


.C2 


Gene No. 


84343 






Strand 


+ 




Start 


2586 






End 


4147 




Name 


OJ991021 14 


.0303.C2.ol. 


np 


Method 


AAT/NAP 




Start 


2586 






End 


4147 




GI 


6714351 






Score 


392 




Exons 


2586. .2646, 


2950. .4147 










GI Descrip. 


(AC015986) 


putative receptor 


kinase [Arabidopsis thaliana] 


Seq. No. 


40716 






Seq. ID 


OJ991021JL4.0303 


.C2 


Gene No. 


84343 






Strand 


+ 




Start 


2586 






End 


4147 




Name 


OJ991021 14 


.0303.C2.o2. 


gs 


Method 


GENSCAN 




Start 


2877 






End 


4119 




GI 


none 






Score 


1 




P von ^ 


2877. .4119 












Seq. No. 


40716 






Seq. ID 


OJ991021_14.0303 


.C2 


Gene No . 


84343 






Strand 


+ 




Start 


2586 






End 


4147 




Name 


OJ991021 14 


.0303.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3012 






End 


3403 




GI 


none 






Score 


71 




Exons 


3012. .3128, 


3113. .3232, 


3192. 


.3236, 3206.. 3403, 3222.. 3398 


Seq. No. 


40716 






Seq. ID 


OJ991021_14.0303 


.C2 


Gene No . 


84343 






. Strand 


+ 




Start 


2586 






End 


4147 




Name 


OJ991021 14 


.0303feC2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3756 






End 


4130 




GI 


none 






Score 


138 




Exons 


3756. .3938, 


3866. .3946, 


3944 . 


.4120, 3954. .4130 




Seq. No. 


40716 






Seq. ID 


OJ991021_14.0303 


.C2 


Gene No . 


84343 






Strand 


+ 




Start 


2586 






End 


4147 




Name 


OJ991021 14 


.0303.C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3786 






End 


4124 




GI 


none 






Score 


114 




Exons 


3786. .3959, 


3972. .4124 










Seq. No. 


40716 






Seq. ID 


OJ991021_14.0303 


.C2 


Gene No. 


84343 






Strand 


+ 




Start 


2586 






End 


4147 




Name 


OJ991021 14 


.0303.C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3798 






End 


4103 




GI 


none 






Score 


209 




Exons 


3798. .4103 













40744 



Seq. No. 40717 

Gene No. 84344 

Start 52 

Name OJ99102 1_14 . 0303 . C3 . ol . gs 

Start 52 

GI none 

Exons 52.-4 68 



Seq. ID OJ991021_14.0303.C3 

Strand + 

End 4 68 

Method GENSCAN 

End 4 68 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40717 
84345 
1813 

OJ991021_14 .0303.C3.o2.gs 

1813 

none 



Seq. ID OJ991021_14.0303.C3 

Strand' + 

End 5686 

Method GENSCAN 

End 5686 

Score .4 



1813. .2034, 3961. .4259, 4758. .4898, 5521. .5686 



40717 
84346 
1 

OJ991021_14.0303.C3.ol.np 
1 

6681183 



Seq. ID OJ991021_14.0303.C3 
Strand 

End 6677 

Method AAT/NAP 

End 6576 

Score 100 



1..194, 316. .374, 4436. .4656, 6172. .6261, 6437. .6576 
diaphanous homolog 1 (Drosophila) 

gi|6014968|sp|O08808|DIAl_MOUSE DIAPHANOUS PROTEIN HOMOLOG 1 
(P140MDIA) gi | 2114473 (U96963) pl40mDia [Mus musculus] 



40717 
84346 
1 

OJ991021_14.0303.C3.ol.tm 

1 

none 



Seq. ID OJ991021_14.0303.C3 
Strand 

End 6677 

Method TBLASTX: Maize 

End 168 

Score 185 



1..126, 1..126, 138. .167, 139. .168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



40717 
84346 
1 

OJ991021_14.0303.C3.ol.gp 
5933 
2799048 
5933. .6403 

3402815/emb|AJ007829|CVE7829 9.0e-19 Cloning Vector pGreen 



Seq. ID OJ991021_14.0303.C3 
Strand 

End 6677 

Method AAT/GAP 

End 6403 

Score 625 



40717 
84346 
1 

OJ991021_14.0303.C3.o3.gs 

6182 

none 

6182. .6403, 6516. .6677 

40717 
84346 
1 

OJ991021_14.0303.C3.o2.gp 



Seq. ID OJ991021_14.0303.C3 
Strand 

End 6677 

Method GENSCAN 

End 6677 

Score .71 



Seq. ID OJ991021_14.0303.C3 
Strand 

End 6677 

Method AAT/GAP 



40745 



Start 


6204 


End 


6417 


GI 


2280866 


Score 


348 


Exons 


6204. .6417 






Seq. No. 


40718 


Seq. ID 


OJ991021_14.0303.C4 


Gene No. 


84347 


Strand 


+ 


Start 


15 


End 


4691 


Name 


OJ991021 14.0303.C4.ol.gs 


Method 


GENSCAN 


Start 


15 


End 


4394 


GI 


none 


Score 


.82 


Exons 


15. .221, 242. .304, 355. .420, 


1290. .1376, 1464. .1562, 1869. 



1950, 



2578. .2645, 3572. .3706, 4117. .4181, 4328. .4394 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40718 
84347 
15 

OJ991021_14.0303.C4.ol.np 
18 

7381225 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18. .178, 355. .420, 1290. .1376, 1464. .1562, 1869. .1964, 
2089. .2154, 2241. .2331, 2578. .2645, 2744. .2809, 3656. .3706, 
4117. .4181, 4328.-4379 

(AF139187) root border cell-specific protein [Pisum sativum] 



OJ991021_14.0303.C4 
+ 

4691 
AAT/NAP 
4379 
645 



40718 Seq. ID 

84347 Strand 

15 End 

OJ991021_14 .0303.C4.ol.gp Method 

59 End 

10634 1.R1084 Score 



OJ991021JL4.0303.C4 
+ 

4691 
AAT/GAP 
4691 
2570 



59. .221, 355. .420, 1290. .1376, 1464. .1562, 1869. .2154, 
2241. .2331, 2578.-2645, 2744. .2809, 3656. .3706, 4117. .4181, 
4328. .4691 

'6006853/gb|AAF00629.1|AC009540_6 1.0e-62 (AC009540) unknown 
protein [Arabidopsis thaliana] 1 



40718 
84348 
4770 

OJ991021_14.0303.C4.ol.tc 

1289 

none 



Seq. ID OJ991021_14.0303.C4 
Strand 

End 4837 

Method TBLASTX-: Cress 

End 1928 

Score 97 



1289. .1375, 1290. .1382, 1461. .1562, 1461. .1556, 1462. .1563, 
1469. .1603, 1475. .1570, 1866. .1928 



40718 
84348 
4770 

OJ991021JL4.0303.C4.ol.ts 
1289 
none 



Seq. ID OJ991021_14.0303.C4 
Strand 

4837 

TBLASTX : Soybean 
4361 
121 



End 

Method 
End 
Score 

1289. .1372, 1290. .1382, 1469. .1603, 1473. .1562, 1866. .1967, 
1871. .1975, 1931. .1969, 2088. .2156, 2089. .2169, 2240. .2329, 
2241. .2330, 2570. .2638, 2571. .2642, 2744. .2806, 2749. .2805, 
3656. .3706, 4083. .4187, 4111. .4200, 4326. .4361 



Seq. No. 



40718 



Seq. ID OJ991021_14.0303.C4 



40746 






Gene No. 


84348 


Strand 








Start 


4770 


End 


4837 






Name 


OJ991021 14.0303.C4.o2.gs 


Method 


GENSCAN 






Start ' 


4770 


End 


4837 






GI 


none 


Score 


.45 






Exons 


4770.. 4837 










Seq. No. 


40719 


Seq. ID 


OJ991021_14.0303. 


C5 




Gene No. 


84349 


Strand 


+ 






Start 


714 


End 


879 






Name 


OJ991021 14.0303.C5.ol.gs 


Method 


GENSCAN 






Start 


714 


End 


879 






GI 


none 


Score 


.88 






Exons 


714. .879 










Seq. No. 


40720 


Seq. ID 


OJ991021_14.0303. 


C7 




Gene No. 


84350 


Strand 


+ 






Start 


37 


End 


173 






Name 


OJ991021 14.0303.C7.ol.gs 


Method 


GENSCAN 






Start 


37 


End 


173 






GI 


none 


Score 


.96 






Exons 


37. .173 










Seq. No. 


40721 


Seq. ID 


OJ991021_14.0303. 


C13 




Gene No. 


84351 


Strand 


+ 






Start 


1 


End 


ly b 






Name 


OJ991021 14.0303.C13.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


196 






GI 


6563285 


Score 


134 






Exons 


1..196 








y 


GI Descrip. 


{ AF17 8 97 6 ) adenosine-5 ■ -phosphosulf at e 


kinase [Zea mays] 






Seq. No. 


40721 


Seq. ID 


OJ991021_14.0303. 


C13 




Gene No. 


84352 


Strand 


+ 






Start 


101 


End 


762 




L J 


Name 


OJ991021 14.0303.C13.ol.gs 


Method 


GENSCAN 






Start 


101 


End 


7 62 




1 


GI 


none 


Score 


.73 






Exons ; 


101. .157, 347. .373, 661. .762 








T ^ 
^ ST 


Seq. No. 


40721 


Seq. ID 


OJ991021_14.0303. 


C13 




Gene No. 


84353 


Strand 








Start 


406 


End 


498 






Name 


OJ991021 14.0303.C13.ol.gp 


Method 


AAT/GAP 






Start 


406 


End 


498 






GI 


uC-osflM20204 6a04bl 


Score 


162 






Exons 


406. .498 










GI Descrip. 


'3236253 1.0e-58 (AC004684) 


receptor-like protein kinase 






[Arabidopsis thaliana] ' 










Seq. No. 


40722 


Seq. ID 


OJ991021_14.0303. 


C14 




Gene No. 


84354 


Strand 








Start 


246 


End 


304 






Name 


OJ991021 14.0303.C14.ol.gs 


Method 


GENSCAN 






Start 


246 


End 


304 






GI 


none 


Score 


.86 






Exons 


246. .304 









40747 



Seq. No. 


40723 


Seq. ID 


OJ991021_ 


14.0303 


.CIS 


Gene No. 


84355 


Strand 


+ 






Start 


86 


End 


6571 






Name 


OJ991021 14. 0303. CIS. ol. 


np Method 


AAT/NAP 






Start 


86 


End 


2701 






GI 


4101568 


Score 


998 






Exons 


86. .185, 296. .427, 1007. 


.1141, 1516.. 


1581, 1669. 


.1779, 






2109. .2201, 2427. .2534, 


2627. .2701 








GI Descrip. 


(AF004816) unknown [Triticum aestivum] 






Seq. No. 


40723 


Seq. ID 


OJ991021_ 


14.0303 


.C15 


Gene No. 


84355 


Strand 


+ 






Start 


86 


End 


6571 






Name 


OJ991021 14.0303.C15.ol. 


gs Method 


GEN SCAN 






Start 


99 


End 


6571 






GI 


none 


Score 


.61 






Exons 


99. .185, 296. .427, 1007. 


.1141, 1516.. 


1581, 1669. 


.1779, 






2109.. 2201, 2492.. 2668,. 


4302. .4501, 4630. .4772, 


6402. .6571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



40723 
84356 
6625 

OJ991021_14 
6625 
7486426 
6625. .6692, 
9771. .9824, 



0303. CIS. o2.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8806, 



OJ991021 
+ 

11065 
AAT/NAP 
11062 
1253 
8913. .9164, 



14. 0303. CIS 



7908.. 7950, 8720 
9980.. 10126, 10688.. 11062 
hypothetical protein F4I1.2 - Arabidopsis thaliana 
gi| 3128168 | gb | AAC16072.il (AC004521) unknown protein 
[Arabidopsis thaliana] 



9273. .9437, 



40723 
84356 
6625 

OJ991021_14. 0303. CIS. ol.gp 
7679 

55383_1.R1084 
7679. .7950, 8720. .8806, 



OJ991021_14 .0303. CIS 
+ 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9164, 9273.-9437, 
9980. .10126, 10688. .10986 

, 4874273/gb|AAD31338.1|AC007354_ll 1.0e-100 (AC007354) Similar 
to gi_3128199 F4I1.5 putative proteinase from Arabidopsis 
thaliana BAC gb_AC004521' 



11065 
AAT/GAP 
10986 
2332 



8913. 



9771. .9824, 



40723 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7741. .7950, 8913. .9164, 9273.-9437, 9771. .9824, 9980. .10126, 
10169. .10310, 10776.. 11065 



84356 
6625 

OJ991021_14.0303.C15.o2.gs 

7741 

none 



OJ991021JL4. 0303. C15 
+ 

11065 
GENSCAN 
11065 
.89 



40723 
84357 
11143 

OJ991021 14.0303.C15.o2.gp 



Seq. ID OJ991021_14. 0303. CIS 
Strand 

End 11434 

Method AAT/GAP 



40748 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name / 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



11143 
5803512 
11143. .11434 

40723 
84358 
13095 

OJ991021_14.0303.C15.o2.tm 
82 

none 



End 
Score 



11434 
556 



Seq. ID OJ991021_14.0303.C15 
Strand 

End 13466 

Method TBLASTX : Maize 

End 1141 

Score 106 



82. .186, 87. .200, 90. .188, 100. .189, 295. .432, 296. .427, 
1028. .1090, 1112.. 1141 



40723 
84358 
13095 

OJ991021_14,0303.C15.o3.ts 
87 

none 



Seq. ID OJ991021_14.0303.C15 
Strand 

End 13466 

Method TBLASTX : Soybean 

End 2704 

Score 135 



87. .185, 90. .185, 299. .427, 301. .432, 1516. .1581, 1517. .1582, 
1662. .1778, 1666. .1779, 1667. .1780, 1668.. 1781, 2109. .2162, 
2166. .2201, 2424. .2459, 2425. .2445, 2469. .2537, 2480. .2536, 
2614.. 2703, 2615.. 2704 



40723 
84358 
13095 

OJ991021_14.0303.C15.o3.tc 

1516 

none 



Seq. ID OJ991021_14.0303.C15 
Strand 

End 134 66 

Method TBLASTX : Cress 

End 1780 

Score 73 



1516. .1581, 1656. .1769, 1666. .1779, 1667. .1780 



40723 
84358 
13095 

OJ991021_14.0303.C15.o3.tm 

1519 

none 



Seq. ID OJ991021_14.0303.C15 
Strand 

End 13466 

Method TBLASTX : Maize 

End 2704 

Score 38 



1519. .1554, 1666. .1779, 1667. .1780, 1671. .1778, 2109. .2156, 
2166.. 2201, 2424.. 2537, 2426.. 2536, 2606.. 2704, 2626.. 2703 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40723 
84358 
13095 

OJ991021_14. 0303. CIS. ol.tc 

8717 

none 



Seq. ID OJ991021_14.0303.C15 
Strand 

End 13466 

Method TBLASTX: Cress 

End 9356 

Score 153 



8717. .8809, 8719. .8790, 8910. .8969, 8967. .9164, 8984. .9157, 
8997.. 9164, 9270.. 9356, 9272.. 9340 



40723 
84358 
13095 

OJ991021_14 . 0303 . C15 . ol . tm 

8717 

none 



Seq. ID OJ991021_14.0303.C15 
Strand 

End 13466 

Method TBLASTX : Maize 

End 11057 

Score 154 



8717. .8806, 8719. .8802, 8904. .8975, 8915. .8956, 8984. .9106, 



40749 



8991. .9104, 8992. .9105, 9038. .9163, 9042. .9164, 9126. .9164, 
9270.. 9440, 9272.. 9442, 9285.-9443, 9767.. 9823, 9768.-9824, 
9979.. 10128, 9980. .10126, 9984.. 10127, 9985.. 10128, 
10683. .10919, 10685. .11032, 10686 .. 11057, 10687. .11019 



Seq. No. 


40723 








Seq. ID 


OJ991021_14.0303.C15 


Gene No. 


84358 








Strand 




Start 


13095 








End 


13466 


Name 


OJ991021 14. 


0303. 


C15.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


8717 








End 


9121 


GI 


none 








Score 


149 


Exons 


8717. .8809, 


8719. 


.8802, 


8904. 


.8981, 8910. .8948, 8964. .9119, 




8977. .9120, 


8978. 


.9121, 


8978. 


.9115 




Seq. No. 


40723 








Seq. ID 


OJ991021_14.0303.C15 


Gene No. 


84358 








Strand 




Start 


13095 








End 


13466 


Name 


OJ991021 14. 


0303. 


C15.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


8717 








End . 


9164 


GI 


none 








Score 


137 


Exons 


o/l/. . ooUo, 


8719. 


.8790, 


8910. 


.8990, 8985.. 9164, 8996.. 9157 


Seq. No. 


40723 








Seq. ID 


OJ991021_14.0303.C15 


Gene No. 


84358 








Strand 




Start 


13095 








End 


13466 


Name 


OJ991021 14. 


0303. 


CIS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


9270 








End 


11079 


GI 


none 








Score 


292 


Exons 


9270. .9440, 


9272. 


.9442, 


9767. 


.9823, 9768. .9824, 9979. .10128, 




9980. .10126, 


9983 


i. .10138 


:, 10683. .10973, 


10685. .11032, 




10687. .11016 


;, 10771. .11079 






Seq. No. 


40723 








Seq. ID 


OJ991021_14.0303.C15 


Gene No. 


84358 








Strand 




Start 


13095 








End 


13466 


Name 


OJ991021 14. 


0303. 


C15.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


9332 








End 


10730 


GI 


none 








Score 


81 


Exons 


9332..9397, 


9333. 


.9401, 


9333. 


.9398, 9401.. 9439, 9764.-9823, 



9768.-9824, 9937.. 10128, 9983.. 10126, 10683 .. 10730, 10685.. 10729 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40723 
84358 
13095 

OJ991021_14.0303.C15.o2.tc 

9979 

none 



Seq. ID OJ991021_14.0303.C15 
Strand 

End 13466 

Method TBLASTX : Cress 

End 10990 

Score 213 



9979.. 10080, 9980. .10126, 10683 .. 10853, 10685 .. 10990, 
10687. .10989 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40723 
84358 
13095 

OJ991021_14.0303.C15.ol.tw 

10801 

none 



Seq. ID OJ991021_14 .0303.C15 
Strand 

End 13466 

Method TBLASTX : Wheat 

End 11067 

Score 362 



10801. .11016, 10802. .11032, 10805 .. 11035, 10807. .11067 



40750 



Seq. No. 40723 Seq. ID 

Gene No, 84358 Strand 

Start 13095 End 

Name OJ991021_14 . 0303 . C15 . o3 . gs Method 

Start 13095 End 

GI none Score 

Exons 13095. .13167, 13294.. 13466 



OJ991021_14 .0303.C15 

13466 
GENSCAN 
13466 
.64 



Seq. No. 40724 Seq. ID 

Gene No. 84359 Strand 

Start 4 9 End 

Name OJ991021_14 . 0303 . CI 6 . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons 49.. 116, 908.. 1035, 2002.. 2153 



OJ991021_14.0303.C16 

2153 
GENSCAN 
2153 
.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40724 
84360 
3045 

OJ991021_14.0303.C16.ol.tc 

840 

none 



Seq. ID OJ991021_14.0303.C16 



Strand 
End 

Method 

End 

Score 



4817 

TBLASTX: Cress 

1161 

134 



840. .1046, 840. .1037, 1123. -.1161, 1125. .1160 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40724 
84360 
3045 

OJ991021_14.0303.C16.ol.tw 

846 

none 



Seq. ID OJ991021_14.0303.C16 
Strand 
End 

Method 
End 
Score 



4817 

TBLASTX: Wheat 

1034 

107 



846. .974, 858. .962, 951. .1034, 972. .1034 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI - 

Exons 



40724 
84360 
3045 

OJ991021_14.0303.C16.o2.tm 

850 

none 



Seq. ID OJ991021_14 .0303.C16 



Strand 
End ■■■■ 
Method 
End 
Score 



4817 

TBLASTX: Maize 

1178 

224 



850. .1035, 864. .1034, 867. .1037, 1116. .1178, 1117. .1176 



Seq. No. 40724 

Gene No. 84360 Strand 

Start 3045 End 

Name OJ991021_14 . 0303 . C16 .o2 . ts Method 

Start 858 End 

GI none Score 

Exons 858.. 1079, 862.. 1035, 873.. 1049, 1104.. 1163 



Seq. ID OJ991021_14 .0303.C16 



4817 

TBLASTX : Soybean 
1163 
104 



Seq. No. 40724 Seq. ID 

Gene No. 84360 Strand 

Start 3045 End 

Name OJ991021_14 . 0303 . C16 . o2 . gs Method 

Start 3045 End 

GI none Score 

Exons 3045.. 3158, 4118. .4166 



OJ991021_14.0303.C16 

481^7 
GENSCAN 
4166 
.5 



40751 






Seq. No. 


40724 




Seq. ID 


OJ991021_14.0303.C16 




Gene No. 


84360 




Strand 






Start 


3045 




End 


4817 




Name 


OJ991021_14 


.0303.C16.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3081 




End 


4796 




GI 


none 




Score 


59 




Exons 


3081. .3155, 


3090.. 3158, 3113. 


.3157, 3225.-3347, 3228. .3353, 






3253. .3357, 


3256.-3354, 4125. 


.4175,. 4125. .4169, 4254. .4340, 






4256. .4315, 


4396. .4530, 4405. 


.4530, 4406. .4534, 4419. .4538, 






4620. .4667, 


4625.. 4666, 4767. 


.4796, 4770. .4790 




Seq. No. 


40724 




Seq. ID 


OJ991021_14.0303.C16 




Gene No. 


84360 




Strand 






Start 


3045 




End 


4817 




Name 


OJ991021 14 


.0303.C16.o3.tm 


Method 


TBLASTX : Maize 




Start 


3089 




End 


3342 




GI 


none 




Score 


93 




Exons 


3089. .3157, 


3093.. 3161, 3250. 


.3342, 3251. .3334, 3255. .3341 




Seq. No. 


40724 




Seq. ID 


OJ991021_14.0303.C16 




Gene No. 


84360 




Strand 






Start 


3045 




End 


4817 




Name 


OJ991021 14 


.030'3.C16.ol.np 


Method 


AAT/NAP 




Start 


3113 




End 


4461 


id 


GI 


7488414 




Score 


332 




Exons 


3113. .3158, 


3247. .3341, 4118. 


.4166, 4254. .4313, 4406. .4461 


as. 


GI Descrip. 


UDP-galactose transport protein homolog F23E12.100 - Arabidopsis 


ri = 




thaliana gi 


|3080416|emb|CAA18735.1| (AL022604) UDP-galactose 






transporter 


-like protein [Arabidopsis 


thaliana] 






gi|7270486| 


emb|CAB80251.1 | (AL161587) 


UDP-galactose 






transporter 


-like protein [Arabidopsis 


thaliana] 


r Li 


Seq. No. 


40724 




Seq. ID 


OJ991021_14.0303.C16 




Gene No. 


84360 




Strand 






Start 


3045 




End 


4817 


^ =? 


Name 


OJ991021 14 


.0303.C16.o2.tc 


Method 


TBLASTX: Cress 




Start 


3119 




End 


4494 




GI 


none 




Score 


66 




Exons 


3119. .3160, 


3120.. 3158, 3246. 


.3350, 3247. .3342, 4115. .4168, 






4116. .4175, 


4116. .4169, 4254. 


.4301, 4256. .4315, 4405. .4494, 






4406. .4492 









Seq. No. 40724 
Gene No. 84360 
Start 3045 

Name OJ991021_14 .0303.C16.ol.tm 

Start 4254 
GI none 

Exons 4254.-4316, 4256.-4339, 4256. 

4398. .4505, 4405. .4530, 4406. 
4624. .4680, 4625. .4666, 4765. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991021 14.0303.C16 



4817 

TBLASTX: Maize 
4817 
71 

4315, 4269. .4328, 4396. 
4534, 4620. .4667, 4623. 



.4524, 
,4664, 



,4809, 4767. .4814, 4767. .4817 



Seq. No. 
Gene No. 
Start " 
Name 
Start 



40725 
84361 
289 

OJ991021 
283 



14.0303.C18.ol.tc 



Seq. * ID 

Strand 

End 

Method 
End 



OJ991021_14.0303.C18 
5733 

TBLASTX: Cress 
1842 



40752 



GI 


none 




Score 


87 


Exons 


283. .375, 288. .374, 471. 


.593, 


472. .594, 


729. .884, 733. .885, 




1728. .1832, 1732. .1842, 


1749. 


. 1841 




Seq. No. 


40725 




Seq. ID 


OJ991021_14 . 0303. C18 


Gene No. 


84361 




Strand 




Start 


289 




End 


5733 


Name 


OJ991021 14 . 0303.C18 .ol . 


tm 


Method 


TBLASTX : Mai ze 


Start 


283 




End 


610 


GI 


none 




Score 


131 


Exons 


283. .375, 288. .374, 471. 


.593, 


472 . . 594 , 


488 . . 610 


Seq. No. 


40725 




Seq. ID 


OJ991021_14 . 0303 .CI 8 


Gene No. 


84361 




Strand 




Start 


289 




End 


5733 


Name 


OJ991021_14.0303.C18.ol. 


np 


Method 


AAT/NAP 


Start 


289 




End 


2799 


GI 


6563285 




.Score 


664 


Exons 


289. .374, 474. .587, 735. 


.883, 


1733.. 1888, 2581.. 2799 


GI Descrip. 


(AF178976) adenosine-5 1 - 


phosphosulfate 


kinase [Zea mays] 


Seq. No. 


40725 




Seq. ID 


OJ991021_14.0303.C18 


Gene No. 


84361 




Strand 




Start 


289 




End 


5733 


Name 


OJ991021_14 . 0303 . CI 8 . ol . 


gs 


Method 


GENS CAN 


Start 


343 




End 


5733 


GI 


none 




Score 


.71 


Exons 


343.. 374, 518. .592, 734. 


.883, 


1733.. 1882, 2515.. 2634, 5721. 


Seq. No. 


40725 




Seq. ID 


OJ991021_14.0303.C18 


Gene No. 


84361 




Strand 




Start 


289 




End 


5733 


Name 


OJ991021_14.0303.C18.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


522 




End 


1838 


GI 


none 




Score 


84 


Exons 


522.. 593, 523.. 594, 729. 


.884, 


733. .885, 


733. .885, 734. .904, 




1728. .1832, 1732. .1833, 


1749. 


.1838. 




Seq. No. 


40725 




Seq. ID 


OJ991021_14.0303.C18 


Gene No. 


84361 




Strand 




Start 


289 




End 


5733 


Name 


OJ991021_14 .0303.C18.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


727 




End 


891 


GI 


none 




Score 


207 


Exons 


727. .891, 729. .884, 733. 


.885 






Seq. No. 


40725 




Seq. ID 


OJ991021_14.0303.C18 


Gene No. 


84361 




Strand 




Start 


289 




End 


5733 


Name 


OJ991021 14 .0303.C18.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1729 




End 


1877 


GI 


none 




Score 


189 


Exons 


1729. .1866, 1729. .1872, 


1749. 


.1877 




Seq. No. 


40726 




Seq. ID 


OJ991021_14.0303.C19 


Gene No. 


84362 




Strand 




Start 


76 




End. 


450 



40753 




Name 


OJ991021_14 


. 0303 


.C19. ol 


.gp 


Method 


AAT/GAP 


Start 


76 








End 


450 


GI 


none 








Score 


680 


Exons 


76. .450 












Seq. No. 


40726 








Seq. ID 


OJ991021_14 .0303. CI 9 


Gene No . 


84363 








Strand 




Start 


3239 








End 


3729 


Name 


OJ991021_14 


f\ o r\ o 

. 0303 


. C19 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3186 








End 


3701 


GI 


none 








Score 


66 


Exons 


3186. .3299, 


3231 


. . 3389, 


3233. 


.3694, 3314.. 3349, 3333.. 3701 


Seq. No. 


40726 








Seq. ID 


OJ991021_14.0303.C19 


Gene No. 


84363 








Strand 


_ 


Start 


3239 








End 


3729 


Name 


OJ991021_14 


. 0303 


. C19 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


• 3213 








End 


3598 


GI 


none 








Score 


66 


Exons 


3213. .3299, 


3218 


. . 3598, 


3333. 


.3587 




Seq. No. 


40726 








Seq. ID 


OJ991021_14.0303.C19 


Gene No. 


84363 








Strand 




Start 


3239 








End 


3729 


Name 


OJ991021 14 


. 0303 


.C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3239 








End 


3698 


GI 


none 








Score 


60 


Exons 


3239. .3697, 


3243 


. . 3299, 


3333. 


.3698 




Seq. No. 


40726 








Seq. ID 


OJ991021_14 .0303.C19 


Gene No. 


84363 








Strand 




Start 


3239 








End 


3729 


Name 


OJ991021 14 


. 0303 


.C19.o2 


. gs 


Method 


GEN SCAN 


Start 


3239 








End 


3729 


GI 


none 








Score 


.58 


Exons 


3239. .3729 












Seq. No. 


40726 








Seq. ID 


OJ991021JL4 .0303.C19 


Gene No. 


84363 








Strand 




Start 


3239 








End 


3729 


Name 


OJ991021_14 


. 0303 


.C19.ol 


. ts- 


Method 


TBLASTX : Soybean 


Start 


3239 








End 


3698 


GI 


none 








Score 


137 


Exons 


3239. .3697, 


3243 


. . 3500, 


3528 . 


.3698 




Seq. No. 


40726 








Seq. ID 


OJ991021_14.0303.C19 


Gene No. 


84363 








Strand 




Start 


3239 








End 


3729 


Name 


OJ991021 14 


.0303 


.C19.ol 


.np 


Method 


AAT/NAP 


Start 


3242 








End 


3694 


GI 


464705 








Score 


594 


Exons 


3242. .3694 













GI Descrip. 40S RIBOSOMAL PROTEIN S13 gi | 4 19802 | pir | | S3014 6 ribosomal 
protein S13, cytosolic - maize gi | 288059 | emb | CAA44311 . 1 | 
(X62455) cytoplasmatic ribosomal protein S13 [Zea mays] 

Seq. No. 40727 Seq. ID OJ991021_14 . 0303 . C20 



40754 



Gene No. 84364 Strand 

Start 374 End 

Name OJ991021_14 . 0303 . C20 . ol . gs Method 

Start 374 End 

GI none Score 

Exons 374 . . 535 



+ 

535 

GENS CAN 

535 

.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021 14.0303.C21 



40728 
84365 
172 

OJ991021_14.0303.C21:ol.gp 
172 

3450841 

172. .1346, 1449. .1881, 1991. 
3015.. 3052, 3145.. 3304 

3450842 0.0e+00 (AF080436) mitogen activated protein kinase 
kinase [Oryza sativa] 



6757 
AAT/GAP 
3304 
4591 



.2148, 2261.. 2481, 2700.. 2927, 



40728 
84365 
172 

OJ991021_14.0303.C21.o4 .tm 

328 
none 

328. .348, 329. .349, 370. .501, 
497.. 559, 505.. 561 

40728 
84365 
172 

OJ991021_14.0303.C21.ol.gs 

394 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_14.0303.C21 
6757 

TBLASTX: Maize 

582 

36 



370. .507, 371. .511, 496. .582, 



Seq. ID OJ991021_14.0303.C21 
Strand 

End 6757 

Method GENSCAN 

End 6085 

Score .75 



394. .1346, 1449. .1881, 1991. .2148, 2261. .2394, 2700. .2927, 
3015.. 3052, 3145.. 3291, 5216.. 5386, 5737.. 5780, 5896.-5968, 
6014. .6085 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40728 
84365 
172 

OJ991021_14.0303.C21.ol.tw 

424 

none 



Seq. ID OJ991021_14.0303.C21 
Strand 

End 6757 

Method TBLASTX: Wheat * 

End 811 

Score 104 



424. .504, 424. .504, 479. .550, 514. .549, 607. .696, 611. .700, 
612. .659, 625.-696, 706. .810, 706. .810, 722. .811, 722. .811 



40728 Seq. ID 

84365 Strand 

172 End 

OJ991021_14 . 0303 . C21 . ol . np Method 

476 End 

7489544 Score 



OJ991021_14 .0303.C21 

6757 
AAT/NAP 
3225 
3380 



476.^.1346, 1449. .1881, 1991. .2148, 2261. .2481, 2700. .2927, 
3015.. 3052, 3145.. 3225 

probable mitogen activated protein kinase - rice 
gi|3450842|gb|AAC32599.1| (AF080436) mitogen activated protein 
kinase kinase [Oryza sativa] 



40755 



Seq. No. 40728 

Gene No. 84365 

Start 172 

Name OJ991021_14 . 0303 . C21 . ol . tm 

Start 610 

GI none 

Exons . 610.. 843, 612.. 956, 626.. 961, 



Seq. ID OJ991021_14.0303.C21 
Strand 

End 6757 

Method TBLASTX : Maize 

End 1341 

Score 260 

955. .1341, 960. .1340 



Seq. No. 40728 - 

Gene No. 84365 

Start 172 

Name OJ991021_14 . 0303 . C21 . o2 . 

Start 1027 

GI none 

Exons 1027.. 1068, 1087.. 1347, 
1448. .1546 



Seq. ID OJ991021_14.0303.C21 
Strand 

End 6757 

tc Method TBLASTX: Cress 

End 1546 

Score 121 
1166. .1351, 1221. .1361, 1447. .1545, 



Seq. No. 40728 

Gene No. 84365 

Start 172 

Name OJ991021_14 . 0303 .C21 . o3 . ts 

Start 1171 

GI none 

Exons 1171. .1347, 1172. .1351, 1447. 



Seq. ID OJ991021_14.0303.C21 
Strand 

End 6757 

Method TBLASTX : Soybean 

End 164 4 

Score 117 

.1545, 1448.. 1546, 1606.. 1644 



fiJ Seq. No. 

[1 Gene No. 

7] Start 

3 Z Name 

^ Start 

fLS GI 

= Exons 



40728 
84365 
172 

OJ991021_14.0303.C21.o2, 

1447 

none 

1447. .1527, 1747. .1881, 
2259.. 2480, 2299. .2472, 



tm 



1760. 
2304. 



Seq. ID OJ991021_14.0303.C21 
Strand 

End 6757 

Method TBLASTX: Maize 

End 2749 

Score 98 

.1882, 1997.. 2152, 1998.. 2150, 
.2480, 2702.. 2749 



Seq. No. 40728 

Gene No. 84365 . 

Start 172 

Name OJ991021_14 . 0303 . C21 . ol . 

Start 1648 

GI none 

Exons 1648.. 1704, 1727.. 1858, 
2235. .2441, 2259.-2477, 



tc 



1750. 
2299. 



Seq. ID OJ991021_14.0303.C21 
Strand 

End 6757 

Method ' TBLASTX: Cress 

End 2477 

Score 98 

.1875, 1991.. 2152, 1992.. 2150, 
.2472 



Seq. No. 40728 

Gene No. 84365 

Start 172 

Name OJ991021_14 . 0303 .C21 . ol . 

Start 1747 

GI none 

Exons 1747.. 1881, 1748.. 1882, 
2259. .2351 



Seq. ID OJ991021_14.0303.C21 
Strand 

End 6757 

ts Method TBLASTX: Soybean 

End 2352 

Score ' 154 
1991.. 2152, 1992.. 2156, 2167.. 2352, 



Seq. No. 40728 

Gene No. 84365 

Start 172 

Name OJ991021 14 . 0303 .C21 . o4 , 



ts 



Seq. ID OJ991021_14 .0303.C21 
Strand 

End 6757 

Method TBLASTX : Soybean 



40756 



Start 


2359 








End 


2507 




GI 


none 








Score 


160 




Exons 


2359. .2487, 


2361. 


.2489, 


2364. 


.2507 






Seq. No. 


40728 








Seq. ID 


OJ991021 


_14.0303.C21 


Gene No. 


84365 








Strand 






Start 


172 








End 


6757 




Name 


OJ991021 14 


.0303. 


C21.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


2676 








End 


3068 




GI 


none 








. Score 


108 




Exons 


2676. .2858, 


2684. 


.2926, 


2706. 


.2810, 2783.. 2863, 


2877. .2954, 




3012. .3068, 


3014. 


.3064 










Seq. No. 


40728 








Seq. ID 


OJ991021 


_14 .0303.C21 


Gene No. 


84365 








Strand 






Start 


172 








End 


6757 




Name 


OJ991021 14 


.0303. 


C21.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2732 








End 


3192 




GI 


none 








Score 


78 




Exons 


2732. .2926, 


2736. 


.2810, 


2780. 


.2863, 2874. .2924, 


3014. .3055, 




3015. .3053, 


3145. 


.3192, 


3149. 


.3184 






Seq. No. 


40728 








Seq. ID 


OJ991021 


_14.0303.C21 


Gene No. 


84365 








Strand 






Start 


172 








End 


6757 




Name 


OJ991021 14 


.0303. 


C21.o3. 


tm 


Method. 


TBLASTX: 


Mai ze . 


Start 


2750 








End 


3204 




GI 


none 








Score 


.124 




Exons 


2750. .2827, 


2750. 


.2824, 


2828. 


.2863, 2828.. 2953, 


2874. .2954, 




3009. .3053, 


3012. 


.3050, 


3013. 


.3060, 3145. .3204, 


3146. .3187 


Seq. No. 


40728 








Seq. ID 


OJ991021 


_14.0303.C21 


Gene No. 


84365 








Strand 






Start 


1 *7 O 
1 /Z 








End 


6757 




Name 


OJ991021 14 


.0303. 


C21.o2. 


np 


Method 


AAT/NAP 




Start 


5333 








End 


6757 




GI 


5042454 








Score 


74 




Exons 


5333. .5386, 


5726. 


.5856, 


6382. 


.6527, 6683.. 6757 




GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 




Seq. No. 


40729 








Seq. ID 


OJ991021 


_14.0303.C22 


Gene No. 


84366 








Strand 


+ 




Start 


4 /lo 








End 


18348 




Name 


OJ991021 14 


.0303. 


C22.o2. 


np 


Method 


AAT/NAP 




Start 


4713 








End 


18348 




GI 


5931788 








Score 


38 




Exons 


4713. .4985, 


17759 


i. .17871 


., 18258. .18348 






GI Descrip. 


(AJ011619) 


SBP-domain protein 


6 [Zea mays] 




Seq. No. 


40729 








Seq. ID 


OJ991021 


_14.0303.C22 


Gene No. 


84367 








Strand 






Start 


3534 








End 


9549 




Name 


OJ991021 14 


.0303. 


C22.o5. 


tm 


Method 


TBLASTX : 


Maize 


Start 


3531 ' 








End 


3675 




GI 


none 








Score 


128 




Exons 


3531. .3674, 


3535. 


.3675 











40757 



fen? 



5; =a 



Seq. No. 


40729 








Seq. ID 


OJ991021_14.0303.C22 


Gene No. 


84367 








Strand 




Start 


3534 








End 


9549 


Name 


OJ991021 14 


.0303 


.C22.ol 


.np 


Method 


AAT/NAP 


Start 


3534 








End 


9549 


GI 


7228457 








Score 


8544 


Exons 


3534. .5084, 


5151 


. .6110, 


6233. 


.7067, 7131. .9063, 9170. .9549 


GI Descrip. 


(AP001366) 


Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon 


RetroSorl, polyprotein 


. (AF098806) [Oryza 




" sativa] 












Seq. No. 


40729 








Seq. ID 


OJ991021_14 .0303.C22 


Gene No. 


84367 








Strand 




Start 


3534 








End 


9549 


Name 


OJ991021 14 


.0303 


.C22.o6 


.tw 


Method 


TBLASTX: Wheat 


Start 


3543 








End 


4145 


GI 


none 








Score 


77 


Exons 


3543. .3668, 


3547 


. .3669, 


3699. 


.3758, 3855. .4145, 3856. .4140 


Seq. No. 


40729 








beq. ID 


r\TQQi noi i a m n ^ poo 


Gene No. 


84367 








Strand 




Start 


3534 








End 


n c a a 

yo4 y 


Name " - ' 


OJ991021 14 


.0303 


.C22.o3 


. tw 


Method 


TBLAbTX : Wneat 


Start 


4146 








End 


/COT 


GI 


none 








Score 


234 


Exons 


4146. .4526, 


4177 


. .4527 








Seq. No. 


40729 








Seq. ID 


OJ991021_14.0303.C22 


Gene No. 


84367 








Strand 




Start 


3534 








End 


9549 


Name 


OJ991021 14 


.0303 


.C22.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4332 








End 


4664 


GI 


none 








Score 


83 


Exons 


4332. .4544, 


4341 


. .4664, 


4354. 


.4620 




Seq. No. 


40729 








Seq. ID 


OJ991021_14 . 0303 .C22 


Gene No. 


84367 








Strand 




Start 


3534 








End 


9549 


Name 


OJ991021 14 


.0303 


.C22.o8 


.tw 


Method 


TBLASTX: Wheat 


Start 


4857 








End 


5169 


GI 


none 








Score 


65 


Exons 


4857. .5117, 


5071 


. .5169 








Seq. No. 


40729 








Seq. ID 


OJ991021_14.0303.C22 


Gene No. 


84367 








Strand 




Start 


3534 








End 


9549 


Name 


OJ991021 14 


.0303 


.C22.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


5172 








End 


5606 


GI 


none 








Score 


84 


Exons 


5172. .5321, 


5173 


. .5310, 


5365. 


.5541, 5382.. 5606 


Seq. No. 


40729 








Seq. ID 


OJ991021_14.0303.C22 


Gene No. 


84367 








Strand 




Start 


3534 








End 


9549 


Name 


OJ991021 14 


.0303 


-C22.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


6039 








End 


6410 


GI 


none 








Score 


82 



40758 





6039 6410 


6250 . 


. 6393 










Seq. No. 


40729 








Seq. ID 


OJ991021JL4.0303 


.C22 


Gene No. 


84367 








Strand 






Start 


3534 








End 


9549 




Name 


OJ991021 14 


. 0303. 


C22.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


6069 ~~ 








End 


6489 




GI 


none 








Score 


290 




Exons 


6069. . 6488, 


6094. 


.6489 










Seq. No. 


40729 








Seq. ID 


OJ991021_14.0303 


.C22 


Gene No. 


84367 








Strand 






Start 


3534 








End 


9549 




Naine 


OJ991021 14 


. 0303. 


C22.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


6162 ~ 








End 


6546 




GI 


none 








Score 


220 




Exons 


6162. . 6545, 


6181. 


. 6546 










Seq. No. 


40729 








Seq. ID 


OJ991021_14.0303 


.C22 


Gene No. 


84367 








Strand 






Start 


3534 








End 


9549 




Naine 


OJ991021 14 


. 0303. 


C22.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6573 ~~ 








End 


6929 




GI 


none 








Score 


68 




F.xon s 


6573 6689, 


6573. 


. 6929, 


6583. 


.6894 






Seq. No. 


40729 








Seq. ID 


OJ991021_14.0303 


.C22 


Gene No. 


84367 








Strand 






Start 


3534 








End 


9549 




Name 


OJ991021 14 


. 0303. 


C22.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


6597 ~~ 








End 


7060 




GI 


none 








Score 


211 




Exons 


6597. .7058, 


6603. 


.7058, 


6604. 


.7059, 6617.. 7060 




Seq. No. 


40729 








Seq. ID 


OJ991021_14.0303 


.C22 


Gene No. 


84367 








Strand 






Start 


3534 








End 


9549 




Name 


OJ991021 14 


. 0303. 


C22.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


6654 ~~ 








End 


7019 




GI 


none 








Score 


117 




Exons 


6654 . . 6788, 


6795. 


.7019 










Seq. No. 


40729 








Seq. ID 


OJ991021_14.0303 


.C22 


Gene No. 


84367 








Strand 






Start 


3534 








End 


9549 




Name 


OJ991021 14 


.0303. 


C22.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


7224 ~~ 








End 


7716 




GI 


none 








Score 


166 




Exons 


7224 . . 7514, 


7255. 


.7515, 


7588. 


.7716 






Seq. No. 


40729 








Seq. ID 


OJ991021_14.0303 


.C22 


Gene No. 


84367 








Strand 






Start 


3534 








End 


9549 




Name 


OJ991021 14 


.0303. 


C22.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


8455 








End 


8844 




GI 


none 








Score 


100 




Exons 


8455. .8712, 


8489. 


.8728, 


8695. 


.8793, 8696.. 8776, 8800.. 8844 



40759 



Seq. No. 


40729 






Seq. ID 


OJ991021_14 . 0303. 


C22 


Gene No. 


84367 






Strand 






Start 


3534 






End 


9549 




Name 


OJ991021 14 


.0303.C22.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


8557 






End 


8805 




GI 


none 






Score 


107 




Exons 


8557. .8805, 


8558. .8803 










Seq. No. 


40730 






Seq. ID 


OJ991021_14 . 0303. 


C23 


Gene No. 


84368 






Strand 


+ 




Start 


434 






End 


901 




Name 


OJ991021 14 


.0303.C23.ol 


. gs 


Method 


GENSCAN 




Start 


434 






End 


901 




GI 


none 






Score 


.54 




Exons 


434. .901 












Seq. No. 


40730 






Seq. ID 


OJ991021_14 . 0303 . 


C23 


Gene No. 


84369 






Strand 


+ 




Start 


1851 






End 


2073 




Name 


OJ991021 14 


.0303.C23.o2 


. gs 


Method 


GENSCAN 




Start 


1851 






End 


2073 




GI 


none 






Score 


.74 




Exons 


1851. .1882, 


1953. .2073 










Seq. No. 


40730 






Seq. ID 


OJ991021_14.0303. 


C23 


Gene No. 


84370 






Strand 






Start 


2815 






End 


4216 




Name 


OJ991021 14 


.0303.C23.ol 


.np 


Method 


AAT/NAP 




Start 


2815 






End 


4216 




GI 


5852093 






Score 


62 




Exons 


2815. .2921, 


4197. .4216 










GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza : 


sativa] 






Seq. No. 


40730 






Seq. ID 


OJ991021_14 . 0303 . 


C23 


Gene No. 


84370 






Strand 






Start 


2815 






End , 


4216 




Name 


OJ991021 14 


.0303.C23.o3 


.gs 


Method 


GENSCAN 




Start 


3377 






End 


3873 




GI 


hone 






Score 


.74 




Exons 


3377. .3478, 


3790. .3873 










Seq. No. 


40731 






Seq. ID 


OJ991021_14.0303. 


C24 


Gene No. 


84371 






Strand 






Start 


1 






End 


3311 




Name 


OJ991021 14 


.0303.C24.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


3305 




GI 


5734743 






Score 


1046 




Exons 


1..162, 1983.. 3305 










GI Descrip. 


(AC007651) 


Hypothetical 


Protein [Arabidopsis thaliana] 




Seq. No. 


40731 






Seq. ID 


OJ991021_14.0303. 


C24 


Gene No. 


84371 






Strand 






Start 


1 






End 


3311 




Name 


OJ991021 14 


.0303.C24.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


29 






End 


2339 




GI 


none 






Score 


112 





40760 



Exons 



29. .160, 33. .161, 2056. .2307, 2061. .2309, 2065. .2160, 2067. .2339 



Seq. No. 40731 

Gene No. 84371 

Start 1 

Name OJ991021_14 . 0303 .C24 . ol . gs 

Start 46 

GI none 

Exons 46.. 161, 2065.. 3311 



Seq. ID OJ991021_14.0303.C24 
Strand 

End 3311 

Method GEN SCAN 

End 3311 

Score .82 



Seq. No. 40731 Seq. ID OJ991021_14 . 0303 . C24 

Gene No. 84371 Strand 

Start 1 ' End 3311 

Name OJ991021_14 . 0303.C24 .ol.gp Method AAT/GAP 

Start 258 End 843 

GI uC-osflcyp075ellbl Score 1152 

Exons 258.. 843 

GI Descrip. ' 5441876/dbj | AP000367 . 1 1 AP000367 3.0e-98 Oryza sativa genomic 
DNA, chromosome 2, clone: P0437H03 (contig b) ' 





Seq. No. 


40731 








Seq. ID 


OJ991021JL4.0303 


.C24 




Gene No. 


84371 








Strand 








Start 


1 








End 


3311 






Name 


OJ991021 14 


.0303 


.C24.o2 


.ts 


Method 


TBLASTX : Soybean 






Start 


2424 








End 


2654 






GI 


none 








Score 


142 






Exons 


2424. .2474, 


2466 


. .2654, 


2496. 


.2654 








Seq. No. 


40732 








Seq. ID 


OJ991021_14.0303 


.C25 




Gene No. 


84372 








Strand 


+ 






Start 


177 








End 


480 




i 3 


Name 


OJ991021 14 


.0303 


.C25.ol 


. gs 


Method 


GEN SCAN 




Li 


Start 


177 








End 


480 






GI 


none 








Score 


.78 






Exons 


177. .480 














s 

*4 


Seq. No. 


40732 








Seq. ID 


OJ991021_14.0303 


.C25 




Gene No. 


84373 








Strand . 


+ 






Start 


1462 








End 


1766 






Name 


OJ991021 14 


.0303 


.C25.ol 


.gp 


Method 


AAT/GAP 






Start 


1462 








End 


1766 






GI 


3769201 








Score 


566 






Exons 


1462. .1766 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40732 Seq. ID 

84374 Strand 

1555 End 

OJ991021_14 . 0303 . C25 . o2 . gs Method 

1555 . End 

none Score 



OJ991021_14.0303.C25 

6021 
GENSCAN 
6021 
.78 



1555. .2460, 2553. .2690, 4089. .4218, 4425. .4592, 4594. .4877, 
4964. .5018, 5454. .5634, 5943. .6021 



Seq. No. 40733 

Gene No. 84375 

Start 1 

Name OJ991021_14 . 0303. C26. ol.gp 



Seq. ID OJ991021_14.0303.C26 

Strand + 

End 4440 

Method AAT/GAP 



40761 



Start 1 End 235 

GI 5803488 Score 418 

Exons 1..235 



Seq. No. 40733 Seq. ID 

Gene No. 84375 " Strand 

Start 1 End 

Name OJ991021_14 . 0303 . C26 . o3 . np Method 

Start 1 End 

GI 4522005 Score 

Exons 1..21, 2188.. 2826, 2881.. 4440 

GI Descrip'. (AC007069) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ991021_14.0303.C26 
+ 

4440 
AAT/NAP 
4440 
752 



Seq. No. 40733 Seq. ID 

Gene No. 84375 Strand 

Start 1 End 

Name OJ991021_14 . 0303 . C26 . o2 . np Method 

Start 2184 End 

GI 2583130 Score 

Exons 2184.. 4427 

GI Descrip. (AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ991021_14.0303.C26 
+ 

4440 
AAT/NAP 
4427 
806 



Seq. No. 


40733 






Seq. ID 


OJ991021_14.0303. 


C26 


Gene No. 


84376 






Strand 






Start 


101 






End 


5207 




Name 


OJ991021 


_14.0303.C26.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


95 






End 


403 




GI 


none 






Score 


54 




Exons 


95. .154, 


101. .232, 248. 


.403, 


249. .392 






Seq. No. 


40733 






Seq. ID 


OJ991021_14.0303. 


C26 


Gene No. 


84376 






Strand 






Start 


101 






End 


5207 




Name 


OJ991021 


_14.0303.C26.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


98 






End 


460 




GI 


none 






Score 


48 




Exons 


98. .181, 


105. .206, 191. 


.460, 


192. .458, 


248. .460 





Seq. No. 40733 Seq. ID 

Gene No. 84376 Strand 

Start . 101 End 

Name OJ991021JL4 . 0303 . C26 . ol . gs Method 

Start 101 End 

GI none Score 

Exons 101.. 891, 1054.. 1233, 1331.. 1406, 2260 
4047. .4133 



OJ991021_14.0303.C26 

5207 
GENSCAN 
4133 
.6 

,.2333, 3396.. 3513, 



Seq. No. 40733 Seq. ID 

Gene No. 84376 Strand 

Start 101 End 

Name OJ991021_14 . 0303 . C26 . ol . np Method 

Start 104 End 

GI 5932548 Score 

Exons 104.. 955 

GI Descrip. (AC009465) unknown protein [Arabidopsis thaliana] 



OJ991021_14.0303.C26 

5207 
AAT/NAP 
955 
715 



40762 



Seq. No. 


40733 




Seq. ID 


OJ991021_14.0303 


.C26 


Genp No . 


84376 




Strand 






Start 


101 




End 


5207 




Name 


OJ991021 14.0303.C26.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


272 ~ 




End 


910 




GI 


none 




Score 


136 




Exons 


272. .391, 374. .754, 411. 


.755, 


767. .910 






Seq. No. 


•40733 




Seq. ID 


OJ991021_14.0303 


.C26 


Gene No. 


84376 




Strand 






Start 


101 




End 


5207 




Name 


OJ991021 14.0303.C26.o2. 


gp 


Method 


AAT/GAP 




Start 


293 




End 


720 




GI 


5803489 




Score 


800 




Exons 


293. .720 










GI Descrip. 


5932548/gb|AAD57003.1|AC009465 17 4 . 0e< 


-30 (AC0094 65) unknown 




protein [Arabidopsis thaliana 








Seq. No. 


40733 




Seq. ID 


OJ991021JL4.0303 


.C26 


Gene No. 


84376 




Strand 






Start 


101 




End 


5207 




Name 


OJ991021 14.0303.C26.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


566 




End 


961 




GI 


none 




Score 


168 




Exons 


566 904 618 884 896 


. 961 








Seq. No. 


40733 




Seq. ID 


OJ991021JL4.0303 


.C26 


Gene No . 


84376 




Strand 






Start 


101 




End 


5207 




Name 


OJ991021 14.0303.C26.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


2511 




End 


2813 




GI 


none 




Score 


125 




Exons 


2511.. 2681, 2694.. 2813 










Seq. No. 


40733 




Seq. ID. 


OJ991021_14.0303 


.C26 


Gene No . 


84376 




Strand 






Start 


101 




End 


5207 




Name 


OJ991021 14.0303.C26.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2538 




End 


2942 




GI 


none 




Score 


391 




Exons 


2538.. 2942, 2591.. 2917 










Seq. No. 


40733 




Seq. ID 


OJ991021_14.0303 


.C26 


Gene No . 


84376 




Strand 






Start 


101 




End 


5207 




Name 


OJ991021 14 .0303.C26.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2667 




End 


3029 




GI 


none 




Score 


311 




Evnn <? 


2667.. 3017, 2669.. 2785, 


2697. 


.3029 






Seq. No. 


40733 




Seq. ID 


OJ991021_14.0303 


.C26 


Gene -No. 


84376 




Strand 






Start 


101 




End 


5207 




Name 


OJ991021 14.0303.C26.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2814 




End 


3200 




GI 


none 




Score 


169 





40763 






Exons 


2814. .3077, 2846. .3010, 


3105. 


.3200 






Seq. No. 


40733 




Seq. ID 


OJ991021_14.0303.C26 




Gene No. 


84376 




Strand 


- 




Start 


101 




End 


5207 




Name 


OJ991021 14.0303.C26.o5. 


np 


Method 


AAT/NAP 




Cf 3 •>-+- 


3428 




End 


D £ U / 




GI 


5922623 




Score 


186 




Exons 


3428. .3458, 4829. .4904, 


5072. 


.5207 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gil 6016856 |dbj IBAA85199. 


1| (AP000570) 


hypothetical protein 






[Oryza sativa] 










Seq. No. 






Seq. ID 


OJ991021_14.0303.C26 




Gene No. 


84376 




Strand 






OLalL 


101 




End 






Name 


OJ991021 14.0303.C26.o4. 


np 


Method 


AAT/NAP 




Start 


4651 




End 


5207 




GI 


7523512 




Score 


121 




Exons 


4651. .4787, 5175. .5207 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


40734 




Seqi ID 


OJ991021_14.0303.C27 




Gene No . 


84377 




Strand 


+ 


5 


Start 


450 




End 


1207 




Name 


OJ991021 14.0303.C27.ol. 


gs 


Method 


GEN SCAN 




Start 


450 




End 


1207 




GI 


none 




Score 


.74 


3 

y 


Exons 


450. .601, 684. .750, 1032 


. .1207 




3 


Seq. No. 


40734 




Seq. ID 


OJ991021_14.0303.C27 


y 


Gene No. 


84378 




Strand 






Start 


1840 




End 


2422 




Name 


OJ991021 14.0303.C27.o2. 


gs 


Method 


GEN SCAN 


3 


Start 


1840 




End 


2271 




GI 


none 




Score 


.9 




Exons 


1840. .2271 








1 


Seq. No. 


40734 




Seq. ID 


OJ991021_14.0303.C27 




Gene No. 


84378 




Strand 






Start 


1840 




End 


2422 




Name 


OJ991021 14.0303.C27.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1897 




End 


2391 




GI 


none 




Score 


220 




Exons 


1897.. 2217, 1910.. 2209, 


2203. 


.2322, 2243.-2323, 2323.. 2391 



Seq. No. 40734 Seq. ID OJ991021_14 . 0303 . C27 

Gene No. 84378 Strand 

Start 1840 End 2422 

Name OJ991021_14 . 0303 .C27 .ol . np Method AAT/NAP 

Start 1912 End 2422 

GI 7488050 Score 508 

Exons 1912.. 2422 

GI Descrip. probable amine oxidase - Arabidopsis thaliana 

gi I 2244851 1 emb | CAB10273 . 1 1 (Z97337) amine oxidase like protein 
[Arabidopsis thaliana] gi | 7268240 | emb| CAB78536. 1 | (AL161540) 
amine oxidase like protein [Arabidopsis thaliana] 



40764 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



40734 
84378 
1840 

OJ991021_14.0303.C27.ol.tc 

1915 

none 



Seq. ID OJ991021_14.0303.C27 
Strand 

End 2422 

Method TBLASTX : Cress 

End 2391 

Score 282 



1915.. 2322, 1922.. 2332, 2323.. 2391 



40735 
84379 
1 

OJ991021_14.0303.C28.ol.np 
1 

5281040 

1..154, 256.. 655, 2080.. 2102 

(AL080318) copper amine oxidase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ991021__14.0303.C28 
Strand 

End 2102 

Method AAT/NAP 

End 2102 

Score 439 



40735 
84379 
1 

OJ991021_14.0303.C28.ol.gs 
2 

none 

2. .154, 175. .765 

40735 
84379 
1 

OJ991021_14 . 0303 . C28 . ol . ts 
33 

none 

33. .152, 38. .160, 65. .157, 289. .540, 290. .529, 586. .657 



Seq. ID OJ991021_14.0303.C28 
Strand 

End 2102 

Method GENSCAN 

End 765 

Score .63 



Seq. ID OJ991021_14.0303.C28 
Strand 

End 2102 

Method TBLASTX : Soybean 

End 657 

Score 71 



40735 
84379 

i 

OJ991021_14.0303.C28.ol.tc 
38 

none 



Seq. ID OJ991021_14.0303.C28 
Strand 

End 2102 

Method TBLASTX : Cress 

End 636 

Score 104 



38. .160, 39. .155, 245. .529, 262. .543, 586.-636 



40736 
84380 
156 

OJ991021_14.0303.C29.ol.np 
156 

3819099 
156. .969 

(AJ009825) copper amine oxidase [Cicer arietinum] 



Seq. ID OJ991021_14.0303.C29 
Strand 

End 969 

Method AAT/NAP 

End 969 

Score 413 



40736 
84380 
156 

OJ991021_14.0303.C29.ol.gs 
158 



Seq. ID OJ991021_14.0303.C29 

Strand 

End 969 

Method GENSCAN 

End 954 



40765 



GI 


none 


Score 


.76 


Exons 


158.. 954 






Seq. No. 


40736 


Seq. ID 


OJ991021_14.0303.C29 


Gene No . 


0 H JO U 


Strand. 




Start 


156 


End 


969 


Name 


OJ991021 14.0303.C29.ol.tc 


Method 


TBLASTX: Cress 


Start 


259 


End 


876 


GI 


none 


Score 


80 


Exons 


259. .450, 448. .621, 571. .702, 


751. .876 




Seq. No. 


40736 


Seq. ID 


OJ991021_14 . 0303. C29 


Gene No . 


o 4 jo U 


Strand 




Start 


156 


End 


969 


Name 


OJ991021 14.0303.C29.ol.ts 


Method 


TBLASTX: Soybean 


Start 


361 


End 


876 


GI 


none 


Score 


87 


Exons 


361. .450, 448. .633, 449. .664, 


751. .876, 755. .814 


Seq. No. 


40737 


Seq. ID 


OJ991021_14.0303.C30 


a IT* A XT /"\ 

v^ene wo . 


Q A 1 


Strand 




Start 


848 


End 


2798 


Name 


OJ991021 14.0303.C30.ol.gs 


Method 


GENSCAN 


Start 


848 


End 


2002 


GI 


none 


Score 


.5 


Exons ' 


848. .1009, 1739. .2002 






Seq. No. 


40737 


Seq. ID 


OJ991021_14.0303.C30 


Gene No. 


84381 


Strand 




Start 


848 


End 


2798 


Name 


OJ991021 14.0303.C30.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1691 


End 


2012 


GI 


5057942 


Score 


186 


Exons 


1691.. 1978, 1721.. 2002, 1722. 


.2012, 1761.. 1985 


GI Descrip. 


4263521/gb AAD15347 9.0e-38 


(AC004044 


) putative WD-repeat 




protein [Arabidopsis thaliana] 




Seq. No. 


40737 


Seq. ID 


OJ991021_14 . 03&3T. C30 


Gene No . 


84381 


Strand 




Start 


848 


End 


2798 


Name 


OJ991021 14.0303.C30.ol.tm 


Method 


TBLASTX: Maize 


Start 


1700 


End 


2009 


GI 


none 


Score 


328 


Exons 


1700.. 2002, 1701.. 2009, 1703. 


.1999, 1755.. 2003 


Seq. No. 


40737 


Seq. ID 


OJ991021_14 . 0303. C30 


Gene No. 


84381 


Strand 




c+- a y-4- 


848 


End 


2798 . 


Name 


OJ991021 14.0303.C30.ol.np 


Method 


AAT/NAP 


Start 


1715 


End 


2798 


GI 


4263521 


Score 


354 


Exons 


1715.. 2002, 2756.. 2798 






GI Descrip. 


(AC004044) putative WD-repeat 


protein 


[Arabidopsis thaliana 


Seq. No. 


40738 


Seq. ID 


OJ991021_14.0303.C31 


Gene No. 


84382 


Strand 


+ 


Start 


28 


End 


2843 



40766 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ991021_14 . 0303 . C31 . ol . gs Method 

28 End 

none Score 
28. .239, 1473. .2442 



GENS CAN 

2442 

.52 



40738 
84382 
28 

OJ991021_14.0303.C31.ol.np 

1534 

4587563 

1534.. 1803, 1849.. 2442, 2788 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2843 

(AC006550) Similar to gb|U51990 pre -mRNA- splicing factor hPrpl8 
from Homo sapiens. ESTs gb|T46391 and gb|AA721815 come from 
this gene. [Arabidopsis thaliana] 



OJ991021_14.0303.C31 
+ 

2843 
AAT/NAP 
2843 
641 



Seq. ID OJ991021_14.0303.C31 
Strand 

End 22 9 

Method AAT/GAP 

End 229 

Score 450 



40738 
84383 
1 

OJ991021_14.0303.C31.ol.gp 
1 

41565JL.R1084 
1..229 

'5932548/gb|AAD57003.1|AC009465_17 4.0e-30 (AC009465) unknown 
protein [Arabidopsis thaliana] 1 



40738 
84383 
1 

OJ991021JL4 .0303.C31.o2.tm 
1 

none 

1..156, 3. .143 

40738 
^84384 
1591 

OJ991021_14.0303.C31.ol.tc 

1591 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_14 .0303.C31 
229 

TBLASTX: Maize 

156 

189 



OJ991021_14 .0303.C31 
2445 

TBLASTX :.Cress 

2097 

88 



1591.. 1668, 1876.. 2025, 2020.. 2097, 2037.. 2096 



40738 Seq. ID 

84384 Strand 

1591 End 

0 J991021_14 . 0303 . C31 . ol . tm Method 

1828 End 

none Score 



OJ991021_14 .0303.C31 
2445 

TBLASTX: Maize 

2445 

355 



1828.. 2097, 1873.. 2100, 2073.. 2108, 2080.. 2109, 2085.. 2126, 
2217. .2324, 2227. .2292, 2235. .2444, 2245. .2445, 2338. .2445 



40738 Seq. ID 

84384 Strand 

1591 End 

OJ991021_14 . 0303 . C31 . ol . ts Method 

2224 End 

none Score 



OJ991021_14.0303.C31 
2445 

TBLASTX: Soybean 

2445 

299 



40767 



Exons 



2224. .2445, 2245. .2445 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40739 Seq. ID 

84385 Strand 

276 End 
OJ991021JL4 . 0303 . C32 . ol . ts Method 

253 End 

none Score 

253. .540, 327. .539, 346. .540 



OJ991021_14 .0303.C32 
+ 

747 

TBLASTX : Soybean 

540 

214 



40739 Seq. ID 

84385 Strand 
276 End 
OJ991021_14 . 0303 . C32 . ol . np Method 
276 End 
4587563 Score 
276. .735 

(AC006550) Similar to gb|U51990 pre-mRNA-splicing factor hPrplS 
from Homo sapiens. ESTs gb|T46391 and gb|AA721815 come from 
this gene. [Arabidopsis thaliana] 



OJ991021 
+ 

747 

AAT/NAP 

735 

517 



14.0303.C32 





Seq. No. 


40739 


Seq. ID 


OJ991021_14.0303.C32 




Gene No. 


84385 


Strand 


+ 




Start 


276. 


End 


747 




Name 


OJ991021 14.0303.*C32.ol.tm 


Method 


TBLASTX: Maize 


% j 


Start 


294 


End 


741 




GI 


none 


Score 


426 




Exons 


294. .665, 327. .674, 344. .691, 


346. .699, 


661. .738, 697. .741 




Seq. No. 


40739 


Seq. ID 


OJ991021_14.0303.C32 




Gene No. 


84385 


Strand 


+ 


r j l 


Start 


276 


End 


747 




Name 


OJ991021 14.0303.C32.ol.tw 


Method 


TBLASTX: Wheat 




Start 


294 


End 


645 


z s 
— er 


GI 


none 


Score 


464 




Exons 


294.. 644, 327.. 644, 346.. 645 






h 


Seq. No. 


40739 


Seq. ID 


OJ991021_14.0303..C32 




Gene No. 


84385 


Strand 


+ 




Start 


276 


End 


747 


L J 


Name 


OJ991021 14.0303.C32.ol.gs 


Method 


GENSCAN 




Start 


328 


End 


735 




GI 


none 


Score 


1 




Exons 


328. .735 








Seq. No. 


40739 


Seq. ID 


OJ991021_14.0303.C32 




Gene No. 


84385 


Strand 


+ 




Start 


276 


End 


747 




Name 


OJ991021 14.0303.C32.ol.gp 


Method 


AAT/GAP 




Start 


331 


End 


747 




GI 


8231 1.R1084 


Score 


695 




Exons 


331. .747 








GI Descrip. 


• 4587563/gb| AAD257 94 . 1 | AC006550_2 1 . Oe- 


-23 (AC006550) Similar 



gb__U51990 pre-mRNA- splicing factor hPrpl8 from Homo sapiens. 
ESTs gb_T46391 and gb_AA721815 come from this gene. [Arabidopsis 
thaliana] ? 



40768 




Seq. No. 


40739 


Seq. ID 


OJ991021_14.0303 


.C32 


Gene No . 


o4oob 


btrana 


+ 




Start 


276 


End 


747 




Name 


OJ991021 14.0303.C32.ol.tc 


Method 


TBLASTX: Cress 




Start 


421 


End 


699 




GI 


none 


Score 


392 




Exons 


421. .699, 423. .653 








Seq. No. 


40740 


Seq. ID 


OJ991111_19.0307 


.C2 


Gene No. 


84386 


Strand 


+ 




Start 


3983 


End 


19801 




Name 


OJ991111 19.0307.C2.ol.np 


Method 


AAT/NAP 




Start 


3784 


End 


4480 




GI 


7248393 


Score 


534 




Exons 


3784. .4067, 4107. .4480 








GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40740 
84386 
3983 

OJ991111_19.0307.C2.o2.gs 

3983 

none 



Seq. ID OJ991111_19.0307.C2 

Strand + 

End 19801 

Method GENSCAN 

End 7813 

Score .43 



3983.-4364, 4626. .5251, 5518. .5589, 5697.. 6667, 7225. .7813 



40740 
84386 
3983 

OJ991111_19.0307.C2.o2.np 

6582 

7248394 

6582.. 7513, 16863 17898, 



Seq. ID 
Strand 
End ; 
Method 
End 
Score 
19790. .19801 



OJ991111_19.0307.C2 
+ 

19801 
AAT/NAP 
19801 
1780 



(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40740 
84386 
3983 

OJ991111_19.0307.C2.ol.tw 

7637 

none 



Seq. ID OJ991111_19.0307.C2 

Strand + 

End 19801 

Method TBLASTX : Wheat 

End 17123 

Score 80 



7637. .7684, 7642. .7692, 7688.-7759, 7696. .7758, 7699. .7761, 
16836. .17123, 16838.. 17080 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40740 
84386 
3983 

OJ991111_19.0307.C2.o3.gs 

9781 

none 



Seq. ID OJ991111_19.0307.C2 

Strand + 

End 19801 

Method GENSCAN 

End 18990 

Score .55 



9781. .9951, 10179. .10554, 10559 .. 10764 , 11744 .. 11833, 
11866. .12004, 13231. .13308, 14 947 14 985 , 15283 .. 15412, 
16799. .17360, 17523 .. 17556, 177 94 17 957 , 18058 18240, 
18855. .18990 



40769 



Seq. No. 


40740 




Seq. ID 


OJ991111_19.0307 


. C2 


Gene No. 


84386 




Strand 


+ 




Start 


3983 




End 


19801 




Name 


OJ991111 19. 0307. C2. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


12002 




End 


12203 




GI 


none 




Score 


163 




Exons 


12002. .12199, 12008. 


.12115, 


12009. .12203, 12009.. 12200 




Seq. No. 


A f\H A f\ 

40740 




Seq. ID 


OJ991111_19.0307 


r*o 
. CZ 


Gene No. 


84386 




Strand 


+ 




Start 


3983 




End 


19801 




Name 


OJ991111 19. 0307. C2. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


16992 




End 


17453 




GI 


none 




Score 


559 




Exons 


16992. .17453, 16992. 


.17390, 


17141. .17452 




Seq. No. 


a m A A 




Seq. ID 


OJ991111_19.0307 


r* o 


Gene No. 


84386 




Strand 


+ 




Start 


3983 




End 


19801 




Name 


OJ991111 19. 0307. C2. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


17124 




End 


17459 






none 




Score 


204 




Exons 


17124. .17459, 17141. 


.17455 








Seq. No. 


40740 




Seq. ID 


OJ991111_19.0307 


. C2 


Gene No. 


84386 




Strand 


+ 




Start 


3983 




End 


19801 




Name 


OJ991111 19. 0307. C2. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


17139 




End 


17609 




GI 


none 




Score 


225 




Exons 


17139. .17420, 17177. 


.17314, 


17421. .17609, 17453. .17596 




Seq. No. 


40740 




Seq. ID 


OJ991111_19.0307 


.C2 


Gene No . 


o4 job 




Strand 


+ 




Start 


3983 




End 


19801 




Name 


OJ991111 19. 0307. C2. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


17760 




End 


18168 ' 




GI 


none 




Score 


155 




Exons 


17760. .17897, 17762. 


.17911, 


17918. .18001, 17919. .18038, 






18046. .18168 










Seq. No. 


40740 




Seq. ID 


OJ991111_19.0307 


.C2 


Gene No. 


84386 




Strand 


+ 




Start 


3983 




End 


19801 • 




Name 


OJ991111 19. 0307. C2. 


o3.np 


Method 


AAT/NAP 




Start 


18487 




End 


19801 




GI 


629693 




Score 


404 




Exons 


18487. .19097, 19575. 


.19801 








GI Descrip. 


probable integrase - 


common 


tobacco (: 


fragment) 





gi|530742|emb|CAA567 91| (X80830) integrase [Nicotiana tabacum] 



Seq. No. 40740 Seq. ID OJ991111_19 . 0307 . C2 

Gene No. 84386 Strand + 

Start 3983 '* End 19801 

Name OJ991111_19 . 0307 .C2 . o2 . tm Method TBLASTX : Mai ze 

Start 18618 . End 18998 ■ 



40770 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

18618. .18776, 18774. .18998 

40740 
84386 
3983 

OJ991111_19.0307.C2.o3.ts 

18621 

none 

18621. .19019, 18725. .18919 



Score 80 



Seq. ID OJ991111_19.0307.C2 

Strand + 

End 19801 

Method TBLASTX : Soybean 

End 19019 

Score 228 



40741 
84387 
1 

OJ991111_19.0307.C3.ol.np 
1 

629693 
1..171, 347. .384 

probable integrase - common tobacco (fragment) 
gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. ID OJ991111_19.0307.C3 

Strand + 

End 384 

Method AAT/NAP 

End 384 

Score 98 





Seq. No. 


40741 


Seq. ID 


OJ991111 


_19. 


0307. C3 




Gene No. 


84388 


Strand 










Start 


524 


End 


5361 








Name 


OJ991111 19.0307.C3.ol.gs 


Method 


GEN SCAN 






3 


Start 


524 


End 


5361 






fi 


GI 


none 


Score 


.7 








Exons 


524. .1207, 1286. .1369, 1686. 


.2020, 2186.. 2533, 


ouy / 


*3 o c; r» 






3320.. 3592, 3691.. 3834, 3902 


..4247, 5283.. 5361 






. s 


Seq. No. 


40742 


Seq. ID 


OJ991111 


_19. 


0307. C4 




Gene No. 


84389 


Strand 


+ 








Start 


1 


End 


421 








Name 


OJ991111 19.0307.C4.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


421 








GI 


5852181 


Score 


95 ' 








Exons 


1..28, 257. .421 












GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa]" * 










Seq. No. 


40742 


Seq. ID 


OJ991111 


_19. 


0307. C4 




Gene No. 


84390 


Strand 


+ 








Start 


346 


End 


2717 








Name 


OJ991111 19.0307.C4.ol.gs 


Method 


GEN SCAN 








Start 


346 


End 


2717 








GI 


none 


Score 


.63 








Exons 


346. .594, 887. .1038, 1442. .1530, 2101. 


.2717 








Seq. No. 


40743 


Seq. ID 


OJ991111 


_19. 


0307. C5 




Gene No. 


84391 


Strand 


+ 








Start 


149 


End 


3016 








Name 


OJ991111 19.0307.C5.ol.gs 


Method 


GENSCAN 








Start 


149 


End 


2732 








GI 


none 


Score 


.44 








Exons 


149. .155, 2476.-2732 












Seq. No. 


40743 


Seq. ID 


OJ991111 


_19. 


0307. C5 




Gene No. 


84391 


Strand 


+ 







40771 



149 End 3016 

OJ991111_19 . 0307 . C5 . ol . np Method AAT/NAP 

2508 End 3016 

6815052 Score 253 

2508. .2661, 2743. .2847, 2984. .3016 
(AP001080) hypothetical protein [Oryza sativa] 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



40744 
84392 



OJ991111_19.0307.C6.ol.np 
1 

5852180 



Seq. ID OJ991111_19.0307.C6 

Strand + 

End 8476 

Method AAT/NAP 

End 3652 

Score 472 



1..92, 813. .866, 1849. .2347, 2672. .2706, 3597. .3652 



Seq. No. 40744 

Gene No. 84392 

Start 1 

Name OJ991111_19.0307.C6.ol.gs 

Start 1056 

GI none 

Exons 1056. 

- 4814. 
7272. 



1116, 1833.. 2309, 3214. 
4918, 5276.. 5524, 6059. 
7834, 7840. .8057 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3409, 3639.. 3738, 
.6427, 6710. .6829, 



OJ991111_19.0307.C6 
+ 

8476 
GENSCAN 
8057 
.57 



4448. .4460, 
6991. .7150, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40744 
84392 
1 

OJ991111_19.0307.C6.o2.np 

3195 

6815052 



Seq. ID OJ991111_19.0307.C6 

Strand + 

End 8476 

Method AAT/NAP 

End 6828 

Score 1545 



3195. .3339, 3647. .3738, 4595. .4701, 5403. .5524, 5573. .6271, 
6353.. 6427, 6710. .6828 



GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40744 Seq. ID 

84392 Strand 

1 End 

OJ991111_l 9 . 0307 . C6 . o3 . np Method 

6722 End 

6907087 Score 



OJ991111_19.0307.C6 
+ 

8476 
AAT/NAP 
8476 
800 



6722. .7101, 7144. .7834, 8375. .8476 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 40744 Seq. ID OJ991111_19 . 0307 . C6 

Gene No. 84393 Strand + 

Start 8942 End 9323 

Name OJ991111JL9. 0307 .C6.o2 .gp Method AAT/GAP 

Start 8942 End 9323 

GI uC-osflcyp033a04bl Score 639 

Exons 8942.. 9323 

GI Descrip. ' 6016845/dbj | AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 



40772 



1 2 



Seq. No. 


40744 


Seq. ID 


OJ991111_19.0307 


.C6 


Gene No. 


84394 


Strand 


+ 




Start 


9568 . 


tina 






Name 


OJ991111 19.0307.C6.o5.np 


Method 


AAT/NAP 




Start 


9568 


End 


12806 




GI 


5852093 


Score 


68 




Exons 


9568.. 9616, 10954 .. 11105, 


12778. .12806 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza 


sativa] 






Seq. No. 


40744 


Seq. ID 


OJ991111_19.0307 


.C6 - 


Gene No. 


84395 


Strand 


+ 




Start 


14657 


End 


15387 




Name 


OJ991111 19.0307.C6.o3.gp 


Method 


AAT/GAP 




Start 


14657 


End 


15387 




GI 


LIB3474-003-P1-K1-C2 


Score 


763 




Exons 


14657. .14781, 14 961 .. 15106, 15202.. 15387 




GI Descrip. 


' 6069643/dbj | AP000616 . 1 1 AP000616 1 . Oe- 


116 Oryza sativa 


genomic 




DNA, chromosome 6, clone: 


P0514G12' 






Seq. No. 


40744 


Seq. ID 


OJ991111_19.0307 


.06 


Gene No. 


84396 


Strand 






Start 


715 


End 


1096 




Name 


OJ991111 19.0307.C6.ol.gp 


Method 


AAT/GAP 




Start 


715 - 


End 


1096 




GI 


uC-osflcyp033a04bl 


Score 


659 




Exons 


715. .1096 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1 , clone : 


P0711E10' 






Seq. No. 


40744 


Seq. ID 


OJ991111_19.0307 


.C6 


Gene No. 


84397 


Strand 






Start 


8369 


End 


10712 




Name 


OJ991111 19.0307.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4921 


End 


5418 




GI 


none 


Score 


319 




Exons 


4921. .5418, 4945. .5211, 5157. .5315 






Seq. No. 


40744 


Seq. ID 


OJ991111_19.0307 


.C6 


Gene No. 


84397 


Strand 






Start 


8369 


End 


10712 




Name 


OJ991111 19.0307.C6.o2.gs 


Method 


GENS CAN 




Start 


8369 


End 


10712 




GI 


none 


Score 


.84 




Exons 


8369. .8475, 8922. .9075, 9168. .9225, 10196 .. 10267 , 10693 


. .10712 


Seq. No. 


40744 


Seq. ID 


OJ991111_19.0307 


.C6 


Gene No. 


84397 


Strand 






Start 


8369 


End 


10712 




Name 


OJ991111 19.0307.C6.o4.np 


Method 


AAT/NAP 




Start 


8870 


End 


9075 




GI 


4680186 


Score 


237 




Exons 


8870. .9075 








GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 




Seq. No. 


40745 


Seq. ID 


OJ991111_19.0307 


.C7 


Gene No. 


84398 


Strand 






Start 


1 


End 


1612 





40773 



Name OJ991111_19 . 0307 . C7 . ol .np Method AAT/NAP 

Start 1 End 1390 

GI 7248394 • Score 1654 

Exons 1..181, 452.. 733, 777. .1390 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 40745 

Gene No. 84398 

Start 1 

Name OJ991111JL9 . 0307 . C7 . ol . tw 

Start 1 

GI none 

Exons 1..303, 3.. 320 

Seq. No. 40745 

Gene No. 84398 

Start 1 

Name OJ991111_19 . 0307 . C7 . ol . tm 

Start 1 

GI none 

Exons 1..258, 1..246, 3.. 260 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_19.0307.C7 
1612 

TBLASTX: Wheat 

320 

344 



OJ991111_19.0307.C7 
1612 

TBLASTX :.Maize 

260 

263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40745 
84398 
1 

OJ991111_19.0307.C7.ol.gs 
50 

none 



Seq. ID OJ991111_19.0307.C7 
Strand 

End 1612 

Method GENSCAN 

End 1612 

Score .43 



50. .181, 257. .721, 1041. .1194, 1376. .1612 



40745 
84398 
1 

OJ991111_19.0307.C7.ol.ts 

114 

none 

114. .248, 264. .482 



Seq. ID OJ991111_19.0307.C7 
Strand 

End 1612 

Method TBLASTX : Soybean 

End 482 

Score 131 



Seq. No. 40746 

Gene No. 84399 

Start 177 

Name OJ991111_19 . 0307 .C8 .ol.gs 

Start 177 

GI none 

Exons 177.. 312 

Seq. No. 40746 

Gene No. 84400 

Start 3311 

Name OJ991111_19 . 0307 . C8 . o3 . gs 

Start 3311 

GI none 
Exons 



Seq. ID OJ991111_19.0307.C8 

Strand + 

End 312 

Method GENSCAN 

End 312 

Score .77 



Seq. ID OJ991111_19.0307.C8 



Strand 
End 

Method 

End 

Score 



+ 

5438 
GENSCAN 
5216 
.6 



3311.. 3526, 3597.. 3885, 4000.. 4332, 4708.. 5216 



40774 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40746 
84400 
3311 

OJ991111_19.0307.C8.ol.np 
3415 
4325357 
3415. .4115, 4910. .5438 

(AF128395) contains similarity to Arabidopsis thaliaria 
retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Seq. ID OJ991111_19.0307.C8 

Strand + 

End 5438 

Method AAT/NAP 

End 5438 

Score 416 





Seq. No. 


40746 






Seq. ID 


OJ991111_19.0307.C8 




Gene No. 


84401 






Strand 






Start 


1510 






End 


4073 




Name 


OJ991111 19.0307. 


C8.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


49 






End 


416 




GI 


none 






Score 


69 




Exons 


49. .267, 146. .262 


, 273 


. .416, 


292. .399 






Seq. No. 


40746 






Seq. ID 


OJ991111JL9.0307.C8 




Gene No. 


84401 






Strand 






Start 


1510 






End 


4073 




Name 


OJ991111 19.0307. 


C8.ol 


.ts 


Method 


TBLASTX : Soybean 


-„ 


Start 


924 






End 


4028 




GI 


none 






Score 


66 


ffi 

r ; I 


Exons 


924.. 1076, 3618.. 


3722, 


3653. 


.3721, 3750. .4028, 3762. .3962 




Seq. No. 


40746 






Seq. ID 


OJ991111_19.0307.C8 




Gene No. 


84401 






Strand 




~ 


Start 


1510 






End 


4073 




Name 


OJ991111 19.0307. 


C8.ol 


. tw 


Method 


TBLASTX: Wheat 


\ y 


Start 


948 






End 


3965 




GI 


none 






Score 


101 




Exons 


948. .1088, 3618.. 


3734, 


3750. 


.3965 




~l. \ 

-z 

Is £x 


Seq. No. 


40746 






Seq. ID 


OJ991111_19.0307.C8 




Gene No. 


84401 






Strand 




%s* 


Start 


1510 






End 


4073 




Name 


OJ991111 19.0307. 


C8.o2 


.gs 


Method 


GENSCAN 




Start 


1510 






End 


2112 


GI 


none 






Score 


.51 




Exons 


1510.. 2112 












Seq. No. 


40746 






Seq. ID 


OJ991111_19.0307.C8 




Gene No. 


84401 






Strand 






Start 


1510 






End 


4073 




Name 


OJ991111 19.0307. 


C8.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3765 






End 


4073 




GI 


none 






Score 


190 




Exons 


3765. .4073 












Seq. No. 


40746 






Seq. ID 


OJ991111_19.0307.C8 




Gene No. 


. 84402 






Strand 






Start 


4809' 






End 


5210 




Name 


OJ991111 19.0307. 


C8 .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4809 






End 


5210 



40775 




GI 


none 








Score 


108 




Exons 


4809. .4988, 


5031 


. .5210, 


5102. 


.5185 






Seq. No. 


40747 








Seq. ID 


OJ991111 


JL9.0307.C9 


Gene No. 


84403 








Strand 


+ 




Start 


639 








End 


1153 




Name 


OJ991111 19 


.0307 


.C9.ol. 


gs 


Method 


GENSCAN 




Start 


639 








End 


1153 




GI 


none 








Score 


.67 




Exons 


639. .797, 1049.. 


1153 










Seq. No. 


40747 








Seq. ID 


OJ991111 


_19.0307.C9 


Gene No. 


84404 








Strand 


+ 




Start 


1 P. Q*7 








End 


9248 




Name 


O TQQ1 111 1 Q 


.0307 


.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 Q QT 








End 


7239 




GI 










Score 


1888 




Exons 


1 Q Ql O C\ A O 


2123 


. .2205, 


2487. 


.2604, 2896.. 2995, 


3872. .3964, 




r ^ cono 
j / jj. . oyuz, 


5951 


. . 6683 , 


6765. 


.6839, 7121.. 7239 




GI Descrip. 


/ nonn 1 non\ 
(ArUUlUoU j 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


40747 








Seq. ID 


OJ991111 


_19.0307.C9 


Gene No . 


84404 








Strand 


+ 




Start 


1897 








End 


9248 




Name 


OJ991111 19 


.0307 


,C9.o2. 


gs 


. Method 


GENSCAN 




Start 


1897 








End 


3349 




GI 


none 








Score 


.74 




Exons 


1897. .2049, 


2847 


. .2995, 


3053. 


.3120, 3258.-3349 




Seq. No. 


40747 








Seq. ID 


OJ991111 


_19.0307.C9 


Gene No. 


84404 








Strand 


+ 




Start 


1897 








End 


9248 




Name 


OJ991111 19 


.0307 


.C9.o3. 


gs 


Method 


GENSCAN 




Start 


4084 








End 


9248 




GI 


none 








Score 


.7 




Exons 


4084. .4486, 


4893 


. .4951, 


5426. 


.6839, 7121.. 7199, 


7243. .7402, 




8108. .8167, 


9150 


. .9248 











Seq. No. 


40747 


Seq. ID 


OJ991111 


_19. 


0307 


,C9 


Gene No. 


84405 


Strand 


+ 








Start 


9344 


End 


16924 








Name 


OJ991111 19.0307.C9.o2.np 


Method 


AAT/NAP 








Start 


9344 


End 


14010 








GI 


5852181 


Score 


135 








Exons 


9344.. 9371, 12600 .. 12738 , 13946.. 14010 










GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 










Seq. No. 


40747 


Seq. ID 


OJ991111 


_19. 


0307 


.C9 


Gene No. 


84405 


Strand 


+ 








Start 


9344 


End 


16924 








Name 


OJ991111 19.0307.C9.o5.gs 


Method 


GENSCAN 








Start 


11004 


End 


14310 








GI 


none 


Score 


.87 








Exons 


11004. .11158, 12578. .12711, 


12902. .14310 








Seq. No. 


40747 


Seq. ID 


OJ991111 


_19. 


0307 


.C9 


Gene No. 


84405 


Strand 


+ 









40776 






Start 


9344 




End 


16924 






Name 


OJ991111 19. 0307. C9. 


o3 . np 


Method 


AAT/NAP 






Start 


14036 




End 


16924 






GI 


6691191 




Score 


2666 






Exons 


14036. .16924 












GI Descrip. 


(AC007534) F7F22.15 


[Arabidopsis thaliana] 






Seq. No. 


40747 




Seq. ID 


OJ991111 19.0307 


.C9 




Gpne No 


84405 




Strand 


+ 






Start 


9344 




End 


16924 






Name 


OJ991111 19. 0307. C9. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


14268 




End 


14603 






GI 


none 




Score 


354 






Exons 


14268. .14603, 14282. 


. 14452 










Seq. No. 


40747 




Seq. ID 


OJ991111 19.0307 


.C9 




Gene No . 


84405 




Strand 


+ 






Start 


9344 




End 


16924 






Name 


OJ991111 19. 0307. C9. 


o5 . tw 


Method 


TBLASTX: Wheat 






Start 


14274 




End 


14582 






GI 


none 




Score 


330 






Exons 


14274. .14582, 14276. 


.14464 








H 


Seq. No. 


40747 




Sea. ID 


OJ991111 19.0307 


.C9 




flpnp No 


84405 




Strand 


+ 






Start 


9344 




End 


16924 




f n 


Name 


OJ991111 19. 0307. C9. 


o2.tm 


Method 


TBLASTX: Maize 




fii 


Start 


14466 




End 


14828 




r ~ 


GI 


none 




Score 


229 




IU 


Exons 


14466. .14828 












Seq. No. 


40747 




Seq. ID 


OJ991111 19.0307 


.C9 






84405 




Strand 


+ 






Start 


9344 




End 


16924 






Name 


OJ991111 19. 0307. C9. 


ol.tw 


Method 


TBLASTX: Wheat 




i~i 


Start 


14679 




End 


15110 






GI 


none 




Score 


544 






Exons 


14679. .15110, 14681. 


.15067, 


14691. .15092 




r = 5 


Seq. No. 


40747 




Seq. ID 


OJ991111_19.0307 


.C9 




Gene No. 


84405 




Strand 


+ 






Start 


9344 




End 


16924 






Name 


OJ991111 19. 0307. C9. 


ol.tm 


Method 


TBLASTX :Maize 






Start 


14844 




End 


15392 






GI 


none 




Score 


259 






Exons 


14844. .15257, 15249. 


.15392 










Seq. No. 


40747 




Seq. ID 


OJ991111_19.0307 


.C9 






84405 




Strand 


+ 






Start 


9344 




End 


16924 






Name 


OJ991111 19. 0307. C9. 


o3.ts 


Method 


TBLASTX : Soybean 






Start 


14970 




End 


15323 






GI 


none 




Score 


59 






Exons 


14970. .15035, 15035. 


.15304, 


15036. .15323, 15096.. 15323 






Seq. No. 


40747 




Seq. ID 


OJ991111_19.0307 


.C9 




Gene No. 


84405 




Strand 


+ 





40777 






Start 


9344 




End 


16924 






Name 


OJ991111 19. 0307. C9 


. o3 . tw 


Method 


TBLASTX: Wheat 






Start 


15110 




End 


15416 






GI 


none 




Score 


366 






Exons 


15110. .15301, 15114 


. .15416, 


15322. .15384 






Seq. No. 


40747 




Seq. ID 


OJ991111_19.0307 


.C9 




Gene No. 


84405 




Strand 


+ 






Start 


9344 




End 


16924 






Name 


OJ991111 19. 0307. C9 


. o4 . tw. 


Method 


TBLASTX: Wheat 






Start 


15429 




End 


15899 






GI 


none 




Score 


190 






Exons 


15429. .15629, 15431 


. .15613, 


15621. .15692, 15696.. 15899 






Seq. No. 


40747 




Seq. ID 


OJ991111_19.0307 


-C9 




Gene No. 


84405 




Strand 


+ 






Start 


9344 




End 


16924 






Name 


OJ991111 19. 0307. C9 


.o4 . ts 


Method 


TBLASTX : Soybean 






Start 


15435 




End 


15569 * 






GI 


none 




Score 


199 






Exons 


15435. .15569, 15435 


. .15551, 


15449. .15556 






Seq. No. 


40747 




. Seq. ID 


OJ991111_19.0307 


.C9 




Gene No. 


, 84405 




Strand 


+ 




3 


Start 


9344 




End 


16924 






Name 


OJ991111 19. 0307. C9 


.ol . tc 


Method 


TBLASTX: Cress 




n 


Start 


15612 




End 


15995 




1 1 


GI 


none 




Score 


61 




=| 
=f 


Exons 


15612. .15689, 15692 


. .15805, 


15693. .15995, 15845.. 15994 




i-f 


Seq. No. 


40747 




Seq. ID 


OJ991111_19.0307 


.C9 


n 


Gene No. 


84405 




Strand 


+ 






Start 


9344 




End 


16924 






Name 


OJ991111 19. 0307. C9 


.06. tw 


Method 


TBLASTX: Wheat 




— 


Start 


16013 




End 


16348 




; 


GI 


none 




Score 


158 




_ : 


Exons 


16013. .16201, 16017 


. .16208, 


16020. .16202, 16184.. 16348 






Seq. No. 


40747 




Seq. ID 


OJ991111JL9.0307 


.C9 




Gene No. 


84405 




Strand 


+ 






Start 


9344 




End 


16924 




~ 


Name 


OJ991111 19. 0307. C9 


.ol.ts 


Method 


TBLASTX : Soybean 






Start 


16340 




End 


16884 






GI 


none 




Score 


351 






Exons 


16340. .16729, 16342 


. .16722, 


16738. .16884, 16739. .16828 






Seq. No. 


40747 




Seq. ID 


OJ991111_19.0307 


-C9 




Gene No. 


84405 




Strand 


+ 






Start 


9344 




End 


16924 






Name 


OJ991111 19.0307.C9.o2.tw 


Method 


TBLASTX: Wheat 






Start 


16351 




End 


16732 






GI 


none 




Score 


378 






Exons 


16351. .16374, 16352 


. .16732, 


16408. .16731 






Seq. No. 


40748 




Seq. ID 


OJ991111_19.0307 


.C10 




Gene No. 


84406 




Strand 


+ 






Start 


1 




End 


1235 





40778 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991111_19 . 0307 . CIO . ol . np Method AAT/NAP 
1 End 375 

4680186 Score 342 

1..111, 175. .375 

(AF111709) unknown [Oryza sativa subsp. indica] 



40748 
84406 
1 

OJ991111JL9. 0307. C10. ol.gs 

268 

none 

268.. 328, 1135.. 1235 



Seq. ID OJ991111_19. 0307. C10 

Strand + 

End 1235 

Method GENSCAN 

End 1235 

Score .52 



Seq. ID OJ991111_19. 0307. C10 

Strand 

End 308 

Method AAT/GAP 

End 308 

Score 554 



40748 
84407 
1 

OJ991111_19. 0307. C10. ol.gp 
1 

uC-osflcyp033a04bl 
1..308 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



40749 
84408 
1 

OJ991111_19.0307.C12.ol.np 
1 

5295955 



Seq. ID OJ991111__19.0307.C12 

Strand + 

End 1659 

Method AAT/NAP 

End 1659 

Score 222 



1..100, 231. .383, 1128. .1194, 1335. .1659 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



40749 
84408 
1 

OJ991111_19. 0307. C12. ol.gs 

1113 

none 

1113.. 1442 



Seq. ID OJ991111_19.0307.C12 

Strand + 

End 1659 

Method GENSCAN 

End 1442 

Score .7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40750 Seq. ID OJ991111_19 . 0307 . C13 

84409 Strand + 

1 End 1438 

OJ991111_19.0307.C13.ol.np Method AAT/NAP 

1 End 1438 

7248394 Score 267 

1..36, 1073. .1438 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 
Gene No. 



40750 
84410 



Seq. ID 
Strand 



OJ991111 19.0307.C13 



40779 



Start 
Name 
Start 
GI 

Exons 



229 End 1267 

OJ99111 1_1 9 . 0307 . C13 . ol . gs Method GENSCAN 

229 End 1267 . 

none Score .56 
229. .363, 1138. .1267 



Seq. No. 40751 

Gene No. 84 411 

Start 1571 

Name QJ991111_19. 0307 .CIS. ol.gs 

Start 1571 

GI none 

Exons 1571.. 1737, 1742.. 1797, 1865. 

Seq. No. 40751 

Gene No. 84412 

Start 2720 

Name OJ991111_19 . 0307 . CIS . o2 . gs 

Start 2720 

GI none 

Exons 2720.. 3922 



Seq. ID OJ991111_19.0307.C15 

Strand + 

End 24 69 

Method GENSCAN 

End 24 69 

Score .51 
.2010, 2166. .2469 

Seq. ID OJ991111_19.0307.C15 
Strand 

End 4050 

Method GENSCAN 

End 3922 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40751 
84412 
2720 

OJ991111JL9. 0307. CIS. ol.np 

2723 

6983860 

2723. .4050 

(AP001168) Similar to 22 kDa 
(AF061282) [Oryza sativa] 

40751 
84412 
2720 

OJ991111_19.0307.C15.o3.tw 

2768 

none 

2768. .3100, 2820. .3101 



Seq. ID OJ991111_19. 0307. CIS 
Strand 

End 4050 

Method AAT/NAP 

End 4050 

Score 2284 

kafirin cluster; Ty3-Gypsy type 



Seq. ID OJ991111_19.0307.C15 
Strand 

End 4050 

Method TBLASTX : Wheat 

End 3101 

Score 137 



Seq. No. 40751 

Gene No. 84412 

Start 2720 

Name OJ991111JL9 . 0307 .CIS . ol . tm 

Start 2963 

GI none 

Exons 2963.. 3388, 2964.. 3161, 2984. 
3393. .3548 



Seq. ID OJ991111_19.0307.C15 
Strand 

End 4050 

Method TBLASTX : Mai ze 

End 3548 

Score 104 

.3229, 3225. .3389, 3386. .3547, 



Seq. No. 40751 

Gene No. 84412 

Start 2720 

Name OJ991111_19 . 0307 .CIS .ol . tw 

Start 3101 

GI none 

Exons 3101.. 3727, 3102.. 3161, 3222. 



Seq. ID OJ991111_19. 0307. CIS 
Strand 

End 4050 

Method TBLASTX : Wheat 

End 3727 

Score 44 
.3671 



40780 




Seq. No. 


40751 






Seq. ID 


OJ991111_19.0307 


.C15 


Gene No. 


84412 






Strand 






Start 


2720 






End 


4050 




Name 


OJ991111 19.0307. 


C15.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


3596 






End 


3888 




GI 


none 






Score 


309 




Exons 


3596.. 3886, 3600. 


.3887, 


3601. 


.3888 






Seq. No. 


40751 - 






Seq. ID 


OJ991111_19.0307 


.C15 


Gene No. 


O A A 1 O 

84412 






Strand 






Start 


2720 






End 


4050 




Name 


OJ991111 19.0307. 


CIS.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


3686 






End 


3946 




GI 


none 






Score 


182 




Exons 


3686.-3946, 3687. 


.3935 










Seq. No. 


40751 






Seq. ID 


OJ991111_19.0307 


.C15 


Gene No . 


O A A 1 O 

o4 41z 






Strand 






Start 


2720 






End 


4050 




Name 


OJ991111 19.0307. 


CIS.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3710 






End 


4036 




GI 


none 






Score 


87 




Exons 


3710.. 3853, 3711. 


.3851, 


3854. 


.4036 






Seq. No. 


40751 






Seq. ID 


OJ991111_19.0307 


.C15 


Gene No. 


84412 






Strand 






Start 


2720 






End 


4050 




Name 


OJ991111 19.0307. 


C15.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3734 






End 


4045 




GI 


none 






Score 


264 




Exons 


3734.. 4045, 3738. 


.4016 










Seq. No. 


40752 






Seq. ID 


OJ991111_19.0307 


.C16 


Gene No. 


84413 






Strand 






Of -1 y>f 

otart 


1 






End 


o4 04 




Name 


OJ991111 19.0307. 


CI6.0I 


.np 


Method 


AAT/NAP 




Start 


1 






End 


3179 




GI 


4680179 






Score 


3336 




Exons 


1...1837, 1865.. 2854, 3134.. 3179 






GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


40752 






Seq. ID 


OJ991111_19.0307 


.C16 


Gene No. 


84413 






Strand 






Start 


1 






End 


6454 




Name 


OJ991111 19.0307. 


CI6.0I 


. tm 


Method 


TBLASTX: Maize 




Start 


14 






End 


367 




GI 


none 






Score 


194 




Exons 


14. .367, 21. .362 












Seq. No. 


40752 






Seq. ID 


OJ991111_19.0307 


.C16 


Gene No. 


84413 






Strand 






Start 


1 






End 


6454 




Name 


OJ991111 19.0307. 


CI6.0I 


.tw 


Method 


TBLASTX: Wheat 




Start 


14 






End 


439 




GI 


none 






Score 


226 




Exons 


14. .364, 14. .439, 


21. .437 









40781 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40752 
84413 
1 

OJ991111_19.0307.C16.ol.gs 

170 

none 



Seq. ID OJ991111_19.0307.C16 
Strand 

End 64 54 

Method GENSCAN 

End 6358 

Score .83 



170. .2854, 3303. .3917, 4969. .5038, 6192. .6358 



40752 Seq. ID 

84413 Strand 

1 End 
OJ991 11 1_19 . 0307 . CI 6 . o2 . ts Method 

185 End 

none Score 
185. .433 



Seq. No. 40752 
Gene No. - 84413 

Start 1 

Name OJ991 111_1 9 . 0307 . CI 6 . o3 . tm 

Start 374 

GI none 

Exons 374.. 706, 375.. 653 



OJ991111_19.0307.C16 
6454 

TBLASTX : Soybean 

433 

203 



Seq. ID OJ991111_19.0307.C16 
Strand 

End 6454 

Method TBLASTX : Mai ze 

End 706 

Score 144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40752 
84413 
1 

OJ991111_19.0307.C16.o3.tw 

440 

none 

440. .703, 441. .701 

40752 
84413 
1 

OJ991111_19.0307.C16.ol.ts 

455 

none 

455. .706, 465. .698, 761. .814, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_19.0307.C16 
6454 

TBLASTX: Wheat 

703 

250 



OJ991111_19.0307.C16 
6454 

TBLASTX : Soybean 

850 

189 



771. .812, 818. .850, 818. .850 



Seq. No. 40752 Seq. ID 

Gene No. 84 413 Strand 

Start 1 End 

Name OJ991111_19 . 0307 . C16. o2 . tm Method 

Start 761 End 

GI none Score 

Exons 761.. 1204, 966.. 1208 

Seq. No. 40752 Seq. ID 

Gene No. 84413 Strand 

Start 1 End 

Name OJ991111_19 . 0307 . CI 6 . o2 . tw Method 

Start 791 End 

GI none Score 

Exons 791.. 1273, 794.. 1237, 834.. 1274 

Seq. No. 40752 Seq. 



OJ991111_19.0307.C16 
6454 

TBLASTX: Maize 

1208 

70 



OJ991111_19.0307.C16 
6454 

TBLASTX: Wheat 

1274 

195 



ID OJ991111 19.0307.C16 



40782 



Gene No. 84413 

Start 1 

Name OJ991111_19. 0307 .C16.o3, 

Start 923 

GI none 

Exons 923.. 1237 



ts 



Strand 
End 

Method 

End 

Score 



Seq. No. 40752 Seq. ID 

Gene No. 84413 Strand 

Start 1 End 

Name OJ991111_19 . 0307 . C16 . o5 . tm Method 

Start 1209 End 

GI none Score 

Exons - 1209.. 1364, 1211.. 1402 

Seq. No. 40752 Seq. ID 

Gene No. 84413 Strand 

Start 1 End 

Name OJ991111_19 . 0307 . C16 . o5 . tw Method 

Start 1406 End 

GI none Score 

Exons 1406.. 1759, 1475.. 1669 

Seq. No. 40752 Seq. ID 

Gene No. 84413 Strand 

Start 1 End 

Name OJ991111_19 . 0307 .C16. o4 . tw Method 

Start 2093 End 

GI none Score 

Exons 2093.. 2443 



6454 

TBLASTX : Soybean 

1237 

198 



OJ991111_19.0307.C16 
6454 

TBLASTX: Maize 

1402 

156 



OJ991111_19.0307.C16 
6454 

TBLASTX: Wheat 

1759 

57 



OJ991111_19.0307.C16 
6454 

TBLASTX: Wheat 

2443 

307 



Seq. No. 40752 

Gene No. 84413 

Start 1 

Name OJ991111_19.0307.C16.o4, 

Start 2138 

GI none 

Exons 2138.. 2443, 2156.. 2443 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



tm 



40752 
84413 
1 

OJ991111_19.0307.C16.o6. 

2495 

none 

2495.. 2668, 2495.. 2692, 

40752 
84413 
1 

OJ991111_19.0307.C16.o2. 

3124 

4512231 

3124.. 3917 

(AB014741) ORF0 protein 
40752 



Seq. ID 
Strand 
. End 
Method 
End 
Score 



Seq. ID 

Strand 

End 

tw Method 
End 
Score 

2496. .2693 

Seq. ID 

Strand 

End 

np Method 
End 
Score 

[Oryza satlva] 

Seq. ID 



OJ991111_19. 0307.C16 
6454 

TBLASTX: Maize 

2443 

73 



OJ991111_19.0307.C16 
6454 

TBLASTX: Wheat 

2693 

59 



OJ991111_19.0307.C16 

6454 
AAT/NAP 
3917 
1280 



OJ991111 19.0307.C16 



40783 



Gene No. 84413 Strand 

Start 1 End 6454 

Name . OJ991111_19 . 0307 .C16.o3.np Method AAT/NAP 

Start 5089 End 6454 

GI 6063554 Score 103 

Exons 5089.. 5260, 6402.. 6454 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 40753 

Gene No. 84414 

Start 44 

Name OJ991111_19 . 0307 .C17 . ol . gs 

Start 44 

GI none 

Exons 44.. 216, 1146.. 1432, 1587.. 1917, 1981.. 2108- 



Seq. ID OJ991111_19.0307.C17 



Strand 
End 

Method 

End 

Score 



+ 

2108 
GEN SCAN 
2108 
.59 





Seq. No. 


40753 








Seq. ID 


OJ991111_;19. 


0307 


.C17 




Gene No . 


84414 








Strand 


+ 








Start 


44 








End 


2108 








Name 


OJ991111 19. 


0307 


.C17.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


1154 








End 


1610 








GI 


none 








Score 


235 








Exons 


1154. .1429, 


1506 


. .1610 














Seq. No. 


40754 








Seq. ID 


OJ991111_19. 


0307 


.C18 


I 3 


Gene No. 


84415 








Strand 


+ 








Start 


3696 








End 


5657 








Name 


OJ991111 19. 


0307 


.C18.ol 


.gp 


Method 


AAT/GAP 








Start 


3696 








End 


5657 








GI 


none 








Score 


1240 






m 


Exons 


3696.-3747, 


4976 


. .5217, 


5300. 


.5657 








JET 


Seq. No. 


40754 








Seq. ID 


OJ991111_19. 


0307 


.C18 


~J 


Gene No. 


84416 








Strand 


+ 








Start 


6069 








End 


6388 








Name • 


OJ991111 19. 


0307 


.C18.o2 


.gp 


Method . 


AAT/GAP 








Start 


6069 








End 


6388 








GI 


none 








Score 


578 








Exons 


6069. .6388 


















Seq. No. 


40754 








Seq. ID 


OJ991111_19. 


0307 


.C18 




Gene No. 


84417 








Strand 


+ 








Start 


6723 








End 


7145 








Name 


OJ991111 19. 


0307 


.C18.o3 


• gp 


Method 


AAT/GAP 








Start 


6723 








End 


7145 








GI 


none 








Score 


758 








Exons 


6723. .7145 

















Seq. No. 40754 Seq. ID 

Gene No. 84418 Strand 

Start 12824 End 

Name OJ991111_19 . 0307 . C18 . o4 .gp Method 

Start 12824 End 

GI 568162 Score 

Exons 12824. .13144 



OJ991111_19.0307.C18 
+ 

13144 
AAT/GAP 
13144 
610 



40784 



Seq. No. 40754 Seq. ID 

Gene No. 84419 Strand 

Start 44 6 End 

Name OJ991111_19.0307.C18.ol.gs Method 

Start 446 End 

GI none Score 

Exons 44 6.. 800 

Seq. No. 40754 Seq. ID 

Gene No. 84420 Strand 

Start 9759 End 

Name OJ991111_19 . 0307 . C18 . o3 . gs Method 

Start 9759 End 

GI none Score 

Exons 9759.. 10201, 10302 .. 104 66, 10990-. . 11125, 
11810. .11937, 11981. .12368, 13035. .13167 



OJ991111_19.0307.C18 
800 

GENSCAN 
800 
.74 



OJ991111 19.0307.C18 



13167 
GENSCAN 
13167 
.73 

11575. .11804, 



Seq. No. 


40754 








Gene No . 


84421 








Start 


14590 








Name 


OJ991111 19 


.0307. 


C18.o4 


.ts 


Start 


1172 








GI 


none 








Rvon s 

•_J *\ i> 1 W 


1172 . . 1234, 


1225. 


. 1269, 


2940. 




2942. .3049, 


3045. 


.3131, 


3046. 


Sea No. 


40754 








Gene No . 


84421 








Start 


14590 








Name 


OJ991111 19 


.0307. 


C18 ,o2 


. tm 


Start 


3143 








GI 


none 








Exons 


3143. .3241, 


3145. 


.3291, 


3156. 




3345. .3515, 


3364. 


.3531, 


3394. 




3622. .3747, 


4976. 


.5212, 


4977. 




4987. .5217, 


5062. 


.5217, 


5262. 


Seq. No. 


40754 








Gene No. 


84421 








Start 


14590 








Name 


OJ991111 19 


.0307. 


C18.ol 


.ts 


Start 


3379 








GI 


none 








Exons 


3379. .3531, 


3394. 


.3516, 


3621. 


Seq. No. 


40754 








Gene No. 


84421 








Start 


14590 








Name 


OJ991111 19 


.0307. 


C18.ol 


. tm 


Start 


5400 








GI 


none 








Exons 


5400. .5570, 


5402. 


.5566, 


5403. 




5562. .5708, 


5700. 


.5927, 


5702. 




59.34. .6059, 


6113. 


.6328, 


6123. 




6424. .6501, 


6533. 


.6562 





Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_19.0307.C18 
22325 

TBLASTX : Soybean 

3147 

50 



Seq. ID OJ991111_19.0307.C18 
Strand 

End 22325 
Method TBLASTX : Mai ze 
End 5400 
Score 175 

.3446, 3170. .3514, 3314. .3514, 
.3516, 3615.. 3731, 3621.. 3731, 
.5213, 4985. .5215, 4986. .5213, 
.5399, 5302.. 5400 

Seq. ID OJ991111_19.0307.C18 
Strand 

End 22325 

Method TBLASTX : Soybean 

End 3747 

Score 177 

.3746, 3621.. 3743, 3622.. 3747 

Seq. ID OJ991111_19.0307.C18 
Strand 

End 22325 
Method TBLASTX : Maize 
End 6562 
Score 182 

.5567, 5434.. 5568, 5534.. 5710, 
.5929, 5706.. 5963, 5927.. 6061, 
.6368, 6207. .6341, 6414. .6488, 



40785 




Seq. No. 


40754 




Seq. ID 


OJ991111 


_19.0307.C18 


Gene No. 


84421 




Strand 






Start 


14590 




End 


22325 




Name 


OJ991111 19.0307 


. C18 . o3 . ts 


Method 


TBLASTX: 


Soybean 


Start 


5490 ~ 




End 


5774 




GI 


none 




Score 


39 




Exons 


5490.. 5522, 5492 


..5542, 5508 


..5738, 5519. .5740, 


5520. .5774 


Seq. No. 


40754 




Seq. ID 


OJ991111 


_19.0307.C18 


Gene No. 


84421 




Strand 






Start 


14590 




End 


22325 




Name 


OJ991111 19.0307 


.C18 .ol. tc 


Method 


TBLASTX: 


Cress 


Start 


5654 




End 


6068 




GI 


none 




Score 


256 




Exons 


5654.. 5950, 5676 


..5951, 5932 


..6051, 5937.. 6059, 


5937. .6068 


Seq. No. 


40754 




Seq. ID 


OJ991111 


19.0307.C18 


Gene No . 


84421 




Strand 






Start 


14590 




End 


22325 




Name 


OJ991111 19.0307 


.C18.o3.tm 


Method 


TBLASTX: 


Maize 


Start 


6588 




End 


7389 




GI 


none 




Score 


185 




Exons 


6588. . 6926, 6597 


..6899, 6677 


..6925, 6908.. 7009, 


6914 . .7015, 




6918. .7208, 6918 


. . 7046, 6919 


.:7119, 7191. .7343, 


7194 . .7343, 




7198. .7368, 7198 


. .7368, 7345 


. .7389 






Seq. No. 


40754 




Seq. ID 


OJ991111 


_19.0307.C18 


Gene No. 


84421 




Strand 






Start 


14590 




End 


22325 




Name 


OJ991111 19.0307 


.C18 .o4 . tm 


Method 


TBLASTX: 


Maize 


Start 


12903 




End 


13168 




GI 


none 




Score 


53 




Exons 


12903. .12953, 12917 . . 12949, 


12929. .13168, 12958 


. . 13125 


Sea. No. 


40754 




Seq. ID 


OJ991111 


19. 0307 .C18 


Gene No. 


84421 




Strand 






Start 


14590 




End 


22325 




Name 


OJ991111 19.0307 


.C18 .o4 .gs 


Method 


GENSCAN 




Start 


14590 




End 


22263 




GI 


none 




Score 


.66 




Exons 


14590. .15036, 15124 .. 15158, 


15237. .15339, 16111 


. .16188, 




17695. .17745, 18062 .. 18187, 


19845. .19897, 22035 


. .22263 


Seq. No. 


40754 




Seq. ID 


OJ991111 


19.0307.C18 


Gene No . 


84421 




Strand 






Start 


14590 




End 


22325 




Name 


OJ991111 19.0307 


.C18.ol.np 


Method 


AAT/NAP 




Start 


14602 




End 


22263 




GI 


3820620 




Score 


880 




Exons 


14602. .14847, 14 902 15036, 


15124. .15158, 15237 


. .15339, 




16111. .16188, 17695. .17745, 


18062. .18187, 18279 


. .18347, 




19123. .19180, 20900. .20951, 


22035. .22263 





GI Descrip. (AF099970) putative f ormamidopyrimidine-DNA glycosylase 1 
[Arabidopsis thaliana] ' - 

Seq. No. 40754 Seq. ID OJ991111_19 . 0307 . C18 

Gene No. 84421 Strand 



40786 



Start 
Name 
Start 
GI 

Exons 



14590 

OJ991111_19.0307.C18.o2.tc 

14989 

none 

14989. .15039, 14 990 15037, 
15119. .15166, 15235. .15339, 
16094. .16216, 16108. .16188, 
18057. .18179, 18062. .18187, 
19126. .19182, 20896. .20952, 
22034. .22213 



End 

Method 

End 

Score 



22325 

TBLASTX : Cress 

22263 

48 



15116. .15157, 15118. .15159, 

15236. .15340, 15242 .. 15340, 

17695. .17748, 18051 .. 18206, 

18273. .18350, 18273 .. 18350, 

20897. .20953, 22033 22263, 



Seq. No. 40754 Seq. ID 

Gene No. 84421 Strand 

Start 14590 End 

Name OJ991111_19 . 0307 . C18 . o5 . tm Method 

Start 18062 End 

GI none Score 
Exons 



OJ991111_19.0307.C18 
22325 

TBLASTX: Maize 

22123 

121 



18062. .18187, 18063. .18206, 18279 .. 18347 , 18284 .. 1834 6, 
20833. .20904, 20884 .. 20952, 22023 .. 22121, 22033 .. 22122 , 
22034. .22123 



Seq. No. 40754 

Gene No. 84421 

Start 14590 

Name OJ991111_19 . 0307 .C18 . o2 . ts 

Start 18306 

GI none 
Exons 



Seq. ID OJ991111_19.0307.C18 
Strand 

End " 22325 

Method TBLASTX: Soybean 

End 22263 

Score 182 



18306. .18350, 19126 .. 19182, 20896. . 20952, 22033 .. 22263, 
22034. .22213 



Seq. No. 40754 Seq. ID OJ991111_19 . 0307 . C18 

Gene No. 84421 Strand 

Start 14590 End 22325 

Name OJ991111_19 . 0307 .C18 . o5 . gp Method AAT/GAP 

Start 20882 End 22325 

GI LIB3477-001-P1-K1-D8 Score 589 

Exons 20882. .20951, 22035.. 22325 

GI Descrip. 1 3550982/dbj | BAA32702 | 2.0e-35 (AB010690)' mutM homologue-1 

[Arabidopsis thaliana] >gi_5903053_gb_AAD55612 . 1_AC008016_22 
(AC008016) Identical to gb_AB010690 mutM homologue-1 
(formamidopyrimidine-DNA glycosylase 1) from Arabidopsis 
thaliana. EST gb_Z18192 comes from this gene' 



Seq. No. 


40755 




Seq. ID 


OJ991111_19.0307 


.C19 


Gene No. 


84422 




Strand 


+ 




Start 


3056 




End 


11786 




Name 


OJ991111 19.0307.C19.ol 


.np 


Method 


AAT/NAP 




Start 


3056 




End 


10754 




GI 


4680179 




Score 


6566 




Exons 


3056.. 3583, 6736.. 10754 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


40755 




Seq. ID 


OJ991111_19.0307 


.C19 


Gene No. 


84422 - 




Strand 


+ 




Start 


3056 




End 


11786 




Name 


OJ991111 19.0307.C19.o2 


.gs 


Method 


GENSCAN 




Start 


5758 




End 


11786 





40787 



GI 

Exons 



none Score .44 

5758. .6039, 6751. .8868, 8883. .9082, 9089. .10419, 11159 .. 11597 , 
11690. .11786 



Seq. No. 40755 

Gene No. 84423 

Start 4291 

Name OJ991111_19 0307 . C19 . ol . gp 

Start 4291 

GI uC-osflcyp033a04bl 

Exons 4291.. 4673 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ991111_19.0307.C19 
Strand 

End 4 673 

Method AAT/GAP 

End 4 673 

Score 660 



Seq. No. 


40755 








Seq. ID 


OJ991111_19.0307.C19 


Gene No. 


84424 








Strand 


- 


Start 


11269 








End 


20685 


Name 


OJ991111 19. 


A O A "1 

0307 . 


C19 . Ob 


. tw 


Method 


TBLASTX: Wheat 


Start 


3269 








End 


6801 


GI 


none 








Score 


239 


Exons 


3269.-3586, 


3296. 


.3379, 


6733. 


.6801 




Seq. No. 


40755 








Seq. ID 


OJ991111_19.0307.C19 


Gene No. 


84424 








Strand 




Start 


11269 








End 


20685 


Name 


A Tflftl 111 "1 A 

OJ991111 19. 


0307 . 


C19 . o7 


. tm 


Method 


TBLASTX: Maize 


Start 


6727 








End 


7014 


GI 


none 








Score 


200 


Exons 


6727. .7014, 


6735. 


.6869 








Seq. No. 


40755 








Seq. ID 


OJ991111_19.0307.C19 


Gene No. 


84424 








Strand 




Start 


11269 








End 


20685 


Name 


OJ991111 19. 


r\ *d rs t 


C19 . OV 


. tw 


Method 


TBLASTX: Wheat 


Start 


7339 








End 


7743 


GI 


none 








Score 


148 


Exons 


7339. .7566, 


7389. 


.7508, 


7570. 


.7743, 7603. .7662, 7644. .7712 


Seq. No. 


40755 








Seq. ID 


OJ991111_19.0307.C19 


Gene No. 


84424 








Strand 




Start 


11269 








End 


20685 


Name 


OJ991111 19. 


0307. 


C19.o8 


.tm 


Method 


TBLASTX: Maize 


Start 


7381 








End 


7656 


GI 


none 








Score 


185 


Exons 


7381. .7656, 


7389. 


.7481 








Seq. No. 


40755 








Seq. ID 


OJ991111_19.0307.C19 


Gene No. 


84424 








Strand 




Start 


11269 








End 


20685 


Name 


OJ991111 19. 


0307. 


C19.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


7918 








End 


8400 


GI 


none 








Score 


528 


Exons 


7918. .8400, 


8022. 


.8357 








Seq. No. 


40755 








Seq.' ID 


OJ991111_19.0307.C19 


Gene No. 


84424 








Strand 




Start 


11269 








End 


20685 



40788 




Name 


OJ991111 19 


0307 


.C19 . o3 


. tm 


Method 


TBLASTX * Maize 


Start 


7987 ~ 








End 


8454 


GI 


none 








Score 


387 


Exons 


7987. .8454, 


8022 


. .8228 








Seq. No. 


40755 








Seq. ID 


OJ991111_19.0307.C19 


Gene No. 


84424 








Strand 




Start 


11269 








End 


20685 


Name 


OJ991111 19. 


0307 


.C19.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


8341 ~~ 








•End 


8736 


GI 


none 








Score 


57 


Exons 


8341. .8373, 


8343 


. .8369, 


8377. 


.8736, 8384.. 8446, 8481.. 8735 


Seq. No. 


40755 








Seq. ID 


OJ991111_19.0307.C19 


Gene No. 


84424 








Strand 




Start 


11269 








End 


20685 


Name 


OJ991111 19. 


0307 


.C19.o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


8449 ~ 








End 


8751 


GI 


none 








. Score 


401 


Exons 


8449. . 8751, 


8450 


. .8530, 


8452. 


.8742, 8481. .8750 


Seq. No. 


40755 








Seq. ID 


OJ991111_19.0307.C19 


Gene No. 


84424 








Strand . 




Start 


11269 








End 


20685 


Name 


OJ991111 19. 


0307 


.C19.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


8470 ~ 








End 


8823 


GI 


none 








Score 


328 


Exons 


8470. . 8823, 


8538 


. . 8723 








Sea. No. 


40755 








Seq. ID 


OJ991111_19.0307.C19 


Gene No. 


84424 








Strand 




Start 


11269 








End 


20685 


Name 


OJ991111 19. 


0307 


.C19.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


8752 








End 


9176 


GI 


none 








Score 


116 


Exons 


8752. . 8862, 


8784 


. .8861, 


8856. 


.9176, 8857. .9006, 8858. .9169, 




8862. . 9173 












Seq. No. 


40755 








Seq. ID 


OJ991111_19.0307.C19 


Gene No . 


84424 








Strand 




Start 


11269 








End 


20685 


Name 


OJ991111 19. 


0307.C19.o2 


. tm 


Method 


TBLASTX : Maize 


Start 


8824 ~ 








End 


9176 


GI 


none 








Score 


44 


Exons 


8824 . . 8862, 


8858 


. .9169, 


8859. 


.9176 




Seq. No. 


40755 








Seq. ID 


OJ991111_19.0307.C19 


Gene No. 


84424 








Strand 




Start 


11269 








End 


20685 


Name 


OJ991111 19. 


0307 


.C19.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


9219 — 








End 


9743 


GI 


none 








Score 


606 


Exons 


9219. .9743, 


9297 


. .9710, 


9488. 


.9742 




Seq. No. 


40755 








Seq. ID 


OJ991111_19.0307.C19 


Gene No. 


84424 








Strand 




Start 


11269 








End 


20685 



40789 



£5 



Name 


OJ991111 19. 


0307.C19.ol.tc 


Method 


TBLASTX: Cress 


Start 


9450 




End 


9767 


GI 


none 




Score 


90 


Exons 


9450. .9623, 


9624.. 9767, 9626 


. .9766 




Seq. No. 


40755 




Seq. ID 


OJ991111_19.0307 


Gene No. 


84424 




Strand 




Start 


11269 




End 


20685 


Name 


OJ991111 19: 


0307.C19.o2.ts 


Method 


TBLASTX : Soybean 


Start 


9531 . 




End 


9791 


GI 


none 




Score 


292 


Exons 


9531. .9791, 


9536. .9790 






Seq. No. 


40755 




Seq. ID 


OJ991111_19.0307 


Gene No. 


84424 




Strand 




Start 


11269 




End 


20685 


Name 


OJ991111 19. 


0307.C19.o4.tm 


Method 


TBLASTX: Maize 


Start 


9590 




End 


9881 


GI 


none 




Score 


381 


Exons 


9590. .9877, 


9591. .9881 






Seq. No. 


40755 




Seq. ID 


OJ991111_19.0307 


Gene No. 


84424 




Strand 




Start 


11269 




End 


20685 


Name 


OJ991111 19. 


0307.C19.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9750 




End 


1037.6 


GI 


none 




Score 


699 


Exons 


9750. .10376, 


9752. .10375 






Seq. No. 


40755 




Seq. ID 


OJ991111_19.0307 


Gene No. 


84424 




Strand 




Start 


11269 




End 


20685 


Name 


OJ991111 19. 


0307.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


9933 




End 


10517 


GI 


none 




Score 


213 


Exons 


9933. .10091, 


9938.. 10084, 10088.. 10516 


, 10089.. 10517 


Seq. No. 


40755 




Seq. ID 


OJ991111_19.0307 


Gene No. 


84424 




Strand 




Start 


11269 




End 


20685 


Name 


OJ991111 19. 


0307.C19.o6.tw 


Method 


TBLASTX: Wheat 


Start 


10376 




End 


10709 


GI 


none 




Score 


363 


Exons 


10376. .10576 


, 10377. .10709, 


10618. .10674 


Seq. No. 


40755 




Seq. ID 


OJ991111_19.0307 


Gene No. 


84424 




Strand 




Start 


11269 




End 


20685 


Name 


OJ991111 19. 


0307.C19.o6.tm 


Method 


TBLASTX: Maize 


Start 


10518 




End 


10730 


GI 


none 




Score 


202 


Exons 


10518. .10730 








Seq. No. 


40755 




Seq. ID 


OJ991111_19.0307 


Gene No. 


84424 




Strand 




Start 


11269 




End 


20685 


Name 


OJ991111 19. 


0307.C19.o2.np 


Method 


AAT/NAP 



40790 



Start 11269 End 12913 

GI 7363272 Score 614 

Exons 11269. .11312, 11407 .. 114 95, 11542 .. 11709, 11739 .. 12087, 

12790. .12913 

GI Descrip. (AP001552) hypothetical protein [Oryza sativa] 



Seq. No. 


40755 


Seq. ID 


OJ991111 


_19.0307.C19 


Gene No . 


84424 


Strand 






Start 


11269 


End 


20685 




Name 


OJ991111 19.0307.C19.o3.gs 


Method 


GENSCAN 




Start 


12583 


End 


19427 




GI 


none 


Score 


.42 




Exons 


12583. .12591, 12787 .. 12832, 


12846. .12964, 13394 


. .13820, 




17039. .17702, 17898 .. 17951, 


19041. .19183, 19363 


. . 19427 


Seq. No. 


40755 


Seq. ID 


OJ991111 


_19.0307.C19 


Gene No. 


84424 


Strand 






Start 


11269 


End 


20685 




Name 


OJ991111 19.0307.C19.o3.np 


Method 


AAT/NAP 




Start 


13416 


. End 


13573 




GI 


7363271 


Score 


124 




Exons 


13416. .13573 








GI Descrip. 


(AP001552) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40755 


Seq. ID 


OJ991111 


_19.0307.C19 


Gene No. 


84424 


Strand 






Start 


11269 


End 


20685 




Name 


OJ991111. 19.0307.C19.o4.np 


Method 


AAT/NAP 




Start 


15937 


End 


20685 




GI 


6063554 


Score 


183 




Exons 


15937. .16108, 17177. .17225, 


17310. .17509, 20355 


. .20685 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 




correspond to a region of the predicted gene.; 


hypothetical 




protein [Oryza sativa] 








Seq. No. 


40756 


Seq. ID 


OJ991111 


_19.0307.C20 


Gene No . 


84425 


Strand 


+ 




Start 


1 


End 


514 




Name 


OJ991111 19.0307.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


514 




GI 


4680183 


"Score 


109 




Exons 


1..22, 391. .514 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 


Seq. No. 


40756 


Seq. ID 


OJ991111 


_19.0307.C20 


Gene No. 


84425 


Strand 


+ 




Start 


1 


End 


514 




Name 


OJ991111 19.0307.C20.ol.gs 


Method 


GENSCAN 




Start 


293 


End 


470 




GI 


none 


Score 


.61 




Exons 


293. .411, 425. .470 








Seq. No. 


40757 


Seq. ID 


OJ991111 


_19.0307.C21 


Gene No. 


84426 


Strand 






Start 


110 


End 


1197 




Name 


OJ991111 19.0307.C21.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


102 


End 


388 





40791 







in r> o 


Score 


51 , 






Flvnn <? 


102. .188, 143. .388, 258. .341, 


314. .376 










40757 


Seq. ID 


OJ991111JL9.0307*. 


C21 




Gene No. 


84426 


Strand 








Start 


110 


End 


1197 






Name 


OJ991111 19.0307.C21.ol.np 


Method 


AAT/NAP 






Start 


110 


End 


1197 








629693 


Score 


546 








110. .1197 












probable integrase - common tobacco (fragment) 






gil 530742 | emb | CAA56791 | (X80830) integrase [Nicotiana tabacumj 




Seq. No. 


40757 


Seq. ID 


OJ991111 ly.UJU/. 


± 




Gene No. 


84426 


Strand 








Start 


110 


End 


1197 






Name 


OJ991111 19.0307.C21.ol.tm 


Method 


1 HLiAo 1 A . Dial ze 






Start 


125 


End 


370 








none " 


Score 


59 






tt von <3 


125. .223, 134. .241, 239. .307, 


293 . . 370 








Seq. No. 


40757 


Seq. ID 


a thai itt i a flom 
OJ991111 19.UoU/. 


pOI 

. ± 




Gene No. 


84426 


Strand 








Start 


110 


End 


i±y / 






IN diUt? 


OJ991111 19.0307.C21.ol.gs 


Method 


GENSCAN 




t~ 

r " 


Cf art 


128 


End 


1096 




h ■ - 




none 


Score 


.7 




i y 
? =^ 




128. .841, 877. .1096 








U 


Seq. No. 


40757 


Seq. ID 


OJ991111 ly.UoU/ 


. 1 


%3 


Gene No. 


84426 


Strand 








Start 


110 


End 


1197 






Name 


OJ991111_19. 0307.C21.ol.tw 


Method 


TBLASTX : Wheat 




s 


Start 


164 


End 


580 




f T 




none 


Score 


242 




Ci 


Exons 


164 . .580 








. 


Seq. No. 


40757 


Seq. ID 


OJ991111 ly.UoU/ 


. 1 




Gene No. ■ 


Q A A 0 C 

o44zt) 


rand 








Start 


110 


End 


1197 




5. J 


Name 


OJ991111 19.0307.C21.o2.ts 


Method 


TBLASTX : Soybean 






O L.C11 1— 


820 


End 


1125 








none 


Score 


80 






pyrin ^ 


820.. 1125, 830.. 1024 










Seq. No. 


40758 


Seq. ID 


OJ991111_08.0307 


.CI 




Gene No. 


84427 


Strand 








Start 


530 . 


End 


992 






Name 


OJ991111 08.0307.Cl.ol.ts 


Method 


TBLASTX : Soybean 






Start 


498 


End 


878 






GI 


none 


Score 


63 






Exons 


498. .623, 515. .619, 656.-877, 


674. .877 


, 675. .878 






Seq. .No. 


40758 


Seq. ID 


OJ991111JD8.0307 


.CI 




Gene No. 


84427 


Strand 








Start 


530 


End 


992 






Name 


OJ991111 08.0307.Cl.ol.tm 


Method 


TBLASTX: Maize 





40792 



Start 


515 


End 


878 


GI 


none 


Score 


349 


Exons 


515.. 877, 520... 876, 522.. 878 






Seq. No. 


40758 


Seq. ID 


OJ991111_08.0307.C1 


Gene No. 


84427 


Strand 




Start 


530 


End 


992 


Name 


OJ991111 08.0307.Cl.ol.gs 


Method 


GENS CAN 


Start 


530 


End 


841 • 


GI 


none 


Score 


.76 


Exons 


530. .841 - 






Seq. No. 


40758 


Seq. ID 


OJ991111_08.0307.C1 


Gene No. 


84427 


Strand 




Start 


530 


End 


992 


Name 


OJ991111 08.0307.Cl.ol.np 


Method 


AAT/NAP 


Start 


533 


End 


992 


GI 


7486303 


Score 


254 


Exons 


533. .992 






GI Descrip. 


hypothetical protein F28J12.40 - Arabidopsis thaliana 




gi I 2832643 |emb ICAA16718.il (AL021710) 


hypothetical protein 




[Arabidopsis thaliana] gi | 7268631 | emb | CAB78840 . 1 | (AL161548) 




hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


40759 


Seq. ID 


OJ991111_08.0307.C2 


Gene No. 


84428 


Strand 


+ 


Start 


552 


End 


976 


Name 


OJ991111 08.0307.C2.ol.gs 


Method 


GEN SCAN 


Start 


552 


End 


976 


GI 


none 


Score 


.69 


Exons 


552.. 653, 779.. 901, 936.. 976 






Seq. No. 


40759 


Seq. ID 


OJ991111_08.0307.C2 


Gene No. 


84428 


Strand 


+ 


Start 


552 


End ^ 


976 


Name 


OJ991111 08.0307.C2.ol.np 


Method 


AAT/NAP 


Start . 


552 


End 


.973 


GI 


6094049 


Score 


251 . 


Exons 


552. .653, 779. .847, 936. .973 






GI Descrip. 


60S RIBOSOMAL PROTEIN L30 gi 12668750 


( AF034 94 9 ) ribosomal 




protein L30 [Zea mays] 






Seq. No. 


40759 


Seq. ID 


OJ991111_08.0307.C2 


Gene No. 


84429 


Strand 




Start 


1061 


End 


1315 


Name 


OJ991111 08.0307.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


529 


End 


1163 


GI 


none 


Score 


177 


Exons 


529.. 663, 551.. 655, 555.. 662, 


768.-845, 773. .844, 778. .855, 



778. .855, 780. .857, 921. .977, 934. .981, 935. .982, 1086.-1118, 
1098.. 1163, 1119.. 1148 



Seq. No. 40759 Seq. ID 

Gene No. 84429 Strand 

Start 1061 End 

Name OJ991111_08 . 0307 . C2 . ol . tw Method 

Start 529 End 



OJ991111_08.0307.C2 
1315 

TBLASTX: Wheat 
981 



40793 




GI 


none 


Score 


178 


Exons 


529.. 663, 551.. 655, 768.. 848, 


778. . 855, 


779. .853, 924. .977 




934.. 978, 936.. 980, 937.. 981 






Seq. No. 


40759 


Seq. ID 


OJ991111_08.0307.C2 


Gene No. 


84429 


Strand 




Start 


1061 


End 


1315 


Name 


OJ991111 08.0307.C2.ol. ts 


Method 


TBLASTX : Soybean 


Start 


550 


End 


825 


GI 


none 


Score 


154 


Exons 


550. .666, 551. .655, 778. .825, 


780. .824 




Seq. No. 


40759 


Seq. ID 


OJ991111_08.0307.C2 


Gene No. 


84429 


Strand 




Start 


1061 


End 


1315 


Name 


OJ991111 08.0307.C2.ol.gp 


Method 


AAT/GAP 


Start 


1061 


End 


1315 


GI 


2799381 


Score 


429 


Exons 


1061. .1315 






Seq. No. 


40760 


Seq. ID 


OJ991111_08.0307.C3 


Gene No. 


84430 


Strand 


+ 


Start 


161 


End 


3009 


Name 


OJ991111 08.0307.C3.ol.gs 


Method 


GENS CAN 


Start 


161 


End 


3009 


GI 


none 


Score 


.47 


Exons 


161. .392, 483. .681, 705. .851, 


1706. .1835, 1916. .1996, 




2718. .2798, 2917. .3009 






Seq. No. 


40760 


Seq. ID 


OJ991111_08.0307.C3 


Gene No. 


84430 


Strand 


+ 


Start 


161 


End 


3009 


Name 


OJ991111 08.0307.C3.ol.gp 


Method 


AAT/GAP 


Start 


353 ~ 


End 


681 


GI 


none 


Score 


562 


Exons 


353. . 681 






Seq. No. 


40760 


Seq. ID 


OJ991111_08.0307.C3 


Gene No. 


84430 


Strand 


+ 


Start 


161 


End 


3009 


Name 


OJ991111 08.0307.C3.ol.np 


Method 


AAT/NAP 


Start 


540 


End 


3009 


GI 


. 6970282 


Score 


550 


Exons 


540. .681, 1515. .1588, 1752. .1835, 1916. 


.1996, 2718. .2798, 




2917. .3009 






GI Descrip. 


(AC021666) unknown protein [Arabidopsis thaliana] 


Seq. No. 


40760 


Seq. ID 


OJ991111_08.0307.C3 


Gene No. 


84430 


Strand 


+ 


Start 


161 


End 


3009 


Name 


OJ991111 08.0307.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


540 


End 


1963 


GI 


none 


Score 


133 


Exons 


540. .683, 548. .679, 1515. .1583, 1516. .1602, 1517. .1597, 




1746. .1835, 1754. .1834, 1915. 


.1962, 1916. .1963 


Seq. No. 


40760 


Seq. ID 


OJ991111_08.0307.C3 



40794 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



84430 Strand 

161 End 

OJ991111_08 . 0307 . C3 . ol . tm Method 

1746 End 

none Score 



+ 

3009 

TBLASTX: Maize 

3009 

130 



1746. .1835, 1754. .1834, 1916. .1999, 1916. .1999, 2717. .2797, 
2718. .2798, 2914. .3009, 2916. .3005 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40760 
84430 
161 

OJ991111_08 .0307.C3.ol.ts 

1949 

none 



Seq. ID OJ991111_08.0307.C3 

Strand + 

End 3009 

Method TBLASTX : Soybean 

End 3009 

Score 65 



1949. .1999, 2717. .2818, 2718. .2798, 2914. .3009, 2916. .3008 



Seq. No. 


40761 




Seq. ID 


OJ991111 


_08.0307.C4 


Gene No. 


84431 




Strand 


+ 




Start 


8398 




End 


11209 




Name 


OJ991111 08 


.0307.C4.o2.gp 


Method 


AAT/GAP 




Start 


8300 




End 


8449 




GI 


454555 




Score 


265 




Exons 


8300. .8449 










Seq. No. 


40761 




Seq. ID 


OJ991111 


_08.0307.C4 


Gene No. 


84431 




Strand 


+ 




Start 


8398 




End 


11209 




Name 


OJ991111 08 


.0307.C4.o2.np 


Method 


AAT/NAP 




Start 


8398 




End 


10916 




GI 


4336205 




Score 


1042 




Exons 


8398. .8518, 


8773. .8914, 9010. .9100, 9255. .9332, 


9464. .9544, 




9634. .9723, 


10358. .10423, 


10601. .10687 


, 10827.. 


10916 


GI Descrip. 


(AF077372) 


cytochrome b5 : 


reductase [Zea mays] 





Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



40761 
84431 
8398 

OJ991111_08.0307.C4 ,o3.gs 

8398 

none 



Seq. ID OJ991111_08.0307.C4 

Strand + 

End 11209 

Method GENSCAN 

End 10919 

Score .84 



8398. .8518, 8773. .8914, 9010. .9100, 9255. .9332, 9464. .9544, 
9634. .9723, 10358 .. 10423, 10583 .. 10687, 10827. .10919 



40761 
84431 
8398 

OJ991111_08.0307.C4.o3.gp 
9215 

19336_1.R1084 

9215. .9332, 9464. .9544, 9634., 
10827. .11209 

' 4336205/gb| AAD17694 | 3.0e-44 
[Zea mays] 1 

40761 
84432 
1765 



Seq. ID OJ991111_08.0307.C4 

Strand + 

End 11209 

Method AAT/GAP 

End 11209 

Score 1393 

9723, 10358. .10423, 10601 .. 10687 , 
(AF077372) cytochrome b5 reductase 



Seq. ID 

Strand 

End 



OJ991111 08. 0307. C4 



3992 



40795 





Name 


OJ991111 08 




Start 


1765 




GI 


none 




Exons 


1765. .1931, 




Seq. No. 


40761 










Start 


4764 




Name 


OJ991111 08 




Start 


4745 




GI 


none 




Exons 


4745. .5146, 




Seq. No. 


40761 




Gene No. 


84433 




Start 


4764 




Name 


OJ991111 08 




Start 


4756 




GI 


4204263 




Exons 


4756. .5735 




GI Descrip. 


(AC005223) 




Seq. No. 


40761 










Start 


4764 


3 


Name 


OJ991111 08 


n 


Start 


4764 




GI 


none 


™ 


Exons 


4764. .5849 




Seq. No. 


40761 


a? 


Gene No. 


84433 




Start 


4764 




Name 


OJ991111 08 




Start 


4926 




GI 


none 




Exons 


4926. .5204, 



.C4.ol.gs Method GENS CAN 

End 3992 

Score .75 
..2174, 2801. .2942, 3273. .3509, 3864. .3992 

Seq. ID OJ991111_08.0307.C4 
Strand 

End 6620 

.C4.ol.tm Method TBLASTX : Maize 

End 5220 

Score 393 
..5219, 4760. .5215, 4969. .5220, 5014. .5220 

Seq. ID OJ991111_08.0307.C4 
■ Strand 

End 6620 

.C4.ol.np Method AAT/NAP 

End 5735 

Score 447 

[Arabidopsis thaliana] 

Seq. ID OJ991111_08.0307.C4 
Strand 

End 6620 

.C4.o2.gs Method GENSCAN 

End 5849 

Score . 94 



Seq. ID 

Strand 

End 

.C4.o2.ts Method 
End 
Score 

..5201, 5020.. 5205 



OJ991111_08.0307.C4 
6620 

TBLASTX : Soybean 

5205 

137 



Seq. No. 40761 

Gene No. 84433 

Start 4764 

Name OJ991111_08 . 0307 , 

Start 4989 

GI none 

Exons 4989.. 5213, 5004, 



Seq. ID 

Strand 

End 

C4.ol.tc Method 
End 
Score 

.5204, 5020.. 5211 



OJ991111_08.0307.C4 
6620 

TBLASTX: Cress 

5213 

125 



Seq. No. 40761 

Gene No. 84433 

Start 4764 

Name OJ991111_08 . 0307 , 

Start 5055 

GI none 

Exons 5055.. 5465, 5055, 



Seq. ID 

Strand 

End 

C4.o2.tw Method 
End 
Score 

.5408, 5210.. 5419 



OJ991111_08.0307.C4 
6620 

TBLASTX: Wheat 

5465 

241 



Seq. No. 
Gene No. 
Start 



40761 
84433 
4764 



Seq. ID 

Strand 

End 



OJ991111_08.0307.C4 
6620 



40796 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991111_08 . 0307 . C4 . o4 . tm Method TBLASTX : Maize 
5221 End 5636 

none Score 78 

5221.. 5286, 5221.. 5274, 5274.. 5306, 5295.. 5522, 5349.. 5480, 
5353.. 5484, 5511.. 5543, 5595.. 5636 



40761 
84433 
4764 

OJ991111_08 . 0307 . C4 . ol . gp 
5400 
2428691 
5400.. 5779, 6544.. 6620 

4204263 1.0e-10 (AC005223) 40409 [Arabidopsis thaliana] 



Seq. ID OJ991111_08.0307.C4 
Strand 

6620 
AAT/GAP 
6620 
854 



End 

Method 
End " 
Score 



40761 
84434 
8765 

OJ991111_08.0307,C4.ol.tw 
8765 
none 

8765.. 8914, 8766.. 8915, 9002 
9252.. 9332, 9253.. 9333, 9432 
9464.. 9547, 9621.. 9725, 9622 

9639.. 9725, 10352 .. 10423, 10357 .. 104 4 9, 10598 
10599. .10649, 10600.. 10656 



Seq. ID OJ991111_08.0307.C4 
Strand 

10984 

TBLASTX: Wheat 
10660 
246 

9103, 9004.. 9111, 9246.. 9332, 
9545, 9459.. 9545, 9463.. 9546, 
9723, 9628.. 9726, 9638.. 9727, 
10660, 



End. 
Method 
End 
Score 



40761 
84434 
8765 

OJ991111_08.0307.C4.o2.tm 

8765 

none 



Seq. ID OJ991111_08.0307.C4 
Strand 

End 10984 

Method TBLASTX : Mai ze 

End 9103 

Score 251 



8765.. 8914, 8766.. 8915, 8783.-8923, 8830.. 8922, 9002.. 9103, 
9005. .9103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40761 
84434 
8765 

OJ991111_08.0307.C4.ol.ts 

8771 

none 



Seq. ID OJ991111_08.0307.C4 
Strand 

End 10984 

Method TBLASTX : Soybean 

End 10984 

Score 224 



8771.. 8914, 8772.. 8915, 8832.. 8915, 9002.. 9103, 9004.. 9105, 
9246.. 9332, 9252.. 9332, 9459.. 9545, 9461.. 9544, 9463.. 9546, 
9464. -.9547, 9621.. 9725, 9622.. 9723, 9653.. 9727, 9654.. 9725, 
10352. .10423, 10598 .. 10690, 10600 .. 10683, 10824 .. 10928 , 
10826. .10933, 10826 .. 10915, 10949.. 10984 



40761 
84434 
8765 

OJ991111_08 . 0307 . C4 . o2 . tc 

8775 

none 



Seq. ID OJ991111_08.0307.C4 
Strand 

End 10984 

Method TBLASTX : Cress 

End 10922 

Score 210 



8775.. 8915, 8777.. 8914, 8829.. 8915, 8830.. 8916, 9002.. 9103, 
9004.. 9105, 9236.. 9328, 9246.-9344, 9252.. 9332, 9253.. 9339, 
9462.. 9545, 9463.. 9546, 9463.. 9546, 9464.. 9547, 9621.. 9725, 



40797 



9622. .9723, 9622.. 9726, 9641. .9730, 10352 .. 10423, 10584 .. 10685, 
10595. .10687, 10598 . .10690, 10822 10917 , 10823. . 10915, 
10824. .10922, 10833.. 10916 



Seq. No. 40761 Seq. ID 

Gene No. 84434 Strand 

Start 8765 End 

Name OJ991111_08 . 0307 .C4 . o3 . tm Method 

Start 9236 End 

GI none Score 
Exons 



OJ991111_08.0307.C4 
10984 

TBLASTX: Maize 

10936 

141 



9236.. 9331, 9252. .9332, 9252.. 9359, 9253.. 9333, 9459.. 9545, 
9461. .9544, 9463. .9546, 9463. .9546, 9464. .9547, 9622. .9723, 
9628.. 9717, 9633.-9725, 10352 .. 10423, 10597 .. 1068 6, 
10598. .10690, 10599. .10685, 10600 .. 10686, 10798 .. 10920, 
10823. .10921, 10823. .10936, 10824.. 10922 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

GI Descrip. 



40762 
84435 
1111 •"■ 

OJ991111_08 . 0307 .C5.ol.gp 

1111 

none 

1111. .1421 



Seq. ID OJ991111_08.0307.C5 

Strand + 

End 7425 

Method AAT/GAP 

End 1421 

Score 594 



40762 Seq. ID 

84435 Strand 
1111 End 
OJ991111_08 . 0307 .C5.ol.gs Method 
1170 End 
none Score 

1170.. 1295, 3250.. 3354, 3608.. 4232, 4674 

5268. .5416, 5805. .6031, 7268. .7425 



OJ991111_08.0307.C5 
+ 

7425 
GENS CAN 
7425 
.79 

4864, 4958.. 5066, 



40762 
84435 
1111 

OJ991111_08.0307.C5.ol.np 

3244 

7523406 



Seq. ID OJ991111_08.0307.C5 

Strand + 

End 7425 

Method AAT/NAP 

End 7008 

Score 879 



3244. .3354, 3608. .3713, 3747. .4232, 4674. .4864, 4958. .5066, 
5268.. 5416, 5805.. 6031, 6933.. 7008 

(AL138648) inositol-1, 4, 5-trisphosphate 5-Phosphatase-like 
protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40762 Seq. ID 

84435 Strand 

1111 End 

OJ991111_08 . 0307 . C5 . o2 . gp Method 

4 958 End 

LIB3433-061-P1-K1-D1 Score 



OJ991111_08.0307.C5 
+ 

7425 
AAT/GAP 
5997 
813 



4958.. 5066, 5268.. 5416, 5805.. 5997 

'4263717/gb|AAD15403| 4.0e-47 (AC006223) putative inositol 
polyphosphate 5-phosphatase [Arabidopsis thaliana] ' 



Seq. No. 
Gene No. 
Start 



40762 
84436 
8677 



Seq. ID OJ991111_08.0307.C5 
Strand + 
End 14404 



40798 




Name 


OJ991111 08.0307.C5.o2.gs 


Method 


GENSCAN 


Start 


8677 


End 


14404 


GI 


none 


Score 


.65 


Exons 


8677.. 8873, 8975.. 9032, 9168.. 9272, 9514.. 9571, 10053.. 102; 




10333. .10468, 10576 .. 10839, 


11960. .12243, 13295. .13480, 




14234. .14404 






Seq. No. 


40762 


Seq. ID 


OJ9911i-l_08.0307.C5 


Gene No. 


84436 


Strand 


+ 


Start 


.8677 


End 


14404 


Name 


OJ991111 08.0307.C5.o2.np 


Method 


AAT/NAP 


Start 


8677 


End 


10868 


GI 


6437556 


Score 


757 


Exons 


8677. .8761, 8821. .8873, 8975. .9032, 9168. .9272, 9514. .9571, 




10053. .10235, 10576.. 10868 






GI Descrip. 


(AC011623) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


40762 


Seq. . ID 


OJ991111_08.0307.C5 


Gene No. 


84436 


Strand 


+ 


Start 


8677 


End 


14404 


Name 


OJ991111 08.0307.C5.o4.gp 


Method 


AAT/GAP 


Start 


8742 


End 


10140 


GI 


LIB3433-055-P1-K1-A4 


Score 


594 


Exons 


8742. .8766, 8823.-8873, 8975. .9032, 9168. .9272, 9514. .9571, 




10053.. 10140 






GI Descrip. 


'2435511 3.0e-25 (AF024504) 


contains ; 


similarity to prolyl 




4 -hydroxylase alpha subunit 


[Arabidopsis thaliana] 1 


Seq. No. 


40762 


Seq. ID 


OJ991111_08.0307.C5 


Gene No. 


84437 


Strand 




Start 


7271 


End 


7511 


Name 


OJ991111 08.0307.C5.o3.gp 


Method 


AAT/GAP 


Start 


7271 


End 


7511 


GI 


28898 2.R1084 


Score 


368 


Exons 


7271. .7511 






GI Descrip. 


, 5042437/gb|AC007789.1|AC007789 l.Oe- 


69 Oryza sativa BAC T< 




genomic sequence, complete 


sequence' 




Seq. No. 


40762 


Seq. ID 


OJ9911li_08.0307.C5 


Gene No. 


84438 


Strand 




Start 


13707 


End 


15293 


Name 


OJ991111 08.0307.C5.o3.np 


Method 


AAT/NAP 


Start 


13707 


End 


15195 


GI 


3885343 


Score 


204 


Exons 


13707. .13800, 14817.. 15195 






GI Descrip. 


(AC005623) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


40762 


Seq. ID 


OJ991111_08.0307.C5 


Gene No. 


84438 


Strand 




Start 


13707 


End 


15293 


Name 


OJ991111 08.0307.C5.o5.gp 


Method 


AAT/GAP 


Start 


14286 


End 


15293 


GI 


29309 1.R1084 


Score 


1009 


Exons 


14286. .14364, 14823.. 15293 






GI Descrip. 


M204263 1.0e-10 (AC005223) 


40409 [Arabidopsis thaliana] ' 


Seq. No. 


40762 


Seq. ID 


OJ991111_08.0307.C5 



40799 





Gene No. 


84438 








Strand 




*. 




Start 


13707 








End 


15293 






Name 


OJ991111 08. 


0307 


.C5.o3. 


OS 


Method 


GENSCAN 






Start 


14803 








End 


15219 






GI 


none 








Score 


. 77 








■ 14803.. 15219 














Qprr No 


40762 








Seq. ID 


OJ991111 


08 . 0307 .C5 




Hpne No 


84439 








Strand 








Start 


18066 








End 


18675 






Name 


OJ991111 08. 


0307 


.C5.o2. 


tc 


Method 


TBLASTX : 


Cress 




Start 


3247 








End 


5934 






GI 


none 








Score 


100 






Rvon s 

J_f V_/ HiJ 


3247. .3354, 


3248 


. . 3355, 


3612. 


.3743, 4098. .4232, 


4113. .4232, 






4671. .4865, 


4959 


. . 5072, 


4959. 


.5066, 5265.. 5402, 


5267 . . 5401, 






5806. .5934 
















Qprr No 


40762 








Seq. ID 


OJ991111 


08.0307 ,C5 




Gene No. 


84439 








Strand 








Start 


18066 








End 


18675 






Name 


OJ991111 08. 


0307 


. C5.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3873 ; 








End 


4714 






GI 


none 








Score 


167 






Exons 


3873. .3989, 


3875 


. . 3988, 


3879. 


.4007, 3883. .4008, 


4022. .4195, 


BS. 
"=! Cf 




4029. .4232, 


4065 


. . 4232, 


4084 . 


.4233, 4673. .4714 




= : « 


Seq. No. 


40762 








Seq. ID 


OJ991111 


_08.0307.C5 




Gene No. 


84439 








Strand 






f 1 


Start 


18066 








End 


18675 






Name 


OJ991111 08. 


0307 


C5 o3 


ts 


Method 


TBLASTX: 


Sovbean 




Start 


4095 








End 


5027 






GI 


none 








Score 


158 




ru 

5 


Exons 


4095. .4232, 


4122 


. . 4232, 


4671. 


.4820, 4673. .4741, 


4959. . 5027 


^ ts? 


Seq. No. 


40762 








Seq. ID 


OJ991111 


_08.0307.C5 




Gene No. 


84439 








Strand 








Start 


18066 








End 


18675 






Name 


OJ991111 08. 


0307 


. C5 . o5 . 


tm 


Method- 


TBLASTX: 


Maize 




Start 


4716 








End 


5363 ' 




eh 


GI 


none 








Score 


141 




S3 


Exons 


4716. .4838, 


4959 


. .5081, 


5249. 


.5362, 5265.. 5363, 


5267 . . 5362 




Seq. No. 


40762 








Seq. ID 


OJ991111 


_08.0307.C5 




Gene No. 


84439 








Strand 








Start 


18066 








End 


18675 






Name 


OJ991111 08. 


0307 


. C5 . o4 . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


5265 








End 


5877 






GI 


none 








Score 


196 






Exons 


5265. .5417, 


5273 


. . 5422, 


5733. 


.5876, 5806.. 5877 






Seq. No. 


40762 








Seq. ID 


OJ991111 


08. 0307. C5 




Gene No. 


84439 








Strand 








Start 


18066 








End 


18675 






Name 


OJ991111 08. 


0307 


.C5.o4. 


tm 


Method 


TBLASTX: 


Maize 




Start 


5364 








End 


6021 






GI 


none 








Score 


93 






Exons 


5364. .5417, 


5366 


. .5422, 


5772. 


.5993, 5785.. 6021, 


5805. .5993, 



40800 



5806. .5994 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40762 Seq. ID 

84439 Strand 

18066 End 

OJ991111_08 . 0307 .C5.ol.tm Method 

8808 End 

none Score 



OJ991111_08.0307.C5 
18675 

TBLASTX: Maize 

10874 

104 



8808. .8873, 8809. .8874, 8972. .9040, 8973. . 9041/ 9167 .. 9274, 
9168. .9272, 9170. .9274, 9504. .9581, 9514. .9570, 10047 .. 10157 , 
10051. .10230, 10052.. 10228, 10424.. 10468, 10570 .. 108 60, 
10572. .10871, 10574. .10870, 10575.. 10874 



40762 
84439 
18066 

OJ991111_08.0307.C5.ol.ts 

8830 

none 



Seq. ID OJ991111_08.0307.C5 
Strand 

End 18675 

Method TBLASTX : Soybean 

End 10885 

Score 51 



8830. .8874, 8973. .9041, 9167. .9265, 9168. .9272, 9513. .9581, 
9514. .9570, 10047. .10160, 10051 10230, 10052 .. 10228 , 
10432. .10467, 10437 .. 104 66, 10568 .. 10885, 10572 .. 10874 , 
10574. .10882 



Seq. No. 40762 

Gene No. 84439 

Start 18066 

Name OJ991111_08 . 0307 .C5.ol.tc 

Start 9167 

GI none 
Exons 



Seq. ID OJ991111_08.0307-.C5- 
Strand 

End 18675 

Method TBLASTX : Cr es s 

End 10874 

Score 104 



9167.. 9265, 9168.. 9272, 9514.. 9570, 10051 .. 10239, 10052 10228 , 
10572. .10871, 10574. .10861, 10575.. 10874 



Seq. No. 40762 

Gene No. 84439 

Start 18066 

Name OJ991111_08 . 0307 . C5 . o2 . ts 

Start 14824 

GI none 
Exons 



Seq. ID OJ991111_08.0307.C5 
Strand 

End 18675 

Method TBLASTX : Soybean 

End .15067 

Score 135 



14824. .14928, 14926 .. 15066, 14930.. 15067 



Seq. No. 


40762 




Seq. ID 


OJ991111_08.0307 


.C5 


Gene No. 


84439 




Strand 






Start 


18066 




End 


18675 




Name 


OJ991111 08. 0307. C5 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


14878 




End 


15075 




GI 


none 




Score 


233 




Exons 


14878. .15075, 14879 


. .15070 








Seq. No. 


40762 




Seq. ID 


OJ991111_08.0307 


.C5 


Gene No. 


84439 




Strand 






Start 


18066 




End 


18675 




Name 


OJ991111 08. 0307. C5 


.o4 .gs 


Method 


GENSCAN 




Start 


18066 




End 


18675 




GI 


none 




Score 


.43 




Exons 


18066. .18398, 18543 


. .18675 









40801 



Seq. No. 


40763 


Seq. ID 


OJ991111_08 


.0307 


,C6 


Gene No. 


84440 


Strand 


+ 






Start 


92 


End 


1448 






Name 


OJ991111 08.0307.C6.ol.np 


Method 


AAT/NAP 






Start 


92 


End 


1445 






GI 


6223653 


Score 


285 






Exons 


92. .161, 711. .1262, 1323. .1445 








GI Descrip. 


(AC011698) transf actor-like 


[Arabidopsis thaliana] 






Seq. No. 


40763 


Seq. ID 


OJ991111_08 


.0307 


.C6 


Gene No. 


84440 


Strand 


+ 






Start 


92 


End 


1448 






Name 


OJ991111 08.0307.C6.ol.gs 


Method 


GENSCAN 






Start 


666 


End 


1448 






GI 


none 


Score 


.56 






Exons 


666. .1448 











Seq. No. 


40763 


Seq. ID 


OJ991111_08. 


0307 


.C6 


Gene No. 


84441 


Strand 


+ 






Start 


6569 


End 


8442 






Name 


OJ991111 08 


. 0307 . C6 . o3 . gs Method 


GENSCAN 






Start 


6569 


End 


8442 






GI 


none 


Score 


.69 






Exons 


6569. .6609, 


7299. .7607, 7899. .8442 








Seq. No. 


40763 


Seq. ID 


OJ991111_08. 


0307 


.C6 


Gene No. 


84441 


Strand 


+ 






Start 


6569 


End 


8442 






Name 


OJ991111 08 


. 0307 . C6 . o4 . np Method 


AAT/NAP 






Start 


7339 


End 


7849 






GI 


5257279 


Score 


152 






Exons 


7339. .7849 










GI Descrip. 


(AP000364) 


Similar to Transposon MAGGY gag and pol 


gene 






homologues . 


(L35053) [Oryza sativa] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



40763 Seq. ID 

84442 Strand 

1685 * End 

OJ991 111_08 . 0307 . C6 . o3 . np Method 

1685 End 

6815072 Score 
1685.. 1702, 3558. .3816 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAG 

T13P21; hypothetical protein (AC006067) [Oryza sativa] 



OJ991111_08.0307.C6 

3816 
AAT/NAP 
3816 
101 



40763 
84442 
1685 

OJ991111_08.0307,C6.o2.np 

2498 

6862922 



Seq. ID OJ991111_08.0307.C6 
Strand 

End 3816 

Method AAT/NAP 

End 3426 

Score 234 



2498. .2540, 2635. .2832, 2861. .3194, 3302. .3426 
(AC018907) unknown protein [Arabidopsis thaliana] 



40763 
84442 
1685 



Seq. ID 

Strand 

End 



OJ991111 08. 0307. C6 



3816 



40802 



Name 


OJ991111 08 


.0307.C6.o2. 


gs 


Method 


GENSCAN 


Start 


2631 






End 


3356 


GI 


none 






Score 


.98 


Exons 


2631. .3356 










Seq. No. 


40763 






Seq. ID 


OJ991111_08.0307.C6 


Gene No. 


84443 






Strand 




Start 


6326 






End 


6818 


Name 


OJ991111 08 


.0307.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1293 






End 


1544 


GI 


none 






Score 


189 


Exons 


1293. .1448, 


1299. .1334, 


1306. 


.1452, 1415. .1468, 1452. .1541 



1452. .1544 



Seq. No. 


40763 






Seq. ID 


OJ991111 


_08.0307 


.C6 


Gene No . 


84443 






Strand 








Start 


6326 






End 


6818 






Name 


OJ991111 08.0307. 


C6.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


2626 






End 


2951 






GI 


none 






Score 


105 






Exons 


2626.-2748, 2661. 


.2762, 


2862 


..2951, 2866. .2940 






Seq. No. 


40763 






Seq. ID 


OJ991111 


_08.0307 


.C6 


Gene No. 


84443 






Strand 








Start 


6326 






End 


6818 






Name 


OJ991111 08.0307. 


C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2638 






End 


2945 






GI 


none 






Score 


106 






Exons 


2638.. 2748, 2661. 


.2777, 


2862 


..2945, 2866. .2940 






Seq. No. 


40763 






Seq. ID 


OJ991111 


_08.0307 


.C6 


Gene No. 


84443 






Strand 








Start 


6326 






End 


6818 






Name 


OJ991111 08.0307. 


C6.ol. 


gp 


Method 


AAT/GAP 






Start 


6326 






End 


6818 






GI 


576771 






Score 


843 






Exons 


6326.. 6536, 6563. 


.'6818 












GI Descrip. 


576771/gb|U16256| 


OSU16256 0. 


0e+00 Oryza sativa 


cone SRI 






sucrose-regulated mRNA, 


3' -end sequence 







Seq. No. 40764 

Gene No. 84444 

Start 1 

Name OJ991111_08 . 0307 . C7 . ol . np 

Start 1 

GI 5257279 

Exons 1..94, 227. .1347, 4701. .4740 

GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. ID OJ991111_08.0307.C7 

Strand + 

End 18448 

Method AAT/NAP 

End 4740 

Score 815 



Seq. No. 40764 

Gene No. - 84444 

Start 1 

Name OJ991111_08 . 0307 . C7 . o2 . np 

Start 3553 

GI 5734709 - 
Exons 



Seq. ID OJ991111J)8.0307.C7 

Strand + 

End 18448 

Method AAT/NAP 

End 18448 

Score 217 



3553. .3716, 13841 .. 14015, 14239 .. 14 4 66, 15908 .. 16052, 



40803 



# • 

16268. .16364, 18226.. 18448 
GI Descrip. (AC008075) Contains PF| 00069 Eulcaryotic protein kinase domain. 
[Arabi.dopsis thaliana] 



Seq. No. 


40764 


Seq. ID 


OJ991111 


_08.0307.C7 


Gene No . 


84444 


Strand 


+ 




Start 


1 


End 


18448 




Name 


OJ991111 08.0307.C7.o3.gs 


Method 


GENSCAN 




Start 


5668 


End 


7887 




GI 


none 


Score 


.65 




Exons 


5668.. 5874, 5889.. 5939, 6283 


..6370, 6443. .6569, 


6984 . .7887 


Seq. No. 


40764 


Seq. ID 


OJ991111 


_08.0307.C7 


Gene No . 


84444 


Strand 


+ 




Start 


1 


End 


18448 




Name 


OJ991111 08.0307.C7.ol.gp 


Method 


AAT/GAP 




Start 


6247 


End 


7102 




GI 


uC-osflcypl07gllbl 


Score 


906 




Exons 


6247.. 6569, 6746.. 6808, 6984 


. .7102 






GI Descrip. 


'4204263 1.0e-10 (AC005223) 


40409 [Arabidopsis 


thaliana] ' 


Seq. No. 


40764 


Seq. ID 


OJ991111 


08. 0307. C7 


Cpnp Mo . 


84444 


Strand 


+ 




Start 


1 


End 


18448 




Name 


OJ991111 08.0307.C7.o6.gs 


Method 


GENSCAN 




Start 


12751 ~ 


End 


14911 




GI 


none 


Score 


.46 




Exons 


12751. .12922, 13006. .13120, 


13322. .13459, 14139 


. .14208, 




14846. .14911 








Seq. No. 


40764 


Seq. ID 


OJ991111 


_08.0307.C7 


Gene No . 


84444 


Strand 


+ 




Start 


1 


End 


18448 




Name 


OJ991111 08.0307. C7.o2.gp 


Method 


AAT/GAP 




Start 


15691 


End 


16063 




GI 


67061 1.R1084 


Score 


722 




Exons 


15691.. 16063 








GI Descrip. 


T 576771/gb|U16256|OSU16256 0 


. 0e+00 Oryza sativa 


cone SRI 




sucrose-regulated mRNA, 3 ,! - 


end sequence 1 




Seq. No. 


40764 


Seq. ID 


OJ991111 


_08.0307.C7 


Gene No. 


84445 


Strand 






Start 


3314 


End 


4869 




Name 


OJ991111 08.0307.C7.o2.gs 


Method 


GENSCAN 




Start 


3314 


End 


4869 




GI 


none 


Score 


.83 




Exons 


3314.. 3453, 3485.. 3721, 4400 


..4517, 4589.-4747, 


4765. .4869 


Seq. No. 


40764 


Seq. ID 


OJ991111 


_08.0307.C7 


Gene No. 


84446 


Strand 






Start 


11220 


End 


12014 




Name 


OJ991111 08.0307.C7.o5.gs 


Method 


GENSCAN 




Start 


11220 


End 


12014 




GI 


none 


Score 


.99 




Exons 


11220. .11533, 11768.. 12014 








Seq. No. 


40764 


Seq. ID 


OJ991111 


_08.0307.C7 



40804 



Gene No. 


84447 






Strand 






Start 


14415 






End 


17898 




Name 


OJ991111 08. 0307. C7 


.ol.tw 




Method 


TBLASTX: Wheat 




Start 


169 






End 


534 




GI 


none 






Score 


170 




Exons 


169. .366, 192.. 353, 


391. .534, 


432. .533 






Seq. No. 


40764 






Seq. ID 


OJ991111_08.0307 


.C7 


Gene No. 


84447 






Strand 






Start 


14415 






End 


17898 




Name 


OJ991111 08. 0307. C7 


.o2.tw 




Method 


TBLASTX: Wheat 




Start 


859 






End 


1278 




GI 


none 






Score 


58 




Exons 


859. .915, 976. .1278 


, 1050.. 


1244 






Seq. No. 


40764 






Seq. ID 


OJ991111_08.0307 


.C7 


Gene No. 


84447 






Strand 






Start 


14415 






End 


17898 




Name 


OJ991111 08. 0307. C7 


.ol. tm 




Method 


TBLASTX: Maize 




Start 


7225 






End 


7760 




GI 


none 






Score 


47 




Exons 


7225.. 7257, 7227.. 7265, 7258. 


.7587, 7344. .7586, 7435. .7587, 




.7707. .7760 












Seq. No. 


40764 






Seq. ID 


OJ991111_08.0307 


.C7 


Gene No. 


84447 






Strand 






Start 


14415 






End 


17898 




Name 


OJ991111 08. 0307. C7 


.o3.np 




Method 


AAT/NAP 




Start 


14415 






End 


17028 




GI 


1173302 






Score 


94 




Exons 


14415. .14601, 16522 


. .16666, 


16941. .17028 




GI Descrip. 


MITOCHONDRIAL RIBOSOMAL PROTEIN S3 gi | 769732 | dbj | BAA04792 | 




(D21251) ribosomal 


protein S3 


[Oryza sativa] 




Seq. No. 


40764 






Seq. ID 


OJ991111_08.0307 


.C7 


Gene No. 


84447 






Strand 






Start 


14415 






End 


17898 




Name 


OJ991111 08. 0307. C7 


.o2.tm 




Method 


TBLASTX: Maize 




Start 


15170 






End 


15599 




GI 


none 






Score 


72 




Exons 


15170. .15220, 15170 


. .15217, 


15171. .15218, 15309. .15398, 






15310. .15402, 15317 


. .15430, 


15320. . 15403, 15517 .. 15597 , 






15540. .15599, 15542 


. .15598 










Seq. No. 


40764 






Seq. ID 


OJ991111_08.0307 


.C7 


Gene No. 


84447 






Strand 






Start 


14415 






End 


17898 




Name- 


OJ991111 08. 0307. C7 


,o7 .gs 




Method 


GEN SCAN 




Start 


16040 






End 


17898 




GI 


none 






Score 


.42 




Exons 


16040. .16487, 17738 


. .17898 










Seq. No. 


40764 






Seq. ID 


OJ991111_08.0307 


.C7 


Gene No. 


84447 






Strand 






Start 


14415 






End 


17898 




Name 


OJ991111 08. 0307. C7 


. o3 . gp 




Method 


AAT/GAP 




Start 


17027 






End 


17092 





40805 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5607332 Score 77 

17027.. 17092 

1877026/dbj IBAA11351I 3.0e-42 (D78336) ribosomal protein S19 
[Oryza sativa] 



40765 
84448 
58 

OJ991111_08. 0307. C10. ol.gs 
58 

none 

58. .134, 498. .1307, 1334. .2303 



Seq. ID OJ991111_08. 0307. C10 

Strand + 

End 2303 

Method GENSCAN 

End 2303 

Score .84 



Seq. ID OJ991111_08. 0307. C10 
Strand 

98 

AAT/NAP 
98 
117 



40765 
84449 
1 

OJ991111_08. 0307. C10. ol.np 
1 

6539561 
1 98 

(AP000836) ESTs AU081342 (E50565 ) , C98255 (C1338 ) , AU05834 6 (E50565 ) 
correspond to a region of the predicted gene.; Similar to 
ribosomal protein L30 (AF034949) [Oryza sativa] 



End 

Method 

End 

Score 



40765 
84450 
1300 

OJ991111_08. 0307. C10. ol.tm 

1300 

none 



Seq. ID OJ991111_08. 0307. C10 
Strand 

End 1826 

Method TBLASTX : Mai ze 

End 1727 

Score 39 

1300. .1326, 1314. .1466, 1316. .1348, 1353. .1727, 1420. .1458, 
1448. .1528 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40765 
84450 
1300 

OJ991111_08. 0307. C10. ol.ts 

1488 

none 

1488. .1826 

40765 
84451 
2115 

OJ991111_08. 0307. C10. o2.tm 

2115 

none 



Seq. ID OJ991111_08. 0307. C10 
Strand 

End 1826 

Method TBLASTX : Soybean 

End 1826 

Score 205 



Seq. ID OJ991111_08. 0307. C10 
Strand 

End 2308 

Method TBLASTX : Maize 

End 2308 

Score 264 



2115. .2285, 2117. .2275, 2118. .2276, 2119. .2304, 2120. .2308 



40766 
84452 
966 

OJ991111J)8. 0307. Cll. ol.gs 

966 

none 



Seq. ID OJ991111JD8. 0307. Cll 

Strand + 

End 8122 

Method GENSCAN 

End 8122 

Score .73 



966. .1672, 1755. .1809, 2912. .3144, 3586. .3793, 3983. .4042, 
4173. .4319, 4350. .4487, 5625. .5785, 5910. .5935, 6623.-6753, 



40806 



6848. .6922, 7360. .7435, 8115. .8122 



Seq. No. 40766 

Gene No. 84452 

Start 966 

Name OJ991111_08 . 0307 . Cll . ol . np 

Start 966 

GI 860676 

Exons 966.. 1672, 1755. 

3983.. 4042, 4173 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1809, 2706.. 2816, 2912. 
.4346 

(U24188) calcium/calmodulin-dependent protein kinase [Lilium 
longiflorum] gi 1 1097385 | prf | I2113422A Ca/calmodulin-dependent 
protein kinase [Lilium longif lorum] 



OJ991111__08. 0307. Cll 
+ 

8122 
AAT/NAP 
43'46 
1914 
.3144, 3586. 



3793, 



C3 



Spct No 


40766 






Seq. ID 


OJ991111_08. 0307. Cll 




84452 






Strand 


+ 


Start 


966 






End 


8122 


Name 


OJ991111 08 


.0307. 


Cll.o2.np 


Method 


AAT/NAP 


Start 


5680 






End 


7839 


GI 


122066 






Score 


224 


Exons 


5680. .5784, 


6646. 


.6753, 6848 


..6922, 7360. .7435, 7793. .7839 


GI Descric . 


HISTONE H3. 


2 gi|8 


4330|pir| IB28852 histone H3.2 - Tetrahymena 




pyriformis 


(SGC5) 








kj C . INW i 


40766 






Seq. ID 


OJ991111JD8. 0307. Cll 


Gone No . 


84452 






Strand 


+ 


Start 


966 






End 


8122 


Name 


OJ991111 08 


.0307. 


Cll.ol.gp 


Method 


AAT/GAP 


Start 


7360 






End 


8097 


GI 


3762651 






Score 


700 


Exons 


7360. .7435, 


7793. 


.8097 






GI DescriD. 


9611/emb|X00593|LPH3H4 8.0e- 


09 Lytechinus pictus H3 and H4 gene 


Seq. No. 


40766 






Seq. ID 


OJ991111_08. 0307. Cll 


Gone No . 


84453 






Strand 




Start 


8641 






End 


12482 


Name 


OJ991111 08 


.0307. 


Cll.o5.tm 


Method 


TBLASTX: Maize 


Start 


940 






End 


1120 


GI 


none 






Score 


159 


Exons 


940. .1065, 


965.. 1075, 966.. 1076, 1059. 


.1118, 1082. .1120 


Seq. No. 


40766 






Seq. ID 


OJ991111_08. 0307. Cll 


Gene No. 


84453 






Strand 




Start 


8641 






End 


12482 


Name 


OJ991111 08 


.0307. 


Cll.o4.tm 


Method 


TBLASTX: Maize 


Start 


1205 






End 


1337 


GI 


none 






Score 


208 


Exons 


1205. .1336, 


1206. 


.1337, 1209 


. .1337 




Seq. No. 


40766 






Seq. ID 


OJ991111_08. 0307 .Cll 


Gene No. 


84453 






Strand 




Start 


8641 






End 


12482 


Name 


OJ991111 08 


.0307. 


Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


1230 






End 


4310 


GI 


none 






Score 


309 


Exons 


1230. .1610, 


1233. 


.1526, 1322 


..1600, 1605. .1673, 2697. .2819, 



4221. .4310 



40807 




Seq. No. 


40766 








Seq. ID 


OJ991111_08 .0307 .Cll 


Gene No. 


84453 








Strand 




Start 


8641 








End 


12482 


Name 


OJ991111 08 


.0307. 


Cll.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1230 








End 


1496 


GI 


none 








Score 


215 


Exons 


1230. .1493, 


1236. 


.1496 








Seq. No. 


40766 








Seq. ID. 


OJ991111_08 . 0307 .Cll 


Gene No. 


84453 








Strand 




Start 


8641 








End 


12482 


Name 


OJ991111 08 


.0307. 


Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1338 








End 


1646 


GI 


none 








Score 


397 


Exons 


1338. . 1646, 


1338. 


.1598, 


1343. 


.1645 




Seq. No. 


40766 








Seq. ID 


OJ991111_08. 0307. Cll 


Gene No. 


84453 








Strand 




Start 


8641 








End 


12482 


Name 


OJ991111 08 


.0307. 


Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1338 








End 


2783 


GI 


none 








Score 


448 


Exons 


1338. .1676, 


1343. 


.1675, 


1507. 


.1677, 1755. .1802, 1759. .1818, 




2694. .2783 












Seq. No. 


40766 








Seq. ID 


OJ991111_08. 0307. Cll 


Gene No. 


84453 








Strand 




Start 


8641 








End 


12482 


Name 


OJ991111 08 


.0307. 


Cll.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


2751 








End 


4343 


GI 


none 








Score 


67 


Exons 


2751. .2819, 


2912. 


.3154, 


2914. 


.3150, 3498.. 3566, 3565.. 3798, 




3586. .3792, 


3587. 


.3796, 


3965. 


.4042, 3970. .4038, 4169. .4342, 




4170. .4343, 


4185. 


.4343 








Seq. No. 


40766 








Seq. ID 


OJ991111_08.0307.C11 


Gene No. 


84453 








Strand 




Start 


8641 








End 


12482 


Name 


OJ991111 08 


.0307. 


Cll.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4162 








End 


4343 


GI 


none 








Score 


92 


Exons 


4162. .4245, 


4170. 


.4343, 


4170. 


.4337, 4172. .4342 


Seq. No. 


40766 








Seq. ID 


OJ991111J58. 0307. Cll 


Gene No. 


84453 








Strand 




Start 


8641 








End 


12482 


Name 


OJ991111 08 


.0307. 


Cll.o2 


. gp 


Method 


AAT/GAP 


Start 


8532 








End 


9055 


GI 


LIB3434-029- 


-Pl-Kl 


-D5 




Score 


942 


Exons 


8532. .9055 












GI Descrip. 


1 9611/emb | X00593 | LPH3H4 


8.0e- 


09 Lytechinus pictus H3 and H4 




gene' 












Seq. No. 


40766 








Seq. ID 


OJ991111_08. 0307. Cll 


Gene No. 


84453 








Strand 




Start 


8641 








End 


12482 



40808 



Name 

Start 

GI 

Exons 



OJ991111 _08 . 0307 . Cll . o2 . gs Method 
8641 End 
none Score 
8641.. 8935, 9972.. 10067, 10364 10407 , 
11708. .12472 



GEN SCAN 

12472 

.72 

11338. .11409, 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



40766 Seq. ID OJ991111_08 . 0307 . Cll 

84453 Strand 

8641 ..." End 12482 

OJ991111_08 . 0307 . Cll . o3 . np Method AAT/NAP 

10186 End 12304 

7489325 Score 459 

10186. .10263, 11338. .11409, 11708 .. 12055, 12095.. 12304 

Dc3 promoter-binding factor-3 - common sunflower (fragment) 

gi|3273764|gb|AAC24835.1| (AF061870) Dc3 promoter-binding 

factor-3 [Helianthus annuus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40766 
84453 
8641 

OJ991111_08. 0307. Cll. ol.tm 

11703 

none 



Seq. ID OJ991111JD8. 0307. Cll 
Strand 

End 12482 

Method TBLASTX : Mai ze 

End 12482 

Score 104 



11703. .11771, 11708. .11878, 11708 .. 11878 , 11817 .. 11906, 
11887. .11949, 11981. .12022, 12000 .. 12023, 12072 .. 12287, 
12092. .12304, 12353 .. 12481, 12354.. 12482 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



40766 
84453 
8641 

OJ991111_08 
11798 
none 
11798. 
12049. 



0307 .Cll. ol.tw 



11986, 
12114, 



11802. 
12050. 



.11996, 
.12115, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11990 

12059 



OJ991111 08. 0307. Cll 



12482 

TBLASTX: Wheat 
12148 
202 

12022, 11991. .12023, 
12148, 12092. .12139, 



12093. ,12140 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40767 
84454 
238 

OJ991111_08.0307.C12.ol.gs 
238 
none 



End 

Method 
End 
. Score 

238.. 385, 1623.. 1823, 2845.. 2925, 3345.. 3505, 4033.. 4103, 
4431. .4550, 4892. .5010, 5318.. 5399, 6034.. 6117, 6424.. 6526, 
669S..6843, 6916. .7170, 7715. .8017, 8110. .8347, 8430. .8455 



Seq. ID OJ991111_08.0307.C12 
Strand + 

8455 
GENSCAN 
8455 
.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40767 Seq. ID 

84454 Strand 

238 End 
OJ991111_08 . 0307 . C12 . o3 . gp Method 

2609 End 

452_1.R1084 Score 
2609. .2785, 



OJ991111_08.0307.C12 
+ 

8455 
AAT/GAP 
6077 
2357 



3345. .3505, 4033. .4103, 4431. .4550, 4892. .5010, 



5318.. 5399, 5523.. 6077 



GI Descrip. ' 1703380/ sp | P51823 I ARF_ORYSA 1.0e-101 ADP-RIBOSYLATION FACTOR 
>gi_1132483_dbj_BAA04 607_ (D17760) ADP-ribosylation factor 



40809 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



[Oryza sativa] ' 

40767 Seq. ID 

84454 Strand 

238 End 
OJ991111_08 . 0307 . C12 . ol . np Method 

3358 End 

1703380 Score 

3358.. 3505, 4033.. 4103, 4431.. 4550, 



4033. .4103, 4431 
ADP-RIBOSYLATION FACTOR gi 1 1132483 | dbj | BAA04 607 | 
ADP-ribosylation factor [Oryza sativa] 



OJ991111_08 . 0307 ..C12 
+ 

8455 
AAT/NAP 
5402 
815 

4892.. 5010, 5318.. 5402 
(D17760) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111 08.0307.C12 



40767 
84455 
4 

OJ991111_08.0307.C12.ol.gp 
4 

uC-osflcypl06h06al 
4. .118, 308. .424 

, 4680189/gb|AF111710.1|AF111710 3.0e-34 Oryza sativa subsp. 
indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds 1 



424 

AAT/GAP 

424 

389 



Seq. No. 40767 Seq. ID 

Gene No. 84456 Strand 

Start 8842 End 

Name OJ991111_08 . 0307 . C12 . ol . tm Method 

Start 3199 End 

GI none Score 

Exons 3199.. 3261, 3213.. 3260, 3351.. 3506, 
4026. .4091 



OJ991111_08.0307.C12 
9693 

TBLASTX: Maize 
4091 
57 

3352.. 3507, 4025.. 4090, 



Seq. No. 40767 Seq. ID 

Gene No. 84456 Strand 

Start 8842 End 

Name OJ991111_08.0307.C12.ol.tc Method 

Start 3312 End 

GI none Score 

Exons 3312.. 3506, 3318.. 3503, 3319. . 3507, 3872 

4026. .4109, 4032. .4103, 4034. .4114, 4428 



OJ991111 08.0307.C12 



9693 

TBLASTX: Cress 
5400 
98 

3895, 4025.. 4102, 
4550, 4428. .4547, 



4441. .4551, 4889. .4927, 4924. .5013, 4928, 
5313.. 5399, 5317.. 5400, 5318.. 5398 



,5014, 4928. .5014, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40767 
84456 
8842 

OJ991111 
3343 
none 
3343 
4040 
4889 



08.0307.C12.ol.ts 



3507, 
4114, 
5014, 



3345. 
4428. 
4918. 



,3506, 4025. 
.4550, 4428. 
.5013, 5313. 



Seq. ID OJ991111_08.0307.C12 
Strand 

End 9693 

Method TBLASTX : Soybean 

End 5406 

Score 252 

.4102, 4026. .4109, 4035. .4103, 
.4550, 4430. .4567, 4438. .4551, 
.5399, 5317. .5406, 5318. .5401 



Seq. No. 
Gene No. 
Start 



40767 
84456 
8842 



Seq. ID 

Strand 

End 



OJ991111 08.0307.C12 



9693 



40810 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991111_08 . 0307 . C12 . ol . tw Method TBLASTX : Wheat 

3343 End 4465 

none Score 268 

3343. .3507, 3345. .3506, 3349. .3510, 4025. .4108, 4026. 

4428.-4463, 4428. .4463, 4429.-4464, 4430. .4465 



4109, 



40767 
84456 
8842 

OJ991111_08 . 0307 . C12 . o2 . tm 
4428 
none 

4428. .4550, 4428. .4550, 
4918.. 5013, 5313.. 5399, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4429. .4551, 4881 
5317. .5400, 5318 



OJ991111 08.0307.C12 



9693 

TBLASTX : Maize 
5401 
211 

5012, 4889.. 5014, 
5401 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



40767 
84456 
8842 

OJ991111_08.0307.C12.o2.tw 
4465 
none 

4465. .4551, 4467. .4550, 4468. 
4929. .5030, 4930. .5016, 5313, 
5318. .5422 

40767 
84456 
8842 

OJ991111_08.0307.C12.o2.gs 
8842 
none 

8842.. 9060, 9152.. 9244, 9329.-9693 

40768 
84457 
1 

OJ991111_07.0330.C2.ol.np 
1 

4903018 

1..504, 650. .703 

(AB027507) ACE [Arabidopsis thaliana] 

40768 
84457 
1 

OJ991111_07.0330.C2.ol.ts 
96 

none 

96. .503, 103. .537 

40768 
84457 
1 

OJ991111_07 . 0330 . C2 . ol . tm 
105 
none 

105. .503, 106. .507, 114. .530 



OJ991111 08.0307.C12 



9693 

TBLASTX: Wheat 
5422 
140 

4551, 4889.. 5014, 4918, 
5399, 5313.. 5405, 5317. 



.5013, 
.5406, 



OJ991111_08.0307.C12 

9693 
GENSCAN 
9693 
.67 



Seq. ID 


OJ991111_07.0330. 


C2 


Strand 


+ 




End 


703 




Method 


AAT/NAP 




End 


703 




Score 


410 




thaliana] 






Seq. ID 


OJ991111_07.0330. 


C2 


Strand 


+ 




End 


703 




Method 


TBLASTX : Soybean 




End 


537 




Score 


449 




Seq. ID 


OJ991111__07.0330. 


C2 


Strand 


+ 




End 


703 




Method 


TBLASTX: Maize 




End 


530 




Score 


548 





40811 



Seq. No. 40768 Seq. ID OJ991111_07 . 0330 . C2 

Gene No. 84457 Strand + 

Start 1 End 703 

Name OJ991111_07 . 0330 .C2 .ol . gp Method AAT/GAP 

Start 173 End 504 

GI 27472_1.R1084 Score 552 

Exons 173.. 504 

GI Descrip. 1 6041757/gb| AC011806. 1 | AC011806 0.0e+00 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



40768 Seq. ID 

84457 Strand 

1 End 

OJ991111_07 . 0330 . C2 . ol . tc Method 

175 End 

none Score 

175. .447, 201. .452 



OJ991111_07.0330.C2 
+ 

703 

TBLASTX: Cress 

452 

312 



40769 Seq. ID OJ991111_07 . 0330 . C3 

84458 Strand + 

1187 End 5031 

OJ991111_07 . 0330 . C3 . ol . gs Method GEN SCAN 

1187 End 5031 

none Score . 61 

1187. .1348, 2462. .2541, 2708. .2759, 2815. .2875, 4034. .4205, 
4749.. 5031 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40769 Seq. ID 

84459 Strand 

7044 End 

OJ991111_07 . 0330 . C3 . o2 . gs Method 

7044 End 

none Score 

7044. .7066, 7777. .7884, 8175. .8393 



OJ991111_07.0330.C3 

8393 
GENSCAN 
8393 
.76 



Seq. No. 


40770 


Seq. ID 


OJ991111_07.0330 


.C4 


Gene No. 


84460 


Strand 


+ 




Start 


3229 


End 


8378 




Name 


OJ991111 07 


.0330.C4 .ol.gs Method 


GENSCAN 




Start 


3229 


End 


8378 




GI 


none 


Score 


.61 




Exons 


3229. .6245, 


6739.-6835, 6885. .6888, 7657. .8378 




Seq. No. 


40770 


Seq. ID 


OJ991111 07.0330 


.C4 


Gene No. 


84460 


Strand 


+ 




Start 


3229 


End 


8378 




Name 


OJ991111 07 


. 0330 . C4 . ol . np Method 


AAT/NAP 




Start 


3229 


End 


5409 




GI 


6437559 


Score 


855 




Exons 


3229. .4011, 


4093. .4374, 4480. .5409 






GI Descrip. 


(AC011623) 


putative DnaJ protein [Arabidopsis thaliana] 




Seq. No. 


40770 


Seq. ID 


OJ991111_07.0330 


-C4 


Gene No. 


84460 


Strand 


+ 




Start 


3229 


End 


8378 





40812 



i 



Name 


OJ991111 07.0330.C4.o2.np 


Method 


AAT/NAP 


Start 


3315 


End 


5409 


GI 


6437559 


Score 


780 


Exons 


3315. .4011, 4093. .4374, 4480. 


.5409 




GI Descrip. 


(AC011623) putative DnaJ protein [Arabidopsis thaliana] 


Seq. No. 


40770 


Seq. ID 


OJ991111_07 . 0330.C4 


Gene No. 


84460 


Strand 


+ 


Start 


3229 


End 


8378 


Name 


OJ991111 07.0330.C4.ol.gp 


Method 


AAT/GAP 


Start 


4040 


End 


4322 


GI 


none 


Score 


566 


Exons 


4040. .4322 






Seq. No. 


40770 


Seq. ID 


OJ991111_07 . 0330 -C4 


Gene No. 


84460 


Strand 


+ 


Start 


3229 


End 


8378 


Name 


OJ991111 07.0330.C4.o2.gp 


Method 


AAT/GAP 


Start 


6025 


End 


6444 


GI 


none 


Score 


804 


Exons 


6025. .6444 






Seq. No. 


40770 


Seq. ID 


OJ991111_07.0330.C4 


Gene No. 


84460 


Strand 


+ 


Start 


3229 


End 


8378 


Name 


OJ991111 07.0330.C4.o3.np 


Method 


AAT/NAP 


Start 


6803 


End 


8330 


GI 


7487705 


Score 


159 


Exons 


6803. .6900, 8014. .8330 






GI Descrip. 


hypothetical protein T5J17.240 - Arabidopsis thaliana (fragment) 


Seq. No. 


40770 


Seq. ID 


OJ991111_07.0330.C4 


Gene No. 


84461 


Strand 


+ 


Start 


9200 


End 


10642 


Name 


OJ991111 07.0330.C4.o4.np 


Method 


AAT/NAP 


Start 


9200 


End 


10642 


GI • 


1946279 


Score 


69 


Exons 


9200.. 9359, 10624.. 10642 






GI Descrip. 


(Y12433) polyprotein; reverse 


transcriptase, RNase H [pineapple 




bacilliform virus] 






Seq. No. 


40770 


Seq. ID 


OJ991111 07. 0330. C4 


Gene No. 


84462 


Strand 


+ 


Start 


18117 


End 


19389 


Name 


OJ991111 07.0330.C4.o7.np 


Method 


AAT/NAP 


Start 


18117 


End 


19389 


GI 


7523512 


Score 


208 


Exons 


18117. .18154, 19260.. 19389 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


40770 


Seq. ID 


OJ991111_07.0330.C4 


Gene No. 


84463 


Strand 




Start 


10699 


End 


25435 


Name 


OJ991111 07.0330.C4.o3.tc 


Method 


TBLASTX: Cress 


Start 


3194 


End 


3606 


GI 


none 


Score 


73 


Exons 


3194.. 3256, 3358.. 3420, 3359. 


.3400, 3420.. 3596, 3421.. 3606 
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Seq. No. 


40770 








.Seq. ID 


OJ991111_07.0330.C4 




Gene No. 


84463 








Strand 






Start 


10699 








End 


25435 




Name 


OJ991111 07 


.0330. 


C4.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3283 








End 


3639 




GI 


none 








Score 


54 




Exons 


3283. .3357, 


3295. 


.3333, 


3354. 


.3542, 3358.. 3639, 3359.. 3529, 






3372. .3599 














Seq. No. 


40770 








Seq. ID 


OJ991111_07.-0330.C4 




Gene No. 


84463 








Strand 






Start 


10699 








End 


25435 




Name 


OJ991111 07 


.0330. 


C4.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3409 








End 


3624 




GI 


none 








Score 


210 




Exons 


3409. .3624, 


3417. 


.3587 










Seq. No. 


40770 








Seq. ID 


OJ991111_07.0330.C4 




Gene No. 


84463 








Strand 






Start 


10699 








End 


25435 




Name 


OJ991111 07 


.0330. 


C4 .o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3768 








End 


4071 


■ s™ 


GI 


none 








Score 


333 




Exons 


3768.. 3980, 


3769. 


.4005, 


3770. 


.4012, 3982.. 4071, 4012. .4071 


?S 
f is 


Seq. No. 


40770 








Seq. ID 


OJ991111_07.0330.C4 




Gene No . 


84463 








Strand 




f 1 


Start 


10699 








End 


25435 




Name 


OJ991111 07 


.0330. 


C4.o2. 


tw 


Method 


TBLASTX: Wheat 


==. 


Start 


4633 








End 


5769 




GI 


none 








Score 


122 


i y 
= 


Exons 


4633. .4797, 


5533. 


.5769, 


5542. 


.57 66 




f ^ 


Seq. No. 


40770 








Seq. ID 


OJ991111__07.0330.C4 




Gene No. 


84463 








Strand 




|^ 


Start 


10699 








End 


25435. 




Name 


OJ991111 07 


.0330. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4660 








End 


6268 


L J 


GI 


none 








Score 


128 


.= d 

LJ 


Exons 


4660. .4797, 


4948'. 


.5088, 


5572. 


.5913, 5585.. 5914, 5591.. 5926, 






5604. .5927, 


5751. 


.5927, 


5915. 


.6265, 5915.. 6268, 5916.. 6266, 






5917. .6267 














Seq. No. 


40770 








Seq. ID 


OJ991111_07.0330.C4 




Gene No. 


84463 . 








Strand 






Start 


10699 








End 


25435 




Name 


OJ991111 07 


.0330. 


C4.o4. 


tc 


Method 


TBLASTX: Cress 




Start 


4870 








End 


5994 




GI 


none 








Score 


186 




Exons 


4870. .5181, 


5911. 


.5994 










Seq. No. 


40770 








Seq. ID 


OJ991111_07.0330.C4 




Gene No. . 


84463 








Strand 






Start 


10699 








End 


25435 




Name 


OJ991111 07 


.0330. 


C4.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4951 








End 


6255 



40814 



GI 4396873 Score 87 

Exons 4951.. 5043, 5812.. 5907, 5910.. 6143, 5917.. 6138, 6163.. 6255 

GI Descrip. . 4432867/gb_AAD20715_ 2.0e-09 (AC006300) putative dnaJ-like 
protein [Arabidopsis thaliana] 



Seq. No. 40770 

Gene No. 84463 

Start 10699 

Name OJ991111_07 . 0330 . C4 . ol . tw 

Start 4984 

GI none 

Exons 4984.. 5088, 5916.. 6125, 5917. 

6121.. 6276, 6124. .6270 



OJ991111_07.0330.C4 
25435 

TBLASTX: Wheat 

6276 

99 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6108, 5922.. 6110, 6120.. 6266, 



Seq. No. 40770 Seq. ID 

Gene No. 844 63 Strand 

Start 10699 End 

Name OJ991111_07 . 0330 . C4 . o5 . tm Method 

Start 5125 End 

GI none Score 
Exons 



OJ991111_07.0330.C4 
25435 

TBLASTX: Maize 

5370 

135 



5125. .5220, 5125. .5220, 5126. .5224, 5127. .5222, 5144. .5224, 
5202.. 5357, 5220.. 5366, 5224.. 5367, 5224.. 5370 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40770 
84463 
10699 

OJ991 111_07 . 0330 . C4 . 06 . tm 

8177 

none 



Seq. ID OJ991111_07.0330.C4 
Strand 
End 

Method 
End 
Score 



25435 

TBLASTX: Maize 

22218 

157 



8177. .8323, 8178. .8318, 20786 .. 20932, 21946 .. 22092, 
21950. .22090, 22138. .22218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40770 
84463 
10699 

OJ991111_07.0330.C4.o4.tw 

8178 

none 



Seq. ID OJ991111_07.0330.C4 
Strand 
End 

Method 
End 
Score 



25435 

TBLASTX: Wheat 

22093 

138 ' 



8178.. 8309, 8222.. 8308, 20804 .. 20932, 20805 .. 20939, 
21964. .22092, 21965. .22093 



Seq. No. 40770 
Gene No. 844 63 

Start 10699 

Name OJ991111_07 . 0330 . C4 . o2 . tm 

Start 10690 
GI none 

Exons 10690. .10734, 10691 .. 10747 , 

10735. .10821, 10770. .10889, 
11288. .11428, 11292. .11432, 
11479. .11589, 11654. .11710, 
12018. .12122, 12019. .12123, 
12199. .12237, 12328. .12540, 
12479. .12535, 12528 .. 12629, 



Seq. ID OJ991111_07.0330.C4 
Strand 

End 25435 

Method TBLASTX : Mai ze 

End 12629 

Score 48 
10730. .10801, 10730. .10807, 
10778. .10891, 10795. .10884, 
11301. .11423, 11479. .11589, 
12016. .12123, 12017. .12121, 
12197. .12238, 12198 .. 12263, 
12329. .12439, 12330 12533, 
12529. .12627, 12530.. 12628 



Seq. No. 
Gene No. 



40770 
84463 



Seq. ID OJ991111_07.0330.C4 
Strand 



40815 



Start 
Name 
Start 
GI 

Exons 



10699 End 25435 

OJ991111 J)7 . 0330 . C4 . o2 . gs Method GENSCAN 

10699 End 19346 

none Score . 74 

10699. .10878, 11298 .. 11447, 11503. . 11571, 12016. 

12199. .12237, 12330 .. 12635, 12781 .. 12870, 12948. 

13108. .13194, 14617. .14802, . 15233. .15418, 15550. 

16942. .17079, 17890 .. 1802$,' 18219 .. 18390, 18793. 
19135.. 19346 



12120, 
12989, 
16074, 
18835, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



40770 
84463 
10699 

OJ991111_07 . 0330 . C4 . o5 . np 

10720 

7446108 

10720. .10878, 11298. .11423, 
12199. .12237, 12330 .. 12658 , 
14617. .14802, 15233. .15418, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11503. . 11571, 
12902. .12986, 



OJ991111 07. 0330. C4 



25435 
AAT/NAP 
15831 
1053 

12016. 
13108. 



,12120, 
,13194, 



15550. .15831 

ATP-dependent helicase F6H11.20 - Arabidopsis thaliana 
gi|2827700|emb|CAA16673.1| (AL021684) DEAD box ATP dependent 
helicase protein [Arabidopsis thaliana] 



Seq. No. 40770 Seq. * ID 

Gene No. 84463 Strand 

Start 10699 End 

Name OJ991111_07 . 0330 . C4 . ol . tc Method 

Start 10790 End 

GI none Score 
Exons 



OJ991111_07.0330.C4 
25435 

TBLASTX: Cress 

12540 

80 



10790. .10894, 10792. .10884, 11301 .. 11423, 11323. . 11424, 
11326. .11427, 12008. .12109, 12016 .. 12120, 12205 .. 12237, 
12209. .12232, 12328 12420, 12330 .. 12533, 12442.. 12540 



Seq. No. 40770 Seq. ID 

Gene No. 844 63 Strand 

Start 10699 End 

Name OJ991111_07 . 0330 . C4 . ol . ts Method 

Start* 12040 End 

GI none Score 

Exons 12040. .12123, 12041 .. 12109, 12197 

12328. .12444, 12328 .. 12450, 12330 



.12232, 
.12461 



OJ991111_07.0330.C4 
25435 

TBLASTX : Soybean 

12461 

62 

12199. .12237, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40770 
84463 
10699 

OJ991111 J)7 . 0330 . C4 . o2 . ts 

12772 

none 

12772. .12825, 12945 .. 12992, 
14617. .14802, 14618. .14803, 

40770 
84463 
10699 

OJ991111_07 . 0330 . C4 . o7 . tm 

12780 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13111. .13185, 
15227. .15319, 



OJ991111 07. 0330. C4 



25435 

TBLASTX : Soybean 
15319 
64 

13117. .13200, 
15228. .15317 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_07.0330.C4 
25435 

TBLASTX: Maize 

13197 

89 



40816 




Exons 12780. .12878, 12781 .. 12876, 12934 .. 12987 , 12945 12992 , 

12945. .12992, 13111 13185, 13115 .. 13195, 13116 .. 13196, 
13117. .13197 



Seq. No. 


40770 


Seq. ID 


OJ991111_07.0330 


.C4 


Gene No. 


84463 


Strand 






Start 


10699 


End 


25435 




Name 


OJ991111 07.0330.C4.o2.tc 


Method 


TBLASTX: Cress 




Start 


14713 . 


End 


15421 




GI 


none 


Score 


77 




Exons 


14713. .14802, 14714. .14794, 


15233. .15421, 15237.. 15413 




Seq. No. 


40770 


Seq. ID 


OJ991111_07.0330 


.C4 


Gene No. 


84463 


Strand 






Start 


10699 


End 


25435 




Name 


OJ991111 07.0330.C4.o6.np 


Method 


AAT/NAP 




Start 


18337 


End 


25435 




GI 


5042454 


Score 


183 




Exons 


18337. .18397, 18799 18965, 


22080. .22224, 25381.. 25435 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


40770 


Seq. ID 


OJ991111_07.0330 


.C4 


Gene No. 


84463 


Strand 






Start 


10699 


End 


25435 




Name 


OJ991111 07.0330.C4.o8.np * 


Method 


AAT/NAP 




Start 


19606 


End 


25435 




GI 


7485548 


Score 


220 




Exons 


19606. .19654, 20780 20978, 


21060. .21243, 21866 .. 22180, 






25375. .25435 








GI Descrip. 


hypothetical protein F16B22 


.7 - Arabidopsis thaliana 





gi|3341678|gb|AAC27460.1| (AC003672) putative C3HC4-type RING 
zinc finger protein [Arabidopsis thaliana] 



Seq. No. 


40770 




Seq. ID 


OJ991111 


_07 


.0330 


.C4 


Gene No. 


84463 




Strand 










Start 


10699 - 




End 


25435 








Name 


OJ991111 07. 


0330.C4 .o3.gs 


Method 


GENSCAN 








Start 


20732 




End 


22533 








GI 


none 




Score 


.58 








Exons 


20732. .21352 


, 21883.. 22533 












Seq. No. 


40771 




Seq. ID 


OJ9911U 


_07 


.0330 


.C5 


Gene No. 


84464 




Strand 


+ 








Start 


1071 




End 


2136 








Name 


OJ991111 07. 


0330.C5.ol.gs 


Method 


GENSCAN 








Start 


1071 




End 


2136 








GI 


none 




Score 


.58 








Exons 


1071. .1121, 


2029. .2136 












Seq. No. 


40771 




Seq. ID 


OJ991111_ 


_07 


0330 


.C5 


Gene No. 


84465 




Strand 


+ 








Start 


6478 




End 


7707 








Name 


OJ991111 07. 


0330.C5.o3.gs 


Method 


GENSCAN 








Start 


6478 




.End 


7707 








GI ' 


none 




Score 


.93 








Exons 


6478. .7707 
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Seq. No. 


40771 


Seq. ID 


OJ991111JD7.0330 


.C5 


Gene No. 


84466 


Strand 


+ 




Start 


8317 


End 


9675 




Name 


OJ991111 07.0330.C5.o4.gs 


Method 


GEN SCAN 




Start 


8317 


End 


9675 




GI 


none 


Score 


1 




Exons 


8317. .9675 








Seq. No. 


40771 


Seq. ID 


OJ991111_07.0330 


.C5 


Gene No. 


84466 


Strand 


+ 




Start 


8317 


End 


9675 




Name 


OJ991111 07.0330.C5.o2.np 


Method 


AAT/NAP 




Start 


8377 


End 


9624 




GI 


6997177 


Score 


1014 




Exons 


8377. .9624 








GI Descrip. 


(AC023839) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


40771 


Seq. ID 


OJ991111_07.0330 


.C5 


Gene No. 


84467 


Strand 


+ 




Start 


22940 


End 


23275 




Name 


OJ991111 07.0330.C5.o8.gs 


Method 


GENS CAN 




Start 


22940 


End 


23275 




GI 


none 


Score 


.95 




Exons 


22940.. 23275 








Seq. No. 


40771 


Seq. ID 


OJ991111_07.0330 


.C5 


Gene No. 


84468 


Strand 






Start 


388 


End- 


3199 




Name 


OJ991111 07.0330.C5.ol.np 


Method 


AAT/NAP 




Start 


388 


End 


3199 




GI 


7106528 


Score 


89 




Exons 


388. .506, 3147. .3199 








GI Descrip. 


(AP001278) EST D40774 (S2920) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


40771 


Seq. ID 


OJ991111_07.0330 


.C5 


Gene No. 


84469 


Strand 






Start 


10277 


End 


12102 




Name 


OJ991111 07.0330.C5.o5.gs 


Method 


GENSCAN 




Start 


10277 


End 


12102 




GI 


none 


Score 


.66 




Exons 


10277. .10481, 10668. .10805, 


12095. .12102 




Seq. No. 


40771 


Seq. ID 


OJ991111_07.0330 


.C5 


Gene No. 


84470. 


Strand 






Start 


12450 


End 


13823 




Name 


OJ991111 07.0330.C5.o6.gs 


Method 


GENSCAN 




Start 


12450 


End 


13823 




GI 


none 


Score 


.46 




Exons 


12450. .12613, 13757.. 13823 








Seq. No. 


40771 


Seq. ID 


OJ991111_07.0330 


.C5 


Gene No. 


84471 


Strand 






Start 


15236 


End 


22026 




Name 


OJ991111 07.0330.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


8518 


End 


9174 




GI 


none 


Score 


347 
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Exons 


8518 . . 8973, 


8571 . 


8948. 8596. 


.8949, 8977. .9009, 


9027 . . 9086, 




9028 . . 9081, 


9082 . 


. 9174 








Seq. No. 


40771 






Seq. ID 


OJ991111 


_07.0330.C5 


Gene No. 


84471 






Strand 






Start 


15236 






End 


22026 




Name 


OJ991111 07. 


0330. 


C5 .o2 . tw 


Method 


TBLASTX: 


Wheat 


Start 


8518 ~ 






End 


8894 




GI 


none 






Score 


307 




Exons 


8518. .8892, 


8568 . 


.8894 








Seq. No. 


40771 






Seq. ID 


OJ991111 


_07.0330.C5 


Gene No. 


84471 






Strand 






Start 


15236 






End 


22026 




Name 


OJ991111 07. 


0330. 


C5.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


9024 ~~ 






End 


9438 




GI 


none 






Score 


75 




Exons 


9024 . . 9200, 


9024 . 


.9191, 9025. 


.9201, 9193. .9438, 


9238. .9438 


Seq. No. 


40771 






Seq. ID 


OJ991111 


07. 0330. C5 


Gene No. 


84471 






Strand 






Start 


15236 






End 


22026 




Name 


OJ991111 07. 


0330. 


C5 . o2 . tm 


Method 


TBLASTX: 


Maize 


Start 


9178 






End 


9450 




GI 


none 






Score 


181 




Exons 


9178. 9345, 


9204 . 


9344. 9295. 


.9351, 9385.. 9450, 


9391 . .9447, 




9414 . . 9449 












Seq. No. 


40771 






Seq. ID 


OJ991111 


_07.0330.C5 


Gene No. 


84471 






Strand 






Start 


15236 






End 


22026 




Name 


OJ991111 07. 


0330. 


C5 . o7 . qs 

**** * \J 9 * \J W 


Method 


GENSCAN 




Start 


15236 ~~ 






End 


16024 




GI 


none 






Score 


.46 




Exon*? 


15236 16024 












Seq. No. 


40771 






Seq. ID 


OJ991111 


07. 0330. C5 


Gene No. 


84471 






Strand 






Start 


15236 






End 


22026 




Name 


OJ991111 07. 


0330. 


C5.o3.np 


Method 


AAT/NAP 




Start 


15516 






End 


22026 




GI 


4510378 






Score 


148 




Exons 


15516. .15760 


, 19009. .19265, 21994.. 22026 




GI Descrip. 


(AC007017) putative RING zinc 


finger protein [Arabidopsis 




thaliana] 












Seq. No. 


40772 






Seq. ID 


OJ991111 


_07.0330.C6 


Gene No. 


84472 






Strand 


+ 




Start 


504 






End 


634 




Name 


OJ991111 07. 


0330. 


C6.ol.gs 


Method 


GENSCAN 




Start 


504 






End 


634 




GI 


none 






Score 


.67 




Exons 


504. .634 












Seq. No. 


40772 






Seq. ID 


OJ991111 


_07.0330.C6 


Gene No. 


84473 






Strand 


+ 




Start 


4835 






End 


7663 





40819 



Name 

Start 

GI 

Exons 



OJ991111_07 . 0330 . C6 . o2 . gs Method GENSCAN 

4835 End 7663 

none Score .47 

4835. .4961, 7109. .7411, 7542. .7663 



Seq. No. 


40772 




Seq. ID 


OJ991111_07.0330.C6 


Gene No. 


84474 




Strand 




Start 


8870 




End 


9277 


Name 


OJ991111 07 


.0330.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


8864 




End 


9254 


GI 


none 




Score 


145 


Exons 


8864. .9007, 


8865. .9071, 9081. 


.9239, 9081.. 9254 


Seq. No. 


40772 




Seq. ID 


OJ991111_07.0330.C6 


Gene No. 


84474 




Strand 




Start 


8870 




End 


9277 


Name 


OJ991111 07 


.0330.C6.ol.np 


Method 


AAT/NAP 


Start 


8870 




End 


9277 


GI 


7363274 




Score 


323 


Exons 


8870. .9277 








GI Descrip. 


(AP001552) 


Similar to Arabidopsis thaliana DNA chromosome 4, 



clone F17A8; putative protein. (AL049482) [Oryza sativa] 



a si 


Seq. No. 


40773 


Seq. ID 


OJ991111_07 


.0330. C8 


%J 


Gene No. 


84475 


Strand 


+ 






Start 


371 


End 


2294 




f\ § 


Name 


OJ991111 07.0330.C8.ol.np 


Method 


AAT/NAP 






Start 


371 


End 


2294 






GI 


7523502 


Score 


195 






Exons 


371. .464, 778. .961, 2270.. 


2294 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


40773 


Seq. ID 


OJ991111J)7 


.0330. C8 




Gene No. 


84476 


Strand 








Start 


770 


End 


4662 






Name 


OJ991111 07.0330.C8.ol.gs 


Method 


GENSCAN 




= =z 


Start 


770 


End 


4662 




t ^ 


GI 


none 


Score 


.61 




.sin 


Exons 


770. .892, 2190. .2464, 2661 


..2819, 3802 


..3901, 4205 


. .4226, 


id 




4600. .4662 










Seq. No. 


40774 


Seq. ID 


OJ991111_07 


.0330. C9 




Gene No. 


84477 


Strand 


+ 






Start 


1382 


End 


1507 






Name ■ 


OJ991111 07.0330.C9.ol.gs 


Method 


GENSCAN 






Start 


1382 


End 


1507 






GI 


none 


Score 


.96 






Exons 


1382. .1507 









Seq. No. 40774 Seq. ID 

Gene No. 84478 Strand 

Start 2058 End 

Name OJ991111_07 . 0330 . C9 . o2 . gs Method 

Start 2058 End 

GI none Score 

Exons 2058.. 2143, 2501.. 2574, 2657.. 3468 



OJ991111_07.0330.C9 
+ 

3468 
GENSCAN 
3468 
.57 



40820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40774 
84479 
3641 

OJ991111_07.0330.C9.o3.gs 

3641 

none 

3641. .4040, 
7424. .7510, 



4281.. 5677, 5753. 
7580. .7761, 8104. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6606, 6779 
.8300, 8412 



OJ991111_07.0330.C9 
+ 

8914 
GENSCAN 
8646 
.59 

6966, 7060.. 7368, 
8646 



40774 . 

84479 

3641 

OJ991111_07.0330.C9.ol.np 

3953 

7228457 



Seq. ID OJ991111_07.0330.C9 

Strand + 

End 8914 

Method AAT/NAP 

End 8914 

Score 3088 



3953.. 5536, 5594.. 7304, 7369.. 8914 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 

40774 Seq. ID OJ991111_07 . 0330 . C9 

84480 Strand + 

12517 End 13442 

OJ991111_07 . 0330 . C9 . o5 . gs Method GENSCAN 

12517 End 13442 

none Score . 6 

12517. .13004, 13027. .13163, 13369.. 13442 



Seq. ID 

Strand 

End 

Method 

End 

Score 



40774 
84481 
13525 

OJ991111_07.0330.C9.ol.gp 
13525 
4879016 
13525.. 14093 

6041757/gb|AC011806. 1 1 AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



OJ991111 
+ 

14093 
AAT/GAP 
14093 
880 



07. 0330. C9 



40774 Seq. ID 

84482 Strand 

9494 End 

OJ991 111_07 . 0330 . C9 . o4 . gs Method 

9494 End 

none Score 
9494. .9944, 



OJ991111_07.0330.C9 

13069 
GENSCAN 
12389 
.78 



10160. .10284, 10598. .10873, 10990 .. 11123, 
11148. .11286, 11292. .11610, 11653 .. 11734 , 11774. .12389 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111 07. 0330. C9 



40774 
84482 
9494 

OJ991111_07.0330.C9.o3.np 
9917 
7488857 
9917.. 9937, 11329.. 11636 

hypothetical protein - fava bean (fragment) 

gi I 2522230 | dbj IBAA22788.il (AB007467) retrotransposon-like gene; 



13069 
AAT/NAP 
11636 
103 
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the first amino acid was determined to be leucine [Vicia faba] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40774 
84482 
9494 

OJ991111_07.0330.C9.o4.np 

10209 

4417306 



OJ991111 07. 0330. C9 



Seq. ID. _ 
Strand 

End 13069 
Method AAT/NAP 
End 13069 
Score 261 
10209.,. 10256, 12327. .12400, 12459.. 13069 
(AC006446) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111 07. 0330. C9 



13069 
AAT/NAP 
10908 
582 



40774 
84482 
9494 

OJ991111_07.0330.C9.o2.np 
10385 
6721561 
10385. .10908 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gii 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
'corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


40774 








Seq. ID 


OJ991111_07.0330 


.C9 


Gene No. 


84483 








Strand 






Start 


17040 








End 


18706 




Name 


OJ991111 07 


.0330 


.C9.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


4033 








End 


4429 




GI 


none 








Score 


59 




Exons 


4033. .4083, 


4084 


. .4152, 


4176. 


.4256, 4253.. 4429 




Seq. No. 


40774 








Seq. ID 


OJ991111_07.0330 


-C9 


Gene No. 


84483 








Strand 






Start 


17040 








End 


18706 




Name 


OJ991111 07 


.0330 


.C9.p5. 


tw 


Method 


TBLASTX: Wheat 




Start 


5060 








End 


5515 




GI 


none 








Score 


148 




Exons 


5060. .5242, 


5068 


. .5241, 


5279. 


.5515, 5281.. 5466 




Seq. No. 


40774 








Seq. ID 


OJ991111_07.0330 


.C9 


Gene No. 


84483 








Strand 






Start 


17040 








End 


18706 




Name 


OJ991111 07 


.0330 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5707 








End 


6163 




GI 


none 








Score 


565 




Exons 


5707. .6162, 


5708 


. .6163 










Seq. No. 


40774 








Seq. ID 


OJ991111_07.0330 


.C9 


Gene No. 


84483 








Strand 






Start 


17040 








End 


18706 




Name 


OJ991111 07 


.0330 


.C9.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


5747 








End 


6112 




GI 


none 








Score 


110 




Exons 


5747. .5971, 


5978 


. .6112 
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Seq. No. 


40774 








Seq. ID 


OJ991111_07.0330 


.C9 


Gene No. 


84483 








Strand 






Start 


17040 








End 


18706 




Name 


OJ991111 07 


.0330. 


C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5837 








End 


6193 




GI 


none 








Score 


411 




Exons 


5837. . 6193, 


5891. 


. 6142, 


5899. 


.6171 






Seq. No. 


40774 








Seq. ID 


OJ991111_07.0330 


.C9 


Gene No. 


84483 








Strand 






Start 


17040 








End 


18706 




Name 


OJ991111 07 


.0330. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6221 








End 


6604 




GI 


none 








Score 


289 




Exons 


6221. .6604, 


6388. 


.6603 










Seq. No. 


40774 








Seq. ID 


OJ991111_07.0330 


.C9 


Gene No. 


84483 








Strand 






Start 


17040 








End 


18706 




Name 


OJ991111 07 


.0330. 


C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6278 








End 


6728 




GI 


none 








Score 


367 




Exons 


6278. .6637, 


6279. 


.6497, 


6388. 


.6636, 6666.. 6728 




Seq. No. 


40774 








Seq. ID 


OJ991111_07.0330 


.C9 


Gene No. 


84483 








Strand 






Start 


17040 








End 


18706 




Name 


OJ991111 07 


.0330. 


C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6332 ~ 








End 


6785 




GI 


none 








Score 


203 




Exons 


6332. .6634, 


6666. 


. 6785 










Seq. No. 


40774 








Seq. ID 


OJ991111_07.0330 


.C9 


Gene No. 


84483 








Strand 






Start 


17040 








End 


18706 




Name 


OJ991111 07 


.0330. 


C9.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


6875 








End 


7283 




GI 


none 








Score 


205 




Exons 


6875. .7102, 


6876. 


.7100, 


7110. 


.7283, 7139.. 7282 




Seq. No. 


40774 








Seq. ID 


OJ991111_07.0330 


.C9 


Gene No. 


84483 








Strand 






Start 


17040 








End 


18706 




Name 


OJ991111 07 


.0330. 


C9.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


7315 








End 


7641 




GI 


none 








Score 


192 




Exons 


7315. .7641, 


7317. 


.7574 










Seq. No. 


40774 








Seq. ID 


OJ991111_07.0330 


.C9 


Gene No. 


84483 








Strand 






Start 


17040 








End 


18706 




Name 


OJ991111 07 


.0330. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7783 








End 


8094 




GI 


none 








Score 


351 




Exons 


7783. .8094, 


7800. 


.8087 










Seq. No. 


40774 








Seq. ID 


OJ991111_07.0330 


.C9 



40823 





Gene No. 


84483 




Strand 






Start 


17040 




End 


18706 




Name 


OJ991111 07. 


0330.C9.o4.tw 


Method 


TBLASTX: Wheat 




Start 


7783 




End 


8166 




GI 


none 




Score 


370 




Exons 


7783. .8166, 


7791. .8165 








Seq. No. 


40774 




Seq. ID 


OJ991111_07.0330.C9 




Gene No. 


84483 




Strand 






Start 


17040 




End 


18706 




Name 


OJ991111 07. 


0330.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


8289 




End 


8905 




GI 


none 




Score 


60 




Exons 


8289. .8546, 


8290. .8742, 8304. 


.8390, 8439. .8546, 8768. .8905, 






8779. .8904 










Seq. No. 


40774 




Seq. ID 


OJ991111_07.0330.C9 




Gene No. 


84483 




Strand 






Start 


17040 




End 


18706 




Name 


OJ991111 07. 


0330.C9.o7.tw 


Method 


TBLASTX: Wheat 




Start 


12478 




End 


12816 




GI 


none 




Score 


108 




Exons 


12478. .12684, 12700.. 12816 








Seq. No. 


40774 




Seq. ID 


OJ991111_07.0330.C9 




Gene No. 


84483 




Strand . 






Start 


17040 




End 


18706 




Name 


OJ991111 07. 


0330.C9.o7.gs 


Method 


' GEN SCAN 




Start 


17040 


End 


18706 


14 


GI 


none 




Score 


.72 




Exons 


17040. .17071 


, 17336. .17490, 18369. . 18462, 18511.. 18706 


§ i=? 


Seq. No. 


40775 




Seq. ID 


OJ991111_07. 0330. C10 




Gene No. 


84484 




Strand 


+ 




Start 


117 




End 


10080 




Name 


OJ991111 07. 


0330. C10. ol.gs 


Method 


GENSCAN 




Start 


117 




End 


10080 




GI 


none 




Score 


.54 


f =| 


Exons 


117. .304, 658. .772, 933. .1228 


, 1574.. 


1647, 2883.. 3079, 






4205. .4487, 


7592. .7704, 7924. 


.8040, 8198. .8739, 8764. .9081, 






9250. .10080 










Seq. No. 


40775 




Seq. ID 


OJ991111_07. 0330. C10 




Gene No. 


84485 




Strand 






Start 


9045 




End 


14099 




Name 


OJ991111 07. 


0330. C10. o4.tm 


Method 


TBLASTX: Maize 




Start 


5035 




End 


6902 




GI 


none 




Score 


78 




Exons 


5035.. 5160, 


5058.. 5318, 5073. 


.5318, 5185. .5328, 5369. .5404, 






5378. .5443, 


6432.. 6506, 6436. 


.6504, 6547.. 6825, 6551.. 6862, 






6552. .6806, 


6586.. 6819, 6861. 


.6902 






Seq. No. 


40775 




Seq. ID 


OJ991111_07. 0330. C10 




Gene No. 


84485 




Strand 






Start 


9045 




End 


14099 




Name 


OJ991111 07. 


0330. C10. ol.np 


Method 


AAT/NAP 




Start 


. 9045 




End 


14099 



40824 




GI 7489805 Score 2562 

Exons 9045.. 9079, 10385 .. 13675, 13794.. 14099 

GI Descrip. polyprotein - maize retrotransposon Cinful-1 

gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. ID OJ991111_07. 0330. C10 



Seq. No. 40775 

Gene No. 84485 Strand 

Start 9045 End 14099 

Name OJ991111_07 . 0330. C10. o2.gs Method GEN SCAN 

Start 10536 End 13651 

GI none Score .72 

Exons 10536. .11830, 11924 .. 12311, 12371.. 13651 



Seq. No. 


40775 




Seq. ID 


OJ991111_07.0330. 


C10 


Gene No. 


84485 




Strand 






Start 


9045 




End 


14099 




Name 


OJ991111 07. 0330. C10 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10626 




End 


11000 




GI 


none 




Score 


102 




Exons 


10626. .10850, 10857. 


.11000 








Seq. No. 


40775 




Seq. ID 


OJ991111_07-0330. 


C10 


Gene No . 


84485 




Strand 






Start 


9045 




End 


14099 




Name 


OJ991111 07. 0330. C10 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


10635 




End 


10812 




GI 


none 




Score 


73 




Exons 


10635. .10811, 10653. 


. 10811, 


10675. .10812 




Seq. No. 


40775 




Seq. ID 


OJ991111_07.0330. 


C10 


Gene No . 


84485 




Strand 






Start 


9045 




End 


14099 




Name 


OJ991111_07. 0330. C10 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10773 




End 


11162 




GI 


none 




Score 


50 




Exons 


10773. .11162, 10855. 


.108.96, 


10951. .11118 




Seq. No. 


40775 




Seq. .ID 


OJ991111_07.0330. 


C10 


Gene No. 


84485 




Strand 






Start 


9045 




End 


14099 




Name 


OJ991111 07. 0330. C10 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


10812 




End 


11270 




GI 


none 




Score 


50 




Exons 


10812. .11270, 10813. 


.10905, 


10951. .11163, 10986.. 11207 




Seq. No. 


40775 




Seq. ID 


OJ991111_07.0330. 


C10 


Gene No. 


84485 




Strand 






Start 


9045 




End 


14099 




Name 


OJ991111 07. 0330. C10 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


11472 




End 


11903 




GI 


none 




Score 


134 




Exons 


11472. .11903, 11473. 


.11763 








Seq. No. 


40775 




Seq. ID 


OJ991111J)7.0330. 


C10 


Gene No. 


84485 




Strand 






Start 


9045 




End 


14099 




Name 


OJ991111 07. 0330. C10 


. o5 . tw 


Method 


TBLASTX: Wheat 





40825 




Start 


11904 




End 


12095 




GI 


none 




Score 


63 




Exons. 


11904. .12095, 11958. 


.12083 








Seq. No. 


40775 




Seq. ID 


OJ991111_07.0330 


.C10 


Gene No. 


84485 




Strand 






Start 


9045 




End 


14099 




Name 


OJ991111 07. 0330. C10 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


12136 




End 


12553 




GI 


none 




Score 


54 




Exons 


12136. .12246, 12180. 


.12347, 


12332. .12553, 12360.. 12503 




Seq. No. 


40775 




Seq. ID 


OJ991111_07.0330 


.C10 


Gene No. 


84485 




Strand 






Start 


9045 




End 


14099 




Name 


OJ991111 07. 0330. C10 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12180 




End 


12599 




GI 


none 




Score 


52 




Exons 


12180. .12356, 12286. 


.12372, 


12338. .12598, 12348.. 12599 




Seq. No. 


40775 




Seq. ID 


OJ991111_07.0330 


.C10 


Gene No. 


84485 




Strand 






Start 


9045 




End 


14099 




Name 


OJ991111 07. 0330. C10 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12273 




End 


12655 




GI 


none 




Score 


196 




Exons 


12273. . 12347, 12338. 


.12655, 


12378. .12614 




Seq. No. 


40775 




Seq. ID 


OJ991111_07.0330 


.C10 


Gene No. 


84485 




Strand 






Start 


9045 




End 


14099 




Name 


OJ991111 07. 0330. C10 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


12683 




End 


13040 




GI 


none 




Score 


213 




Exons 


12683. .13039, 12684. 


.13040 








Seq. No. 


40775 




Seq. ID 


OJ991111_07.0330 


.C10 


Gene No. 


84485 




Strand 






Start 


9045 




End 


14099 




Name 


OJ991111 07. 0330. C10 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


12713 




End 


13168 




GI 


none 




Score 


266 




Exons 


12713. .13168, 12714. 


.13118 








Seq. No. 


40775 




. Seq. ID 


OJ991111_07.0330 


.C10 


Gene No. 


84485 




Strand 






Start 


9045 




End 


14099 




Name 


OJ991111 07. 0330. C10 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


12764 




End 


13129 




GI 


none 




Score 


115 




Exons 


12764. .12898, 12905. 


.13129 








Seq. No. 


40776 




Seq. ID 


OJ990921_14.0308 


.C6 


Gene No. 


84486 




Strand 






Start 


3320 




End 


5000 




Name 


OJ990921 14. 0308. C6. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


817 




End 


4481 





40826 




GI 


none 




Score 


61 




Exons 


817. .912, 4152. .4481, 4164.. 


4217, 4252 


. .4308 




Seq. No. 


40776 




Seq. ID 


OJ990921_14.0308 


.C6 


Gene No. 


84486 




Strand 






Start 


3320 




End 


5000 




Manip 

Vi CtlLLC 


OJ990921 14 0308 C6 ol 


gp 


Method 


AAT/GAP 




Start 


3320 ~~ 




End 


5000 




GI 


1062 1 R1084 




Score 


2768 




Exons 


3320~ 4027 4155 4501 


4619 


. .5000 






GI Descrip. 


' 4 1 0667 3/pmh 1 PAA92 61 3 1 


7.0e- 


35 (AL035064) queuine 








[Schizosaccharomyces pombe] ' 




Seq. No. 


40776 




Seq. ID 


OJ990921_14.0308 


.C6 


Gene No. 


84486 




Strand 






c+- r-+- 


3320 
«j j z. \j 




End 


5000 




Name 


OJ990921 14 0308 C6 ol 


U1L1 


Method 


TBLASTX: Maize 




Start 


3546 ~ 




End 


4502 




GI 






Score 


37 




Exons 


3546 3626 3605 3724 


3641 


..3769, 3675. .3767, 3980. .4036, 




4131. .4250, 4149. .4421, 


ii jj 


..4394, 4252. .4422, 4458. .4502 


Seq. No. 


40776 




Seq. ID 


OJ990921_14.0308 


. C6 




R4 4ft 6 

04H0D 




Strand 






Start 


3390 




End 


5000 




Name 


H.TQQ0Q91 14 0308 P6 n1 


Lb 


Method 


TBLASTX : Soybean 




Start 


4 1 4Q ~~ 

1 X *± J 




End 


4422 




GI 


nunc 




Score 


92 




Exons 


4149.. 4421, 4252.. 4311, 


4387 


. .4422 






Seq. No. 


40776 




Seq. ID 


OJ990921_14.0308 


.C6 




ft 4486 




Strand 






Start 


3390 




End 


5000 




Name 


OJ990921 14 0308 C6 ol 


u w 


Method 


TBLASTX: Wheat 




Start 


4221 ~~ 




End 


4493 




GI 


nunc 




Score 


165 




Exons 


4991 43Q4 4991 4491 

1 Z. Z. X • • *i _7 *i , 1 Z. Z. X • . *£ 1 Z. X , 


4252 


..4422, 4461. .4493 




Seq. No. 


40777 




Seq. ID 


OJ990921_14.0308 


.C10 


Gene No. 


84487 




Strand 


+ 




O Lai L. 


2835 




End 


4633 




Name 


OJ990921 14 0308 P10 o3 


.tm 


Method 


TBLASTX: Maize 




Start 


536 ~~ 
>j j \j 




End 


751 




GI 


nunc 




Score 


61 




Exons 


536 574 536 571 537 


. .605 


, 538. .606 


, 566. .751, 582.. 


737, 




592. .750 










Seq. No. 


40777 




Seq. ID 


OJ990921_14.0308 


.C10 


OCllC 1NU • 


ft 44ft7 




Strand 


+ 




Start 


2835 




End 


4633 




Name 


OJ990921 14. 0308. C10. ol 


. tm 


Method 


TBLASTX : Maize 




Start 


1052 




End 


1338 




GI 


none 




Score 


271 




Exons 


1052. .1309, 1072. .1308, 


1075 


. .1338 






Seq. No. 


40777 




Seq. ID 


OJ990921_14.0308 


.C10 


Gene No. 


84487 




Strand 


+ 





40827 



Start 
Name 
Start 
GI 

Exons 



2835 End 

OJ990921_14 . 0308 . CIO . ol . ts Method 

1066 End 

none Score 
1066.. 1227, 1219.. 1305 



4633 

TBLASTX : Soybean 

1305 

72 



Seq. No. 40777 Seq. ID OJ990921_14 . 0308 . C10 

Gene No. 84487 Strand + 

Start 2835 End 4633 

Name OJ990921_14 .0308. C10. ol.gp Method AAT/GAP. 

Start 2835 End 4633 

GI none Score 1218 

Exons 2835.. 2965, 3067.. 3120, 3220.. 3330, 3412.. 3482, 3747.. 3940, 
4510. .4633 



Seq. No. 40777 Seq. ID 

Gene No. 84487 Strand 

Start 2835 End 

Name OJ990921JL4 . 0308 .C10. o2.tm Method 

Start 3218 End 

GI none Score 
Exons 



OJ990921_14. 0308. C10 
+ 

4633 

TBLASTX: Maize . 

4575 

82 



3218. .3292, 3411. .3461, 3421 .. 3489,. 3422 .. 3481, 3716. .3943, 
3742.. 3924, 3764.. 3940, 3765.. 3983, 4507.. 4575 

Seq. No. 40778 Seq. ID OJ990921_14 . 0308 .Cll 

Gene No. 84488 Strand + 

Start 2326 End 3096 

Name OJ990921_14 .0308. Cll. ol.gp Method AAT/GAP 

Start 2326 End 3096 

GI 10054_1.R1084 Score 880 

Exons 2326.. 2623, 2876.. 3096 

GI Descrip. 1 2493318/sp | Q41001 | BCP_PEA 6.0e-25 BLUE COPPER PROTEIN PRECURSOR 
>gi_562779_emb_CAA80963_ (Z25471) blue copper protein [Pisum 

sativum] >gi_1098264_prf 2115352A blue Cu protein [Pisum 

sativum] 1 



Seq. No. 40778 Seq. ID 

Gene No. 84488 Strand 

Start 2326 End 

Name OJ990921_14 . 0308 . Cll . ol . tm Method 

Start 2875 End 

GI none Score 

Exons 2875.. 3072, 3000.. 3056 

Seq. No. 40778 Seq. ID 

Gene No. 84488 Strand 

Start 2326 End 

Name OJ99092 1_14 . 0308 . Cll . ol . ts Method 

Start 2875 End 

GI none Score 

Exons 2875.. 3078 



OJ990921_14. 0308. Cll 
+ 

3096 

TBLASTX: Maize 

3072 

189 



OJ990921_14 .0308. Cll 
+ 

3096 

TBLASTX: Soybean 

3078 

187 



Seq. No. 40779 Seq. ID 

Gene No. 84489 Strand 

Start 1549 End 

Name OJ990921_14 . 0308 . C19 . ol . gp Method 

Start 154 9 End 



OJ990921_14.0308.C19 

1756 ' 

AAT/GAP 

1756 



40828 




GI 


3759709 " 




Score 


342 




Exons 


1549. .1756 










Seq. No. 


40780 




Seq. ID 


OJ990921_14. 


0308. C20 


Gene No. 


84490 




Strand 






Start 


1 




End 


448 




Name 


OJ990921 14.0308.C20.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


448 




GI 


none 




Score 


8*51 




Exons 


1..448 . 










Seq- No. 


40781 




Seq. ID 


OJ990921_14. 


0308. C21 


Gene No. 


84491 




Strand 


- 




Start ' 


3162 




End 


3218 




Name 


OJ990921 14.0308.C21.ol 


.gp 


Method 


AAT/GAP 




Start 


3162 




End 


3218 




GI 


LIB3477-003-P1-K1-E9 




Score 


81 




Exons 


3162. .3218 










GI Descrip. 


, 2498586/sp|Q40638|MPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY SI)" 


>gi_1173557 (U31771) Ory s 


1 [Oryza 



sativa] 1 



Seq. No. 


40782 




Seq. ID 


OJ990921_14.0308 


.C25 


Gene No. 


84492 




Strand 






Start 


134 




End 


489 




Name 


OJ990921 14.0308.C25.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


134 




End 


489 




GI 


none 




Score 


39 




Exons 


134. .166, 141. .164, 246. 


.296, 


247. .288, 


255. .296, 372.. 


476, 




372.. 482, 373.. 489 










Seq. No. 


40782 




Seq. ID 


OJ990921_14.0308 


.C25 


Gene No. 


84493 




Strand 






Start 


411 




End 


649 




Name 


OJ990921 14.0308.C25.ol. 


ts 


Method 


TBLASTX : Soybean 




Start' 


411 




End 


649 




GI 


none 




Score 


68 




Exons 


411. .473, 412. .474, 574. 


.648, 


575. .649 






Seq. No. 


40783 




Seq. ID 


OJ990921_14.0308 


.C26 


Gene No. 


84494 




Strand 






Start 


1 




End 


723 




Name 


OJ990921 14.0308.C26.ol. 


gp 


Method 


AAT/GAP 




Start 


1 


End 


723 




GI 


568337 




Score 


503 




Exons 


1..53, 142. .208, 421. .541, 656. .723 






GI Descrip. 


4106673/emb|CAA22613| 7. 


Oe-35 


(AL035064 


; ) queuine 






trna-ribosyltransf erase 


[Schizosaccharomyces pombe] 




Seq. No. 


40783 




Seq. ID 


OJ990921_14.0308 


.C26 


Gene No. 


84494 




Strand 






Start 


1 




End 


723 




Name 


OJ990921 14.0308.C26.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


418 




End 


723 




GI 


none 




Score 


160 




Exons 


418. .498, 422. .547, 423. 


.542, 


646. .723, 


656. .715 





40829 




Seq. No. 


40784 






Seq. ID 


OJ990921_14.0308 


.C31 


Gene No. 


84495 






Strand 






Start 


942 






End 


1253 




Name 


OJ990921 14.0308.C31. 


ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


942 






End 


1244 




GI 


none 






Score 


106 




Exons 


942. .1046, 1032. .1244 










Seq. No. 


40784 






Seq. ID 


OJ990921_14.0308 


.C31 


Gene No. 


84495 






Strand 






Start 


942 






End 


1253 




Name 


OJ990921_14 . 0308 . C31 . 


ol. 


tm 


Method 


TBLASTX: Maize 




Start 


951 






End 


1253 




GI 


none 






Score 


227 




Exons 


951 . . 1253 












Seq. No. 


40784 






Seq. ID 


OJ990921_14.0308 


.C31 


Gene No. 


84495 






Strand 






Start 


y 4 ^ 






End 


1253 




Name 


OJ990921 14.0308.C31. 


ol. 


tc 


Method 


TBLASTX: Cress 




Start 


954 






End 


1193 




GI 


none 






Score 


221 




Exons 


954. .1193 












Seq. No. 


40785 






Seq. ID 


OJ990921_14 .0308 


.C36 


Gene No. 


84496 






Strand 






Start 


1 






End 


411 




Name 


OJ990921 14.0308.C36. 


ol. 


gp 


Method 


AAT/GAP 




Start 


1 






End 


411 




GI 


52928 1.R1084 






Score 


593 




Exons 


1..133, 221. .411 












GI Descrip. 


'4512685/gb|AAD21739. 


11 


l.Oe- 


■08 (AC006931) hypothetical 


protein 



[Arabidopsis thaliana] >gi_4559325_gb_AAD22987 . 1_AC007087_6 
(AC007087) hypothetical protein [Arabidopsis thaliana] ' 



%j Seq. No. 


. 40786 






Seq. ID 


OJ990921_14.0308.C38 


s ^ Gene No . 


■ P 84 4 97 






Strand 




' f 2 Start 


1480 






End 


1636 


w Name 


OJ990921 14 


.0308.C38.ol 


. tm 


Method 


TBLASTX: Maize 


£3 Start 


1480 






End 


1636 


[3 GI 


none 






Score 


79 


Exons 


1480. .1542, 


1483. .1542, 


1487. 


.1636, 1600.. 1635 


Seq. No. 


40787 






Seq. ID 


OJ990921_14.0308.C44 


Gene No. 


84498 






Strand 




Start 


* 1195 






End 


1840 


Name 


OJ990921 14 


.0308.C44.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


463 






End 


1840 


GI 


none 






Score 


163 


Exons 


463. .579, 465. .578, 984 


. .1100 


, 989. .1102, 989. .1102, 1206. .1268, 




1210. .1272, 


1211. .1300, 


1476. 


.1616, 1516. .1617, 1516. .1614, 




1523. .1624, 


1544. .1624, 


1698. 


.1820, 1712.. 1840, 1715.. 1822 


Seq. No. 


40787 






Seq. ID 


OJ990921_14.0308.C44 


Gene No. 


84498 






Strand 




Start 


1195 






End 


1840 


Name 


OJ990921 14 


.0308.C44.ol 


.gp 


Method 


AAT/GAP 



40830 






1195 


End 


1828 




ox 


uC-osflcyp061d04bl 


Score 


479 




R von q 


1195.. 1272, 1516.. 1614, 1715. 


.1828 








•2623248 2.0e-37 (AF030882) SU1 isoamylase [Zea mays] ■ 






40788 


Seq. ID 


OJ990921_14.0308 


. C4 ! 


Gene No. 


84499 


Strand 






Start 


832 


End 


947 




Name 


OJ990921 14.0308.C45.ol.gp 


Method 


AAT/GAP 




O L. CI -L L. 


832 


End 


947 






uC-osflcyp061d04bl 


Score 


134 




R von ^ 


832. .947 








GI Descrio. 


•2623248 2.0e-37 (AF030882) SU1 isoamylase [Zea mays]' 




Seq. No. 


40789 


Seq. ID 


OJ990301_06.0310 


.C3 


Gene No. 


84500 


Strand 






Start 


417 


End 


857 




Name 


OJ990301 06 0310 C3 o2 tw 


Mpt hoH 


TBLASTX • Wheat 

X. 1— J XJlifcJ J. *\ . rill QJL l_ 




O Lai L. 


417 ~~ ■ 


End 


800 




GI 


none 


Score 


72 




R von ^ 


417. .587, 433. .561, 569. .799, 


578. .700 


, 579.. 800 




Seq. No. 


40789 


Seq. ID 


OJ990301_06.0310 


.C3 


Gene No. 


84500 


Strand 






Start 


417 


End 


. 857 






Ol7990301 06 0310 C3 o2 tm 




TBLASTX • Ma i zp 




O Lai L. 


474 


End 


857 




OJ. 


none 


Score 


174 




Rvon 


474. .584, 578. .856, 579. .857 








Seq. No. 


40789 


Seq. ID 


OJ990301_06.0310 


.C3 


Gene No. 


84500 


Strand 






Start 


417 


End 


857 




Name 


OJ990301 06.0310.C3.ol.ts 


Method 


TBLASTX * Sovbean 




Start 


587 


End 


820 




GI 


none 


Score 


84 




Rvon^ 


587.. 820, 597.. 803 








Seq. No. 


40789 


Seq. ID 


OJ990301_06.0310 


-C3 


Gene No. 


84501 


Strand 






Start 


884 


End 


1371 




Name 


OJ990301 06.0310.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


884 


End 


1240 




GI 


none 


Score 


199 




Rvon ^ 


884.. 1240, 885.. 1205 








Seq. No. 


40789 


Seq. ID 


OJ990301_06.0310 


.C3 


Gene No. 


84501 


Strand 






Start 


884 


End 


1371 




Name 


OJ990301 06.0310.C3.ol.tw 


Method 


TBLASTX: Wheat 




O Lai L. 


908 


End 


1371 




GI 


none 


Score 


211 




Exons 


908.. 1369, 908.. 1369, 909.. 1370, 910.. 


1371 




Seq. No. 


40789 


Seq. ID 


OJ990301_06.0310 


.C3 


Gene No. 


84501 


Strand 






Start 


884 


End 


1371 





40831 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

-Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990301_06.0310.C3.o2.ts - Method 
965 End 
none Score 
965.. 1096, 1106.. 1318 



TBLASTX : Soybean 

1318 

106. 



Seq. ID OJ990301_06.0310.C5 
Strand 

1404 
AAT/GAP 
1404 
140 



40790 
84502 
1300 

OJ990301_06.0310.C5.ol.gp 
1300 

uC-osflcyp088bl2bl 
1300. .1404 

'5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



End 

Method 

End 

Score 



40791 
84503 
155 

OJ990301_06.0310.C6.ol.tc 

155 

none 



Seq. ID OJ990301_06.0310.C6 
Strand 

End 859 

Method TBLASTX : Cress 

End 859 

Score 318 



155. .415, 156. .431, 159 .. 425, .575 .. 706, 583. .666, 702. .776, 
758. .859, 784. .858 



40791 
84503 
155 

OJ990301_06.0310.C6.ol.tw 

155 

none 



Seq. ID OJ990301_06.0310.C6 
Strand 

End 859 

Method TBLASTX : Wheat 

End 802 

Score 344 



155. .418, 156. .431, 156. .425, 578. .709, 583. .666, 702. .776, 
703.. 759, 758.. 802 



40791 
84503 
155 

OJ990301_06.0310.C6.ol.tm 

155 

none 



Seq. ID OJ990301_06.0310.C6 
Strand 

End 859 

Method TBLASTX: Maize 

End 859 

Score 344 



155. .427, 156. .431, 159. .431, 574. .666, 575. .718, 578. .709, 
591. .770, 702. .776, 703. .759, 758. .859, 784. .858 



40791 
84503 
155 

OJ990301_06.0310.C6.ol.ts 

155 

none 



Seq. ID OJ990301_06.0310.C6 
Strand 

End 859 

Method TBLASTX : Soybean 

End 859 

Score 327 



155. .424, 156. .431, 159. .425, 574. .666, 575. .709, 702. .776, 
758. .859, 784. .858 



40792 
84504 
168 

OJ990301_06.0310.C7.o3.tw 

168 

none 



Seq. ID OJ990301_06.0310.C7 

Strand 

End 4 91 

Method TBLASTX : Wheat 

End 4 91 

Score 205 



40832 





Exons 


168 . .491, 170 . . 355 








Seq. No. 


40792 


Seq. ID 


OJ990301_06.0310.C7 




Gene No. 


84505 


Strand 






Start 


684 


End 


1202 




Name 


OJ990301 06.0310.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


684 ~~ 


End 


1046 




GI 


* none 


Score 


371 




Exons 


684. .1007, 713. .994, 804.. 


1016, 999.. 


1046 




Seq. No. 


40792 


Seq. ID 


OJ990301_06.0310.C7 




Gene No. 


84505 


Strand 






Start 


684 


End 


1202 




Name 


OJ990301 06. 0310.C7 .ol . tw 


Method 


TBLASTX: Wheat 




Start 


821 ~~ 


End 


1202 




GI 


none 


Score 


376 




Exons 


821.. 1168, 822.. 1202, 825. 


. 1175 






Seq. No. 


40792 


Seq. ID 


OJ990301_06.0310.C7 




Gene No. 


84506 


Strand 






Start 


1203 


End 


1805 




Name 


OJ990301 06.0310.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1203 


End 


1805 




GI 


none 


Score 


265 




Exons 


1203.. 1487, 1208.. 1486, 1343.. 1513, 1679.. 1801, 1680.. 1805 




Seq. No. 


40793 


Seq. ID 


OJ990301_06.0310.C9 




Gene No. 


84507 


Strand 






Start 


967 


End 


2048 




Name 


OJ990301 06.0310.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


967 


End 


1860 




GI 


none 


Score 


138 




Exons 


967. .1089, 1110. .1154, 1231. .1284, 1396. .1494, 1601. .1675, 



1602.. 1682, 1806.. 1859, 1807.. 1860 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40793 
84507 
967 

OJ990301_06.0310.C9.ol.ts 

967 

none 



Seq. ID OJ990301_06.0310.C9 
Strand 

End 2048 

Method TBLASTX : Soybean 

End 2048 

Score 138 



967. .1089, 1110. .1154, 1231. .1284, 1396. .1494, 1601. .1675, 
1602. .1682, 1806. .1874, 1807. .1884, 2004. .2048 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



40793 
84507 
967 

OJ990301_06.0310.C9.ol.tc 

1230 

none 



Seq. ID OJ990301_06.0310.C9 
Strand 

End 2048 

Method TBLASTX : Cress 

End 2006 

Score 69 



1230.. 1280, 1231.. 1287, 1395.. 1487, 1396.. 1494, 1601.. 1675, 
1602.. 1673, 1806.. 1880, 1807.. 1923, 1965.. 2006 



40794 
84508 
124 

OJ990301 06.0310.C10.ol.tw 



Seq. ID OJ990301_06. 0310. C10 
Strand 

End 579 

Method TBLASTX : Wheat 



40833 




o uo J. u 


124 




End 


579 


ox 


none 




Score 


145 


Exons 


124.. 360, 134.. 358, .397 


. .579, 


398. .541 




Seq. No. 


40795 




Seq. ID 


OJ990301_06.0310.C11 


Gene No. 


84509 




Strand 




Start 


906 




End 


1298 


Name 


OJ990301 06.0310.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 




906 




End . 


1298 




none 




Score 


92 




906. .1163, 940. .1179, 1146. .1244, 1147 


..1239, 1251.. 1298 


Seq. No. 


40795 




Seq. ID 


OJ990301_06.0310.C11 


Gene No. 


84509 




Strand 




Start 


906 




End 


1298 


Name 


OJ990301 06.0310.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


O Lul 1— 


1002 




End 


1293 


GI 


none 




Score 


110 




1002.. 1256, 1003.. 1293 










,40796 




Seq. ID 


OJ990301_06.0310.C12 


ocnc iiv i 


84510 




Strand 




Start 


364 




End 


1630 


Name 


OJ990301 06.0310.C12.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


364 




End 


1630 


V3 J. 


none 




Score 


91 




364. .441, 371. .442, 375 


. .443, 


1032. .1112, 1165. .1341, 




1172. .1348, 1233. .1349, 


1411. 


.1488, 1412. .1489, 1416. .1484, 




1570 .1629. 1571. .1630 








Cfarr Kin 


40796 




Seq. ID 


OJ990301_06.0310.C12 


Gene No. 


84510 




Strand 




Start 


364 




End 


1630 


Name 


OJ990301 06.0310.C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1190 




End 


1630 


GI 


none 




Score 


95 


F von ci 


1190. .1342, 1195. .1341, 


1416. 


.1487, 1416. .1484, 1420. .1488, 




1570. .1629, 1571.. 1630 








Seq. No. 


40797 




Seq. ID 


OJ990301_06.0310.C13 


Gene No. 


84511 




Strand 




Start 


532 




End 


787 


Name 


OJ990301 06.0310.C13.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


532 




End 


787 


GI 


none 




Score 


218 




532. .786, 533. .787 








Seq. No. 


40798 




Seq. ID 


OJ990301_06.0310.C14 


Gene No. 


84512 




Strand 




Start 


2016 




End 


2417 


Name 


OJ990301 06.0310.C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2016 




End 


2255 


GI 


none 




Score 


181 


Exons 


2016. .2255 








Seq. No. 


40798 




Seq. ID 


OJ990301_06.0310.C14 


Gene No. 


84512 




Strand 





40834 




Start 


2016 




End 


2417 




Name 


OJ990301 06.0310.C14.ol 


. tw * 


Method 


TBLASTX: Wheat 




Start 


2019 ~~ 




End 


2417 




GI 


none 




Score 


245 




Exons 


2019. .2417 










Seq. No. 


40799 




Seq. ID 


OJ990301_06.0310 


.C15 


Gene No. 


. 84513 




Strand 






Start 


260 




End 


447 




Name 


OJ990301 06.0310. CIS.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


260 




End 


447 




GI 


none 




Score 


104 




Exons 


260. .433, 265. .435, 271 


. .447 








Seq. No. 


40799 




Seq. ID 


OJ990301_06.0310 


.C15 


Gene No. 


84513 




Strand 






Start 


260 




End 


447 




Name 


OJ990301 06.0310.C15.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


265 




End 


435 




GI 


none 




Score 


238 




Exons 


265. .435, 312. .425 










Seq. No. 


40799 




Seq. ID 


OJ990301_06.0310 


.C15 


Gene No. 


84513 




Strand 






Start 


260 




End 


447 




Name 


OJ990301 06. 0310.C15.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


265 ~ 




End 


447 




GI 


none 




Score 


268 




Exons 


265 . . 432, 274 . .447 










Seq. No. 


40799 




Seq. ID 


OJ990301_06.0310 


.C15 


Gene No. 


84513 




Strand 






Start 


260 




End 


447 




Name 


OJ990301 06.0310.C15.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


268 ~ 




End 


426 




GI 


none 




Score 


225 




Exons 


268. .426, 280. .417, 312 


. . 425 








Seq. No. 


40800 




Seq. ID 


OJ990301_06.0310 


.C17 


Gene No. 


84514 




Strand 






Start 


51 




End 


560 




Name 


OJ990301 06.0310.C17.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


51 ~ 




End 


560 




GI 


none 




Score 


63 




Exons 


51. .83, 108. .560, 304. . 


411 








Seq. No. 


40801 




Seq. ID 


OJ990301_06.0310 


-C18 


Gene No. 


84515 




Strand 






Start 


1330 




End 


1737 




Name 


OJ990301 06.0310.C18.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1330 ~~ 




End 


1737 




GI 


none 




Score 


55 




Exons 


1330.. 1503, 1331.. 1453, 


1510. 


.1737, 1517. .1684 




Seq. No. 


40801 




Seq. ID 


OJ990301_06.0310 


.C18 


Gene No. 


84516 




Strand 






Start 


1826 




End 


2326 





40835 





Name 


OJ990301 06.0310.C18.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1826 




End 


2219 




GI 


none 




Score 


90 




Exons 


1826. .2218, 2076. .2219 










Seq. No. 


40801 




Seq. ID 


OJ990301_06.0310.C18 




Gene No. 


84516 




Strand 






Start 


1826 




End 


2326 




Name 


OJ990301 06.0310.C18.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1881 




End 


2305 




GI 


none 




Score 


267 




Exons 


1881. .2258, 1883. .2305, 


1913. 


.2302 






Seq. No. 


40801 




Seq. ID 


OJ990301_06.0310.C18 




Gene No. 


84516 




Strand 






Start 


1826 




End 


2326 




Name 


OJ990301 06.0310.C18.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1979 




End 


2326 




GI 


none 




Score 


140 




Exons 


1979.. 2326, 1980.. 2258 










Seq. No. 


40802 




Seq. ID 


OJ990301_06.0310.C24 




Gene No. 


84517 




Strand 




f 1 


Start 


562 




End 


869 


~- cr 


Name 


OJ990301 06.0310.C24.ol. 


tw 


Method 


TBLASTX: Wheat 


r Fb 
H_ i E 


Start 


562 




End 


'8 69 


1 y 


GI 


none 




Score 


81 




Exons 


562. .753, 564. .737, 720. 


.818, 


721. .801 


, 825. .869 




Seq. No. 


40802 




Seq. ID 


OJ990301_06.0310.C24 


~ ™ 


Gene No. 


84517 




Strand 






Start 


562 




End 


869 




Name 


OJ990301 06.0310.C24.ol. 


tm 


Method 


TBLASTX: Maize 


.= — 


Start 


582 




End 


866 




GI 


none 




Score 


58 


V 3 
S : 


Exons 


582. .830, 594. .866 








f — 


Seq. .No. 


40803 




Seq. ID 


OJ990301_06.0310.C25 




Gene No. 


84518 




Strand 


+ 


r "5 


Start 


58 




End 


1046 




Name 


OJ990301 06.0310.C25.ol. 


gp 


Method 


AAT/GAP 




Start 


58 




End 


1046 




GI 


81 1.R1084 




Score 


684 




Exons 


58. .293, 380. .504, 948.. 


1046 








GI Descrip. 


•4760553/dbj I BAA77337.il 


0.0e+00 (AB019533) Nad-dependent 



formate dehydrogenase [Oryza sativa] ' 



Seq. No. 


40803 




Seq. ID 


OJ990301_06.0310 


.C25 


Gene No. 


84518 




Strand 


+ 




Start 


58 




End 


1046 




Name 


OJ990301 


_06.0310.C25.ol.tc 


Method 


TBLASTX: Cress 




Start 


58 




End 


511 




GI 


none 




Score 


356 




Exons 


58. .294, 


60.. 293, 103.. 315, 


377. .511, 


378. .506 




Seq. No. 


40803 




Seq. ID 


OJ990301_06.0310 


.C25 


Gene No. 


84518 




Strand 


+ 





40836 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2r, Seq- No. 

Gene No. 
e Start 
lj Name 
sj Start 
GI 

Exons 



fil 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



58 " End 

OJ990301_06 . 0310 . C25 . ol . tm Method 

58 End 

none Score 

58. .294, 59.-292, 377. .505, 378. .506 



1046 

TBLASTX: Maize 

506 

400 



40803 
84518 
58 

OJ990301_06.0310.C25.ol.ts 
58 

none 

58. .300, 60. .293, 97. .300, 



Seq. ID OJ990301_06.0310.C25 

Strand + 

End 104 6 

Method TBLASTX : Soybean 

End 507 

Score 386 
377. .505, 378. .506, 385. .507 



40803 Seq. ID 

84518 Strand 
58 End 
OJ990301_06 . 0310 .C25 . ol . tw Method 
58 End 
none Score 
58. .240, 59. .241, 59. .241 

40804 Seq. ID 

84519 Strand 
789 End 
OJ990301_06 . 0310 . C34 . ol . tm Method 
789 End 
none Score 
789. .932, 793. .927 

40805 Seq. ID 

84520 Strand 
698 End 
OJ990301_06.0310.C35.ol.ts Method 
698 End 
none Score 
698.. 1069, 909.. 1052 

40805 Seq.' ID 

84520 Strand 

698 End 

OJ990301_06 . 0310 . C35 . o2 . tw Method 

728 End 

none Score 
728. .1147, 753. .1148 

40805 Seq. ID 

84520 Strand 
698 End 
OJ990301_06.0310.C35.o2.tm Method 
821 End 
none Score 
821. .1204, 840. .1205 

40805 Seq. ID 

84521 Strand 
1232 End 



OJ990301_06.0310.C25 
+ 

1046 

TBLASTX: Wheat 

241 

301 



OJ990301_06.0310.C34 
932 

TBLASTX: Maize 

932 

126 



OJ990301_06.0310.C35 
1205 

TBLASTX : Soybean 

1069 

90 



OJ990301_06.0310.C35 
1205 

TBLASTX: Wheat 

1148 

294 



OJ990301_06.0310.C35 
1205 

TBLASTX: Maize 

1205 

236 



OJ990301_06.0310.C35 
1719 



40837 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990301_06 
1232 
none 

1232. .1348, 

40805 
84521 
1232 

OJ990301_06. 
1256 
none 

1256. .1717, 

40805 
84521 
1232 

OJ990301JD6, 
1313 
none 

1313. .1447, 



.0310.C35.ol.tm 
1232. .1546, 1242. 

.0310.C35.ol.tw 
1262.. 1717, 1263, 

0310.C35.o2.ts 
1454. .1678 



Method 
End 
Score 
.1547 

Seq. ID 
Strand 
End 

Method 
End 
Score 



TBLASTX: Maize 

1547 

73 



OJ990301_06.0310.C35 
1719 

TBLASTX: Wheat 
1719 
203 

1718, 1276. .1719 

OJ990301 06.0310.C35 



oeq. jno . 










bsne. viu • 


O *± *J £. 








O LSI L 


3224 








Name 


n.TQQrm i rn 

UU _7 _7 \J — ? -L X \J -J 


.0308 


C2.o2. 


tw 


Start 


3224 








GI 


none 










3224 . . 3514 , 


3226 


. .3516, 


3572 




^709 3816 








Seq. No. 


40806 








Gene No. 


84522 








Start 


3224 








Name 


OJ990311 03 


.0308 


.C2.ol. 


ts 


Start 


3242 








GI 


none 








Exons 


3242. .3514, 


3259 


. .3507 




Seq. No. 


40806 








Gene No. 


84522 








Start 


- 3224 








Name 


OJ990311 03 


.0308 


.C2.o2. 


ts 


Start 


3557 








GI 


none 








Exons 


3557. .3832, 


3592 


. .3831 




Seq. No. 


40806 








Gene No. 


84522 








Start 


3224 








Name 


OJ990311 03 


.0308.C2.o2. 


tc 


Start 


3581 








GI 


none 








Exons 


3581. .3913, 


3667 


. .3717, 


3751 


Seq. No. 


40806 








Gene No. 


84522 








Start 


3224 









Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1719 

TBLASTX : Soybean 

1678 

112 



OJ990311_03.0308.C2 
4204 

TBLASTX: Wheat 

3817 

229 



3688, 3575.. 3673, 3692.. 3817, 
OJ990311 03. 0308. C2 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3858 

Seq. ID 

Strand 

End 



4204 

TBLASTX: Soybean 

3514 

292 



OJ990311_03.0308.C2 
4204 

TBLASTX : Soybean 

3832 

221 



OJ990311_03.0308.C2 
4204 

TBLASTX: Cress 

3913 

288 



OJ990311_03.0308.C2 
4204 



40838 




Name 


OJ990311 03 


. 0308 


. C2 . o2 . 


tm 


Method 


TBLASTX: Maize 






3719 ~~ 








End 


4204 






none 








Score 


102 




uAUl 1 0 


3719 3823, 


3727 


3822, 

. . <J \J £» Cm / 


3826. 


.3918, 3830.. 3919, 3987.. 4022., 




4016. .4063, 


4064 


. .4111, 


4111. 


.4200, 4115.. 4204 




Seer No 


40806 








Seq. ID 


OJ990311_03.0308 


.C2 


Gene No. 


84522 








Strand 






Start 


3224 








End 


4204 




Name 


OJ990311 03 


. 0308 


. C2.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3818 ~ 








End 


4153 




GI 


none 








Score 


57 






3818 . . 3859, 


3863 


. .3961, 


3865. 


.3960, 4007.. 4105, 4018.. 4089, 




4115. .4153 














Seq. No. 


40806 








Seq. ID 


OJ990311 03.0308 


.C2 


Gene No. 


84523 








Strand 






Start 


4709 








End 


5563 




Name 


OJ990311 03 


. 0308 


. C2 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


4709 ~ 








End 


5092 




GI 


none 








Score 


59 




Exons 


4709. . 4777, 


4777 


. .5091, 


4778. 


.5092 






Seq. No. 


40806 








Seq. ID 


OJ990311 03.0308 


.C2 


Gene No. 


84523 








Strand 






Start 


4709 








End 


5563 




Name 


OJ990311 03 


. 0308 


.C2 . ol . 


tw 


Method 


TBLASTX: Wheat 




Cf ar.f 


4733 ~~ 








End " 


5563 




VJ -L 


none 








Score 


551 






4733 5449. 


4786 


5361. 


5468 . 


.5563 






Seq. No. 


40806 








Seq. ID 


OJ990311 03.0308 


.C2 


Gene No. 


84523 








Strand 






Start 


4709 








End 


5563 




Name 


OJ990311 03 


. 0308 


.C2 .ol. 


tc 


Method 


TBLASTX: Cress 




Start 


5024 ~~ 








End 


5449 




GI 


none 








Score 


317 




Exons 


5024 . . 5449, 


5032 


. . 5361 










Seq. No. 


40807 








Seq. ID 


OJ990311_03.0308 


.C3 


Gene No. 


84524 








Strand 






Start 


117 








End 


329 




Name 


OJ990311 03 


.0308 


,C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


117 








End 


329 




GI 


none 








Score 


187 




Exons 


117. .329, 117. .275 










Seq. No. 


40808 








Seq. ID 


OJ990311_03.0308 


.C10 


Gene No. 


84525 








Strand 






Start 


790 








End 


1248 




Name 


OJ990311 03 


.0308 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


- 790 








End 


1248 




GI 


none 








Score 


400 




Exons 


790.. 1224, : 


867. . 


1223, 1152.. 1241, 1153 


. .1248 




Seq. No. 


40808 








Seq. ID 


OJ990311_03.0308 


.C10 


Gene No. 


84525 








Strand 







40839 






Of a r 4- 


790 




End 


1248 




Name 


n.TQQn^i 1 n^rift no oi 




Method 


TBLASTX : Soybean 






808 ~ 

O v O 




End 


1248 










Score 


64 






808 849 816 881 864 


1127 


, 874. .1167, 1177. .1248, 1182. 




Seq. No. 


40808 




Seq. ID 


OJ990311_03. 0308. C10 




Gene No. 


84525 




Strand 








790 




End 


1248 




IN CtitLC 


OJ990311 03 0308 C10 ol 


. tc 


. Method 


TBLASTX: Cress 






873 ~" 




End 


1119 




r:T 


nnnp 




Score 


282 






873 1118 874 1119 










Seq. No. 


40808 




Seq. ID 


OJ990311_03. 0308. C10 




Gene No. 


84525 




Strand 








790 




End 


1248 






OJ990311" 03. 0308. C10. ol 


.tw 


Method 


TBLASTX : Wheat 




OLCIL L 


922 




End 


1248 






none 




Score 


307 






922. .1170, 930. .1184, 1183. .1248, 1197. 


.1241 




Seq. No. 


40809 




Seq. ID 


OJ990311_03.0308.C11 




Gene No. 


- 84526 




Strand 




"-^ 


oiai l 


115 




End 


343 


£n 


Name 


OJ990311 03.0308.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 




OLaiL 


115 




End 


343 


r Uj 




none 




Score 


78 


: : i 


Exons 


115. .342, 119. .343 












40810 




Seq. ID 


OJ990311_03.0308.C16 


r y 


Gene No. 


84527 




Strand 






Start 


483 




End 


871 


== 


Name 


OJ990311 03.0308.C16.o2.tm 


Method 


TBLASTX: Maize 




OLoI I 


483 




End 


871 




V3-L 


none 




Score 


77 




FvAn q 

LAUl 1 lD 


483. .602, 486. .569, 491 


. .601, 


598. .651, 


598.-627, 685. .861, 






691. .828, 692. .871, 704 


. .841 








Cprr No 


40810 




Seq. ID 


OJ990311_03.0308.C16 


f ^ 




84528 




Strand 






Start 


1561 




End 


3210 




Name 


OJ990311 03.0308.C16.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1561 




End 


3183 






none 




Score 


95 




T* 1 von q 


1561. .1593, 1575. .1655, 


1576. 


.1653, 1601. .1657, 1602. .1658, 






2456. .2509, 2457. .2675, 


2463. 


.2666, 2573. .2674, 3067.. 3183, 






3090. .3182 










Sea. No. 


40810 




Seq. ID 


OJ990311_03.0308.C16 




Gene No. 


84528 




Strand 






Start 


1561 




End 


3210 




Name 


OJ990311 03.0308.C16.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2445 




End 


3210 




GI 


none 




Score 


195 




Exons 


2445.. 2675, 3067.. 3210, 


3090. 


.3206 





40840 




Seq. No. 


40811 








Seq. ID 


OJ990311_03.0308 


.C26 


Gene No. 


84529 








Strand 


+ 




Start 


994 








End 


2201 




Name 


OJ990311 03 


.0308 


.C26.ol 


• gp 


Method 


AAT/GAP 




Start 


994 








End 


2201 




GI 


342 1.R1084 








Score 


1900 




Exons 


994. .2201 














GI Descrip. 


■4574406/gb IAAD24042.il 


0.0e+00 (AF121139) RIM2 protein 


[Or 




sativa] 1 














Seq. No. 


40811 








Seq. ID 


OJ990311_03.0308 


.C26 


Gene No. 


84529 








Strand 


+ 




Start 


994 








End 


2201 




Name 


OJ990311 03 


.0308 


.C26.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1296 








End 


1686 




GI 


none 








Score 


102 




Exons 


1296. .1448, 


1315 


. . 1434, 


1431. 


.1682, 1439. .1681, 1442. .1684, 




1450. .1686 














Seq. No. 


40811 








Seq. ID 


OJ990311_03.0308 


.C26 


Gene No. 


84529 








Strand 


+ 




Start 


994 








End 


2201 




Name 


OJ990311 03.0308 


.C26.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1614 








End 


2042 




GI 


none 








Score 


90 




Exons 


1614. .1682, 


1614 


. . 1667, 


1746. 


.2042, 1778.. 2029 




Seq. No. 


40811 








Seq. ID 


OJ990311_03.0308 


.C26 


Gene No. 


84529 








Strand 


+ 




Start 


994 








End 


2201 




Name 


OJ990311 03 


.0308 


.C26.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1781 








End 


2123 




GI 


none 








Score 


298 




Exons 


1781. .1927, 


1782 


. .2123, 


1976. 


.2104 






Seq. No. 


40811 








Seq. ID 


OJ990311_03.0308 


.C26 


Gene No. 


84529 








Strand 


+ 




Start 


994 








End 


2201 




Name 


OJ990311 03 


.0308 


.C26.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1782 








End 


2170 




GI 


none 








Score 


67 




Exons 


1782. .1871, 


1887 


. .2168, 


1910. 


.2170 






Seq. No. 


40811 








Seq. ID 


OJ990311_03.0308 


.C26 


Gene No. 


84529 








Strand 


+ 




Start 


994 








End 


2201 




Name 


OJ990311 03 


.0308 


.C26.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1910 








End 


2191 




GI 


none 








Score 


389 




Exons 


1910. .2191, 


1911 


. .2183, 


1912. 


.2184 






Seq. No. 


40812 








Seq. ID 


OJ990311_03.0308 


.C27 


Gene No. 


84530 








Strand 






Start 


1 








End 


884 




Name 


OJ990311 03 


.0308 


.C27.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1 








End 


884 




GI 


none 








Score 


369 





40841 



Exons 1..468, 2. .484, 459. .524, 479. .523, 526. .621, 530. .589, 

568. .708, 596. .691, 599. .712, 637. .711, 722. .787, 723. .803, 
792. .884, 818. .883 



Seq. No. 40812 Seq. ID 

Gene No. 84530 Strand 

Start 1 End 

Name OJ990311_03 . 0308 . C27 . ol . tc Method 

Start 2 End 

GI none Score 

Exons 2. .301, 7. .297, 149. .301 



OJ990311_03.0308.C27 
884 

TBLASTX: Cress 

301 

212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40813 Seq. ID 

84531 Strand 
838 End 
OJ990311_03 . 0308 . C29 . o2 . gp Method 
838 End 
uC-osflcyp033a04bl Score 
838. .1057 

•6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990311_03.0308.C29 
+ 

1057 
AAT/GAP 
1057 
370 



Seq. No. 40814 Seq. ID 

Gene No. 84532 Strand 

Start- ' 3161 End 

Name OJ990311_03 . 0308 . C33 . o2 . tw Method 

Start 1960 End 

GI none Score 

Exons I960.. 2109, 1963.. 2127 



OJ990311_03.0308.C33 
3792 

TBLASTX: Wheat 

2127 

177 



Seq. No. 


40814 






Seq. ID 


OJ990311_03.0308.C33 


Gene No. 


84532 






Strand 




Start 


3161 






End 


3792 


Name 


OJ990311 03. 


0308.C33.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


. 2214 






End 


2591 


GI 


none 






Score 


82 


Exons 


2214. .2309, 


2215. .2310, 


2296. 


-.2400, 2299.. 2406, 2427.. 2591, 




2428. .25lfa: 








Seq. No. 


40814 






Seq. ID 


OJ990311_03.0308.C33 


Gene No. 


84532 






Strand 




Start 


3161 






End 


3792 


Name 


OJ990311 03. 


0308.C33.ol 


gp 


Method 


AAT/GAP 


Start 


3161 




End 


3792 


GI 


2798991 






Score 


860 


Exons 


3161. .3607, 


3726. .3792 








GI Descrip. 


3402815/emb|AJ007829|CVE7829 


1.0e-20 


Cloning Vector pGreen 


Seq. No. 


40814 






Seq. ID 


OJ990311_03.0308.C33 


Gene No. 


84532 






Strand 




Start 


3161 






End 


3792 


Name 


OJ990311 03. 


0308.C33.ol 


tm 


Method 


TBLASTX: Maize 


Start 


3390 






End 


3770 


GI 


none 






Score 


55 


Exons 


3390. .3467, 


3393. .3431, 


3397. 


.3432, 3413. .3598, 3456. .3626, 



3464. .3631, 3469. .3630, 3728.-3769, 3728. .3769, 3729. .3770 



40842 



Seq. No. 


40814 




Seq. ID 


OJ990311_03.0308:C33 


Gene No. 


84532 




Strand 




Cf arl" 

o (.ai u 


3161 




End 


3792 


LN CUUC 


OJ990311 03 0308 C33.ol 


. ts 


Method 


TBLASTX : Soybean 


O Lai U 


3464 _ 




End 


3784 




none 




Score 


114 




3464. .3613, 3469. .3609, 


3731. 


.3784, 3741.. 3770 




40815 




Seq. ID 


OJ990311_03.0308.C34 


Gene No. 


84533 




Strand 




Start 


475 




End 


865 


Name 


OJ990311 03.0308.C34.ol 


• gp 


Method 


AAT/GAP 


Start 


475 




End 


865 


GI 


2427656 




Score 


4 67 




475 . .541, 649. . 865 








VjaL 1-/ *J -L. -I- K> » 


3688173/embl CAA21201 1 2 


.Oe-13 


(AL031804) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


40815 




Cory TO 


OJ990311 03 0308 C34 


Gene No. 


84534 




Strand 




Start 


1027 




End 


1502 


L^J CHUG 


OJ990311 03 0308.C34.o3 


. ts 




TBLASTX * Sovbean • 


O Lai U 


251 _ 






4 37 


VJJ J. 


none 






1 1 

/ X 


LAUl lO 


251 403. 268. .399. 276 


. .437 








40815 




Oct] • -L U 


OJ990311 03 0308 C34 


Gene No. 


84534 




Strand 




Start 


1027 




End 


1502 


Name 


OJ990311 03 0308 C34.o2 


. tm 


Method 


TBLASTX: Maize 




290 ~ 




End 


834 




none 




Score 


142 




290 430, 296.. 544, 297 


. .542, 


298. .543, 


596. .823, 634. .834, 




649 825 








Seq. No. 


40815 




Seq. ID 


OJ990311_03.0308.C34 


Gene No. 


84534 




Strand 




Start 


1027 




End 


1502 


Name 


OJ990311 03. 0308 .C34 .o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


464 ~ 




End 


789 




none 




Score 


98 




464 544. 465 542. 623 


. . 772, 


649. .789, 


649. .789 


Seq. No. 


40815 




Seq. ID 


OJ990311_03.0308.C34 


Gene No. 


84534 




Strand 




Start 


1027 




End 


1502 


Name 


OJ990311 03.0308.C34.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


970 




End 


1405 


GI 


none 




Score 


160 



Exons 



970.. 1173, 971.. 1162, 976.. 1173, 1225.. 1371, 1263.. 1403, 
1269. .1403, 1289. .1405 



Seq. No. 40815 

Gene No. 84534 

Start 1027 

Name OJ990311_03. 0308 .C34 .ol.ts 

Start 973 



Seq. ID OJ990311_03.0308.C34 
Strand 

End 1502 

Method TBLASTX : Soybean 

End 1469 



40843 




GI 


none 


Score 


167 


Exons 


973.. 1206, 983.. 1189, 1278.. 


1469, 1278 


. . 1463, 1306. . 1467 


Seq. No. 


40815 


Seq. ID 


OJ990311_03.0308.C34 


Gene No. 


84534 


Strand 




Start 


1027 


End 


1502 


Name 


OJ990311 03.0308.C34.ol.tm 


Method 


TBLASTX: Maize 


Start 


994 


End 


1469 


GI 


none 


Score 


277 


Exons 


994. .1194, 1001. .1189, 1275. 


.1469, 1278. .1463 


Seq. No. 


40815 


Seq. ID 


OJ990311_03.0308.C34 


Gene No. 


84534 


Strand 




Start 


1027 


End 


1502 


Name 


OJ990311 03.0308.C34.o2.gp 


Method 


AAT/GAP 


Start 


1027 


End 


1502 


GI 


uOosflcypl61e08bl 


Score 


616 


Exons 


1027.. 1191, 1278.. 1502 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


40816 


Seq. ID 


OJ990311_03.0308.C35 


Gene No. 


84535 


Strand 




Start 


1007 


End 


1448 


Name 


OJ990311 03.0308.C35.ol.tm 


Method 


TBLASTX :Maize 


Start 


1007 


End 


1448 


GI 


none 


Score 


120 


Exons 


1007.. 1126, 1036.. 1113, 1140 


..1217, 1141. .1221, 1147. .1218, 




1320.. 1400, 1324.. 1425, 1326 


. .1448 




Seq. No. 


40817 


Seq. ID 


OJ990311_03.0308.C39 


Gene No. 


84536 


Strand 


+ 


Start 


622 


End 


3981 


Name 


OJ990311 03.0308.C39.ol.gp 


Method 


AAT/GAP 


Start 


622 


End 


3981 


GI 


700823 


Score 


639 


Exons 


622.. 741, 3587.. 3763, 3898.. 


3981 




Seq. No. 


40817 


Seq. ID 


OJ990311_03.0308.C39 


Gene No. 


84537 


Strand 




Start 


3919 


End 


4880 


Name 


OJ990311 03.0308.C39.ol.tm 


Method 


TBLASTX: Maize 


Start 


3919 


End 


4880 


GI 


none 


Score 


148 


Exons 


3919.. 4023, 3920.. 4015, 3930 


..4022, 3934. .4023, 4601. .4714, 




4602.. 4706, 4602.. 4721, 4829 


..4879, 4830. .4880 


Seq. No. 


40818 


Seq. ID 


OJ990311_03.0308.C41 


Gene No. 


84538 


Strand 


+ 


Start 


404 


End 


681 


Name 


OJ990311 03.0308.C41.ol.gp 


Method 


AAT/GAP 


Start 


' 404 


End 


681 


GI 


5851098 


Score 


479 


Exons 


404. .681 






Seq. No. 


40819 


Seq. ID 


OJ990311_03.0308.C53 


Gene No. 


84539 


Strand 


+ 



40844 




Start 


236 




End 


641 




OJ990311 03 0308.C53.ol 


. CTD 


Method 


AAT/GAP 


Start 


236 ~~ 




End 


641 


(IT 
ux 


none 




Score 


792 


pynn ^ 


236. . 641 








Seq. No. 


40820 




Seq. ID 


OJ990311_03.0308.C55 


Gene No . 


84540 




Strand 


+ 


Start 


396 




End 


625 


.Name 


OJ990311 03.0308.C55.ol 


.gp 


Method 


AAT/GAP 


Start 


396 




End 


625 




LIB3431-009-P1-N1-DI0 




Score 


433 




396. .625 








UX L/C- O J- • 


'310316/gb|L19598|RICRTUBlX 7 


.0e-ll Rice beta-tubulin (RTUB- 




mPNA rrynrn 1 pt" p pfis 1 










*± \J O £. U 




Seq. ID 


OJ990311_03.0308.C55 


Gene No. 


ft 4 S4 1 




Strand 




Start 


3004 

JUU4 




End 


3555 


Name 




.gp 


Method 


AAT/GAP 


Start 


3004 




End 


3555 


GI 


5421 1.R1084 




Score 


773 




3004 3367 3488 3555 










1 36R81 73/pmh 1 CAA21201 1 


2.0e-13 (AL031804) putative protein 




T Zl T-a V> *i Hr^Tk qtq fh^ 1 "i anal 1 
Liiax x ana j 








Seq. No. 


4HR9n 

4U06U 




Seq. ID 


OJ990311_03.0308.C55 


Gene No. 


84^41 

O 1 J *4 X 




Strand 




Start 


3004 




End 


3555 


Name 


OJ990311 03.0308.C55.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


31 64 




End 


3553 


GI 


none 




Score 


195 


DAvl lu 


31 64 3367 321 6 3368 


3461. 


.3553, 3468.. 3551 


Seq. No. 


40821 




Seq. ID 


OJ990311_03.0308.C56 


Gene No. 


84542 




Strand 




Start 


802 




End 


1127 


Name 


OJ990311 03.0308.C56.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


802 




End 


1127 


GI 


none 




Score 


60 




802. .873, 804. .869, 984 


. .1127 


, 985. .1044, 1025. .1117 


Seq. No. 


40822 




Seq. ID 


OJ990311_03.0308.C58 


Gene No. 


84543 




Strand 




Start 


485 




End 


742 


Name 


OJ990311 03.0308.C58.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


485 




End 


742 


GI 


none 




Score 


189 


Exons 


485. .742 








Seq. No. 


40823 




Seq. ID 


OJ990311_03.0308.C59 


Gene No. 


84544 




Strand 




Start 


403 




End 


1238 


Name 


OJ990311 03.0308.C59.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


403 




End 


801 


GI 


5509260 




Score 


203 


Exons 


403. .705, 421. .504, 730 


. .801 







40845 




GI Descrip. 



Sea No. 


40823 








Seq. ID 


OJ990311_03.0308.C59 


\J ^ 1 1 W 1.1 v«/ • 


84544 








Strand 




Start 


403 








End 


1238 


N arus 


OJ990311 03. 


0308 


.C59.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


460 








End 


1238 


GI 


none 








Score 


161 


Exons 


460.. 702, 480.. 551, 620 


. .673, 


730. .804, 


807. .905, 1179. .1238 


Seq. No. 


40823 








Seq. ID 


OJ990311_03.0308.C59 


Gene No. 


84544 








Strand 




Start 


403 








End 


1238 


Name 


OJ990311 .03. 


0308 


.C59.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


469 








End 


917 


GI 


none 








Score 


137 


Exons 


469. .693, 730. .801, 831 


. .917 






Seq. No. 


40824 








Seq. ID 


OJ990311_03.0308.C63 


Gene No . 


84545 








Strand 




Start 


Oc* 1 -7 








End 


5604 


Name 


OJ990311 03. 


0308 


.C63.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3279 








End 


5604 


(IT 


none 








Score 


54 




3279. .3347, 


4921 


. .5016, 


4955. 


.5017, 5044.. 5163, 5117.. 5161, 




5260. .5391, 


5267 


. . 5362 , 


5377. 


.5604, 5384. .5545 


Seq. No. 


40824 








Seq. ID 


OJ990311_03.0308.C63 


Gone No . 










Strand 




Start 


3279 








End 


5604 


Name 


OJ990311 03. 


0308 


.C63.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


4954 








End 


5604 


GI 


none 








Score 


48 




4954. .5037, 


5038 


. .5163, 


5117. 


.5161, 5260. .5358, 5267. .5317, 




5404. .5604, 


5405 


. .5539 








Seq. No. 


40824 








Seq. ID 


OJ990311_03.0308.C63 


Gene No. 


84545 








Strand 




Start 


3279 








End 


5604 


Name 


OJ990311 03. 


0308 


.C63.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4954 








End 


5604 


GI 


none 








Score 


46 


Exons 


4954. .5022, 


4955 


. .5017, 


5044. 


.5163, 5117.. 5161, 5260.. 5358, 




5267. .5362, 


5377 


. .5475, 


5384. 


.5497, 5471. .5587, 5476. .5604 


Seq. No. 


40824 








Seq. ID 


OJ990311_03 . 0308 .C63 




84545 








Strand 




Start 


3279 








End 


5604 


Name 


OJ990311 03. 


0308 


.C63.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


5044 








End 


5604 


GI 


none 








Score 


79 


Exons 


5044. .5163, 


5260 


. .5358, 


5357. 


.5494, 5371.. 5604 


Seq. No. 


40825 








Seq. ID 


OJ990311_03.0308.C69 


Gene No. 


84546 








Strand 


+ 


Start 


610 








End 


856 


Name 


OJ990311 03. 


0308 


.C69.ol 


.tc 


Method 


TBLASTX: Cress 



40846 



End 
Score 



807 
48 



Seq. ID OJ990311_03.0308.C69 
Strand + 

856 

TBLASTX: Maize 
571 
332 



End 

Method 

End 

Score 



Start 174 

GI none 

Exons 174.. 215, 258.. 668, 727.. 807 

Seq. No. 40825 

Gene No. 84546 

Start 610 

Name OJ990311_03 . 0308 . C69 . ol . tm 

Start ' 306 

GI none 

Exons 306.. 560, 319.. 570, 320.. 571 

Seq. No. 40825 

Gene No. 84546 

Start 610 

Name OJ990311_03 . 0308 . C69 . ol . tw 

Start 358 

GI none 

Exons 358. .669, 359. .670, 360. .671, 442. .672, 664. .816, 738. .815, 
759. .818 



Seq. ID OJ990311_03.0308.C69 
Strand + 

856 

TBLASTX: Wheat 
818 
205 



End 

Method 

End 

Score 



Seq. No. 408.25 

Gene No. 84546 

Start 610 

Name OJ990311_03 . 0308 .C69.ol.gp 

Start 610 

GI LIB3477-010-P1-K1-F8 

Exons 610.. 856 

GI Descrip. 1 1669599/dbj | BAA13687 | 2.0e-13 (D88746) AR791 [Arabidopsis 
thaliana] T 



Seq. ID OJ990311_03.0308.C69 

Strand + 

End 856 

Method AAT/GAP 

End 856 

Score 402 



Seq. No. 40825 

Gene No. 84546 

Start 610 

Name OJ990311_03 . 0308 . C69 . o2 . tm 

Start 679 

GI none 

Exons 679.. 855, 738.. 854 

Seq. No. 40826 

Gene No. 84547 

Start 150 

Name OJ990311_03 . 0308 . C82 . ol . tw 

Start 150 

GI none 
Exons 



Seq. ID OJ990311_03.0308.C69 

Strand + 

End 856 

Method TBLASTX: Maize 

End 855 

Score 190 



Seq. ID OJ990311_03.0308.C82 
Strand 

End 861 

Method TBLASTX : Wheat 

End 8 61 

Score 531 



150. .335, 155. .634, 156. .581, 481. .600, 629. .688, 690. .860, 
694. .861, 721. .861 



Seq. No. 40826 

Gene No. 84547 

Start 150 

Name OJ990311_03 . 0308 . C82 . ol . tm 

Start 198 

GI none 

Exons 198.. 512, 215.. 511 



Seq. ID OJ990311_03.0308.C82 
Strand 

End 861 

Method TBLASTX : Mai ze 

End 512 

Score 288 



Seq. No. 



40826 



Seq. ID OJ990311_03.0308.C82 



40847 




Gene No. 


84547 




Strand 




otar z 


1 RO 
10U 




TT-nH 

£jna 


q £i 
0 01 


Name 


r>TQomi i o*5 moo poo 

ujyyuoii uj . ujuo . boz . ox . 


lC 


Method 


iciiAoi a t bress 


btart 


/ A *3 

4 4 J 




LnQ 


O 01 


p t 


none 




Score 


0 ft 


Exons 


4 4*5 £01 ylyl'3 £*5/l / 4 7 
44O..0U1/ 4fU..OJ4/ 4 fi / . 


.OOO/ 


£qo q£o 


6QA ft^l 7fi^ 
/ O^ft.-OOl/ /OO..OOI 


oeq. wo. 


40Q97 




oeq. iu 


buyyuoii uo. uouo. boo 


bene wo. 


O 4 04 0 - 




Strand 


+ 


Start 


63 




End 


545 


Name 


OJ990311_03 . 0308 . C85 . ol . 


gp 


Method 


AAT/GAP 


otarL 


£*5 




End 


545 


bl 


4J04y Z.KlUo4 




Score 


703 


Exons 


£*5 1 7~Q 9Q 9 R 
Dj . .I/O/ Z 0 Z • . 04 O 








/"* T PN/'n c v* n it's 

bi uescrip. 




.0e-13 (AL031804) putative protein 




LAraDiaopsis r.naiianaj 








Seq. No. 


40828 




oeq. id 


nTQQH^OI C\A 0*510 PI 0 

uuyyuoui ufi.uoiu.biu 


Gene No. 


84549 




Strand 




otan 


£4 07 
0 4 U / 




End 


6559 


Name 


UdyyUDUl Uft.UjlU.blU.Of4. 


tw 


Method 


1 dJjAoi a . wnea l. 


o care 


9 9 1 "7 






97 Q7 

z / y / 


bl 


none 




Score 


loo 


Exons 


9917 9*54Q 9*57*5 9 £00 


9 RQ 9 
ZOO Z . 


97 Q7 

z / y / 




Seq. No. 


40828 




oeq. id 


ujyyuoui u4.u0iu.biu 


Gene No. 


84549 




Strand 


+ 


O 4- -» — i- 

start 


c>i 07 
04 U / 




End 


6559 


Name 


ujyyuoui U4 . uoiu . biu . 04 . 






TnT 2i QTY • Mo 1 70 

1 oit/io 1 a : rial ze 


O -4- -s -w~ +- 

otart 


O "3 /t O 

ZJ4U 






9 £nn 
z ouu 


bl 


none 




Score 


1 QQ 

100 


Exons 


9 "5/1 o oenn 

Z04U . • ZOUU 








Seq. No. 


40828 




oeq. iu 


TiTQQn^ni 04 0*510 PI 0 

ujyyuoui u4.u01u.biu 


Gene No. 


84549 




Strand 


+ 


otari 


04 U / 




baa 


000 y 


Name 


nTQQ0£Oi cia 0*510 ci o <^*5 
ujyyuoui U4 . u jiu . biu . oo . 


tm 


Method . 


TBLASTX: Maize 




jUU j 




hna 


*3 *51 7 


bl 


none 




Score 


72 


Exons 










Seq. No. 


40828 




Seq. ID 


OJ990601J)4. 0310. CIO 


Gene No. 


84549 




Strand 


+ 


o rare 


£4 07 
04 U / 




End 


6559 


Name 


PkTQQO£oi c\a n^i 0 n n ^£ 
ujyyuoui U4 . uoiu . biu . 00 . 


tw 


Method 


TBLASTX: Wheat 


ouar u 


*500*5 




End 


3314 


bl 


none 




Score 


186 


Exons 


"500*5 *5*5i a 

JUU J . . OJ14 








Seq. No. 


40828 




Seq. ID 


OJ990601_04. 0310. CIO 


Gene No . 


Q A R4 Q 
O 4 04 y 




Strand 


+ 


Start 


6407 




End 


6559 


Name 


ojyyubui U4 . u Jiu . ciu . 0 / . 


tw 


Method 


TBLASTX: Wheat 


Start 


3408 




End 


3665 


GI 


none 




Score 


55 


Exons 


3408.. 3665, 3412.. 3567 












40848 








s 4 



Seq. No. 


40828 








Seq. ID 


OJ990601_04.0310 


.C10 


bene ino . 


o *± 3 *± y 








Strand 


+ 




Start 


6407 








End 


6559 




Name 


OJ990601 04 


.0310 


.ClO.oS 


.tw 


Method 


TBLASTX: Wheat 




Start 


3705 








End 


4113 




GI 


none 








Score 


52 




Exons 


3705. .3878, 


3757 


. .3849, 


3886. 


.4113, 3888. .4112 




Seq. No. 


40828 








Sea ID 


OJ990601 04 0310 


.C10 


oerits LNL> • 


fl4 ^4Q 








Strand 


+ " 




Start 


6407 








End 


6559 




Name 


OJ990601 04 


.0310 


.ClO.ol 


.ts 


Method 


TBLASTX * Sovbean 




Start 


4203 








End 


4628 




GI 


none 








Score 


295 




Exons 


4203. .4628 














Seq. No. 


40828 








Sea ID 


OJ990601 04 0310 


.C10 




fi4 S4 Q 








Strand 


+ ~~ 




Start 


6407 








End 


6559 




Name 


OJ990601 04 


.0310 


.C10.O2 


.tw 








Start 


4263 








FnH 






GI 


none 










-L .7 J 




Exons 


4263. .4682, 


4300 


. .4572, 


4526. 


. 4 642 






Seq. No. 


40828 










OJ990601 04 0110 


.C10 


uene ino . 


OH DH Z7 








Strand 


+ ~ 




Start 


6407 








End 


6559 




Name 


OJ990601 04 


.0310 


.C10.o2 


.tm 




TRT.A^TX * Ma i 7fa 

1 Lj J-LTlO J- /\ • 171GL i £. 




Start 


4356 








FnH 






GI 


none 








OUUI c 


fi R 




Exons 


4356. .4739, 


4357 


. .4572 










Seq. No. 


40828 








Seq. ID 


OJ990601 04 0310 


.C10 


uCllc IN LI • 


84 S4 Q 

O *4 J *i _7 








Strand 






Start 


6407 








End 


6559 




Name 


OJ990601 04 


.0310 


.ClO.ol 


. tm 


Method 


TBLASTX • Maize 




Start 


4767 








End 


5123 




GI 


none 








Score 


153 




Exons 


4767. .5069, 


4767 


. .5123, 


4768. 


. 5082 






Seq. No. 


40828 








Cpn ID 


OJ990601 04 0310 


.C10 


ucUc iMU • 


ft4 R4 Q 
O *i J ** y 








Strand 


+ _ 




Start 


6407 








End 


6559 




Name 


OJ990601 04 


.0310 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


4797 








End 


5253 




GI 


none 








Score 


401 




Exons 


4797. .5252, 


4798 


. .5253 










Seq. No. 


40828 








Seq. ID 


OJ990601_04.0310 


.C10 


UCilC INO • 










Strand 


+ 




Start 


6407 








End 


6559 




Name 


OJ990601 04 


. 0310 


,C10.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


4848 








End 


5213 




GI 


none 








Score 


105 




Exons 


4848. .4982, 


4989 


. . 5213 










Seq. No. 


40828 








Seq. ID 


OJ990601_04.0310 


.C10 



40849 






Gene No. 


84549 


Strand 


+ 




otart 


£4 07 
Dfl U / 


End 


6559 




Name 




Method 


TBLASTX: Wheat 




btarr 




End 


5900 




p t 


none 


Score 


134 




Exons 


^44^ cififll RdRR Rfi7Q S71ft 


.5900, 5791.. 5892 




beq. wo. 




Seq. ID 


OJ990601_04 .0310. CIO 




Gene No. 


84549 


Strand 


+ 




Start 


6407 


End 


6559 




Name 


OJ990601 04.0310.C10.ol.gp 


Method 


AAT/GAP 






6407 


End 


6559 




PT 


uC-osf Icypl77g01al 


Score 


235 




tiXons 


6407.. 6559 








P T" ^ e> ir- ^ y*\ 

bl U6SCIip. 


'4884864/gb|AAD31846. HAF133530 1 4 . Oe 


-12 (AF133530) water 




channel protein MipH [Mesembryanthemum crystallinum] 1 




Seq. No. 


40829 


Seq. ID 


OJ990601_04.0310.C11 




Gene No. 


84550 


Strand 






O +- a 


115 


End 


405 




Naine 


OJ990601 04.0310.Cll.ol.tw 


Method 


TBLASTX: Wheat 




otart 


115 


End 


405 




P T 


none 


Score 


218 




Exons 


115. .405, 297. .368 






%J 
r f% 


beq. wo. 


40830 


Seq. ID 


OJ990601_04.0310.C12 




Gene No. 


84551 


Strand 




i y 


Start 


1432 


End 


1828 


■=ss- 


Name 


OJ990601 04.0310.C12.ol.tw 


Method 


TBLASTX: Wheat 




b uari. 


1432 


End 


1828 




pt 


none 


Score 


47 




Tj 1 ei 


1432.. 1599, 1599.. 1691, 1607. 


.1705, 1670. .1777, 1674. .1766, 


ru 
„ 




1778. .1828 








beq. iNO. 


40831 


Seq. ID 


OJ990601_04 .0310.C13 






84552 


Strand 


+ 




Start 


846 


End 


1018 




Name 


OJ990601 04.0310.C13.ol.gp. 


Method 


- AAT/GAP "\ 




OLdlL 


846 


End 


1018 




o J. 


LIB3433-026-P1-K1-C1 


Score 


232 




Exons 


846. .1018 








ui uescrip. 


, 5852170/emb|AL117265. 1| OST17804 1 . Oe- 


44 Oryza sativa 






indica (GLA4) genomic DNA, chromosome 4 


, BAC clone : tl7804 ' 




Seq. No. 


40832 


Seq. ID 


OJ990601_04 .0310.C15 




Gene No. 


84553 


Strand 








1 


End 


171 




Name 


OJ990601 04.0310.C15.ol.gp 


Method 


AAT/GAP 






1 


End 


171 




pt 

bl 


none 


Score 


322 




T* 1 v c» 


1. .171 








Seq. No. 


40833 


Seq. ID 


OJ990601_04.0310.C16 




Gene No. 


84554 


Strand 


+ 




Start 


5088 


End 


5361 




Name 


OJ990601 04.0310.C16.o2.gp 


Method 


AAT/GAP 




Start 


5088 


End 


5361 



40850 




GI LIB3434-038-P1-K1-B10 Score 270 

Exons 5088.. 5156, 5254.. 5361 

GI Descrip. '3687250 4.0e-38 (AC005169) putative arginine 
n-methyltransf erase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40833 
84555 
3316 

OJ990601_04.0310.C16.o2.ts 
96 

none 



Seq. ID OJ990601 04.0310.C16 



Strand 
End 

Method 

End 

Score 



5625 

TBLASTX : Soybean 

1196 

79 



96. .188, 249. .293, 300. .416, 322. .414, 421. .546, 497. .538, 
931. .1035, 932. .1039, 1116. .1196, 1117. .1191 



40833 
84555 
3316 

OJ990601_04.0310.C16.ol.tm 

108 

none 



Seq. ID OJ990601_04.0310.C16 
Strand 

End 5625 

Method TBLASTX : Maize^. 

End 1883 

Score 245 



108. .416, 108. .416, 397. .546, 419. .538, 493. .543, 928. .1035, 
931.. 1035, 932.. 1039, 935. .1036, 1116.. 1193, 1117.. 1185, 
1738.. 1833, 1799.. 1876, 1809. .1883 



Seq. No. 40833 Seq. ID 

Gene No. 84555 * Strand 

Start 3316 End 

Name OJ990601_04 .0310.C16.o2.tm Method 

Start 3314 End 

GI none Score 
Exons 



OJ990601_04.0310.C16 
5625 

TBLASTX: Maize 

5625 

38 



3314. .3346, 3377. .3466, 3560. .3610, 3568. .3612, 4421. .4588, 

4427. .4588, 5092. .5151, 5093. .5155, 5093. .5149, 5223. .5396, 

5225.. 5398, 5253.. 5396, 5263.. 5460, 5284.. 5403, 5534.. 5584, 

5537. .5584, 5538. .5624, 5554. .5625 



Seq. No. 40833 

Gene No. 84555 

Start 3316 

Name OJ990601_04 . 0310 . CI 6 . ol . gp 

Start 3316 

GI none 

Exons 3316. .3533 



Seq. ID OJ990601_04.0310.C16 
Strand 

End.- 5625 

Method AAT/GAP 

End 3533 

Score 381 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40833 Seq. ID 

84555 Strand 

3316 End 

OJ990601_04 . 0310 . C16 . ol . tc Method 

3563 End 

none Score 



OJ990601_04.0310.C16 
5625 

TBLASTX: Cress 

5625 

85 



3563. .3610, 4427. .4588, 4429. .4587, 5093. .5155, 5093. .5155, 
5223. .5399, 5226.-5396, 5321. .5398, 5540. .5584, 5541. .5624, 
5557. .5625 



Seq. No. 
Gene No. 
Start 
Name 



40833 
84555 
3316 

OJ990601 



04.0310.C16.ol.ts 



Seq. ID 

Strand 

End 

Method 



OJ990601_04.031O.C16 
5625 

TBLASTX : Soybean 



40851 




Start 


"3 t C 1 




End 


5318 


GI 


none 




Score 


91 


Exons 


O CC"3 TCI n AAO~7 /I CQQ 
JJOJ. .OOlU, 44Z/..4O00, 


A A O Q 

4 4 z y . 


.4587, 4462.. 4590, 509.3.. 5155, 




'COO'S COI Q 
DZZO . . DOlO 








Seq. No. 


40834 




oeq ■ l u 


n.TQQDfini rid 0^1 n rn 

\JU y .7 U O VJ ± U4 • UjIU . J. f 


Gene No. 


84556 








start 


ill 








XT _ 

Name 


ujyyubui U4 . u o iu . ti / . oi . 


ts 


Mot - hoH 




start 


1UD 




til 1CJ. 




GI 


none 




Score 


88 


Exons 


1UD. .Oil; IUj. • OIZ, 11U. 


"31 Q. 

. oiy 






Seq. No. 


40834 




uctj • -L U 




Gene No. 


84556 








CA 1 v~4- 

otaru 


in 








Name 


ujyyubui U4 . u oiu . li / . oi . 




Mot* H o/H 
rue iuu 




btart 


lUo 




CjIIU 


d ft S 
4 0 j 




none 




Score 


199 


Exons 


1 PlQ "317 1 HQ ^1 c iin 

iuo . . ji / / iuy..oio, III) . 


.001, 


441 . . 48! 


5, 448..483 - 


Seq. No. 


40834 




oeq. i u 


rnQQfi^m OA n?i n pi 7 
(jjyyuoux U4 . uoiu . ^1 / 


Gene No. 


84556 




otrana 


X 


Start 


ill 






D OU 


Name 


ujyyubui U4 . uoiu . li / . oi . 


tc 


Method 


i 0L1A0 1 a . uress 


Start 


inn 

luy 






0 1 y 


GI 


none 




Score 


T 1 *7 

01 / 


Exons 


109.. 312, 110.. 319 








Seq. No. 


40834 




Seq. ID 


OJ990601_04.0310.C17 


Gene No . 


O 4 jj D 




Strand 


+ 


Start 


111 




End 


630 


Name 


OJ990601_04.0310.C17.ol. 


gp 


Method 


AAT/GAP 


btart 


iii 
in 




End 


630 




Zooo / 1 . K1U84 




Score 


971 


Exons 


ill con 
111 . . boU 








GI Descrip. 


DlZoo40/emD | Uf\rJ4 3oll . 1 [ 


2.0e 


-33 (AL079344) arginine 




methyltransf erase (paml) 


[Arabidopsis 


thaliana] 1 


beq. no. 


4 Uo JO 




Seq. ID 


OJ990601_04.0310.C21 


Gene No. 


84557 




Strand 


X 


Start 


1406 




End 


2073 


Name 


ujyyubui u4.ujiu.uzi.oi. 


tm 


Method 


TBLASTX: Maize 


otart 


i o y o 




End 


2013 


bl 


none 




Score 


373 


Exons 


1 QQO i ocn i yino ITQT 
1 070. • loOUf 14UZ..l/y/, 


1404. 


.1799, 1406. .1891, 1843. .1953, 




i qoa i qco i ocn onno 
iyzu. .iyoz, iyou. .zuuy, 


1981. 


.2013, 1981.. 2013 


Seq. No. 


a n o o. c 
4 Uood 




Seq. ID 


OJ990601 04.0310.C21 


Gene No. 


84557 




Strand 


+ 


Start 


1406 




End 


2073 


Name 


OJ990601 04.0310.C21.ol. 


gp 


Method 


AAT/GAP 


Start 


1406 




End 


2073 


GI 


8345 1.R1084 




Score 


1292 


Exons 


1406.. 2073 









GI Descrip. ■ 4538913/emb | CAB39650 . 1 | 1.0e-16 (AL049482) putative protein 
[Arabidopsis thaliana] 1 



40852 




Seq. No. 


40836 








Seq. ID 


OJ990601_04.0310 


.C23 


Gene No . 


84558 








Strand 






Start 


1168 








End 


1519 




Name 


OJ990601 04 


.0310. 


C23.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1168 








End 


1397 




GI 


none 








Score 


60 




Exons 


1168. .1233, 


1178. 


.1228, 


1230. 


.1397, 1232.. 1396 




Seq. No. 


. 40836 








Seq. ID 


OJ990601_04.0310 


.C23 


Gene No. 


84558 








Strand 






Start 


1168 








End 


1519 




Name 


OJ990601 04 


.0310. 


C23.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1178 








End 


1519 




GI 


none 








Score 


91 




Exons 


1178. .1519, 


1193. 


.1513, 


1260. 


. 1517 






Seq. No. 


40836 








Seq. ID 


OJ990601_04.0310 


.C23 


Gene No. 


84558 








Strand 






Start 


1168 








End 


1519 




Name 


OJ990601 04 


.0310. 


C23.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1181 








End 


1517 




GI 


none 








Score 


193 




Exons 


1181. .1516, 


1218. 


.1517 










Seq. No. 


40836 








Seq. ID 


OJ990601_04.0310 


.C23 


Gene No . 


84558 








Strand 






Start 


1168 








End 


1519 




Name 


OJ990601 04 


.0310. 


C23.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1181 








End 


1519 




GI 


none 








Score 


242 




Exons 


1181. .1519, 


1182. 


.1517 










Seq. No. 


40837 








Seq. ID 


OJ990601_04.0310 


.C24 


Gene No. 


84559 








Strand 






Start 


22 








End 


444 




Name 


OJ990601 04 


.0310. 


C24.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


22 








End 


402 




GI 


none 








Score 


93 




Exons 


22. .117, 26 


. .118, 


26. .124, 30 


..125, 234. .335, 251. .400, 


253 


Seq. No. 


40837 








Seq. ID 


OJ990601_04.0310 


.C24 


Gene No. 


. 84559 








Strand 






Start 


22 








End 


444 




Name 


OJ990601 04 


.0310. 


C24.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


83 








End' 


444 




GI 


none 








Score 


47 




Exons 


83. .124, 90 


. .125, 


253. . 


444, 254. .442 






Seq. No. 


40838 








Seq. ID 


OJ990601_04.0310 


.C26 


Gene No. 


84560 








Strand 






Start 


2 








End 


1100 




Name 


OJ990601 04 


.0310. 


C26.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2 








End 


1076 




GI 


none 








Score 


161 




Exons 


2. .130, 3.. 


125, 264.. 395, 268 


..372, 456. .575, 464. .574, 





954.. 1076, 956.. 1069 



40853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40838 
84560 
2 

OJ990601_04 .0310.C26.ol.tm 
2 

none 



Seq. ID OJ990601_04.0310.C26 
Strand 

End 1100 

Method TBLASTX : Mai ze 

End 1100 

Score 102 



2. .67, 2. .124, 3. .134, 264. .371, 264. .371, 265.-387, 268. .372, 
456. .575, 464. .574, 951. .1070, 954. .1100, 956. .1075 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40838 
84560 
2 

OJ990601_04 .0310.C26.ol.ts 
48 

none 



Seq. ID OJ990601_04.0310.C26 
Strand 

End 1100 

Method TBLASTX : Soybean 

End 575 

Score 88 



48. .125, 264. .371, 264. .395, 268.-372, 456. .575, 464. .574 



40839 
84561 
2105 

OJ990601_04 .0310.C29.ol.tc 

2105 

none 

2105. .2377, 2110. .2376. 



Seq. ID OJ990601_04.0310.C29 
Strand 

End 2377 

Method TBLASTX : Cress 

End 2377 

Score 121 



Seq. No. 40839 Seq. ID 

Gene No. 84561 Strand 

Start 2105 End 

Name OJ990601_04 . 0310 . C29 . ol . ts Method 

Start 2105 End 

GI none Score 

Exons 2105.. 2296, 2110.. 2376 



OJ990601_04 .0310.C29 
2377 

TBLASTX : Soybean 

2376 

102 



Seq. No. 


40839 








Seq. ID 


OJ990601_04.0310 


.C29 


Gene No. 


84561 








Strand 






Start 


2105 








End 


2377 




Name 


OJ990601 04 


.0310. 


C29.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2105 








End 


2376 




GI 


none 








Score 


126 




Exons 


2105. .2296, 


2110. 


.2376, 


2287. 


.2376 






Seq. No. 


40840 








Seq. ID 


OJ990601_04.0310 


.C31 


Gene No. 


84562 








Strand 






Start 


1241 








End 


1528 




Name 


OJ990601 04 


.0310. 


C31.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1241 








End 


1528 




GI 


none 








Score 


230 




Exons 


1241. .1528 















Seq. No. 40841 Seq. ID 

Gene No. 84563 Strand 

Start 599 End 

Name OJ990601_04 . 0310 . C32 . ol . tw Method 

Start 599 End 

GI none Score 

Exons 599.. 829, 630.. 830, 631.. 828 



OJ990601_04.0310.C32 
830 

TBLASTX: Wheat 

830 

290 



40854 




Seq. No. 


40841 




Seq. ID 


OJ990601_04 .0310 


.C32 


Gene No. 


84563 




Strand 






Start 


599 




End 


830 




Name 


OJ990601 04.0310.C32.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


616 




End 


830 




GI 


none 




Score 


320 




Exons 


616.. 828, 630.. 830, 631 


. .828 








Seq. No. 


40841 




Seq. ID 


OJ99060l_04 . 0310 


. C32 


Gene No. 


84563 




Strand 






Start 


599 




End 


830 




Name 


OJ990601 04.0310.C32.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


633 




End 


830 




GI 


none 




Score 


281 




Exons 


633. .830, 640. .828 










Seq. No. 


40841 




Seq. ID 


OJ990601_04 .0310 


. C32 


Gene No. 


84563 




Strand 






Start 


599 




End 


830 




Name 


OJ990601 04.0310.C32.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


637 




End 


830 




GI 


none 




Score 


271 




Exons 


637.. 810, 639.. 830, 640 


. .828 








Seq. No. 


40842 




Seq. ID 


OJ990601_04.0310 


.C43 


Gene No. 


84564 




Strand 


+ 




Start 


325 




End 


1032 




Name 


OJ990601 04.0310.C43.ol 


.gp 


Method 


AAT/GAP 




Start 


325 




End 


1020 




GI 


58331 1.R1084 




Score 


684 




Exons 


325.. 385, 491.. 683, 805 


. .859, 


939. .1020 




GI Descrip. 


'4741194/emb ICAB41860.1 


I 2.0e 


-36 (AL049746) ABC transporter 




protein [Arabidopsis thaMana] ' 






Seq. No. 


40842 




Seq. ID 


OJ990601_04.0310 


.C43 


Gene No. 


84564 




Strand 


+ 




Start 


325 




End 


1032 




Name 


OJ990601 04.0310.C43.ol 


. tm 


Method 


TBLASTX :Maize 




Start 


527 




End 


852 




GI 


none 




Score 


152 




Exons 


527. .655, 551. .640, 730 


. .852, 


732. .851 






Seq. No. 


40842 




Seq. ID 


OJ990601_04.0310 


.C43 


Gene No. 


84564 




Strand 


+ 




Start 


325 




End 


1032 




Name 


OJ990601 04.0310.C43.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


724 




End 


1032 




GI 


none 




Score 


123 




Exons 


724. .861, 726. .860, 938 


. .1030 


, 955.. 1032 




Seq. No. 


40843 




Seq. ID 


OJ990601_04.0310 


.C45 


Gene No. 


84565 




Strand 






Start 


366 




End 


1219 




Name 


OJ990601 04.0310.C45.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


366 




End 


1219 




GI 


none 




Score 


365 





40855 






Exons 


366. .641, 426. .644, 457. 


.645, 


753. .890 


, 754. .888, 1065. .1205, 






1082.. 1219, 1083.. 1217 










Seq- No. 


40843 




Seq. ID 


OJ990601_04 .0310.C45 




Gene No. 


O A C C C 




Strand 






Start 


366 




End 


1219 




Name 


OJ990601 04.0310.C45.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


423 




End 


885 




GI 


none 




Score 


339 




Exons 


423. .644, 434. .574, 484. 


.639, 


753. .881 


,.754.. -885, 757.. 885 




Seq. No. 


40843 




Seq. ID 


OJ990601_04.0310.C45 




Gene No. 


84565 




Strand 






Start 


ICC 




End 






Name 


OJ990601 04.0310.C45.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


477 




End 


1219 




GI 


none 




Score 


303 




Exons 


477. .644, 477. .644, 478. 


.660, 


478. .645 


, 752. .889, 753. .890, 






754. .888, 760. .894, 1080 


I..1208, 1082.. 


1219, 1083.. 1217 




Seq. No. 


40843 




beq. ID 


OJ990601_04.0310.C45 




Gene No . 


Q A C C C 

o4 jDj 




Strand 






Start 


366 




End 


1219 




Name 


OJ990601 04 .0310.C45.o2. 


tc 


Method 


TBLASTX: Cress 


J 


Start 


1080 




End 


1214 




GI 


none 




Score 


190 


?S 

! 3 


Exons 


1080.. 1202, 1083.. 1214 










Seq. No. 


40844 




Seq. ID 


OJ990601_04.0310.C46 




Gene No. 


84566 




Strand 




y 


Start 


218 




End 


819 


j 


Name 


OJ990601 04.0310.C46.ol. 


tm 


Method 


TBLASTX: Maize 


u 


Start 


218 




End 


514 




GI 


hone 




Score 


108 


<~ 
~. 


Exons 


218. .319, 234.. 326, 235. 


.321, 


407. .514 


, 413.. 514 




Seq. No. 


40844 




Seq. ID 


OJ990601_04.0310.C46 




Gene No. 


O A C C C 




Strand . 






Start 


218 




End 


819 




Name 


OJ990601 04.0310.C46.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


401 




End " 


819 




GI 


none 




Score 


80 




Exons 


401. .505, 616.. 819, 635. 


.757 








Seq. No. 


40845 




Seq. ID 


OJ990601_04.0310.C54 




Gene No. 


84567 




Strand 






Start 


911 




End 


1418 




Name 


OJ990601 04.0310.C54.o2. 


gp 


Method 


AAT/GAP 




Start 


911 




End 


1418 




GI 


60270 1.R1084 




Score 


944 




Exons 


911. .1418 










GI Descrip. 


'3348077 1.0e-33 (AF078080) isochorismate synthase [Arabidopsis 






thaliana] ' 










Seq. No. 


40846 




Seq. ID 


OJ990601_04.0310.C73 




Gene No. 


84568 




Strand 


+ 




Start 


424 




End 


546 



40856 



Name 

Start 

GI 

Exons 



OJ990601_04.0310.C73.ol.tm Method TBLASTX : Maize 
1 End 54 6 

none Score 50 

1..30, 3. .86, 6. .131, 95. .169, 97. .147, 171. .209, 172. .216, 
173. .211, 379..S46, 380. .538 



Seq. No. 40846 

Gene No. 84568 

Start 424 

Name OJ990601_04 . 0310 . C73 . ol . gp 

Start 424 

GI uC-osroM202039bllbl 

Exons 424.. 542 

GI Descrip. '2062175 3.0e-34 (AC001645) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990601_04 .0310.C73 
Strand + 

546 

AAT/GAP 
542 
216 



End 

Method 

End 

Score 



Seq. No. 40847 

Gene No. 84569 

Start 1228 

Name OJ990601_04 . 0310 .C86.0I .gp 

Start 1228 

GI none 

Exons 1228.. 1445 



Seq. ID OJ990601_04.0310.C86 
Strand 

End 1445 

Method AAT/GAP 

End 1445 

Score 296 



Seq. No. 40847 

Gene No. 84570 

Start 1970 

Name OJ990601_04 . 0310 .C86. o2 . gp 

Start 1970 

GI none 

Exons 1970.. 2309 



Seq. ID OJ990601_04.0310.C86 
Strand 

End 2309 

Method AAT/GAP 

End 2309 

Score 627 



Seq. No. 40847 

Gene No. 84571' 

Start 2224 

Name OJ990601_04 .0310.C86.ol.tw 

Start 56 

GI none 
Exons 



Seq. ID OJ990601_04.0310.C86 
Strand 

End 2958 

Method TBLASTX : Wheat 

End 593 

Score 73 



56. .115, .56. .112, 58. .138, 321. .419, 327. .434, 328. .420, 
428. .589, 453. .593, 494. .586, 495. .590 



Seq. No. 40847 

Gene No. 84571 

Start 2224 

Name OJ990601_04 . 0310 .C86 . ol . ts 

Start 57 

GI none 
Exons 



Seq. ID OJ990601_04.0310.C86 
Strand 

End 2958 

Method TBLASTX : Soybean 

End 1167 

Score 88 



57. .131, 58. .138, 320. .361, 327. .419, 340. .420, 346. .420, 
428. .589, 492. .593, 495. .590, 805. .1167, 879. .1157 



Seq. No. 40847 

Gene No. 84571 

Start 2224 

Name OJ990601_04 . 0310 .C86. o2 . tm 

Start 57 

GI none 
Exons 



Seq. ID OJ990601_04.0310.C86 
Strand 

End 2958 

Method TBLASTX : Maize 

End 593 

Score 61 



57. .110, 57. .131, 58. .138, 320. .367, 327. .434, 343. .420, 



40857 








473.. 589, 492.. 593, 495. 


.590 








Seq. No. 


40847 


Seq. ID 


OJ990601_04.0310. 


C86 




flpnp No 


84571 


Strand 








Start 


2224 


End 


2958 






Name 


OJ990601 04.0310.C86.ol. 


tc Method 


TBLASTX: Cress 






Start 


510 


End 


1158 






GI 


none 


Score 


95 






Exons 


510. .569, 513.. 563, 805. 


.1158, 879. .1145 






Seq. No. 


40847 


Seq. ID 


OJ990601_04 .0310. 


C86 




Gene No . 


84571 


Strand 








Start 


2224 


End 


2958 






Name 


OJ990601 04.0310.C86.ol. 


tm Method 


TBLASTX: Maize 






Start 


818 


End 


1155 






GI 


none 


Score 


392 






Exons 


818. .835, 819. .1151, 820 


I..1155, 879.. 


1154, 1102 . . 1155 






Seq. No. 


40847 


Seq. ID 


OJ990601_04.031O. 


C86 




Gene No . 


84571 


Strand 








Start 


2224 


End 


2958 






Name 


OJ990601 04.0310.C86.o2. 


tw Method 


TBLASTX : Wheat 






Start 


879 


End 


1044 






GI 


none 


Score 


169 






■ Exons 


879.. 992, 880. .1002, 984 


. . 1043, 993 


1043, 994 1044 




%J 

f n 


Seq. No. 


40847 


Seq. ID 


OJ990601_04.031O. 


C86 






84571 


Strand 






I L? 


Start 


2224 


End 


2958 






Name 


OJ990601 04.0310.C86.o3. 


gp Method 


AAT/GAP 




ty 


Start 


2224 


End 


2958 






GI 


none 


Score 


1282 






Exons 


2224. .2958 








1" 


Seq. No. 


40848 


Seq. ID 


OJ990601_04.031O. 


C87 




Gene No. 


84572 


Strand 


+ 






Start 


1617 


End 


1762 






Name 


OJ990601 04.0310.C87.ol. 


gp Method 


AAT/GAP 




[g 


Start 


1617 


End 


1762 






GI 


15680 2.R1084 


Score 


284 




EU 


Exons 


1617. .1762 








r ^ 


GI Descrip. 


»1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 








4-coumarate-CoA ligase gene, intron 1 


, partial sequence" 






Seq. No. 


40849 


Seq. ID 


OJ990601_04.031O. 


C88 




Gene No. 


84573 


Strand 


+ 






Start 


699 


End 


1597 






Name 


OJ990601 04.0310.C88.ol. 


tm Method 


TBLASTX: Maize 






Start 


666 


End 


1567 






GI 


none 


Score 


163 






Exons 


666.. 812, 698.. 808, 1183 


..1212, 1183. 


.1263, 1212. .1268, 








1213. .1263, 1357. .1566, 


1358. .1567, 1359. .1565 






Seq. No. 


40849 


Seq". ID 


OJ990601_04.031O. 


C88 




Gene No. 


84573 


Strand 


+ 






Start 


699 


End 


1597 






Name 


OJ990601 04.0310.C88.ol. 


gp Method 


AAT/GAP . 





40858 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



699 End 1597 

15680_2.R1084 Score 723 

699.. 809, 1183.. 1268, 1356.. 1597 

'1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



40849 
84573 
699 

OJ990601_04.0310.C88.ol.ts 

699 

none 

699. .812, 1189. .1263, 1215. 
1359. .1565 



Seq. ID OJ990601_04.0310.C88 

Strand + 

End 1597 

Method TBLASTX : Soybean 

End 1570 

Score 113 
,1289, 1353.. 1568, 1358.. 1570, 



Seq. No. 40849 

Gene No. 84573 

Start 699 

Name OJ990601_04 . 0310 .C88 .ol . tc 

Start 1192 

GI none 

Exons 1192. .1263, 
1359. .1565 



Seq. ID OJ990601_04.0310.C88 

Strand + 

End 1597 

Method TBLASTX : Cress 

End 1567 

Score 86 

1198. .1263, 1215. .1289, 1353.. 1544, 1358. .1567, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40850 Seq. ID OJ990601_04 . 0310 . C89 

84574 Strand + 

1 End 416 

0 J990601_04 . 0310 . C8 9 . ol . gp Method AAT/GAP 

1 End 416 

15680_1.R1084 Score 821 

1. .416 

'3348077 1.0e-33 (AF078080) isochorismate synthase [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40850 
84575 
4975 

OJ990601_04.0310.C89.o3.gp 

4975 

2427264 



Seq. ID OJ990601_04.0310.C89 

Strand + 

End 5727 

Method AAT/GAP 

End 5727 

Score 824 
4975.. 5140, 5299.. 5383, 5520.. 5727 

3348077 1.0e-33 (AF078080) isochorismate synthase [Arabidopsis 
thaliana] 



40850 
84576 
3274 

OJ990601_04.0310.C89.ol, 

1904 

none 

1904.. 1981, 2113.. 2196, 
3723.. 3806, 3724.. 3819, 
4308.. 4382, 4310.. 4381, 
5032.. 5127, 5296.. 5379, 
5761. .5835 



Seq. ID OJ990601_04.0310.C89 
Strand 

End 6010 
tc Method TBLASTX: Cress 

End 5836 

Score 75 
2114. .2197, 3481. .3603, 3482. .3604, 
3889. .4044, 4174. .4251, 4176. .4241, 
4591. .4698, 4820. .4885, 5024. .5140, 
5501. .5617, 5518. .5616, 5744. .5836, 



Seq. No. 



40850 



Seq. ID OJ990601_04 .0310.C89 



40859 



Gene No. 


84576 








Strand 




Start 


3274 








End 


6010 


Name 


OJ990601 04 


. 0310. 


C89.o2. 


ap 


Method 


AAT/GAP 


Start 


3274 ~~ 








End 


3473 


GI 


3106969 








Score 


372 


Exons 


3274. .3473 












Q<=>rr No . 


40850 








Seq. ID 


OJ990601_04.0310.C89 


Gpnp Mo . 


84576 








Strand 




Start 


3274 








End 


6010 


Name 


OJ990601 04 


.0310. 


C89.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4624 








End 


5557 


GI 


none 








Score 


119 


Exons 


4624. .4698, 


4625. 


.4708, 


4820. 


.4888, 4825.-4899, 4828.-4896, 




5020. .5127, 


5024 . 


.5140, 


5028. 


.5138, 5296.-5379, 5298.-5378, 




5321. .5383, 


5503. 


.5556, 


5519. 


.5557 




Sea. No. 


40850 








Seq. ID 


OJ990601_04.0310.C89 


Gene No. 


84576 








Strand 




Start 


3274 








End 


6010 


Name 


OJ990601 04 


.0310. 


C89.o.2. 


tm 


Method 


TBLASTX: Maize 


Start 


5558 








End 


6010 


GI 


none 








Score 


98 


Exons 


5558. .5617, 


5560. 


.5616, 


5742. 


.5834, 5743. .5835, 5744. .5836, 




5909. .5998, 


5917. 


. 5997, 


5918. 


.,6010, 5919.. 5999 


k_) C • IN ^ • 


40851 








Seq. ID 


OJ990601__04.0310.C107 




84577 








Strand 




Start 


23 








End 


2496 


Name 


OJ990601 04 


.0310. 


C107.O1 


. tm 


Method 


TBLASTX: Maize 


Start 


23 








End 


2496 


GI 


none 








Score 


60 


Exons 


23. .100, 1049. .1129, 1051. .1128, 1222. 


.1308, 1247.. 1297, 




1248. .1331, 


1406. 


.1525, 


1407. 


.1526, 1408. .1578, 1411. .1527, 




1649. .1840, 


1665. 


.1838, 


1665. 


.1841, 1666. .1845, 1975. .2076, 




1986. .2102, 


2155. 


.2283, 


2156. 


.2287, 2160. .2294, 2378.-2494, 




2380. .2496, 


2382. 


.2495 








Seq. No. 


. 40851 








Seq. ID 


OJ990601_04 .0310.C107 


Gene No. 


84577 








Strand 




Start 


23 








End 


2496 


Name 


OJ990601 04 


.0310. 


C107.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1406 








End 


2245 


GI 


none 








Score 


81 


Exons 


1406. .1525, 


1408. 


.1527, 


1665. 


.1853, 1669. .1842, 2135. .2245 


Seq. No. 


40851 








Seq. ID 


OJ990601_04.0310.C107 


Gene No. 


84577 








Strand 




Start 


23 








End 


2496 


Name 


OJ990601 04 


.0310. 


C107.O1 


.ts 


Method 


TBLASTX: Soybean 


Start 


1665 








End 


2495 


GI 


none 








Score 


85 


Exons 


1665. .1835, 


1666. 


.1839, 


1668. 


.1853, 2162. .2287, 2382.-2495 


Seq. No. 


40852 








Seq. ID 


OJ990601_04 . 0310 -C108 


Gene No. 


84578 








Strand 




Start 


272 








End 


488 



40860 





Name 


OJ990601 04.0310.C108.ol.ts 


Method 


TBLASTX : Soybean 




Start 


272 


End 


488 




GI 


none 


Score 


112 




Exons 


272. .445, 272. .487, 297. .488 








Seq. No. 


40852 


Seq. ID 


OJ990601_04.0310.C108 




Gene No. 


84578 


Strand 






Start 


272 


End 


488 




Name 


OJ990601 04.0310.C108.ol.tm 


Method 


TBLASTX: Maize 




Start 


272 


End 


470 




GI 


none 


Score 


159 




Exons 


272. .460, 272. .460, 273. .470 








Seq. No. 


40853 


Seq. ID 


OJ990601_04.0310.C109 




Gene No. 


84579 


Strand 


+ 




Start 


513 


End 


593 




Name 


r\ t ft ft ft <i c\ n n a ft o i ft r* i ft ft ^ i 

oj990d0i 04 . Ooio . cioy . Ol . gp 


Method 


AAT/GAP 




Start 


513 


End 


593 




GI 


8345 1.R1084 


Score 


119 




Exons 


513. .593 








GI Descrip. 


, 4538913/emb|CAB39650.1| l.Oe 


-16 (AL049482) putative protein 






[Arabidopsis thaliana] 1 








Seq. No. - 


40854 


Seq. ID 


OJ990601_04.0310.C115 


3 


Gene No. 


84580 


Strand 




IE? 


Start 


24 


End 


715 


n 


Name 


OJ990601 04.0310.C115.ol.ts 


Method 


TBLASTX : Soybean 


i § 


Start 


24 


End 


354 




GI 


none 


Score 


200 


y 


Exons 


24. .155, 26. .160, 27. .164, 64 


..162, 241. .348, 246. .353, 247. 




Seq. No. 


40854 


Seq. ID 


OJ990601_04.0310.C115 


y 


Gene No. 


84580 


Strand 






Start 


24 


End 


715 




Name 


OJ990601 04.0310.C115.ol.tm 


Method 


TBLASTX: Maize 




Start 


83 


End 


715 






none 


Score 


108 




Exons 


83. .160, 84. .164, 246. .353, 247. .354, 


459. .563, 461. .604, 






632. .715 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40855 Seq. ID OJ991116_04 . 0404 . C6 

84581 Strand + 

2019 End 2343 

OJ991116_04 .0404 .C6.o2.gp Method AAT/GAP 

2019 End 2343 

uC-osflcypl76fl0bl Score 520 

2019. .2343 

, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



40855 
84582 
72 

OJ991116_04 .0404.C6.ol.np 
72 

4680204 



Seq. ID OJ991116_04.0404.C6 
Strand 

End 4 362 

Method AAT/NAP 

End 4 362 

Score 903 



40861 



Exons 72.. 120, 2384.. 2851, 2926.-4362 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



40855 Seq. ID 

84582 Strand 

72 End 

OJ991116_04 . 0404 . C6 . ol . gs Method 

79 End 

none Score 



OJ991116_04.0404.C6 

4362 
GENSCAN 
4347 
.67 



79.-223, 857. .993, 1073. .1171, 1266. .1338, 1423. .1533, 
1630. .1803, 1913. .2003, 2095. .2424, 2441. .2584, 2710. .2851, 
2926. .3045, 3091. .3374, 3489. .4347 



Seq. No. 


40855 






Seq. ID 


OJ991116_04.0404.C6 


Gene No. 


84582 






Strand 




Start 


72 






End 


4362 


Name 


OJ991116 04.0404 


.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


396 






End 


4 92 


GI 


21474_1.R1084 ' 






Score 


138 


Exons 


396. .492 










GI Descrip. 


'3894159 2.0e-10 


(AC005312) 


hypothetical protein [Arabidopsis 




thaliana] 1 










Seq. No. 


40855 






Seq. ID 


OJ991116_04.0404.C6 


Gene No. 


84583 






Strand 




Start 


4671 






End 


4737 


Name 


OJ991116 04.0404 


,C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1464 






End 


1986 


GI 


none 






Score 


70 


Exons 


1464.. 1535, 1635 


. .1817, 


1642 


.,1767, 1906.. 1986 


Seq. No. 


40855 






Seq. ID 


OJ991116_04.0404.C6 


Gene No. 


84583 






Strand 




Start 


4671 






End 


4737 


Name 


OJ991116 04.0404 


.C6.ol. 


tw. 


Method 


TBLASTX: Wheat 


Start 


3316 






End 


3719 


GI 


none 






Score 


85 


Exons 


3316. .3486, 3449 


. .3616, 


3481 


..3717, 3568.. 3717, 3609.. 3719 


Seq. No. 


40855 






Seq. ID 


OJ991116_04.0404.C6 


Gene No. 


84583 






Strand 




Start 


4671 






End 


4737 


Name 


OJ991116 04.0404 


.C6.o3. 


gp 


Method 


AAT/GAP 


Start 


4671 






End 


4737 


GI 


342 1.R1084 






Score 


113 


Exons 


4671. .4737 










GI Descrip. 


■4574406/gb|AAD24042.1 | 


O.Oe+00 (AF121139) RIM2 protein [Oryza 



sativa] 1 



Seq. ID OJ991116_04.0404.C7 
Strand 

End 2617 
Method AAT/NAP 
End 2617 
Score 2366 
1464. .2617 

(AP001278) Similar to Arabidopsis thaliana chromosome II BAC 



Seq. No. 40856 

Gene No. 84584 

Start 1 

Name OJ 99111 6_0 4. 0404. C7.ol.np 

Start 1 

GI 7106515 

Exons 1..204, 286.. 500, 771.. 1373, 
GI Descrip. 



40862 



T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 
sativa] 



Seq. No. 40856 

Gene No. 84584 

Start 1 

Name OJ991116_04 . 0404 . C7 . ol .gs 

Start 505 

GI none 

Exons 505.. 752, 959.. 1385, 1464. 



Seq. ID OJ991116_04.0404.C7 
Strand 

2617 
GEN SCAN 
2568 
. 61 



End 

Method 
End 
Score 
.2568 



Seq. No. 40856 

Gene No. 84584 

Start 1 

Name OJ991116_04 . 0404 ,C7 . o2 . tm 

Start 1312 

GI none 

Exons 1312.. 1386, 1465. .1584, 1478.. 1597, 158 
1601. .1717 



Seq. ID OJ991116_04.0404.C7 
Strand 

2617 

TBLASTX : Maize 
1717 
77 

1713, 1595.. 1717, 



End 

Method 

End 

Score 



Seq. No. 40856 

Gene No. 84584 

Start 1 

Name OJ991116_04 . 0404 .C7.ol.tw 

Start 1600 

GI none 

Exons 1600.. 1875, 1601.. 1750 



Seq. ID OJ991116_04.0404.C7 
Strand 

End 2617 

Method ■ TBLASTX: Wheat 

End 1875 . 

Score 124 



Seq. No. 40856 

Gene No. 84584 

Start 1 

Name OJ991116_04 . 0404 .C7 . ol . tm 

Start 1720 

GI none 
Exons 



Seq. ID OJ991116_04,0404.C7 
Strand 

End 2617 

Method TBLASTX: Maize 

End 2523 

Score 75 



1720. .2001, 1808. .1963, 2005. .2454, 2470. .2523 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40857 
84585 
4893 

OJ991116_04.0404.C8.ol.np 

4893 

7486147 



Seq. ID OJ991116_04 .0404 .C8 

Strand + 

End 6834 

Method AAT/NAP 

End 6834 

Score 412 



4893. .5655, 5983. .6484, 6793. .6834 

hypothetical protein F25I24.40 - Arabidopsis thaliana 
gi I 4539357 | emb | CAB40051.il (AL049525) putative protein 
[Arabidopsis thaliana] gi | 7267781 | emb | CAB81184 . 1 | (AL161518) 
putative protein [Arabidopsis thaliana] 



40857 
84586 
313 

OJ991116_04.0404.C8.ol.gs 

313 - 

none 



Seq. ID OJ991116_04.0404.C8 
Strand 

End 6485 

Method GENSCAN 

End 5629 

Score ,46 



313. .486, 1032. .1107, 2376. .2458, 3701. .3811, 3951. .4030, 
4226.-4555, 4775. .4852, 5611. .5629 



40863 



Seq. No. 40857 

Gene No. 84586 

Start 313 

Name OJ991116_04 . 0404 . C8 . ol . tm 

Start 5105 

GI none 
Exons 



Seq. ID OJ991116_04.0404.C8 
Strand 

End 6485 

Method TBLASTX: Maize 

End 6419 

Score 113 



5105. .5251, 5294. .5407, 5409. .5633, 5480. .5638, 5988. .6362, 
6393. .6419 



Seq. No. 40857 

Gene No. 84586 

Start 313 

Name OJ991116_04 . 0404 . C8 . ol . tw 

Start 6153 

GI none 

Exons 6153.. 6485 



Seq. ID OJ991116_04.0404.C8 
Strand 

End 6485 

Method TBLASTX : Wheat 

End 6485 

Score 233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40858 
84587 
223 

OJ991116_04 . 0404 . C12 . ol . gs Method GENSCAN 



Seq. ID OJ991116_04.0404.C12 
Strand + 
End 251 



223 
none 

223. .251 



End 
Score 



251 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40859 
84588 
78 



Seq. ID OJ991116_04.0404.C13 
Strand 

End 634 



OJ991116 04.0404. C13.ol.gs Method GENSCAN 



78 

none 

78. .296, 584. .634 

40860 
84589 
391 



End 
Score 



634 
.46 



Seq. ID OJ991116_04.0404.C14 
Strand 

End 1542 



OJ991116_04 . 0404 . C14 . ol . gs Method GENSCAN 

391 End 1542 

none Score .87 

391. .501, 640. .768, 857. .1542 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40861 Seq. ID OJ991116_04 . 04 04 . C15 

84590 Strand 

1 End 1559 

OJ991116_04 . 0404 . C15 . ol . np Method AAT/NAP 

1 End 1559 

4680204 Score 592 

1. .1559 

(AF114171) hypothetical protein [Sorghum bicolor] 

40861 Seq. ID OJ991116_04 . 0404 . C15 

84590 Strand 

1 End 1559 

OJ991116_04 . 0404 . C15 . ol . gs Method GENSCAN 

10 End 1544 

none Score .71 

10. .151, 244. .662, 770. .947, 1080. .1544 



40864 




Seq. No. 


40861 


Seq. ID 


OJ991116_04. 0404. CIS 


Gene No. 


84591 


Strand 




Start 


1662 


End 


1842 


Name 


OJ991116 04-0404. CIS. ol.tw 


Method 


TBLASTX: Wheat 


Start 


540 


End 


938 


GI 


none 


Score 


79 


Exons 


540. .707, 544. .708, 697. .837, 


702. .938, 744. .869 


Seq. No. 


40861 


Seq. ID 


OJ991116_04 . 0404 .CIS 


Gene No. 


84591 


Strand 




Start 


1662 


End 


1842 


Name 


OJ991116 04.0404.C15.ol.gp 


Method 


AAT/GAP 


Start 


1662 


End 


1842 


GI 


LIB3477-003-P1-K1-E9 


Score 


87 


Exons 


1662.. 1726, 1803.. 1842 






GI Descrip. 


'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 40862 Seq. ID OJ991116_04 ( 

Gene No. 84592 Strand + 

Start 44 End 492 

Name OJ991116_04 . 0404 . C16. ol .gs Method. GENSCAN 

Start 44 ' _ End 4 92 

GI none Score . 98 

Exons 44.. 492 



0404. C16 



Seq. No. 40862 Seq. ID OJ991116_04 . 0404 . C16 

Gene No. 84593 Strand + 

Start 2666 End 8731 

Name OJ991116_04 . 0404 .C16 ,o2 .np Method AAT/NAP 

Start 2666 End 8731 

GI 6063554 Score 195 

Exons 2666.. 2737, 6592.. 6900, 7004.. 7236, 7892.-7922, 8557.. 8731 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



Seq. No. 40862 Seq. ID OJ991116_04 . 0404 . C16 

Gene No. 84594 Strand 

Start 491 End 8544 

Name OJ991116_04 . 0404 . C16 . ol . gp Method AAT/GAP 

Start 4 91 End 4 389 

GI 342_1.R1084 Score 6081 

Exons 491.. 4389 

GI Descrip. ' 4574406/gb| AAD24042 . 1 | O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40862 Seq. ID 

84594 Strand 
4 91 End 

OJ991116_04.0404.C16.o2.gs Method 

1057 - End 
none Score 



OJ991116_04.0404 .C16 

8544 
GENSCAN 
8544 
.46 



1057.. 1392, 1483.. 2886, 2938.. 3074, 3163-.3533, 3693.. 3933, 
4033. .4393, 6652. .6921, 6969. .7131, 7154. .7463, 8463. .8544 



40865 




Seq. No. 


40862 




Seq. ID 


OJ991116_04 


.0404. C16 


Gene No. 


84594 




Strand 






Start 


491 




End 


8544 




Name 


OJ991116 04 


.0404 .C16.ol.np 


Method 


AAT/NAP 




Start 


1078 




End 


4387 




GI 


4680203 




Score 


3159 




Exons 


1078. .2061, 


2338.. 2565, 2719. 


.4387 






GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


40862 




Seq. ID 


OJ991116_04 


.0404. C16 


Gene No. 


84594 . 




Strand 






Start 


491 




End 


8544 




Name 


OJ991116 04 


.0404.C16.o2.gp 


Method 


AAT/GAP 




Start 


4254 




End 


4879 




GI 


2310235 




Score 


293 




Exons 


4254. .4393, 


4842. .4879 








GI Descrip. 


5852182/emb 


ICAB55420.il 9.0e- 


13 (AL117265) zhb0012 


. 1 [Oryza 



sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40862 Seq. ID OJ991116_04 . 0404 . C16 

84594 Strand 

491 End 8544 

OJ991116_04 . 0404 . C16 . o3 . gp Method AAT/GAP 

5294 End 5364 

uC-osflM202097dl0bl Score 90 

5294. .5364 

M062935/dbj | AB003495.il AB003495 3.0e-14 Oryza sativa DNA for 

dihydrof lavonol 4-reductase, complete cds ' 



Seq. No. 40862 
Gene No. 84595 
Start 9099 

Name OJ99111 6_04 . 04 04 . C16 . ol . tw 

Start 1132 
GI none 

Exons 1132.. 1224, 1133.. 1198, 1149. 

1241.. 1291, 1298.. 1378, 1300. 
1394. .1495, 1426, .1494, 1435. 
1547.. 1867, 1563.. 1880, 1907. 



OJ991116_04.0404.C16 
9398 

TBLASTX: Wheat 

2452 

52 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1220, 1213.. 1293, 1230.. 1289, 
.1416, 1300. .1446, 1307. .1447, 
.1863, 1495. .1536, 1531. .1878, 
.2452, 2016.. 2126, 2032.. 2451 



Seq. No. 40862 Seq. ID 

Gene No. 84595 Strand 

Start 9099 End 

Name OJ991116_04 . 0404 .C16.ol. tc Method 

Start 1714 End 

GI none Score 

Exons 1714. .1863, 1714 .. 1878, 1718 .. 18 67 , 1907. .2164, 1986. .2168, 
2032. .2160 



OJ991116_04.0404.C16 
9398 

TBLASTX: Cress 

2168 

104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40862 Seq. ID 

84595 Strand 

9099 End 
OJ991116_04 . 0404 . CI 6 . o2 . tm Method 

2095 End 

none Score 

2095. .2325, 2095. .2409, 2123. .2398 



OJ991116_04.0404.C16 
9398 

TBLASTX: Maize 

2409 

74 



40866 






Seq. No. 


40862 








Seq. ID 


OJ991116_04 .0404.C16 




Gene No. 


84595 








Strand 






Start 


9099 








End 


9398 




Name 


OJ991116 04 


.0404. 


C16.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


2467 








End 


2907 




GI 


none 








Score 


73 




Exons 


2467. .2550, 


2468. 


.2542, 


2476. 


.2622, 2548.. 2790, 2605.. 2775, 






2609. .2794, 


2762. 


.2905, 


2785. 


.2907 






Seq. No. 


40862 








Seq. ID 


OJ991116_04.0404.C16 




Gene No. 


84595 








Strand 






Start 


9099 








End 


9398 




Name 


OJ991116 04 


.0404. 


C16.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2966 








End 


3427 




GI 


none 








Score 


102 




Exons 


2966. .3163, 


3173. 


.3427, 


3173. 


.3415 






Seq. No. 


40862 








Seq. ID 


OJ991116_04.0404.C16 




Gene No. 


84595 








Strand 






Start 


9099 








End 


9398 




Name 


OJ991116 04 


.0404. 


C16.o2 


.tw 


Method 


TBLASTX: Wheat 




Start . 


3003 








End 


3472 




GI 


none 








Score 


166 




Exons 


3003. .3209, 


3008. 


.3211, 


3008. 


.3211, 3210.. 3302, 3212.. 3310, 


ps 




3213. .3305, 


3314. 


.3418, 


3318. 


.3419, 3416.. 3472, 3420.. 3461 


y 


Seq. No. 


40862 








Seq. ID 


OJ991116_04 .0404.C16 




Gene No. 


84595 








Strand 




a? 


Start 


9099 








End 


9398 


y 


Name 


OJ991116 04 


.0404. 


C16.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


3260 








End 


3608 




GI 


none 








Score 


82 




Exons 


3260. .3601, 


3264. 


.3407, 


3456. 


.3608 






Seq. No. 


40862 








Seq. ID 


OJ991116_04.0404.C16 




Gene No. 


84595 








Strand 






Start 


9099 








End 


9398 




Name 


OJ991116 04 


.0404. 


C16.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


3341 








End 


3770 




GI 


none 








Score 


110 




Exons 


3341. .3637, 


3354. 


.3605, 


3632. 


.3694, 3687.. 3770, 3695.-3769 




Seq. No. 


40862 








Seq. ID 


OJ991116_04.0404.C16 




Gene No. 


84595 








Strand 






Start 


9099 








End 


9398 




Name 


OJ991116 04 


.0404. 


C16.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3691 








End 


4078 




GI 


none 








Score 


179 




Exons 


3691. .3933, 


3701. 


.3952, 


3702. 


.3944, 3709. .3951, 3949. .4068, 






3950. .4078 














Seq. No. 


40862 








Seq. ID 


OJ991116_04.0404.C16 




Gene No. 


84595 








Strand 






Start 


9099 








End 


9398 




Name 


OJ991116 04 


.0404. 


C16.o4 


.gp 


Method 


AAT/GAP 




Start 


9099 








End 


9398 



40867 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



431 



61605_3.R1084 Score 
9099.. 9398 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 

40863 Seq. ID OJ991116_04 . 04 04 . C17 

84596 Strand + 

366 End 857 

OJ991116_04.0404.C17.ol.np Method AAT/NAP 

366 End 857 

7442184 Score 875 

366. .857 

pathogenesis-related protein class 1 - rice 

gi|1888551|gb|AAB49685.1| (U89895) pathogenesis-related protein 
class 1 [Oryza sativa] 



Seq. No. 


40863 




Seq. ID 


OJ991116 04.0404 


.C17 


Gene No. 


84597 




Strand 


+ 




Start 


2256 




End 


2553 




Name 


OJ991116 04.0404.C17.o2. 


np 


Method 


AAT/NAP 




Start 


2256 




End 


2553 




GI 


6815099 




Score 


81 




Exons 


2256. .2553 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40863 




Seq. ID 


OJ991116_04.0404 


.C17 


Gene No. 


84598 




Strand 






Start 


2777 




End 


3056 




Name 


OJ991116 04.0404.C17.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


393 




End 


857 




GI 


none 




Score 


179 




Exons 


393.. 533, 429.. 578, 434. 


.562, 


596. .619, 


597. .620, 621.. 


857, 




623. .853 










Seq. No. 


40863 




Seq. ID 


OJ991116_04.0404 


.C17 


Gene No. 


84598 




Strand 






Start 


2777 




End 


3056 




Name 


OJ991116 04.0404.C17.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


411 




End 


857 




GI 


none 




Score 


144 




Exons 


411. .533, 423. .557, 434. 


.556, 


546. .578, 


596.. 853, 597.. 


857 


Seq. No. 


40863 




Seq. ID 


OJ991116_04.0404 


.C17 


Gene No. 


84598 




Strand 






Start 


2777 




End 


3056 




Name 


OJ991116 04.0404.C17.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


416 




End 


866 




GI 


none 




Score 


206 




Exons 


416. .577, 420. .578, 596. 


.859, 


597. .866 






Seq. No. 


40863 




Seq. ID 


OJ991116_04.0404 


.C17 


Gene No. 


84598 




Strand 






Start 


2777 




End 


3056 




Name 


OJ991116 04.0404.C17.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


419 




End 


860 




GI 


none 




Score 


189 




Exons 


419. .577, 420. .578, 597. 


.620, 


627. .704, 


717. .794, 789.. 


860 



40868 



Seq. No. 40863 Seq. ID 

Gene No. 8.4598 Strand 

Start 2777 End 

Name OJ 99111 6_0 4. 0404. C17.o2.gs Method 

Start 2777 End 

GI none Score 

Exons 2777.. 2934, 3017.. 3056 



OJ991116_04.0404.C17 

3056 
GEN SCAN 
3056 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991116_04.0404.C19 
+ 

11637 
AAT/NAP 
11613 
900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40864 Seq. ID 

84599 Strand 
7528 End 
OJ991116_04 . 0404 .C19 . ol .np Method 
7528 End 
5668772 Score 
7528. .7947, 10678. .11613 

(AC005916) Similar to gb|Z84571 anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase from Dianthus 
caryophyllus . [Arabidopsis thaliana] 

gi|6693014|gb|AAF24940.1|AC012375_3 (AC012375) T22C5.6 
[Arabidopsis thaliana] 



40864 Seq. ID 

84599 Strand 

7528 End 
OJ991116_04.0404 .C19.o2.gs Method 

7528 End 

none Score 

7528. .7744, 7862. .7965 



Seq. No. 40864 Seq. ID 

Gene No. 84599 Strand 

Start 7528 End 

Name 0 J991 1 1 6_0 4 . 0 4 0 4 . CI 9 . o3 . gs Method 

Start 10786 End 

GI none Score 

Exons 10786. .11637 



OJ991116_04.0404.C19 
+ 

11637 
GEN SCAN 
7965 
.47 



OJ991116_04.0404.C19 
+ 

11637 
GENSCAN 
11637 
.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40864 Seq. ID 

84600 Strand 

4219 End 

OJ991116_04.0404.C19.ol.gs Method 

4219 End 

none Score 



OJ991116_04 .0404 .C19 

5815 
GENSCAN 
5815 
.87 



4219. .4280, 4369. .4817, 4900. .5031, 5811. .5815 



Seq. No. 40864 Seq. ID 

Gene No. 84 601 Strand 

Start 7537 End 

Name OJ991116_04 . 0404 .C19 . ol . ts Method 

Start 7537 End 

GI none Score 

Exons 7537.. 7794 



OJ991116_04.0404.C19 
7794 

TBLAS.TX : Soybean 

7794 

229 



Seq. No. 
Gene No. 
Start 



40864 
84602 
11053 



Seq. ID 

Strand 

End 



OJ991116_04.0404.C19 
11553 



40869 




Name 


OJ991116 04.0404.C19.ol.tc 


Method 


TBLASTX: Cress 




Start 


11053 ~ 


End 


11553 






GI 


none 


Score 


140 






Exons 


11053. .11193, 11263.. .11346, 


11355. .11528, 11356. 


.11553 




Seq. No. 


40864 


Seq. ID 


OJ991116_ 


04 .0404 


.C19 


Gene No. 


84602 


Strand 








Start 


11053 


End 


11553 






Name 


OJ991116 04.0404.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


11215 


End 


11430 






GI 


none 


Score 


192 






Exons 


11215. .11421, 11221. .11430 










Seq. No. 


40865 


Seq. ID 


OJ991116_ 


04.0404 


.C20 


Gene No. 


84603 


Strand 


+ 






Start 


1796 


End 


7011 






Name 


OJ991116 04.0404.C20.ol.gs 


Method 


GEN SCAN 






Start 


1796 


End 


3404 






GI 


none 


Score 


.77 






Exons 


1796.. 1920, 2234.. 2418, 2626 


..2859, 3175. .3404 






Seq. No. 


40865 


Seq. ID 


OJ991116_ 


04.0404 


.C20 


Gene No. 


84603 


Strand 


+ 






Start 


1796 


End 


7011 






Name 


OJ991116 04.0404.C20.ol.np 


Method 


AAT/NAP 






Start 


2208 


End 


7011 






GI 


6630696 


Score 


1041 






Exons 


2208.. 3028, 6945.. 7011 










GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) 


correspond 



region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


40865 


Seq. ID 


OJ991116_04.0404 


.C20 


Gene No. 


84604 


Strand 


+ 




Start 


9940 


End 


11246 




Name 


OJ991116 04.0404.C20.o5.np 


Method 


AAT/NAP 




Start 


9940 


End 


11246 




GI 


7228450 


Score 


227 




Exons 


9940.. 10048, 10696. .10787, 


10918. .11049, 11135. .11246 




GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40865 


Seq. ID 


OJ991116_04.0404 


.C20 


Gene No. 


84605 


Strand 


+ 




Start 


14215 


End 


15570 




Name 


OJ991116 04.0404.C20.o4.gs 


Method 


GEN SCAN 




Start 


14215 


End 


15570 




GI 


none 


Score 


.48 




Exons 


14215. .15570 








Seq. No. 


40865 


Seq. ID 


OJ991116_04.0404 


.C20 


Gene No. 


84606 


Strand 






Start 


3869 


End 


9196 




Name 


OJ991116 04.0404.C20.o3.np 


Method 


AAT/NAP 




Start 


3869 


End 


9193 




GI 


7444442 


Score 


239 




Exons 


3869.. 3893, 5158.. 5319, 8591.. 9193 






GI Descrip. 


gag/pol polyprotein - maize 


retrotransposon Hopscotch 





40870 



gii531389|gb|AAA57005.1| (U12626) copia-like retrotransposon 
Hopscotch polyprotein [Zea mays] 





Seq. No. 


40865 


Seq. ID 


OJ991116_04.0404.C20 




Gene No. 


84606 


Strand 






Start 


3869 


End 


9196 




Name 


OJ991116 04.0404.C20.o2.np 


Method 


AAT/NAP 




Start 


4977 


End 


5477 




GI 


130940 


Score 


689 




Exons 


4977. .5477 








GI Descrip. 


PATHOGENES I S -RELATE D PROTEIN 


PRMS PRECURSOR 




gi|100906|pir| IS14969 pathogenesis-related protein - maize 






gi | 22454 | emb|CAA38223 | (X54325) pathogenesis-related prote 






[Zea mays] 








Seq. No. 


40865 


Seq. ID 


OJ991116_04.0404.C20 




Gene No. 


84606 


Strand 






Start 


3869 


End 


9196 




Name 


OJ991116 04.0404.C20.o4.np 


Method 


AAT/NAP 




Start 


8430 


End 


9196 




GI 


7444451 


Score 


406 




Exons 


8430. .8490, 8590. .9196 








GI Descrip. 


probable gag/pol polyprotein 


- long-staminate rice 




retrotransposon retrofit gi I 


2586082 |gb IAAB82754.il (U72725) 






retrofit .[Oryza longistaminata] 




'~ x - 5 


Seq. No. 


40865 


Seq. ID 


OJ991116_04.0404.C20 




Gene No. 


84607 


Strand 




s ™ 


Start 


10016 


End 


13537 




Name 


OJ991116 04.0404 .C20.o3.gs 


Method 


GENSCAN 


Ly 


Start 


10016 


End 


13537 


3 


GI 


none 


Score 


.43 


fjj 


Exons 


10016. .10116, 12290. .13140, 


13179. .13537 




Seq. No. 


40865 


Seq. ID 


OJ991116_04.0404.C20 


13 


Gene No. 


84608 


Strand 






Start 


16488 


End 


17148 




Name 


OJ991116 04.0404.C20.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2108 


End 


2499 




GI 


none 


Score 


84 




Exons 


2108.. 2191, 2128.. 2181, 2277 


..2498, 2288.-2479, 2317. .2499, 






2340. .2498 







Seq. No. 


40865 








Seq. ID 


OJ991116_04.0404 


.C20 


Gene No. 


84608 








Strand 






Start 


16488 








End 


17148 




Name 


OJ991116 04 


.0404 


.C20.O2 


tm 


Method 


TBLASTX: Maize 




Start 


2277 








End 


2558 




GI 


none 








Score 


219 




Exons 


2277. .2558, 


2289 


. .2555 










Seq. No. 


40865 








Seq. ID 


OJ991116_04.0404 


.C20 


Gene No. 


84608 








Strand 






Start 


16488 








End 


17148 




Name 


OJ991116 04 


.0404 


.C20.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


4941 








End 


5400 




GI 


none 








Score 


415 





40871 






Exons 


4941. .5399, 


4942 


. .5400 










Seq. No. 


40865 








Seq. ID 


OJ991116_04.0404.C20 




Gene No. 


84608 








Strand 






Start 


16488 








End 


17148 




Name 


OJ991116 04 


.0404 


.C20.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4954 








End 


5468 




GI 


none 








Score 


323 




Exons 


4954. .5280, 


4956 


. .5282, 


5271 


..5468, 5287. .5460 




Seq. No. 


40865 








Seq. ID 


OJ991116_04.0404.C20 




Gene No. 


84608 








Strand 






Start 


16488 








End 


17148 




Name 


OJ991116 04 


.0404 


.C20.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4974 








End 


5447 




GI 


none 








Score 


126 




Exons 


4974. .5042, 


5046 


. .5150, 


5130 


..5204, 5190. .5447, 5218. .5388 




Seq. No. 


40865 








Seq. ID 


OJ991116_04.0404.C20 




Gene No. 


84608 








Strand 






Start 


16488 








End 


17148 




Name 


OJ991116 04 


.0404 


.C20.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


4977 








End 


5400 




GI 


no'ne 








Score 


185 


%J 


Exons 


4977. .5213, 


4981 


. .5211, 


5214 


..5399, 5215. .5400 




Seq. No. 


40865 








Seq. ID 


OJ991116_04.0404.C20 




Gene No. 


84608 








Strand 






Start 


16488 








End 


17148 


" ™ 


Name 


OJ991116 04 


.0404 


.C20.O5 


. gs 


Method 


GENSCAN 




Start 


16488 








End 


17148 




GI 


none 








Score 


.87 


i y 


Exons 


16488. .16600, 17061.. 17148 








Seq. No. 


40866 








Seq. ID 


OJ991116_04.0404.C21 




Gene No. 


84609 








Strand 


+ 




Start 


247 








End 


8015 




Name 


OJ991116 04 


.0404 


,C21.ol 


. gs 


Method 


GENSCAN 




Start 


247 








End 


7869 


f 1 


GI 


none 








Score 


.49 




Exons 


247. .328, 1165.. 


1466, 1486..- 


1842, 2843 


. .3106, 3404.. 3622, 






6093. .6119, 


7464 


. .7559, 


7669 


..7722, 7774. .7869 




Seq. No. 


40866 








Seq. ID 


OJ991116_04.0404.C21 




Gene No. 


84609 








Strand 


+ 




Start 


247 








End 


8015 




Name 


OJ991116 04 


.0404 


.C21.o3 


.np 


Method 


AAT/NAP 




Start 


2866 








End 


7866 




GI 


7485298 








Score 


858 




Exons 


2866. .3106, 


3404 


. .3622, 


4069 


..4199, 5100. .5282, 7461. .7563, 



7602. .7866 

GI Descrip. hypothetical protein A_TM021B04 . 11 - Arabidopsis thaliana 

git 2191197 | gb | AAB61082.il (AF007271) contains similarity to 
Synechococcus PCC7942 chromosomal region used as basis of 
neutral sitell recombinational cloning vector (PID: gll74192 ) 
[Arabidopsis thaliana] 



40872 



Seq. No. 40866 Seq. ID 

Gene No. 84609 Strand 

Start 247 End 

Name OJ991116_04 . 0404 . C21 . ol . gp Method 

Start 7448 End 

GI 39116_1.R1084 Score 

Exons 7448.. 7559, 7669.. 8015 

GI Descrip. '2191197 1.0e-32 (AF007271) contains similarity to Synechococcus 
PCC7942 chromosomal region used as basis of neutral sitell 
recombinational cloning vector (PID: gll74192 ) [Arabidopsis 
thaliana] 1 



OJ991116_04.0404.C21 
+ 

8015 
AAT/GAP 
8015 
864 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40866 
84610 
59 

OJ991116_04.0404.C21.ol.np 
59 

6063554 



OJ991116 04.0404.C21 



Seq. ID _ 
Strand 

End 2195 
Method AAT/NAP 
End 2195 
Score 135 
59. .277, 1406. .1616, 2160. .2195 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 





protein [Oryza sativa] 










Seq. No. 


40866 






Seq. ID 


■ OJ991116 


04 . 0404 .C21 


Gene No. 


84610 






Strand 






Start 


59 






End 


2195 




Name 


OJ991116 04 


.0404.C21.o2 


.np 


Method 


AAT/NAP 




Start 


785 






End 


1682 




GI 


5852178 






Score 


512 




Exons 


785. .879, 1243. .1347, 1379.. 


1682 






GI Descrip. 


(AL117265) 


zhb0008.1 [Oryza 


sativa] 






Seq. No. 


40866 






Seq. ID 


OJ991116 


_04.0404.C21 


Gene No. 


84611 






Strand 






Start 


8617 






End 


8760 




Name 


OJ991116 04 


.0404.C21.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2911 






End 


5209 




GI 


none 






Score 


166 




Exons 


2911. .2964, 


2957. .3109, 


3035 


..3106, 3043.. 3108, 


3401. .3559, 




3403. .3618, 


3457. .3624, 


4065 


..4133, 4068. .4151, 


4069. .4155, 




4069. .4170, 


5091. .5207, 


5093 


..5209, 5094. .5207, 


5099. .5209 


Seq. No. 


40866 






Seq. ID 


OJ991116 


_04.0404.C21 


Gene No. 


84611 






Strand 






Start ■ 


8617 






End 


8760 




Name 


OJ991116 04 


.0404.C21.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2984 






End 


3559 




GI 


none 






Score 


119 




Exons 


2984. .3109, 


3043. .3108, 


3401 


..3559, 3403.. 3558 




Seq. No. 


40866 






Seq. ID 


OJ991116 


_04.0404.C21 


Gene No. 


84611 






Strand 






Start 


8617 






End 


8760 




Name 


OJ991116 04 


.0404.C21.o2 


. gs 


Method 


GENSCAN 




Start 


8617 






End 


8760 




GI 


none 






Score 


.65 




Exons 


8617. .8760 













40873 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start < 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40867 
84612 
1 

OJ991116_04 . 0404 . C22 . ol . np 
1 

2443320 
1. .1159 

(D85597) polyprotein [Oryza australiensis] 



Seq. ID OJ991116_04.04O4 
Strand 

End 1159 

Method AAT/NAP 

End 1159 

Score 1718 



,C22 



40867 Seq. ID 

84612 Strand 
1 End 
OJ991116_04 . 0404 . C22 . o2 . tm Method 
6 End 
none Score 

6. .122, 12. .110, 144. .320, 163. .321 



40867 
84612 
1 

OJ991116_04.0404.C22.o2.tw 
6 

none 

6. .404, 7. .402 

40867 
84612 
1 

OJ991116_04.0404.C22.ol.gs 
9 

none 
9. .656 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



40867 Seq. ID 

84612 * Strand 

1 End 
OJ9911I6_04.0404.C22.ol.ts Method 

12 End 

none Score 
12. .116, 144. .506 

40867 Seq. ID 

84612 Strand 

1 End 
OJ991116_04.0404 .C22.ol.tm Method 

384 End 

none Score 
384. .689, 666. .827 

40867 Seq. ID 

84612 Strand 

1 End 
OJ991116_04 . 0404 . C22 . ol . tw Method 

477 End 

none Score 

477. .1133, 478. .1134, 513. .1154, 631.. 



OJ991116_04 .0404.C22 
1159 

TBLASTX: Maize 

321 

62 



OJ991116_04.0404.C22 
1159 

TBLASTX: Wheat 

404 

283 



OJ991116_04.0404.C22 

1159 
GENS CAN 
656 
.47 



OJ991116_04.0404.C22 
1159 

TBLASTX : Soybean 

506 

214 



OJ991116_04.0404.C22 
1159 

TBLASTX: Maize 

827 

61 



OJ991116_04 . 0404 .C22 
1159 

TBLASTX: Wheat 
1158 
461 
1158 



40874 




Seq. No. 


40867 






Seq. ID 


OJ991116_04 


.0404 


.C22 


Gene No. 


84612 






Strand 








Start 


1 






End 


1159 






Name 


OJ991116 04 


.0404.C22.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


837 






End 


1138 






GI. 


none 






Score 


95 






Exons 


837. .938, 916. .1134, 95j 


. .1138 








Seq. No. 


40868 






Seq. ID 


OJ991116 04 


.0404 


.C25 


Gene No. 


o4d1j 






Strand 


+ 






Start 


1032 






End 


1201 






Name 


OJ991116_04 


.0404.C25.ol. 


gs 


Method 


GENSCAN 






Start 


1032 






End 


1201 






GI 


none 






Score 


.8 






Exons 


1032 . . 1201 














Seq. No. 


40868 






Seq. ID 


OJ991116_04 


.0404 


.C25 


Gene No. 


84614 






Strand 


+ 






Start 


2582 






End 


3069 






Name 


OJ991116_04 


.0404.C25.ol. 


np 


Method 


AAT/NAP 






Start 


2582 






End 


3069 






GI 


7340884 






Score 


97 






Exons 


2582. .2738, 


2960. .3069 












GI Descrip. 


(AP001551) 


Similar to Antirrhinum ma jus transposon 


Tam3 


gene for 




transposase 


. (AB013982) 


[Oryza sativa] 








Seq. No. 


40868 






Seq. ID 


OJ991116_04 


.0404 


.C25 


Gene No . 


84615 






Strand 








Start 


2847 






End 


3062 






Name 


OJ991116_04 


.0404.C25.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1406 






End 


2085 






GI 


none 






Score 


69 






Exons 


1406. * 1552, 


1578. .1727, 


1792. 


.1947, 1963.. 2085 






Seq. No. 


40868 






Seq. ID 


OJ991116_04 


.0404 


.C25 


Gene No. 


84615 






Strand 








Start 


2847 






End 


3062 






Name 


OJ991116 04 


.0404.C25.o2. 


gs 


Method 


GENSCAN 






Start 


2847 






End 


3062 






GI 


none 






Score 


.81 




- 


Exons 


2847. .3062 














Seq. No. 


40869 






Seq. ID 


OJ991116_04 


.0404 


.C26 


Gene No . 


84616 






Strand 


+ 






Start 


19 






End 


2190 






Name 


OJ991116 04 


.0404.C26.ol. 


gs 


Method 


GENSCAN 






Start 


19 






End 


2190 






GI 


none 






Score 


.76 






Exons 


19. .122, 185. .838, 1068. 


.2190 










Seq. No. 


40869 






Seq. ID 


OJ991116_04 


.0404 


.C26 


Gene No. 


84617 






Strand 


+ 






Start 


3126 






End 


6629 






Name 


OJ991116 04 


.0404.C26.ol. 


np 


Method 


AAT/NAP 






Start 


3126 






End 


6629 






GI 


7488294 






Score 


342 







40875 



Exons 3126.. 3179, 4518.. 5117, 6583.. 6629 

GI Descrip. reticuline oxidase homolog F21C20.170 - Arabidopsis thaliana 
gi I 5262222 |emb| CAB45848.il (AL080254) reticuline oxidase-like 
protein [Arabidopsis thaliana] gi | 7268878 | emb | CAB79082 . 1 | 
(AL161553) reticuline oxidase-like protein [Arabidopsis 
thaliana] 



Seq. No. 40869 

Gene No. 84618 
Start . 4446 

Name OJ991116_04 . 0404 .C26.o2.np 
Start - 3781 

GI 7451380 

Exons 3781.. 3804, 5122.. 5251, 
GI Descrip. chitinase (EC 3.2.1.14) 



OJ991116 04.0404.C26 



Seq. ID _ 
Strand 

End 7025 
Method AAT/NAP 
End 6695 
Score 57 
6675. .6695 
III C10923 - rice 
gi I 2696233 | dbj IBAA23812.il (D55714) chitinase [Oryza sativa] 
gi| 4884512|dbj IBAA77774.il (AB027421) class III chitinase 
homologue (OsChib3H-b) [Oryza sativa] gi | 4884514 | dbj | BAA77775 . 1 1 
(AB027422) class III chitinase homologue (0sChib3H-b) [Oryza 
sativa] 





Seq. No. 


40869 




Seq. ID 


OJ991116_04.0404 


.C26 




Gene No . 


84618 




Strand 








Start 


4446 




End 


7025 






Name 


OJ991116 04 


.0404 .C26.o2.gs 


Method 


GENSCAN 






Start 


4446 




End 


7025 




if H 


GI 


none 




Score 


.88 




f! s 


Exons 


4446. .4793, 


4924.. 5113, 5118 


..5676, 6980.. 7025 




n 


Seq. No. 


40869 




Seq. ID 


OJ991116_04.0404 


.C26 


i J 


Gene No. 


84618 




Strand 








Start 


4446 




End 


7025 




I : 5 


Name 


OJ991116 04 


.0404.C26.ol.ts 


Method 


TBLASTX: Soybean 






Start 


4545 




End 


5079 






GI 


none 




Score 


130 






Exons 


4545. .4703, 


4550.. 4699, 4777 


..4857, 4906. .4989, 4984. .5079 




Seq. No. 


40870 




Seq. ID 


OJ991116_04.0404 


.C28 




Gene No. 


84619 




Strand 


+ 




T S3" 


Start 


1 




End 


1780 






Name 


OJ991116 04 


.0404.C28.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


1777 






GI 


6723416 




Score 


711 






Exons 


1..26, 958. 


.1777 










GI Descrip. 


(AL132965) 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


40870 




Seq. ID 


OJ991116_04.0404 


.C28 




Gene No. 


84619 




Strand 


+ 






Start 


1 




End 


1780 






Name 


OJ991116 04 


.0404 .C28.ol.gs 


Method 


GENSCAN 






Start 


124 




End 


1780 






GI 


none 




Score 


.49 






Exons 


124. .276, 763.. 954, 1115. .1780 








Seq. No. 


40870 




Seq. ID 


OJ991116_04.0404 


.C28 




Gene No. 


84620 




Strand 


+ 






Start 


3311 




End 


6488 





40876 




Name 


OJ991116 04 


.0404 


.C28.ol.ts 


Method 


TBLASTX : Soybean 




Start 


969 






End 


1480 




GI 


none 






Score 


73 




Exons 


969. .1085, 


1085. 


.1480, 1294. 


.1467 






Seq. No. 


40870 






Seq. ID 


OJ991116_04.0404. 


C28 


Gene No. 


84620 






Strand 


+ 




Start 


3311 • 






End 


6488 




Name 


OJ991116 04 


.0404 


.C28.ol.tm 


Method 


TBLASTX: Maize 




Start 


975 






End' 


1489 




GI 


none 






Score 


91 




Exons 


975. .1085, 


980. . 


1084, 1084.. 


1215, 1085 


..1489, 1300. .1488 




Seq. No. 


40870 






Seq. ID 


OJ991116_04.0404. 


C28 


Gene No. 


84620 






Strand 


+ 




Start 


3311 






End 


6488 




Name 


OJ991116 04 


.0404 


.C28.ol.tc 


Method 


TBLASTX: Cress 




Start 


1241 






End 


1809 




GI 


none 






Score 


207 




Exons 


1241. .1510, 


1309 


..1809, 1553 


. .1801 






Seq. No. 


40870 






Seq. ID 


OJ991116_04.0404. 


C28 


Gene No. 


84620 






Strand 


+ ' 




Start 


3311 






End 


6488 




Name 


OJ991116 04 


.0404 


.C28.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1486 






End 


1785 




GI 


none 






Score 


258 




Exons 


1486. .1527, 


1487 


. .1780>. 1597 


..1779, 1714. .1785 




Seq. No. 


40870 






Seq. ID 


OJ991116_04.0404. 


C28 


Gene No. 


84620 






Strand 


+ 




Start 


3311 






End 


6488 




Name 


OJ991116 04 


.0404 


.C28.o2.tm 


Method 


TBLASTX: Maize 




Start 


1499 






End 


1780 




GI 


none 






Score 


231 




Exons 


1499. .1780, 


1594 


. .1779 








Seq. No. 


40870 






Seq. ID 


OJ991116_04.0404. 


C28 


Gene No. 


84620 






Strand 


+ 




Start 


3311 






End 


6488 




Name 


OJ991116 04 


.0404 


.C28.o2.gs 


Method 


GEN SCAN 




Start 


3311 






End 


5954 




GI 


none 






Score 


.68 




Exons 


3311. .3391, 


3680 


..3851, 4126 


..4329, 4894. .5086, 5153. .5954 


Seq. No. 


40870 






Seq. ID 


OJ991116_04.0404. 


C28 


Gene No. 


84620 






Strand 


+ 




Start 


3311 






End 


6488 




Name 


OJ991116 04 


.0404 


.C28 .o2 .np 


Method 


AAT/NAP 




Start 


4884 






End 


6488 




GI 


2443320 






Score 


2035 




Exons 


4884. .6488 












GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 




Seq. No. 


40870 






Seq. ID 


OJ991116_04.0404. 


C28 


Gene No. 


84620 






Strand 


+ 




Start 


3311 






End 


6488 





40877 



■ _ V 





Name 


OJ991116_04 


f\ A A A 

. 0404 


. C28 .o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


5094 








End 


5428 




GI 


none 








Score 


213 




Exons 


5094 . . 5426, 


5216 


. . 5428 










Seq. No. 


40870 








Seq. ID 


OJ991116_04 . 0404 .C28 




Gene No. 


84620 








Strand 


+ 




Start 


3311 








End 


6488 




Name 


OJ991116_04 


.0404 


.C28.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


5888 








End 


6363 




GI 


none 








Score 


266 




Exons 


5888 . . 6136, 


5898 


. . 6134, 


5899. 


.6168, 6157.. 6360, 6163. .6363, 






6189. . 6362 














Seq. No. 


40870 








Seq. ID 


OJ991116_04 .0404 .C28 




Gene No. 


84620 








Strand 


+ 




Start 


3311 








End 


6488 




Name 


OJ991116_04 


.04 04 


•Czo.Oi 


. ts 


Method 


TBLASTX : Soybean 




Start 


6196 








End 


6486 




GI 


none 








Score 


105 




Exons 


6196 . . 6330, 


6355 


. .6486 










Seq. No. 


40871 








Seq. ID 


OJ991116 04.0404.C30 




Gene No. 


84621 








Strand 




5 ; 
■= ST 

PS. 


Start 


185 








End 


310 '- 




Name 


OJ991116_04 


. 0404 


.C30.ol 


.gs 


Method 


GEN SCAN 


ffr 


Start 


185 








End 


310 




GI 


none 








Score 


.55 


C3 


Exons 


185. . 310 












1:1 


Seq. No. 


40872 








Seq. ID 


OJ991116_04 .0404 .C31 




Gene No. 


84622 








Strand 




ru 


Start 


608 








End 


784 


E 


Name 


OJ991116_04 


. 0404 


. C31 . ol 


. gs 


Method 


GENSCAN 


? ~ 


Start 


608 








End 


784 




GI 


none 








Score 


.6 




Exons 


608 . .784 












* =. 


Seq. No. 


40873 








Seq. ID 


OJ991116_04.0404.C33 




Gene No. 


84623 








Strand 






Start 


410 








End 


567 




Name 


^ Tftm 11/" f\ a 

OJ991116 04 


. 0404 


.C33 .ol 


.gs 


Method 


GENSCAN 




Start 


410 








End 


567 




GI 


none 








Score 


.77 




Exons 


410 . .567 














Seq. No. 


40874 








Seq. ID 


OJ991116_04.0404.C34 




Gene No. 


84624 








Strand 


+ 




Start 


857 








End 


4404 




Name 


OJ991116_04 


.0404 


.C34 ,ol 


.gs 


Method 


GENSCAN 




Start 


857 








End 


4404 




GI 


none 








Score 


.45 




Exons 


857. .1064, 


1413. 


.1489, 


1626. . 


2777, 2858. .2980, 3964. .4404 




Seq. No. 


40874 








Seq. ID 


OJ991116_04.0404.C34 




Gene No. 


84625 








Strand 


+ 




Start 


5692 








End 


5834 



40878 




Name 


OJ991116 04 


.0404 


.C34.ol 


.gp 


Method 


AAT/GAP 


Start 


5692 








End 


5834 


GI 


21474. 1.R1084 






Score 


225 


P. von s 


5692 5834 












QT DescriD. 


'3894159 2 


0e-10 


(AC005312) hypothetical protein [Arabidops 




thaliana] ' 












Cpn NO 


40874 








Seq. ID 


OJ991116_04.0404.C34 


Gene No. 


84626 








Strand 




Start 


6307 








End 


9910 


Name 


OJ991116 04 


.0404 


.C34 .o2 


.np 


Method 


AAT/NAP 


Start 


6221 ~ 








End 


9910 


GI 


4680204 








Score 


921 


TCxons 


6221 6363, 


6714 


. .6932, 


7027. 


.7188, 7282..8378, 8468. .9910 


GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 


Seer . No . 


40874 








Seq. ID 


OJ991116_04.0404.C34 


Gene No . 


84626 








Strand 




Start 


6307 








End 


9910 


Name 


OJ991116 04 


.0404 


.C34.o2 


.gs 


Method 


GENSCAN 


Start 


6307 ~ 








End 


9775 


GI 


none 








Score 


.7 


_j no 


6307 6393 


6473 


. .6571, 


6666. 


.6738, 6822. .6932, 7027. .7199, 




7332 . .7953, 


7993 


. .8080, 


8237. 


.8378, 8474..8S93, 8639. .8916, 




9037. .9238, 


9389 


. .9576, 


9652. 


.9775 




Seq. No. 


40874 








Seq. ID 


OJ991116_04.0404.C34 


Gene No. 


84626 








Strand 




Start 


6307 








End 


9910 


Name 


OJ991116 04 


.0404 


.C34.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


8864 








End 


9267 


GI 


none 








Score 


73 


Exons 


8864. .9034, 


8865 


. .8981, 


9024. 


.9164, 9029. .9265, 9038. .9265, 



9157. .9267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID OJ991116_04.0404.C35 

Strand + 

End 1094 

Method AAT/GAP 

End 1094 

Score 758 



40875 
84627 
650 

OJ991116_04.0404 .C35.ol.gp 
650 

LIB3431-028-P1-N1-A10 
650. .720, 748. .1094 

»4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



40875 
84628 
1 

OJ991116_04 .0404.C35.o2.gp 
1 

342_1.R1084 
1. .1910 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ991116_04.0404.C35 
Strand 

End 1910 

Method AAT/GAP 

End 1910 

Score 3080 



40875 
84628 



Seq. ID OJ991116_04.0404.C35 
Strand 



40879 



Start 


1 




End 


1910 




Name 


OJ991116 04.0404.C35.ol 


. qs 


Method 


GENSCAN 




Start 


713 




End 


1771 




GI 


none 




Score 


.53 




Exons 


713. .1771 










Seq. No. 


40875 




Seq. ID 


OJ991116_04.0404 


.C35 


Gene No . 


84628 




Strand 






Start 


1 




End 


1910 




Name 


OJ991116 04 . 0404 ,C35.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


788 




End 


1906 




GI 


none 




Score 


50 




Exons 


788. .880, 789. .854, 869 


. .949, 


880. .927 


, 962.. 1075, 963. 


.1076, 




1050. .1145, 1082. .1141, 


1148. . 


1192, 1153.. 1194, 1187.. 1906, 




1202. .1519, 1404. .1898, 


1639. . 


1902 






Seq. No. 


40875 




Seq. ID 


OJ991116JD4.0404 


.C35 


Gene No. 


84628 




Strand 






Start 


1 




End 


1910 




Name 


OJ991116 04.0404.C35.ol 


,np 


Method 


AAT/NAP 




Start 


1272 




End 


1910 




GI 


6742729 




Score 


959 




Exons 


1272.. 1910 










GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


40875 




Seq. ID 


OJ991116JD4.0404 


.C35 


Gene No. 


84628 




Strand 






Start 


1 




End . 


1910 




Name 


OJ991116 04.0404.C35.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1369 




End 


1821 




GI 


none 




Score 


75 




Exons 


1369. .1620, 1391. .1813, 


1394. . 


,1519, 1395.. 1817, 1404.. 1817, 




1639. .1821 










Seq. No. 


40876 




Seq. ID 


OJ991116_04.0404 


.C37 


Gene No. 


84629 




Strand 


+ 




Start 


1 




End 


1075 




Name 


OJ991116 04 .0404 .C37 .ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


1075 




GI 


342 1.R1084 




Score 


1865 




Exons 


1. .1075 










GI Descrip. 


•4574406/gb|AAD24042.1 | 


0.0e+00 (AF121139) RIM2 protein 


[Oryz, 




sativa] ' 










Seq. No. 


40876 




Seq. ID 


OJ991116_04.0404 


.C37 


Gene No. 


84629 




Strand 


+ 




Start 


1 




End 


1075 




Name 


OJ991116 04.0404.C37.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


850 




GI 


6742729 




Score 


1309 




Exons 


1. .850 










GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


40876 




Seq. ID 


OJ991116_04.0404 


.C37 


Gene .No. 


84629 




Strand 


+ 




Start 


1 




End 


1075 




Name 


OJ991116 04.0404.C37.ol 


.tw 


Method 


TBLASTX: Wheat 





40880 






Start 


18 


End 


1072 




GI 


none 


Score 


151 




Exons 


18. .275, 19. .276, 20. .253, 21 


..281, 274. .483, 275. .919, 






276. .437, 278. .742, 483.-935, 


603. .920 


, 930. .974, 934. .969, 






951. .974, 977. .1072, 981. .1040, 1019.. 


1072, 1020. . 1070 




Seq. No. 


40876 


Seq. ID' 


OJ991116_04.0404.C37 




Gene No. 


84629 


Strand 


+ 




Start 


1 


End 


1075 




Name 


OJ991116 04.0404.C37.ol.tm 


Method 


TBLASTX: Maize 




Start 


61 


End 


374 




GI 


none 


Score 


203 




Exons 


61. .276, 72. .308, 276.-374 








Seq. No. 


40876 


Seq. ID 


OJ991116 04.0404.C37 




Gene No. 


84629 


Strand 


+ 




Start 


1 


End 


1075 




Name 


OJ991116 04.0404.C37.ol.tc 


Method 


TBLASTX: Cress 




Start 


305 


End 


753 




GI 


none 


Score 


169 




Exons 


305. .748, 309. .437, 343. .462, 


483. . 752 


, 502. .753, 603. .752 


_ 


Seq. No. 


40877 


Seq. ID 


OJ991216 01. 0403. C3 


si" 


Gene No. 


84630 


Strand 


+ 


~l 


Start 


1051 


End 


2384 


H 


Name 


OJ991216 01.0403.C3.ol.gs 


Method 


GENS CAN 


. , 

y 


Start 


1051 


End 


2384 




GI 


none 


Score 


.64 


3 

Li 


Exons 


1051.. 1466, 1480.. 1850, 1960. 


.2384 




1 


Seq. No. 


40877 


Seq. ID 


OJ991216_01.0403.C3 


Li 


Gene No. 


84630 


Strand 


+ 




Start 


1051 


End 


2384 




Name 


OJ991216 01.0403.C3.ol.np 


Method 


AAT/NAP 


J 


Start 


1057 


End 


2381 


. 3 


GI 


5042418 


Score 


278 




Exons 


1057. .2381 






Z 


GI Descrip. 


(AC006193) Hypothetical Protein [Arabidopsis thaliana] 


3 


Seq. No. 


40877 


Seq. ID 


OJ991216_01.0403.C3 


J 


Gene No. 


84631 


Strand 






Start 


2967 


End 


5066 




Name 


OJ991216 01.0403.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1312 


End 


2402 




GI 


none 


Score 


111 




Exons 


1312. .1410, 1411. .1476, 1502. 


.1609, 1643. .1822, 1660. .1821, 






1835.. 1957, 1995.. 2210, 1997. 


.2176, 2279. .2374, 2280. .2402 




Seq. No. 


40877 


Seq. ID 


OJ991216_01.0403.C3 




Gene No. 


84631 


Strand 






Start 


2967 


End 


5066 




Name 


OJ991216 01.0403.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


1529 


End 


1957 




GI 


none 


Score 


69 




Exons 


1529.. 1609, 1604.. 1789, 1642. 


.1782, 1873. .1947, 1874. .1957 




Seq. No. 


40877 


Seq. ID 


OJ991216_01.0403.C3 



40881 




Gene No. 




Strand 




Start 


2967 


End 


5066 


Name 


OJ991216 01.0403.C3.o2.gs 


Method 


GENSCAN 


Start 


2967 


End 


5066 


GI 


none 


Score 


.84 


Exons 


2967.. 2992, 3359.. 3545, 3618. 


.3749, 3990. .4120, 4901. .5066 


Seq. No. 


40878 


Seq. ID 


OJ991216_01.0403.C4 


Gene No. 


84632 


Strand 




Start 


1892 


End 


3197 


Name 


OJ991216 01.0403.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


707 


End 


1044 


GI 


none 


Score 


137 


Exons 


707. .832, 732. .848, 733. .834, 


855. .926, 


856. .927, 881. .928, 




917. .1039, 920. .1039, 925. .1044, 928. .1041 


Seq. No. 


A CiQ "7 Q 


Seq. ID 


OJ991216_01.0403.C4 


Gene No. 




Strand 




btaru 




End 


3197 


Name 


OJ991216 01.0403.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


732 


End 


953 


GI 


none 


Score 


158 


Exons 


732. .833, 733. .834, 820. .927, 


843. .926, 


846. .941, 881. .928, 




921.. 947, .922.. . 948,. 924.. 953 






Seq. No. 


40878 


Seq. ID 


OJ991216_01.0403.C4 


Gene No . 


84632 


Strand 




Start 


1892 


End 


3197 


Name 


OJ991216 01.0403.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


855 


End 


1041 


GI 


none 


Score 


81 


Exons 


855.. 926, 856.. 927, 881.. 928, 


922.. 1041, 923.. 1039 


Seq. No. 


40878 


Seq. ID 


OJ991216_01.0403.C4 


Gene No. 


84632 


Strand 




o tar t. 


1892 


End 


3197 


Name 


OJ991216 01.0403.C4.ol.np 


Method 


AAT/NAP 


Start 


1892 


End 


3197 


GI 


6815099 


Score 


85 


Exons 


1892.. 2007, 3176.. 3197 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


40879 


Seq. ID 


OJ991216_01.0403.C5 


Gene No . 


84633 


Strand 




Start 


27 


End 


1110 


Name 


OJ991216 01.0403.C5.ol.gs 


Method 


GENSCAN 


Start 


27 


End 


1110 


GI 


none 


Score 


.9 


Exons 


27. .150, 1034. .1110 






Seq. No. 


40879 


Seq. ID 


OJ991216_01.0403.C5 


Gene No. 


84633 


Strand 




Start 


27 


End 


1110 


Name 


OJ991216 01.0403.C5.ol.gp 


Method 


AAT/GAP 


Start 


498 


End 


744 


GI 


52217 1.R1084 


Score 


415 


Exons 


498. .744 







40882 



GI Descrip. ' 3688528/emb | CAA06243 . 1 | l.Oe-14 (AJ004958) pre-pro-TPE4A 
protein [Pisum sativum] 1 



Sea. No. 


40880 


Seq. ID 


OJ991216 


Gene No . 


84634 


Strand 




Start 


224 


End 


1114 


Narne 


OJ991216 01.0403.C6.ol.gs 


Method 


GEN SCAN 


Start 


224 ~ 


End 


1114 


GI 


none 


Score 


. 55 


Exons 


224. .1114 






Seq. No. 


40881 


Seq. ID 


OJ991216 


Gene No . 


84635 


Strand 


+ 


Start 


9965 


End 


11914 


Name 


OJ991216 01.0403.C9.o3.np 


Method 


AAT/NAP 


Start 


9965 


End 


11914 


GI 


5803259 


Score 


2603 


Exons 


9965.. 11226, 11326.. 11914 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 


Seq. No. 


40881 


Seq. ID 


OJ991216 


Gene No 


84635 


Strand 


+ 


Start 


9965 


End 


11914 


Name 


OJ991216 01.0403.C9.o4.gs 


Method 


GENS CAN 


Start 


,9965 


End 


11750 - 


GI 


none 


Score 


.96 


Exons 


9965. .11226, 11326.. 11750 






Sea No 


40881 


Seq. ID 


OJ991216 


Cpnp Mr> 


84636 


Strand 




Start 


2061 


End 


11914 


Name 


OJ991216 01.0403.C9.o2.gs 


Method 


GEN SCAN 


Start 


2061 


End 


5726 


GI 


none 


Score 


1 


Exons 


2061. .5726 






Seq. No. 


40881 


Seq. ID 


OJ991216 


Gene No. 


84636 


Strand 




Start 


2061 


End 


11914 


Name 


OJ991216 01.0403.C9.ol.np 


Method 


AAT/NAP 


Start 


2064 


End 


8215 


GI 


7228457 


Score 


9280 


Exons 


2064. .3614, 3681. .4832, 4955. .5789, 5853. .7787, 


GI Descrip. 


(AP001366) Similar to Sorghum bicolor 1 


Gypsy-Ty3 




retrotransposon RetroSorl, 


polyprotein 


. (AF0988i 




sativa] 






Sea No . 


40881 


Seq. ID 


OJ991216 


Gene No. 


84636 


Strand 




Start 


2061 


End 


11914 


Name 


OJ991216 01.0403.C9.o5.tm 


Method 


TBLASTX : ] 


Start 


2064 


End 


2204 


GI 


none 


Score 


121 


Exons 


2064.. 2204, 2065. '.2199 






Seq. No. 


40881 


Seq. ID 


OJ991216 


Gene No. 


84636 


Strand 





7849. .8215 
type 

)6) [Oryza 



40883 




>D L a. J- U 


2061 








End 


11914 


Name 


OJQQ1216 01 


0403 . 


C9 . o7 . 


tw 


Method 


TBLASTX: Wheat 


Of a r 4- 
o i_ a. J. u 


2073 ~ 








End 


2675 


ul 










Score 


75 


V von q 


2073 2198 


2077 . 


.2199, 


2384 . 


.2674, 2385.-2675, 2392.. 2670 


Seq. No. 


40881 








Seq. ID 


OJ991216_01 .0403.C9 


Gene No. 


84636 








Strand 


— 


k_) i_ a. J- l. 


2061 








End 


11914 


IN di lie 


OJ991216 01. 


0403. 


C9.o3. 


tw 


Method 


TBLASTX: Wheat 


o Lai u 


2676 ~~ 








End 


3057 




none 








Score 


171 


CiAUl 1 0 


2676. . 3056, 


2707 . 


.2955, 


3001. 


.3057 




Seq. No. 


40881 








Seq. ID 


OJ991216_01 .0403.C9 


Gene No. 


84636 








Strand 


— 


Start 


2061 








End 


11914 


Name 


OJ991216 01. 


0403. 


C9.o3. 


tm 


Method 


TBLASTX : Mai ze 


O L.O. J- U 


2832 ~~ 








End 


3185 




none 








Score 


192 


rvons 

i— 1 \S 1 1 


2832. .2879, 


2871. 


.3185, 


2884. 


.3150 




Seq. No. 


40881 








Seq. ID 


OJ991216_01.0403.C9 


Gene No. 


84636 








Strand 


— * 


Start 


2061 








'End 


11914 


Name 


O.TQQ1 216 01 


0403 . 


C9 . 08 . 


tw 


Method 


TBLASTX: Wheat 


OLal L 


JJO / 








End 


3708 


ul 










Score 


70 


IT von q 


3387 3647 


3601 . 


. 3708 








Seq. No. 


40881 








Seq. ID 


OJ991216_01.0403.C9 


Gene No. 


84636 








Strand 


— 


Start 


2061 








End 


11914 


IN CUUC 


OJ991216 01 


0403 . 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 


9 "ha rt* 


3736 ~~ 








End 


5781 


V3-L 


none 








Score 


382 




3736 3783 


5319 . 


. 5780, 


5326. 


.5781 




Seq. No. 


40881 








Seq. ID 


OJ991216_01.0403.C9 


Gene No. 


84636 








Strand 




Start 


2061 








End 


11914 


in aiuc 


OJ991216 01 


0403 . 


C9 . 06. 


tw 


Method 


TBLASTX: Wheat 


JLai l 


3786 ~ 








End 


4160 


GI 


none 








Score 


39 


P. von s 


3786 3851. 


3787 . 


. 3840, 


3898 . 


.4071, 3912. .4160, 3912. .4136 


Seq. No. 


40881 








Seq. ID 


OJ991216_01.0403.C9 


Gene No. 


84636 








Strand 




Start 


2061 








End 


11914 


Name 


OJ991216 01 


0403 . 


C9 . ol . 


ts 


Method 


■ TBLASTX : Soybean 


k_J L. CI -L U 


4761 ~~ 








End 


5132 


GI 


none 








Score 


90 


Exons 


4761. .5132, 


4972. 


.5115 








Seq. No. 


40881 








Seq. ID 


OJ991216_01.0403.C9 


Gene No. 


84636 








Strand 




Start 


2061 








End 


11914 



40884 



Name 

Start 

GI 

Exons 



OJ991216_01.0403.C9.o2.tw Method 

4786 End 

none Score 
4786. .5211, 4791. .5210 



TBLASTX: Wheat 

5211 

317 



Seq. No. 40881 Seq. ID 

Gene No. 84636 Strand 

Start 2061 End 

Name 0 J991216_01 . 0403 . C9 . o2 . tm Method 

Start 4884 End 

GI none Score 

Exons 4884.. 5267, 4903.. 5268 



OJ991216_01.0403.C9 
11914 

TBLASTX: Maize 

5268 

226 



Seq. No. 40881 Seq. ID 

Gene No. 84 636 Strand 

Start 2061 End 

Name OJ991216_01 . 0403 ,C9 .ol . tm Method 

Start 5295 End 

GI none Score 

Exons 5295.. 5411, 5295.. 5651, 5305.. 5616 



OJ991216_01.0403.C9 
11914 

TBLASTX: Maize 

5651 

69 





Seq. No. 


40881 








Seq. ID 


OJ991216_01.0403.C9 




Gene No. 


84636 








Strand 






Start 


2061 








End 


11914 




Name 


OJ991216 01 


.0403. 


C9.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


5376 








End 


5741 




GI 


none 








Score 


117 




Exons 


5376. .5510, 


5517. 


.5741 










Seq. No. 


40881 








Seq. ID 


OJ991216_01.0403.C9 




Gene No. 


84636 








Strand 






Start 


2061 








End 


11914 




Name 


OJ991216 01 


.0403. 


C9.o3. 


gs 


Method 


GEN SCAN 




Start 


5790 








End 


8876 


3 


GI 


none 








Score 


.57 




Exons 


5790. .6292, 


6340. 


.7133, 


7187. 


.7281, 7406. .8233, 8730. .8876 




Seq. No. 


40881 








Seq. ID 


OJ991216_01.0403.C9 




Gene No. 


84636 








Strand 




3 


Start 


2061 








End 


11914 




Name 


OJ991216 01 


.0403. 


C9.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5973 








End 


6431 




GI 


none 








Score 


175 




Exons 


5973. .6296, 


5977. 


.6237, 


6299. 


.6430, 6300.. 6431 



Seq. No. 40881 

Gene No. 84 636 

Start 2061 

Name OJ991216_01.0403.C9.o5.tw 

Start 7169 

GI none 
Exons 



Seq. ID OJ991216_01.0403.C9 



Strand 
End 

Method 

End 

Score 



11914 

TBLASTX: Wheat 

7561 

95 



7169. .7426, 7203. .7442, 7409. .7507, 7410. .7502, 7514. .7561 



Seq. No. 40881 Seq. ID OJ991216_01 . 0403 . C9 

Gene No. 84636 Strand 

Start 2061 End - 11914 

Name OJ991216 01 . 0403.C9.o4 . tm Method TBLASTX : Maize 



40885 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7271 
none 

7271. .7519, 7272. .7556 



End 
Score 



7556 
107 



40881 
84636 
2061 

OJ991216_01.0403.C9.o2.np 
8446 
5042454 



Seq. ID OJ991216_01.0403.C9 
Strand 

11914 
AAT/NAP 
11914 
343 



End 
- Method 
End 
Score 

8446. .8499/ 8730. .8902, 9581. .9737, 10959 .. 11161, 11735 .. 11834 , 
11885. .11914 

(AC007789) putative polyprotein [Oryza sativa] 



40882 
84637 
1 

OJ991216_01 . 0403 . C10 . ol . np 
1 

127749 



Seq. ID OJ991216_01. 0403. C10 

Strand + 

End 3268 

Method AAT/NAP 

End 3268 

Score 94 



1..48, 2483.-2628, 3023. .3268 

MYOSIN IC HEAVY CHAIN gi | 71609 | pir | IMWAXIC myosin heavy chain IC 
- Acanthamoeba castellanii gi 1155625 (J02974) myosin IB heavy 
chain [Acanthamoeba castellanii] 



Seq. No. 


40882 








Seq. ID 


OJ991216_01. 0403. C10 


Gene No. 


84638 








Strand 




Start 


1477 








End 


5038 


Name 


OJ991216 01 


.0403. 


ClO.ol 


.gs 


Method 


GENSCAN 


Start 


1477 








End 


5038 


GI 


none 








Score 


.91 


Exons 


1477. .1597, 


2553. 


.2635, 


2729. 


.3032, 3203.. 3348, 4904.. 5038 


Seq. No. 


40883 








Seq. ID 


OJ991216_01.0403.C11 


Gene No. 


84639 








Strand 


+ 


Start 


58 








End 


2897 


Name 


OJ991216 01 


.0403. 


Cll.ol 


.gs 


Method 


GENSCAN 


Start 


58 






End 


2897 . 


GI 


none 








Score 


.62 


Exons 


58. .208, 559. .605 


, 2834 


. .2897 






Seq. No. 


40883 








Seq. ID 


OJ991216_01.0403.C11 


Gene No. 


84640 








Strand 




Start 


1 








End 


6355 


Name 


OJ991216 01 


.0403. 


Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


6355 


GI 


4680204 








Score 


61 


Exons 


1..60, 355. 


.452, 


4241. . 


4365, 


4507. .4570, 6279.. 6355 


GI Descrip. 


" (AF114171) 


hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


40883 








Seq. ID 


OJ991216_01.0403.C11 


Gene No. 


84641 








Strand 




Start 


6613 








End 


8267 


Name 


OJ991216 01 


.0403. 


Cll.o3 


.gs 


Method 


GENSCAN 


Start 


6613 








End 


8267 


GI 


none 








Score 


.81 


Exons 


6613. .6798, 


7052. 


.7130, 


7218. 


.7328, 7744. .8135, 8140. .8267 



40886 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991216_01.0403.C12 
Strand 

1444 



40884 
84642 

94 End 
OJ991216JU . 0403 . C12 . ol . gs Method GEN SCAN 
94 End 1444 

none Score .94 

94. .801, 887. .1138, 1400. .1444 



Seq. ID OJ991216_01.0403.C13 
Strand 

4202 



40885 
84643 

1 End 

OJ991216_01.0403.C13.ol.np Method AAT/NAP 

1 End 4202 

4680203 Score 1505 

1..20, 269. .1023, 1300. .1527, 1687. .1791, 1861. .3415, 4161. .4202 
(AF114171) TNP2-like protein [Sorghum bicolor] 

40885 Seq. ID ' OJ991216_01 . 0403 . C13 

84643 Strand 

1 End 4202 

OJ991216_01 . 0403 . C13 . ol . tw Method TBLASTX : Wheat 

212 End 1416 

none Score 78 

212. .271, 283. .387, 290. .382, 400. .504, 418. .474, 493. .648, 
509. .682, 703. .1416, 887. .1363 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40885 Seq. ID OJ991216_01 . 04 03 . C13 

84643 Strand 

1 End 4202 

0 J991216_01 .0403. C13 . o3 . tm Method TBLASTX : Maize 

512 End 807 

none Score 81 

512. .625, 514. .633, 637. .807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40885 
84643 
1 

0J991216 01.0403.C13.ol.tc Method TBLASTX: Cress 



Seq. ID OJ991216_01.0403.C13 
Strand 

End 4202 



703 
none 

703. .1125, 887. .1126 

40885 
84643 
1 



End 
Score 



1126 
118 



Seq. ID OJ991216_01.0403.C13 
Strand 

End 4202 



OJ991216 01.0403.C13.ol.tm Method TBLASTX: Maize 



1057 
none 



End 
Score 



1440 
298 



1057.. 1371, 1061.. 1372, 1372.. 1440 



Seq. ID OJ991216_01.0403.C13 
Strand 

4202 



40885 
84643 

1 End 

OJ991216_01 . 04 03 . C13 . o3 . tw Method TBLASTX : Wheat 

2045 End 2388 

none Score 38 



40887 






Exons 


2045. .2095, 


2056 


. .2094, 


2104. 


.2202, 2128. .2190, 2252. .2344, 






2263. .2346, 


2356 


. .2388 












Seq. No. 


40885 








Seq. ID 


OJ991216_01 . 0403 


. C13 




Gene No. 


84643 








Strand 








Start 


1 








End 


4202 






Name 


OJ991216 01 


.0403 


,C13.o2 


.tc 


Method 


TBLASTX: Cress 






Start 


2296 








End 


2649 






GI 


none 








Score 


84 






Exons 


2296.-2649, 


2351 


. .2554, 


2392. 


.2562 








Seq. No. 


40885 








Seq. ID 


0 J9 9 1 2 1 6_0 1.0403 


. C13 




Gene No. 


84643 








Strand 








Start 


1 








End 


4202 






Name 


OJ991216 01 


.0403 


.C13.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


2317 








End 


2554 






GI 


none 








Score 


128 






Exons 


2317. .2520, 


2317 


. .2523, 


2333. 


.2554 








Seq. No. 


40885 








Seq. ID 


OJ991216_01.0403 


.C13 




Gene No. 


84643 








Strand 








Start 


1 








End 


4202 






Name 


OJ991216 01 


.0403 


.C13.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


2392 








End 


2976 






GI 


none 








Score 


68 






Exons 


2392. .2520, 


2511 


. .2612, 


2512. 


.2631, 2518.. 2637, 2531.. 2635, 


t- i E 




2666. .2920, 


2681 


. .2770, 


2686. 


.2976 








Seq. No. 


40885 








Seq. ID 


OJ991216_01.0403 


.C13 




Gene No. 


84643 








Strand 








Start 


1 








End 


4202 






Name 


OJ991216 01 


.0403 


.C13.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


2681 








End 


2964 




E 


GI 


none 








Score 


103 




f-. 

" \. 


Exons 


2681. .2941, 


2686 


. .2964 










•S 


Seq. No. 


40886 








Seq. ID 


OJ991216_01.0403 


.C14 




Gene No. 


84644 








Strand 


+ 




^ =? 


Start 


839 








End 


6828 




i-i 


Name 


OJ991216 01 


.0403 


.C14.ol 


. gs 


Method 


GENS CAN 




[3 


Start 


839 








End 


3312 






GI 


none 








Score 


.65 






Exons 


839. .947, 1730. . 


3312 












Seq. No. 


40886 








Seq. ID 


OJ991216_01.0403 


.C14 




Gene No. 


84644 








Strand 


+ 






Start 


839 








End 


6828 






Name 


OJ991216 01 


.0403 


.C14.ol 


. np 


Method 


AAT/NAP 






Start 


1783 








End 


6828 






GI 


4689223 








Score 


697 






Exons 


1783. .2354, 


2532 


. .4422, 


6802. 


.6828 








GI Descrip. 


(AF118127) disease resistance protein 


12 [Lycopersicon 








esculentum] 
















Seq. No. 


40886 








Seq. ID 


OJ991216101.0403 


.C14 




Gene No. 


84644 








Strand 


+ 






Start 


839 








End 


6828 





40888 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991216_01.0403.C14.o2.gs 

4489 

none 

4489. .4710, 4885. .5085 



Method GENSCAN 
End 5085 
Score . 63 



40886 Seq. ID 

84645 Strand 
5503 End 
OJ991216_01.0403.C14.o3.np Method 
5503 End 
7485231 Score 
5503. .5545, 7453. .8455, 8486. .8682, 
hypothetical protein A_IG002N01 . 30 
(fragment) gi | 2191151 | gb | AAB61038 . 1 | (AF007269) contains 
similarity to membrane associated salt-inducible protein 
[Arabidopsis thaliana] 



OJ991216_01.0403.C14 

10046 
AAT/NAP 
10046 - 
420 
9961. .10046 
Arabidopsis thaliana 



Seq. No. 


40886 








Seq. ID 


OJ991216_01.0403 


.C14 


OC11C INU • 


84645 








Strand 






o Lai. L. 


5503 








End 


10046 






OJ991216 01 


0403 


. C14 . o3 




Mpt hod 


GENSCAN 




O Lai u 


7405 ~~ 








End 


8913 




rij 
ox 


none 








Score 


1 






7 4 OS 8 913 














Seq. No. 


40886 


- 






Seq. ID 


OJ991216_01.0403 


.C14 




84 fi4fi 








Strand 






o L. a. i- u 


996S 

^ ^ u o 








End 


10327 




Name 


OJ991216 01 


0403 


.C14 .o4 


• gs 


Method 


GENSCAN 




uiai L 


9965 ~~ 








End 


10327 




(IT 


none 








Score 


.51 






9965 10327 

Zf Zf \J *J . . X V <*J / 














Seq. No. 


40886 








Seq. ID 


OJ991216_01.0403 


.C14 


Gene No. 


84647 








Strand 






Start 


11679 








End 


13262 




Name 


OJ991216 01. 


0403 


.C14.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3055 








End 


3392 




GI 


none 








Score 


208 




Exons 


3055. .3351, 


3063 


. .3392 










Seq. No. 


40886 








Seq. ID 


OJ991216_01.0403 


.C14 


Gene No. 


84647 








Strand 






Start 


11679 








End 


13262 




Name 


OJ991216 01. 


0403 


.C14.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3076 








End 


4197 




GI 


none 








Score 


228 




Exons 


3076. .3384, 


3460 


. .3525, 


3697. 


.3864, 3979.. 4197 




Seq. No. 


40886 








Seq. ID 


OJ991216_01.0403 


.C14 


Gene No. 


84647 








Strand 






Start 


11679 








End 


13262 




Name 


OJ991216 01. 


0403 


.C14.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


" 7768 








End 


7971 




GI 


none 








Score 


114 




Exons 


7768. .7926, 


7768 


. .7971, 


7793. 


.7930 







40889 



End 

Method 

End 

Score 



Seq. No. 40886 

Gene No. 84647 

Start 11679 

Name OJ991216_01 . 0403 . C14 . o2 . ts 

Start 7768 

GI none 

Exons 7768.. 7971, 7793.. 7930 

Seq. No. 40886 

Gene No. 84647 

Start 11679 

Name OJ991216_01 . 0403 . C14 . ol . tc 

Start 7774 

GI none 

Exons 7774.. 7971, 7789.. 7953 

Seq. No. 40886 

Gene No. 84647 

Start 11679 

Name OJ991216_01 . 0403.C14 .o5.gs 

Start 11679 

GI none 

Exons 11679. .11688, 11899. . 12246, 13063.. 13262 



Seq. ID OJ991216_01.0403.C14 
Strand 

13262 

TBLASTX : Soybean 
7971 
93 



Seq. ID OJ991216_01.0403.C14 
Strand 

13262 

TBLASTX: Cress 
7971 
83 



End 

Method 

End 

Score 



Seq. ID OJ991216_01.0403.C14 
Strand 

End 13262 

Method GENSCAN 

End 13262 

Score .77 



Seq. No. 40887 
Gene No. 84648 
Start 1 

Name OJ991216_01 . 0403. CIS. ol .np 

Start 1 
GI 7228442 
Exons 1..333, 430.. 1532 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. ID OJ991216_01.0403.C15 

Strand ' + 

End 1532 

Method AAT/NAP 

End 1532 

Score 960 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40887 
84648 
1 

OJ991216_01. 0403. CIS. ol.tm 

870 

none 



Seq. ID OJ991216_01.0403.C15 

Strand + 

End 1532 

Method TBLASTX: Maize 

End • 1452 

Score 126 



870. .992, 871. .1023, 1023. .1328, 1024.. 1332, 1372. .1452, 
1374. .1400 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40887 
84648 
1 

OJ991216_01.0403.C15.ol.tw 

1161 

none 



Seq. ID OJ991216_01.0403.C15 

Strand + 

End 1532 

Method TBLASTX : Wheat 

End 1521 

Score 196 * 



1161. .1310, 1162. .1338, 1162. .1311, 1351. .1521, 1359. .1406, 
1363.. 1452, 1385.. 1468 



Seq. No. 40888 

Gene No. 84649 

Start 64 

Name OJ991216_01.0403.C16.ol.gs 



Seq. ID OJ991216_01.0403.C16 

Strand + 

End 6216 

Method GENSCAN 



40890 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



64 End 6216 

none Score . 58 

64. . 681, 774. .1072, 1164. .1431, 1686. .1965, 1983. .2063, 

2100. .2220, 3819. .3845, 4790. .4836, 6097. .6216 



40888 Seq. ID 

84649 Strand 

64 End 
OJ991216_01.0403.C16.ol.np Method 

215 End 

7228438 Score 

215. .681, 774. .1080, 1178. .1397, 3294. 



OJ991216_01.0403.C16 
+ 

6216 
AAT/NAP 
3312 
510 
.3312 



(AP001366) EST C28952 (C62945) corresponds to a reqion of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



40888 
84650 
3885 

OJ991216_01.0403.C16.o2.np 



OJ991216 01.0403.C16 



Seq. ID _ 
Strand 

End 4349 
Method AAT/NAP 
End 4349 
Score 65 
4349 

probable serine/threonine kinase (EC 2.7.1.-) SNFL1 - sorghum 
gii2632252|emb|CAA73067.1| (Y12464) serine/threonine kinase 
[Sorghum bicolor] 



3885 
7446371 
3885. .3959., 



4171. .4219, 4270. 



40889 
84651 
1 

OJ991216_01.0403.C19.ol.np 



Seq. ID 
Strand 
End 

Method 

1 End 
7485444 Score 
1..197, 911.. 986, 1310.. 1435, 1680. .1778, 2202.. 2327, 2420.. 
hypothetical protein F13M23.110 - Arabidopsis thaliana . 
gi|4455240|emb|CAB36739.1| (AL035523) putative protein 
[Arabidopsis thaliana] gi | 7269347 | emb | CAB79406 . 1 | (AL161562) 
putative protein [Arabidopsis thaliana] 



OJ991216_01.0403.C19 
+ 

2468 
AAT/NAP 
2468 
421 



2468 



40889 Seq. ID 

84651 Strand 

1 End 

OJ991216_01.0403.C19.ol.tm Method 

110 End 

none Score 



OJ991216_01.0403.C19 
+ 

2468 

TBLASTX: Maize 

1935 

119 



110. .196, 114. .197, 907. .981, 909. .995, 909. .986, 1308. .1454, 
1310. .1495, 1310. .1519, 1311. .1505, 1672. .1776, 1677. .1778, 
1677. .1808, 1866. .1928, 1870. .1935, 1874. .1927 



40889 
84651 
1 

OJ991216_01.0403.C19.ol.gs 

930 

none 



Seq. ID OJ991216_01.0403.C19 



Strand 
End 

Method 

End 

Score 



+ 

2468 
GENSCAN 
2312 
.65 



930. .986, 1310. .1435, 1680. .1778, 2157. .2312 



40891 






Seq. No. 


40889 


Seq. ID 


OJ991216_01.0403.C19 




Gene No. 


84651 


Strand 


+ 




Start 


1 


End 


2468 




Name 


OJ991216 01.0403.C19.o2.tm 


Method 


TBLASTX: Maize 




Start 


2186 


End 


2363 




GI 


none 


Score 


191 




Exons 


2186.. 2353, 2196.. 2363, 2205. 


.2354 






Seq. No. 


40890 


Seq. ID 


OJ991216_01.0403.C20 




Gene No. 


84652 


Strand 


+ 




Start 


1 


End 


1054 




Name 


OJ991216 01.0403.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


489 




GI 


7485444 


Score 


• 197 




Exons 


1..93, 178. .289, 433. .489 








GI Descrip. 


hypothetical protein F13M23.110 - Arabidopsis thaliana 






qi| 44552401 emb ICAB36739.il (AL035523) 


putative protein 






[Arabidopsis thaliana] gi | 7269347 | emb | CAB79406 . 1 | (AL161562 






putative protein [Arabidopsis 


thaliana] 




Seq. No. 


40890 


Seq. ID 


OJ991216_01.0403.C20 




Gene No. 


84652 


Strand 


+ 




Start 


1 


End 


1054 




Name 


OJ991216 01.0403.C20.ol.tm 


Method 


TBLASTX: Maize 


Z 


Start 


31 


End 


294 




GI 


none 


Score 


97 


n 


Exons 


31. .96, 41. .94, 41. .103, 42.. 


95, 152.. 


,223, 177. .227, 215. .21 


~= 




217. .294 






7$ 


Seq. No. 


40890 


Seq. ID 


OJ991216_01.0403.C20 


~ 


Gene No. 


84652 


Strand 


+ 




Start 


1 


End 


1054 


y 


Name 


OJ991216 01.0403.C20.ol.gs 


Method 


GEN SCAN 




Start 


154 


End 


1054 


3 


GI 


none 


Score 


.85 


.1 
? 


Exons 


154. .289, 433. .497, 1017. .1054 




— 


Seq. No. 


40891 


Seq. ID 


OJ991216_01.0403.C21 


5 


Gene No. 


84653 


Strand 


+ 




Start 


630 


End 


2107 




Name 


OJ991216 01.0403.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


611 


End 


923 




GI 


none 


Score 


146 




Exons 


611. .697, 627. .752, 649. .753, 


840. .923, 841. .906, 843. .917 




Seq. No. 


40891 


Seq. ID 


OJ991216_01.0403.C21 




Gene No. 


84653 


Strand 


+ 




Start 


630 


End 


2107 




Name 


OJ991216 01.0403.C21.ol.gs 


Method 


GENSCAN 




Start 


630 


End 


2107 




GI 


none 


Score 


.88 




Exons 


630.. 752, 1078.. 1140, 1970.. 2107 






Seq. No. 


40891 


Seq. ID 


OJ991216 01.0403.C21 




Gene No. 


84653 


-Strand 


+ 




Start 


630 


End 


2107 




Name 


OJ991216 01.0403.C21.ol.gp 


Method 


AAT/GAP 



40892 





Start 


678 


End 


1254 




GI 


none 


Score 


909 




Exons 


678. .752, 844. .1254 








Seq. No. 


40892 


Seq. ID 


OJ991216_01.0403.C22 




Gene No. 


84654 


Strand 


+ 




Start 


44 


End 


309 




Name 


OJ991216 01.0403.C22.ol. 


gs Method 


GENS CAN 




Start 


44 ~ 


End 


309 




GI 


none 


Score 


.82 




Exons 


44. .157, 268. .309 








Seq. No. 


40892 


Seq. ID 


OJ991216_01.0403.C22 




Gene No . 


84655 


Strand 


+ 




Start 


2974 


End 


3052 




Name 


OJ991216 01.0403.C22.o2. 


np Method 


AAT/NAP 




Start 


2974 


End 


3052 




GI 


6630699 


Score 


91 ■ 




Exons 


2974 . . 3052 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gi| 672 1536 | db j IBAA89566. 


1| (AP001073) 


hypothetical protein 






[Oryza sativa] 








Sea No . 


40892 


' Seq. ID 


OJ991216_01.0403.C22 


3 


Gene No. 


84656 


Strand 


+ 


n 


Start 


3835 


End 


10608 




Name 


OJ991216 01. 0403.C22.o4 . 


gs Method 


GEN SCAN 


3 


Start 


3835 ~~ 


End 


9629 




GI 


none 


Score 


.68 


y 


Exons 


3835. .4075, 4500. .4652, 


5304. .5375, 7514.. 7566, 7769.. 8060, 


3 




8383. . 8540, 8947 .. 9065, 


9548. .9629 






Seq. No. 


40892 


Seq. ID 


OJ991216_01.0403.C22 




Gene No . 


84656 


Strand 


+ 




Start 


3835 


End 


10608 




Name 


OJ991216 01.0403.C22.o2. 


gp Method 


AAT/GAP 




Start 


5745 


End 


6053 




GI 


72524 1.R1084 


Score 


404 




Exons 


5745.76053 








GI Descrip. 


'5091496/dbj |AB023482.2| 


AB023482 3.0e- 


84 Oryza sativa genomic 


3 




DNA, chromosome 6, clone 


i P0680A03, complete sequence* 




Seq. No. 


40892 


Seq. ID 


OJ991216_01.0403.C22 




Gene No. 


84656 


Strand 


+ 




Start 


3835 


End 


10608 




Name 


OJ991216 01.0403.C22.o4. 


np Method 


AAT/NAP 




Start 


8998 


End 


10608 




GI 


7363272 


Score 


652 




Exons 


8998. .9065, 9810. .10219, 


10249. .10419, 


10479. .10608 




GI Descrip. 


(AP001552) hypothetical protein [Oryza 


sativa] 




Seq. No. 


40892 


Seq. ID 


OJ991216_01.0403.C22 




Gene No. 


84657 


Strand 






Start - 


•1238 


End 


5792 




Name 


OJ991216 -01.0403.C22.o2. 


gs Method 


GEN SCAN 




Start 


1238 


End 


2644 




GI 


none 


Score 


.64 



40893 



Exons 



1238. .1392, 2416. .2644 



Seq. No. 


40892 






Seq. ID 


OJ991216 




84657 






Strand 




Ofarf 


1238 






End 


5792 




OJ991216 01 


.0403.C22.ol. 


np 


Method 


AAT/NAP 


O Lai L. 


1742 ~~ 






End 


4438 


OX 


6498436 






Score 


310 


it von s 


1742 . .1821, 


2301. .2658, 


4399. 


.4438 




GI Descrip. 


(AP000815) 


hypothetical protein [Oryza 


sativa] 


^f^n No . 


40892 






Seq. ID 


OJ991216 




84657 






Strand 




O Lai L. 


1238 






End 


5792 




OJ991216 01 


.0403.C22.o3. 


gs 


Method 


GEN SCAN 


Start 


3189 ~~ 






End 


3458 




none 






Score 


. 98 


Exons 


3189. .3458 










Seq. No. 


40892 






Seq. ID 


OJ991216 


Gene No. 


84657 






Strand 




Start 


1238 






End 


5792 


Name 


OJ991216 01 


.0403.C22.o3. 


np 


Method 


AAT/NAP 


Start 


3970 






End 


5792 


GI 


7106512 






Score 


68 


Exons 


3970. .4036, 


5607. .5659, 


5732. 


.5792 





GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ991216_01.0403.C22 

10561 
GEN SCAN 
10561 
.75 



01.0403.C23 



40892 Seq. ID 

84658 Strand 
9783 End 
OJ991216_01 . 0403 . C22 . o5 . gs Method 
9783 End 
none Score 
9783. .9868, 9957. .10268, 10361. .10561 

40893 Seq. ID 

84659 Strand 
1 End 
OJ991216_01.0403.C23.ol.np Method 
1 End 
5295971 Score 
1..128, 1099. .2007, 2035. .5307 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ991216_ 
+ 

6189 
AAT/NAP 
5307 
3634 



40893 Seq. ID 

84659 Strand 

1 End 

OJ991216_01 . 0403 . C23 . ol . gs Method 

393 End 

none Score 



OJ991216_01.0403.C23 
+ 

6189 
GENSCAN 
6189 
.91 



393. .537, 919. .5275, 5870. .6052, 6104. .6189 

40893 Seq. ID OJ991216_01 . 0403 .C23 



40894 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



84660 Strand + 

9122 End 9271 

OJ991216_01 . 0403 . C23 . ol . gp Method AAT/GAP 
9122 End 9271 

uC-osflcypl77g01al Score 239 

9122. .9271 

'4884864/gb|AAD31846.1|AF133530_l 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40893 Seq. ID 

84661 Strand 
10280 End 
OJ991216_01 . 0403 . C23 . o2 . gs Method 
10280 End 
none Score 

10280. .10311, 10433. .11468, 11688 12315, 

12653. .12842, 12910 13014 , 13087. .13535 



OJ991216_01.0403.C23 
+ 

13535 
GEN SCAN 
13535 
.63 

12390. .12577, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40893 
84661 
10280 
OJ991216 
10584 
6691716 
10584. .11454, 
12653. .12752, 



01.0403.C23.o2.np 



Seq. ID OJ991216_01.0403.C23 
Strand + 
End 13535 
Method AAT/NAP 
End 13532 
Score 2374 
11653. .11842, 11924. .12215, 12383 .. 12577, 
12898. .13014, 13087.. 13532 
(AP0004 92) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 

40893 Seq. ID OJ991216_01 . 0403 . C23 

84662 Strand + 

22732 End 22868 

OJ991216_01 . 04 03 . C23 . o2 . gp Method AAT/GAP 

22691 End 22868 

385_2.R1084 Score 342 

22691.. 22868 

, 1706260/sp|Q10716|CYSl_£iAIZE 1.0e-159 CYSTEINE PROTEINASE 1 

PRECURSOR >gi_2118131_pir S59597 cysteine proteinase 1 

precursor - maize >gi_643597_dbj_BAA08244_ (D45402) cysteine 
proteinase [Zea mays] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40893 Seq. ID 

84662 Strand 

22732 . End 
OJ991216_01 .0403. C23 . o4 . gs Method 

22732 End 

none Score 
22732. .22851 



OJ991216_01.0403.C23 
+ 

22868 
GENSCAN 
22851 
.86 



Seq. No. 40893 Seq. ID 

Gene No. 84663 Strand 

Start 13851 End 

Name OJ991216_01 . 0403 . C23 . ol3 . tw Method 

Start 1258 End 

GI none Score 

Exons 1258.. 1608 



OJ991216_01.0403.C23 
19946 

TBLASTX: Wheat 

1608 

201 



40895 



Seq. No. 


40893 








Seq. ID 


OJ991216_01. 0403 


.C23 


Gene No. 


84663 








Strand 






Start 


13851 








End 


19946 




Name 


OJ991216 01. 


0403 


.C23.oll 


. tm 


Method 


TBLASTX: Maize 




Start 


1332 








End 


1659 




GI 


none 








Score 


210 




Exons 


1332. .1658, 


1333 


. .1659 










Seq. No. 


40893 . 








Seq. ID 


OJ991216_01.0403 


.C23 


Gene No. 


84663 








Strand 






Start 


13851 








End 


19946 




Name 


OJ991216 01. 


0403 


.C23.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


2089 








End 


2559 




GI 


none 








Score 


48 




Exons 


2089. .2175, 


2151 


. .2558, 


2152. 


.2370, 2161.. 2559, 2404.. 2559 


Seq. No. 


40893 








Seq. ID 


OJ991216JD1.0403 


.C23 


Gene No. 


84663 








Strand 






Start 


13851 








End 


19946 




Name 


OJ991216 01. 


0403 


.C23.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


2173 








End 


2613 




GI 


none 








Score 


298 




Exons 


2173. .2538, 


2187 


. .2453, 


2539. 


.2613 






Seq. No. 


40893 








Seq. ID 


OJ991216JD1.0403 


.C23 


Gene No. 


" 84663 








Strand 






Start 


13851 








End 


19946 




Name 


OJ991216 01. 


0403 


.C23.o7. 


ts 


Method 


TBLASTX : Soybean 




Start 


2563 








End 


2892 




GI 


none 








Score 


202 




Exons 


2563. .2892 














Seq. No. 


40893 








Seq. ID 


OJ991216_01.0403 


.C23 


Gene No. 


84663 








Strand 






Start 


13851 








End 


19946 




Name 


OJ991216 01. 


0403 


.C23.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2901 








End 


14519 




GI 


none 








Score 


400 




Exons 


2901. .3125, 


2905 


. .3246, 


2920. 


.3189, 3168.. 3236, 3259. .3330, 




14334. .14519 












Seq. No. 


40893 








Seq. ID 


OJ991216_01.0403 


.C23 


Gene No. 


84663 








Strand 






Start 


13851 








End 


19946 




Name 


OJ991216 01. 


0403 


.C23.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


2932 








End 


3411 




GI 


none 








Score 


386 




Exons 


2932. .3378, 


2937 


. .3227, 


3223. 


.3411 






Seq. No.- 


40893 








Seq. ID 


OJ991216_01.0403 


.C23 


Gene No. 


84663 








Strand 






Start 


13851 








End 


19946 




Name 


OJ991216 01. 


0403 


. C23 . o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


2947 








End 


3384 




GI 


none 








Score 


258 




Exons 


2947. .3384 















40896 




Seq. No. 


40893 






Seq. ID 


OJ991216JU.0403 


.C23 


Gene No. 


84663 






Strand 






Cf art 


13851 






End 


19946 




IN dlllt. 


O.T991 216 01 


0403. 


C23.o5.tw 


Method 


TBLASTX: Wheat 




9r a rr 
OLal L 


2959 ~~ 






End 


14477 












Score 


66 




£iAUHO 


2959 3072 


13863 


..14000, 13986. .14144, 


14096. .14161, 






1 4 1 QQ 1 4477 

X *3 X -7 ^ • • X *± *± / f 


, 14215. .14316, 


14368. .14457 




Seq. No. 


40893 






Seq. ID 


OJ991216 01.0403 


.C23 


Gene No. 


84663 






Strand 






o Lai i— 


13851 






End 


19946 






OJ991216 01 


0403. 


C23.ol'.'ts 


Method 


TBLASTX : Soybean 




O L.CLX U 


3727 _ 






End 


4251 




v3X 


5509260 






Score 


457 






3727 4251. 


3846. 


.4235 






















Seq. No. 


40893 






Seq. ID 


OJ991216_01.0403 


.C23 




84663 






Strand 


- 




O i— cl X (_ 


X J O J J. 






End 


19946 




IN ctuit: 


O.T991 216 01 


0403. 


C23.o4.tm 


Method 


TBLASTX: Maize 




OLdiL 


37 93 _ 






End 


4113 






none 






Score 


416 




Exons 


37 Q3 4113 


3852. 


.4112 








Seq. No. 


40893 






Seq. ID 


OJ991216_01.0403 


.C23 


VJCilC IN \«J • 


ft4fifi3 

O t U U J 






Strand 






O L ci X L 


1 3851 

1 JO JI 






End 


19946 




Name 


O.T991 21 01 


0403. 


C23.o3. tc 


Method 


TBLASTX: Cress 




O U Cl X U 


3ft 91 ~ 






End 


4152 












Score 


241 






3ft 91 411ft 

JO • • 1 X X O , 


3892. 


.4152 








Seq. No. 


40893 






Seq. ID 


OJ991216JD1.0403 


.C23 




84 663 

U1 UUJ 






Strand 






O L. d X L. 


13851 

X J G J X 






End 


19946 






OJ991216 01 


0403. 


C23.o6. tw 


Method 


TBLASTX: Wheat 






3933 ~~ 
j j j j 






End 


4482 




ox 


none 






Score 


295 






3933 4064 

J^JJ . • *1 v U *± , 


3934. 


.4278, 4089 


..4196, 4264. .4482 




Seq. No. 


40893 






Seq. ID 


OJ991216_01.0403 


.C23 


\jCUC lnu . 


84 663 






Strand 






Of art 


1 3ft 51 






End 


19946 




Klama 
IN OJllG 


O.T991 216 01 


0403. 


C23.o8.tm 


Method 


TBLASTX: Maize 




OIQI L 


4315 ~~ 
i jij 






End 


4578 






none 






Score 


293 




DAUIlO 


4 31 5 4 57ft 

1 JiJ • t T J /O; 


4398. 


.4577 








Seq. No. 


40893 






Seq. ID 


OJ991216_01.0403 


.C23 


Gene No. 


84663 






Strand 






Start 


13851 






End 


19946 




Name 


OJ991216 01. 


0403. 


C23.ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


4492 






End 


4773 




GI 


none 






Score 


62 





40897 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



4492. .4596, 4621. .4773 



40893 
84663 
13851 

OJ991216_01.0403. 

4582 

none 

4582. .4818, 4590. 

40893 
84663 
13851 

OJ991216_01.0403. 

4621 

none 

4621. .4803, 4810. 
5070. .5276 

40893 
84663 
13851 

OJ991216_01.0403. 

4642 

none 

4642. .5283, 4896. 

40893 
84663 
13851 

OJ991216_01.0403. 

4825 

none 

4825. .5034, 4914. 

40893 
84663 
13851 

OJ991216_01.0403. 

5043 

none 

5043.. 5279, 5047. 

40893 
84663 
13851 

OJ991216_01.0403. 

10704 

none 

10704. .10994 

40893 
84663 
13851 

OJ991216_01.0403. 

13851 

none 



C23.ol.tm 
.4781, 4805. 

C23.ol.tc 
.4914, 4912. 



C23.o2.ts 



.5228 



Seq. ID OJ991216_01.0403.C23 
Strand 

End 19946 

Method TBLASTX : Mai ze 

End 5031 

Score 2 68 

.5011, 4816.. 5031, 4875.. 5030 

Seq. ID OJ991216_01.0403.C23 
Strand 

End 19946 

Method TBLASTX: Cress 

End 5280 

Score 147 

.5025, 5062.. 5280, 5065.. 5259, 



Seq. ID OJ991216_01.0403.C23 
Strand 

End 19946 

Method TBLASTX: Soybean 

End 5283 - 

Score "454 



Seq. ID OJ991216_01.0403.C23 
Strand 

19946 

TBLASTX: Wheat 
5250 
161 



End 

Method 
End 
Score 



C23.oll.tw 
.5033, 5070.. 5243, 5071.. 5250 



C23.ol0.tm 
.5277 

C23.ol2.tw 



C23.o3.gs 



Seq. ID OJ991216_01.0403.C23 
Strand 

End 19946 

Method TBLASTX : Mai ze 

End 5279 

Score 232 



Seq. ID OJ991216_01.0403.C23 
Strand 

End 19946 

Method TBLASTX : Wheat 

End 10994 

Score 217 



Seq. ID OJ991216_01.0403.C23 
Strand 

End 19946. 

Method GENSCAN 

End 19946 

Score .87 



40898 



Exons 13851. .16004, 16029 16932, 17029.. 19946 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40893 Seq. ID OJ991216_01 . 0403 . C23 

84663 Strand 
13851 End 19946 

0 J 9 9 1 2 1 6_0 1.0403.C23.o3.np Method AAT / NAP 
13887 End 19946 

5922631 Score 6674 

13887. .16414, 17021 17944 , 18071 18222, 18265. 
18882. .19084, 19319 19563, 19822.. 19946 
(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) 
region of the predicted gene.; similar to prpol; 
retrotransposon Cinful-1. (AF04 9110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



.18836, 

correspond to a 
Zea mays 



Seq. No. 40893 

Gene No. 84663 

Start 13851 

Name OJ991216_01 . 0403 . C23 . o9 

Start 13902 

GI none 

Exons 13902. .14003, 13903.. 14 

Seq. No. 40893 

Gene No. 84663 

Start 13851 

Name OJ991216_01 . 0403 . C23 . o3 

Start 14592 

GI none 

Exons 14592. .14783, 14592.. 14 

Seq. No. 40893 

Gene No. 84663 

Start 13851 

Name OJ991216_01 . 0403 . C23 . o2 

Start 14622 

GI none 

Exons 14622. .14669, 14623.. 14 
14674. .14985 



Seq. ID OJ991216_01.0403.C23 
Strand 

End 19946 

.tm Method TBLASTX: Maize 

End 14135 

Score' 101 
004, 13983. .14135, 13984.. 14043 

Seq. ID OJ991216_01.0403.C23 
Strand 

End 19946 

.tw Method TBLASTX: Wheat 

End 14 97 9 

Score 108 
978, 14668.. 14979 

Seq. ID OJ991216_01.0403.C23 
Strand 

End 19946 

.tm Method TBLASTX: Maize 

End 14985 

Score 67 
670, 14641. .14964, 14 661 .. 14 984 , 



Seq. No. 


40893 




Seq. ID 


OJ991216JU.0403 


• C23 


Gene No. 


84663 




Strand 






Start 


13851 




End 


19946 




Name 


OJ991216 01.0403.C23 


. ol5 . tw 


Method 


TBLASTX: Wheat 




Start 


14982 




End 


15281 




GI 


none 




Score 


129 




Exons 


14982. .15122, 15147. 


.15281 








Seq. No. 


40893 




Seq. ID 


OJ991216_01.0403 


.C23 


Gene No. 


84663 




Strand 






Start 


13851 




,End 


19946 




Name 


OJ991216 01.0403.C23 


,ol2.tm 


Method 


TBLASTX: Maize 




Start 


15213 




End 


15467 




GI 


none 




Score 


193 





40899 




Exons 15213. .15467 



J 



Seq. No. 


40893 




Seq. ID 


OJ991216 01.0403 


.C23 


Gene No. 


84663 




Strand 






Start 


13851 




End 


19946 




Name 


OJ991216 01.0403.C23 


. o4 . tw 


Method 


TBLASTX : Wheat 




Start 


15297 




End 


15719 




GI 


none 




Score 


272 




Exons 


15297. .15719,. 15307. 


.15711 








Seq. No. 


40893 




Seq. ID 


OJ991216_01.0403 


.C23 


Gene No. 


84663 




Strand 






Start 


13851 




End 


19946 




Name 


OJ991216 01.0403.C23 


. o5. ts 


Method 


TBLASTX : Soybean 




Start 


15340 




End 


15728 




GI 


none 




Score 


163 




Exons 


15340. .15720, 15342. 


.15584, 


15624. .15728 




Seq. No. 


40893 




Seq. ID 


OJ991216_01.0403 


.C23 


Gene No. 


84663 




Strand 






Start 


13851 




End 


19946 




Name 


OJ991216 01.0403.C23 


.olO.tw 


Method 


TBLASTX: Wheat 




Start 


15720 




End 


16005 




GI 


none 




Score 


97 




Exons 


15720. . 15995, 15723. 


.16004, 


15928. .16005 




Seq. No. 


40893 




Seq. ID 


OJ991216JU.0403 


.C23 


Gene No. 


84663 




Strand 






Start 


13851 




End 


19946 




Name 


OJ991216 01.0403.C23 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


15843 




End 


16287 




GI 


none 




Score 


94 




Exons 


15843. .15869, 15867. 


.16010, 


15880. .16011, 16032. .16286, 






16033. .16287 










Seq. No. 


40893 




Seq. ID 


OJ991216_01.0403 


.C23 


Gene No. 


84663 




Strand 






Start 


13851 




End 


19946 




Name 


OJ991216 01.0403.C23 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


15954 




End 


16355 




GI 


none 




Score 


47 




Exons 


15954. .16355, 15988. 


.16158, 


16195. .16338 




Seq. No. 


40893 




Seq. ID 


OJ991216JD1.0403 


.C23 


Gene No. 


84663 




Strand 






Start 


13851 




End 


19946 




Name 


OJ991216 01.0403.C23 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


16009 




End 


16433 




GI 


none 




Score 


299 




Exons 


16009. .16389, 16009. 


.16368, 


16014. .16433 




Seq. No. 


40893 




Seq. ID 


OJ991216_01.0403 


.C23 


Gene No. 


84663 




Strand 






Start 


13851 




End 


19946 




Name 


OJ991216 01.0403.C23 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


16518 




End 


16874 




GI 


none 




Score 


214 





40900 





Exons 


16518. .16874, 16528. . 


16833 








Seq. No. 


40893 




Seq. ID 


OJ991216_01.0403.C23 




Gene No. 


84663 




Strand 






Start 


13851 




End 


19946 




Name 


OJ991216 01.0403.C23. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16548 




End 


17004 




GI 


none 




Score 


268 




Exons 


16548. .17003, 16549. , 


17004 








Seq. No. 


40893 




Seq. ID 


OJ991216_01.0403.C23 




Gene No. 


84663 




Strand 






Start 


13851 




End 


19946 




Name 


OJ991216 01.0403.C23. 


06. ts 


Method 


TBLASTX: Soybean 




Start 


16599 




End 


16964 




GI 


none 




Score 


138 




Exons 


16599. .16733, 16740.. 


16964 








Seq. No. 


40893 




Seq. ID 


OJ991216_01.0403.C23 




Gene No. 


84663 




Strand 






Start 


13851 




End 


19946 




Name 


OJ991216 01.0403.C23. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


17224 




End 


17681 




GI 


none 




Score 


154 




Exons 


17224. .17460, 17226. . 


17456, 


17505. .17681 




Seq. No. 


40893 




Seq. ID 


OJ991216_01.0403.C23 




Gene No. 


84663 




Strand 






Start 


13851 




End 


19946 




Name 


OJ991216 01.0403.C23. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


18258 




End 


18660 




GI 


none 




Score 


57 . 


i y 


Exons 


18258. .18659, 18607. . 


18660 






s 


Seq. No. 


40894 




Seq. ID 


OJ991216_01.0403.C24 




Gene No. 


84664 




-Strand 


+ 




Start 


1 




End 


2144 




Name 


OJ991216 01.0403.C24. 


ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


2144 


[3 


GI 


385 2.R1084 




Score 


1885 


FT 


Exons 


1..83, 193. .312, 1255. .1498, 


1581. .2144 




GI Descrip. 


1 1706260/sp|Q10716|CYSl_MAIZE 1.0e-159 


CYSTEINE PROTEINASE 1 



PRECURSOR >gi_2118131_pir S59597 cysteine proteinase 1 

precursor - maize >gi_643597_dbj_BAA08244_ (D45402) cysteine 
proteinase [Zea mays] 1 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



40894 
84664 
1 

OJ991216_01.0403.C24.ol.np 
1 

1706260 

1..83, 193. .312, 1255 
CYSTEINE PROTEINASE 1 



Seq. ID OJ991216_01.0403.C24 
Strand + 
End 214 4 

Method AAT/NAP 
End 1864 
Score 1062 
.1498, 1581. .1864 
PRECURSOR gi|2118131|pir| IS59597 



proteinase 1 precursor - maize 
cysteine proteinase [Zea mays] 



gi | 643597 | dbj | BAA08244 | 



cysteine 
(D45402) 



40901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40894 Seq. ID 

84665 Strand 

4441 End 

OJ991216_01 . 0403 . C24 . ol . tm Method 

2 End 

none Score 



OJ991216_01.0403.C24 
5844 

TBLASTX: Maize 

1864 

150 



2. .97, 3. .98, 195. .311, 214. .312, 1238. .1417, 1246. .1497, 
1252. .1497, 1254. .1499, 1576. .1857, 1577. .1864 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40894 Seq. ID 

84665 Strand 

4441 End 

OJ991216JD1 . 0403 . C24 . ol . ts Method 

2 End 

none Score 



OJ991216_01.0403.C24 
5844 

TBLASTX: Soybean 

1872 

114 



2. .76, 3. .98, 195. .305, 214. .321, 1252. .1320, 1254. .1316, 
1333. .1383, 1372. .1446, 1390. .1446, 1438. .1497, 1438. .1497, 
1573. .1791, 1577. .1792, 1802. .1858, 1810. .1872 



40894 Seq. ID 

84665 Strand 
4441 End 
OJ991216_01 . 0403 . C24 . ol . tc Method 
47 End 
none Score 
47. .97, 48. .98, 198. .311, 214. .321, 1252 
1348. .1491, 1389. .1499, 1390. .1497, 1573 
1805. .1864 



OJ991216 01.0403.C24 



5844 

TBLASTX: Cress 
1864 
49 

1389, 1254. 
1797, 1577, 



,1388, 
.1801, 



Seq. No. 40894 

Gene No. 84665 

Start 44 41 

Name OJ991216_01 . 04 03 . C24 . ol . tw 

Start 219 

GI none 

Exons 219.. 275, 220.. 276, 277.. 321, 
1252. .1497, 1254.. 1499, 1576. 



Seq. ID OJ991216_01.0403.C24 
Strand 
End 

Method 
End 
Score 
282. .311, 



5844 

TBLASTX: Wheat 
1636 
76 

1238. .1417, 1246. .1494, 



,1632, 1577.. 1636 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40894 Seq. ID 

84 665 Strand 

4441 End 
OJ991216_01 . 0403 . C24 . o2 . tw Method 

1660 , End 

none Score 

1660. .1866, 1661. .1867 



40894 Seq. ID 

84665 Strand 
4441 End 5844 

0 J9 9121 6_0 1 . 0 4 0 3 . C2 4 . o2 . np Method AAT /NAP 
3783 End 5844 

7485691 Score 219 

3783. .3808, 5472. .5844 
hypothetical protein F18A5 
gi|4455292|emb|CAB36827.1| 

[Arabidopsis thaliana] gi | 7268067 | emb | CAB78405 . 1 | 
putative protein [Arabidopsis thaliana] 



OJ991216_01.0403.C24 
5844 

TBLASTX: Wheat 

1867 

320 



OJ991216 01.0403.C24 



20 - Arabidopsis thaliana 
(AL035528) putative protein 

(AL161537] 



40902 



Seq. No. 


40894 








Seq. ID 


OJ991216_01. 0403. C24 


Gene No. 


84665 








Strand 




Start 


4441 








End 


5844 


Name 


OJ991216 01 


.0403. 


C24.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4440 








End 


4630 


GI 


none 








Score 


191 


Exons 


4440. .4628, 


4441. 


.4629, 


4469. 


.4630 




Seq. No. 


40894 








Seq. ID 


OJ991216_01 . 04 03 . C24 


Gene No . 


84665 








Strand 




Start 


4441 








End 


5844 


Name 


OJ991216 01 


.0403.C24.o2 


. gs 


Method 


GENSCAN 


Start 


4441 








End 


5769 


GI 


none 








Score 


.65 


Exons 


4441. .4712, 


4989. 


.5769 








Seq. No. 


40894 








Seq. ID 


OJ991216_01.0403.C24 


Gene No. 


84665 








Strand 




Start 


4441 








End 


5844 


Name 


OJ991216 01 


.0403. 


C24.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


5062 








End 


5658 


GI 


none 








Score 


49 


Exons 


5062. .5094, 


5170. 


.5235, 


5211. 


.5285, 5218. .5346, 5348..5401> 




5354. .5401, 


5426. 


.5461, 


5530. 


.5658, 5560.. 5601 





Seq. No. 


40894 


Seq. ID 


i y 


Gene No. 


84665 


Strand 




Start 


4441 


End 




Name 


OJ991216 01.0403.C24.o2.gp 


Method 




Start 


5089 


End 




GI 


none 


Score 




Exons 


5089. .5447 




ri 


Seq. No. 


40894 


Seq. ID 




Gene No. 


84665 


Strand 




Start 


4441 


End 




Name 


OJ991216 01.0403.C24.o3.gp 


Method 


- : 

tL -J 


Start 


5624 


End 


r ™. 
= tf 


GI 


none 


Score 




Exons 


5624. .5844 






Seq. No. 


40895 


Seq. ID 




Gene No. 


84666 


Strand 




Start 


158 


End 




Name 


OJ991216 01.0403.C25.ol.gs 


Method 




Start 


158 


End 




GI 


none 


Score 




Exons 


158. .317, 820. .914, 1776.. 


1809 




Seq. No. 


40896 


Seq. ID 




Gene No. 


84667 


Strand 




Start 


1 


End 




Name 


OJ991216 01.0403.C26.ol.np 


Method 




Start 


1 


End 




GI 


6721517 


Score 




Exons 


1. .128 





5844 
AAT/GAP 
5447 
707 



5844 
AAT/GAP 
5844 
434 



1809 
GENSCAN 
1809 
.43 



128 

AAT/NAP 

128 

76 



40903 




GI Descrip. (AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. No. 


40896 


Seq. ID 


OJ991216_ 


01. 


0403 


.C26 


Gene No. 


84668 


Strand 










Start 


79 


End 


995 








Name 


OJ991216 01.0403.C26.o2.np 


Method 


AAT/NAP 








Start 


79 


End 


995 








GI 


5042448 


Score 


323 








Exons 


79. .132, 401. .626, 666. .995 












GI Descrip. 


(AC007789) putative ORF0 protein. of RIRE8B gypsy 


-type 






retrotransposon [Oryza sativa] 












Seq. No. 


40896 


Seq. ID 


OJ991216_ 


01. 


0403 


.C26 


Gene No. 


84668 


Strand 










Start 


79 


End 


995 








Name 


OJ991216 01.0403.C26.ol.gs 


Method 


GEN SCAN 








Start 


404 


End 


871 








GI 


none 


Score 


.56 








Exons 


404. .555, 742. .871 












Seq. No. 


40897 


Seq. ID 


OJ991216^_ 


01. 


0403 


.C30 


Gene No . 


84669 


Strand 


+ 








Start 


224 


End 


3783 








Name 


OJ991216 01.0403.C30.ol.gs 


Method 


GEN SCAN 








Start 


224 


End 


3783 








GI 


none 


Score 


.75 . 








Exons 


224. .315, 1049. .1150, 3722. .3783 










Seq. No. 


40897 


Seq. ID 


OJ991216_ 


01. 


0403 


.C30 


Gene No. 


84670 


Strand 


+ 








Start 


4664 


End 


7959 








Name 


OJ991216 01.0403.C30.o2.gs 


Method 


GEN SCAN 








Start 


4664 


End 


7959 








GI 


none 


Score 


.74 








Exons 


4664. .4914, 5047. .5227, 7183.. 


7493, 7578.. 7959 








Seq. No. 


40897 


Seq. ID 


OJ991216_ 


01. 


0403 


.C30 


Gene No. 


84671 


Strand 


+ 








Start 


8456 


End 


11786 








Name 


OJ991216 01.0403.C30.o3.gs 


Method 


GEN SCAN 








Start 


8456 


End 


11786 








GI 


none 


Score 


.56 








Exons 


8456.-8462, 8846.. 9052, 9100.. 


9253, 9469.. 9553, 


11363. . 


11786 


Seq. No. 


40897 


Seq. ID 


OJ991216_ 


01. 


0403 


.C30 


Gene No. 


84672 


Strand 










Start 


1 


End 


277 








Name 


OJ991216 01.0403.C30.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


277 








GI 


7485171 


Score 


103 








Exons 


1. .277 












GI Descrip. 


hypothetical protein - Arabidopsis thaliana 









gi I 2244915] emb | CAB10337.il (Z97339) reverse transcriptase like 
protein [Arabidopsis thaliana] gi | 7268307 | emb | CAB78601 . 1 1 
(AL161542) reverse transcriptase like protein [Arabidopsis 
thaliana] 



40904 



Seq. No. 40897 

Gene No. 84672 

Start 1 

Name OJ991216_01 . 0403 . C30 . ol . tm 

Start 37 

GI none 

Exons 37.. 273, 59.. 199 

Seq. No. 40897 

Gene No. 84 672 

Start 1 

Name OJ991216_01 . 0403 . C30 . ol . tw 

Start 37 

GI none 

Exons 37. .69, 70.. 264, 71.. 265 

Seq. No. 40898 

Gene No. 84673 

Start 214 

Name OJ99121 6_01 . 04 03 . C31 . ol . gs 

Start 214 

GI none 

Exons 214.. 366 



Seq. ID OJ991216_01.0403.C30 

Strand 

End 277 

Method TBLASTX: Maize 

End 273 

Score 98 



Seq. ID OJ991216_01.0403.C30 
Strand 

End 277 

Method TBLASTX : Wheat 

End 265 

Score 79 



Seq. ID OJ991216_01.0403.C31 

Strand + 

End 366 

Method GENSCAN 

End 366 

Score .52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ991226_50.0317.C2 
Strand + 

729 

AAT/NAP 
729 
503 



40899 
84674 
1 

OJ99122 6_50 . 0317 . C2 . ol . np 
1 

6016874 
1..237, 343. .729 

(AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



End 

Method 

End 

Score 



40899 
84674 
1 

OJ991226_50 . 0317 . C2 . o2 . tm 
3 

none 



Seq. ID OJ991226_50.0317.C2 

Strand + 

End 729 

Method TBLASTX : Mai ze 

End 368 

Score 217 



3. .254, 5. .253, 340. .366, 342. .368 



40899 
84674 
1 

OJ991226_50.0317.C2.ol.ts 
9 

none 

9. .176, 377. .511, . 384. .584 

40899 
84674 
1 

OJ991226_50.0317.C2.ol.tm 

380 

none 



Seq. ID OJ991226_50.0317.C2 

Strand + 

End 729 

Method TBLASTX : Soybean 

End 584 

Score 58 



Seq. ID OJ991226_50.0317.C2 

Strand + 

End 729 

Method TBLASTX: Maize 

End 614 

Score 297 



40905 



Exons 


380. .511, 381. .614 












Seq. No. 


40900 




Seq. ID 


OJ991226_50 


.0317 


.C3 




fid fii^ 




c+- -r ;=) n H 








Start 


2509 




End 


4278 






Name 


OJ991226 50.0317.C3.ol. 


gs 


Method 


GEN SCAN 






Start 


2509 




End 


4278 






GI 


none 




Score 


.59 






Expns 


2509.. 2518, 2889.. 3020, 


4214. 


.4278 








Seq. No. 


40900 




Seq. ID 


OJ991226_50 


0317 


.C3 


UCllC LNU . 


84676 




oil diiu, 


.(- 






Start 


5539 




End 


9550 






Name 


OJ991226 50.0317.C3.o2. 


gs 


Method 


GEN SCAN - 






Start 


5539 


End 


8553 






GI 


none 




Score 


.64 






Exons 


5539.. 6291, 7153.. 7578, 


7588. 


.8553 








Seq. No. 


40900 




Seq. ID 


OJ991226_50 


0317 


.C3 


Gene No. 


84676 




Strand 


+ 






Start 


5539 




End 


9550 






Name 


OJ991226 50.0317.C3.ol. 


np 


Method 


AAT/NAP 






Start 


5554 




End 


9550 






GI 


6016732 




Score 


1177 






Exons 


5554.. 6294, 7153.. 8142, 


9470. 


.9550 








GI Descrip. 


(AC009325) hypothetical protein [Arabidopsis thaliana] 





gi I 6091719 |gb|AAF03431.1|AC010797_7 (AC010797) hypothetical 
protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40900 Seq. ID 

84676 Strand 
5539 End 
OJ991226_50 . 0317 . C3 . o2 . gp Method 
6046 End 
uC-osf lcypl58allbl Score 
6046.. 6291, 7153.. 7213 

'6016732/gb|AAF01558.1|AC009325_28 9.0e-13 (AC009325) 
hypothetical protein [Arabidopsis thaliana] 

>gi_6091719_gb_AAF03431.1_AC010797_7 (AC010797) hypothetical 
protein [Arabidopsis thaliana] 1 



OJ991226__50.0317.C3 
+ 

9550 
AAT/GAP 
7213 
594 



40900 Seq. ID 

84676 Strand 

5539 End 

OJ99122 6_50 . 0317 . C3 . o3 . gp Method 

7615 End 

LIB3477-006-P1-K1-H9 Score 
7615. .7900 

'6015437/dbj I AB008112 . 1 | AB008112 1.0e-13 Homo sapiens PEX1 mRNA, 
complete cds ' 



OJ991226_50.0317.C3 
+ 

9550 
AAT/GAP 
7900 
531 



40900. Seq. ID 

84676 Strand 

5539 End 

OJ991226_50.0317.C3.o4.gp Method 

8062 End 

572337 Score 



OJ991226_50.0317.C3 

+ • 

9550 

AAT/GAP 

8448 

747 



40906 




Exons 


8062. . 8448 












Seq. No. 


40900 








Seq. ID 


OJ991226_50.0317.C3 


Gene No. 


84677 








Strand 




Start 


8969 








End 


13401 


Naitie 


OJ991226 50 


.0317. 


C3. 06. 


tm 


Method 


TBLASTX: Maize 


Start 


5548 ~ 








End 


5811 


GI 


none 








Score 


352 


Exons 


5548. . 5589, 


5562. 


.5705, 


5563. 


.5811, 5665... 5811 


Seq. No. 


40900 








Seq. ID 


OJ991226_50.0317.C3 


Gene No. 


84677 








Strand 




Start 


8969 








End 


13401 


Name 


OJ991226 50 


.0317. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5565 








End 


5811 


GI 


none 








Score 


257 


Exons 


5565. .5705, 


5566. 


.5811 








Seq. No. 


40900 








Seq. ID 


OJ991226_50.0317.C3 


Gene No. 


84677 








Strand 




Start 


8969 








End 


13401 


Name 


OJ991226 50 


.0317. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5566 








End 


7224 


GI 


none 








Score 


282 


Exons 


5566. . 5823, 


5568. 


.5705, 


5665. 


.5748, 5851.. 6057, 5862.. 6041, 




5995. . 6042, 


6121. 


. 6207, 


6157 . 


.6210, 6217. .6294, 7147. .7224 




40900 








Seq. ID 


OJ991226_50.0317.C3 


Genp No . 


84677 








Strand 




Start 


8969 








End 


13401 


Name 


OJ991226 50 


.0317. 


C3.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5812 








End 


7263 


GI 


none 








Score 


372 


Exons 


5812. . 6084, 


5853. 


. 6077, 


5992. 


.6060, 6121.. 6219, 6127.. 6231, 




6128. . 6259, 


6167. 


. 6292, 


6217. 


.6294, 6231.. 6293, 7139.. 7243, 




7145. .7243, 


7147. 


.7263, 


7147. 


.7257, 7149.. 7262 


Seq. No. 


40900 








Seq. ID 


OJ991226_50.0317.C3 


Qene No . 


84677 








Strand 




Start 


8969 








End 


13401 


Name 


OJ991226 50 


.0317. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7350 








End 


8578 


GI 


none 








Score 


74 


Exons 


7350. .7427, 


7350. 


.7424, 


7351. 


.7428, 7406.. 7858, 7423.-7932, 




7428. .7850, 


7843. 


. 7956, 


7864 . 


.7983, 7953.. 8150, 7972.. 8103, 




8121. .8219, 


8140. 


. 8172, 


8169. 


.8282, 8275.. 8325, 8275.. 8325, 




8404. .8556, 


8406. 


. 8555, 


8516. 


.8578 




Seq. No. 


40900 








Seq. ID 


OJ991226_50.0317.C3 


Gene No. 


84677 








Strand 




Start 


8969 








End 


13401 


Name 


OJ991226 50 


.0317. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7393 








End 


7776 


GI 


none 








Score 


514 


Exons 


7393. .7776, 


7395. 


.7775 








Seq. No. 


40900 








Seq. ID 


OJ991226_50.0317.C3 



40907 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 1 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



84677 Strand 
8969 End 
OJ991226_50.0317.C3.o3.ts . Method 
7458 End 
none Score 
7458. .7643, 7459. .7704, 7711. .7821 



13401 

TBLASTX : Soybean 

7821 

202 



OJ991226 50. 0317. C3 



40900 Seq. ID 

84677 Strand 
8969 End 
OJ991226_50 . 0317 . C3 . o5 . gp Method 
8969 End 
15763_1.R1084 Score 
8969. .9804, 9883. .10004, 10088 10130, 
10428. .10487, 10801.. 10881 

»6016737/gb|AAF01563.1|AC009325_33 3-0e-ll (AC009325) 
hypothetical protein [Arabidopsis thaliana] 

>gi_6091741_gb_AAF03453.1_AC0107 97_29 (AC010797) hypothetical 
protein [Arabidopsis thaliana] 1 



13401 
AAT/GAP 
10881 
2335 

10217. .10329, 



40900 
84677 
8969 

OJ99122 6_50 . 0317 . C3 . o3 . gs 
9541 
none 



OJ991226 50. 0317. C3 



Seq. ID _ 
Strand 

End 13401 
Method GEN SCAN 
End 13362 
Score .78 

9541. .10004, 10428. .10487, 10801 .. 10870, 11216 .. 11280, 
11877. .12014, 12093.. 13362 



40900 
84677 
8969 

OJ991226_50.0317.C3.o2.np 
9544 
6016737 
9544. .9804, 



OJ991226 50. 0317. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9883.. 10027, 10081 .. 10123, 
11873. .11997, 12139. .13254 

(AC009325) hypothetical protein [Arabidopsis thaliana] 
gi|6091741 | gb | AAF03453 . 1 | AC010797_29 (AC010797) hypothetical 
protein [Arabidopsis thaliana] 



13401 
AAT/NAP 
13254 
647 

10213. .10358, 



Seq. No. 


40900 


Gene No. 


84677 


Start 


8969 


Name 


OJ991226 50. 


Start 


9556 


GI 


none 


Exons 


9556. .9762', 


Seq. No. 


40900 


Gene No. 


84677 


Start 


8969 


Name 


OJ991226 50. 


Start 


9613 


GI 


none 


Exons 


9613. .9813, 




10078. .10134 



Seq. ID OJ991226_50.0317.C3 
Strand 
End 

Method 
End 
Score 



13401 

TBLASTX: Soybean 

9813 

84 



Seq. ID OJ991226_50.0317.C3 
Strand 
End 

Method 
End 
Score 



13401 

TBLASTX: Maize 

10872 

184 



9613. .9813, 9647. .9805, 9844. .10005, 9882. .9932, 9923. .10006, 
10078. .10134, 10079. .10135, 10088 .. 10135, 10192 .. 10329, 



40908 



10208. .10330, 10217. .10330, 
10428. .10472, 10789 10872 , 

Seq. No. 40900 

Gene No. 84 677 

Start 8969 

Name OJ991226_50 . 0317 . C3 . 06 . gp 

Start 11027 

GI LIB3432-004-P1-K1-F10 

Exons 11027. .11280, 11877 .. 12014 , 

GI Descrip. '4038035 1.0e-09 (AC005936) 
[Arabidopsis thaliana] ' 



10221. .10331, 10420. .10458, 
10800. .10850, 10801. .10872 

Seq. ID OJ991226_50.0317.C3 
Strand 

End 13401 
Method AAT/GAP 
End 12118 
Score 783 
12093. .12118 

putative DNA-binding protein 





Seq. No. 


40900 




Seq. ID 


OJ991226_50.0317 


,C3 




fipnp Mo . 


84677 




Strand 








Start 


8969 




End 


13401 






Name 


OJ991226 50. 0317. C3. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


11874 




End 


12376 






GI 


none 




Score 


105 






Exons 


11874. .11996, 11876. 


.11995, 


11878. .12003, 11923. .12015, 








11942. .12022, 12082. 


.12339, 


12083. .12352, 12343 .. 12375, 








12344 . . 12376 














40900 




Seq. ID 


OJ991226_50.0317 


.C3 


rt 


Gene No. 


84677 




. Strand 








Start 


8969 




End 


13401 




hi 


Name 


OJ991226 50. 0317. C3. 


08. tm 


Method 


TBLASTX: Maize 






Start 


12391 




End 


12573 






GI 


none 




Score 


182 




iy 
^3 


TT vr>n *5 


12391. . 12573, 12422. 


.12571, 


12433. .12573 




fn 


Qpn No 


40900 




Seq. ID 


OJ991226_50.0317 


.C3 




Gene No . 


84677 




Strand 






a ~ 


Start 


8969 




End 


13401 




^ 5 


Name 


OJ991226 50. 0317. C3. 


o2.ts 


Method 


TBLASTX: Soybean 






Start 


12485 




End 


12859 




L £. 


GI 


none 




Score 


91 




il 


Exons 


12485. .12682, 12550. 


.12855, 


12610. .12777, 12707. .12859 . 




r ^ 


Seq. No. 


40900 




Seq. ID 


OJ991226_50.0317 


.C3 




Gene No. 


84677 




Strand 








Start 


8969 




End 


13401 






Name 


OJ991226 50. 0317. C3. 


o2.tc 


Method 


TBLASTX: Cress 






Start 


12550 




End 


12775 






GI 


none 




Score 


141 






Exons 


12550. .12771, 12551. 


.12775 










Seq. No. 


40900 




Seq. ID 


OJ991226_50.0317 


.C3 




Gene No. 


84677 




Strand 








Start 


8969 




End 


13401 






Name 


OJ991226 50. 0317. C3. 


o2. tm 


Method 


TBLASTX: Maize 






Start 


12574 




End 


13179 






GI 


none 




Score 


413 






Exons 


12574. .12966, 12578. 


.12952, 


12952. .13179, 12956.. 13177 






Seq. No. 


40900 




Seq. ID 


OJ991226_50.0317 


.C3 




Gene No. 


84677 




Strand 







40909 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8969 End 

OJ99122 6_50 . 0317 . C3 . o7 . tm Method 

13180. End 

none Score 



13401 

TBLASTX: Maize 

13401 

110 



13180. .13278, 13184. .13276, 13276 .. 13377 , 13279 134 01, 
13286. .13378 



40901 
84678 
49 

OJ991226_50.0317.C4.ol.gs 
49 

none 



Seq. ID OJ991226_50.0317.C4 

Strand + 

End 2630 

Method GEN SCAN 

End 2630 

Score . 63 



49. .205, 746. .902, 1341. .1434, 1571. .1653, 1908. .2142, 
2512.. 2630 



Seq. No. 40901 

Gene No. 84679 

Start 4608 

Name OJ99122 6_50 . 0317 . C4 . o2 . gs 

Start 4608 

GI none 
Exons 



Seq. ID OJ991226_50.0317.C4 

Strand + 

End 7 653 

Method GEN SCAN 

End 7653 

Score .59 



4608. .4614, 4686. .4795, 5092. .5239, 5830. .5920, 6163. .6888, 
7341. .7653 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40901 
84679 
4608 

OJ991226_50.0317.C4.ol.gp 
7325 
5701672 
7325. .7600 

4038035 1.0e-09 (AC005936) putative DNA-binding protein 
[Arabidopsis thaliana] 



Seq. ID OJ991226_50.0317.C4 

Strand + 

End 7 653 

Method AAT/GAP 

End 7 600 

Score 461 



Seq. ID OJ991226_50.0317.C4 

Strand + 

End 9424 

Method AAT/GAP 

End 8914 

Score 684 



40901 
84680 
8843 

OJ991226_50.0317.C4 .o2.gp 
8504 

uC-osrocyp003d03al 
8504. .8914 

'5902672/gb|AAC79672.2| 2.0e-60 (AF034643) putative cdc2-related 
kinase [Haematobia irritans irritans] 1 



Seq. No. 40901 

Gene No. 84680 

Start 8843 

Name OJ991226_50 . 0317 . C4 . o3 . gs 

Start 8843 

GI none 

Exons 8843.. 9424 



Seq. ID OJ991226_50.0317.C4 

Strand + 

End 9424 

Method GENSCAN 

End 9424 

Score .93 



Seq. No. 40901 

Gene No. 84681 

Start 427 

Name OJ991226_50 . 0317 . C4 . ol . np 



Seq. ID OJ991226_50.0317.C4 
Strand 

End 9164 

Method AAT/NAP 



40910 



Start 427 End 9164 

GI 6523547 Score 296 

Exons 427.. 665, 781.. 951, 2120.. 2154, 6422.. 6665, 7367.. 7593, 

8773. .8913, 8963.. 9164 
GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 

carteri f. nagariensis] 





Seq. No. 


40902 


Seq. ID 


OJ991226_50.0317.C5 




Gene No. 


84682 


Strand 


+ ■ 




Start 


1 


End 


1339 




Name 


OJ991226 50.0317.C5.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


591 




GI 


4715805 


Score 


726 




Exons 


1..135, 229. .357, 4ol..o91 








GI Descrip. 


5902672/gb|AAC79672.2| 2.0e 


-60 (AF034 643) putative cdc2-rel 






kinase [Haematobia irritans 


irritans] 






Seq. No. 


40902 


Seq. ID 


OJ991226_50.0317.C5 




Gene No. 


84682 


Strand 


+ 




Start 


1 


End 


1339 




Name * 


OJ991226 50.0317.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1336 




GI 


6382535 


Score 


905 




Exons 


1..135, 229... 357, 451. .586, 


667. .755, 


852. .963, 1043. .1149, 






1246.. 1336 






f n 


GI Descrip. 


(AC011020) putative protein 


kinase [Arabidopsis thaliana] 




Seq. No. 


40902 


Seq. ID 


OJ991226 50. 0317. C5 




Gene No. 


84682 


Strand 


+ 




Start 


1 


End 


1339 


~. (ST 


Name 


OJ991226 50.0317.C5.ol.gs 


Method 


GENSCAN 


r i 5 


Start 


9 


End 


1339 




GI 


none 


Score 


.87 




Exons 


9. .67, 229. .357, 451. .586, 


667. .755, 


852. .963, 1016. .1149, 






1246. .1339 







Seq. No. 40902 

Gene No. 84683 

Start 1743 

Name OJ991226_50 . 0317 .C5.ol.tm 

Start 1 

GI none 
Exons 



Seq. ID OJ991226_50.0317.C5 
Strand + 

2067 

TBLASTX: Maize 
1728 
105 



End 

Method 
End 
Score 

1..57, 2. .58, 3. .62, 3. .62, 61. .135, 62. .136, 65. .139, 218. 
226. .357, 426.-563, 433. .567, 448. .585, 449. .592, 449. .586, 
664.-753, 664. .714, 666. .758, 666. .758, 853.-969, 867. .959, 
1040. .1150, 1042. .1149, 1243. .1302, 1244. .1315, 1304. .1342, 
1304. .1363, 1462. .1497, 1584. .1628, 1588. .1611, 1633. .1728, 
1647. .1724 



358, 



Seq. No. 40902 

Gene No. 84 683 

Start 1743 

Name OJ991226_50 . 0317 . C5 . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ991226_50.0317.C5 
Strand + 

2067 

TBLASTX : Soybean 
1153 
69 



End 

Method 
End 
Score 

1..36, 3.-59, 20. .139, 62. .136, 218. .358, 223.-357, 448. .570, 
449. .559, 459. .590, 660. .752, 664. .753, 856. .969, 864. .980, 



40911 






873. .968, 1040. .1105, 1045.. 


1104, 1109. 


.1153, 1109.. 1153 


Sea No 


40902 


Seq. ID 


OJ991226_50.0317.C5 


Gene No. 


84683 


Strand 


+ 


Start 


1743 


End 


2067 


Name 


OJ991226 50.0317.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


59 


End 


753 


GI 


none 


Score 


119 


Exons 


59. .136, 61. .111, 218. .358, 


223..363, 223. .357, 429. .554, 




444. .551, 448.-573, 449. .592 


, 449.-586, 


664. .753, 666. .752 


Seq. No. 


40902 


Seq. ID 


OJ991226_50.0317.C5 


Gene No. 


84683 


Strand 


+ 


Start 


1743 


End 


2067 


Name 


OJ991226 50.0317.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


80 


End 


562 


GI 


none 


Score 


56 


Exons 


80. .136, 218. .301, 332. .358, 


337. .357, 


448. .561, 449. .562 


Seq. No. 


40902 


Seq. ID 


OJ991226_50.0317.C5 


Gene No. 


84683 


Strand 


+ 


Start 


1743 


End 


2067 


Name 


OJ991226 50.0317.C5.o2.gp 


Method 


AAT/GAP 


Start 


1743 


.End 


2067 


GI 


31827 1.R1084 


Score 


608 


Exons 


1743.72067 






GI DescriD. 


•4038035 1.0e-09 (AC005936) 


putative DNA-binding protein 




[Arabidopsis thaliana] 1 






Seq. No. 


40903 


Seq. ID 


OJ991226_50.0317.C6 


Gene No. 


84684 


Strand 


+ 


Start 


111 


End 


184 


Name 


OJ991226 50.0317 .C6.ol.gs 


Method 


GENSCAN 


Start 


111 ~~ 


End 


184 


GI 


none 


Score 


.61 


Exons 


111. .184 






Seq. No. 


•40903 


Seq. ID 


OJ991226_50.0317.C6 


Gene No. 


84685 


Strand 


+ 


Start 


1327 


End 


1777 


Name 


OJ991226 50.0317.C6.ol.gp 


Method 


AAT/GAP 


Start 


1327 "~ 


End 


1777 


GI 


4715481 


Score 


819 


Exons 


1327. .1777 






Seq. No. 


40903 


Seq. ID 


OJ991226_50.0317.C6 


Gene No. 


84686 


Strand 




Start 


1642 


End 


2094 


Name 


OJ991226 50. 0317 .C6.o2.gs 


Method 


GENSCAN 


Start 


1642 ~ 


End 


2094 


GI 


none 


Score 


.76 


Exons 


1642.. 1721, 1981.. 2094 






Seq. No. 


40904 


Seq. ID 


OJ991226_50.0317.C7 


iGene No. 


84687 


Strand 


+ 


Start 


436 


End 


1762 


Name 


OJ991226 50.0317.C7.ol.gs 


Method 


GENSCAN 



40912 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



436 
none 

436. .1525 



End 
Score 



1525 
.72 



40904 Seq. ID OJ991226_50 . 0317 . C7 

84687 Strand + 

436 End 1762 

OJ991226_50 . 0317 . C7 . ol . np Method AAT/NAP 

550 End 1762 

7340884 Score 845 

550. .1548, 1600. .1762 

(AP001551) Similar to Antirrhinum ma jus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



40904 Seq. ID 

84687 Strand 

436 End 

OJ99122 6_50 . 0317 . C7 . ol . tm Method 

795 End 

none Score 



OJ991226_50.0317.C7 
+ 

1762 

TBLASTX: Maize 

114 0 

64 



795. .995, 798. .1049, 814. .1071, 817. .1077, 1077. .1130, 
1077.. 1136, 1078.. 1140 



1 


Seq. No. 


40904 




Seq. ID 


OJ991226_50 




Gene No . 


84687 




Strand 


+ 




Start 


436 




End 


1762 




Name 


OJ991226 50.0317.C7.o2. 


tm 


Method 


TBLASTX: Mai. 




Start 


1456 




End 


1745 




GI 


none 




Score 


250 




Exons 


1456. .1743, 1464. .1616, 


1644. 


.1745 






Seq. No. 


40905 




Seq. ID 


OJ991226_50 




Gene No. 


84688 




Strand 


+ 




Start 


781 




End 


5844 




Name 


OJ991226 50.0317.C8.ol. 


gs 


Method 


GENSCAN 




Start 


781 




End 


5844 




GI 


none 




Score 


.82 




Exons 


781. .809, 902. .1029, 1126. .1407, 2178. 


.2294, 2454. 






2829.. 3038, 3774.. 3921, 


4097. 


.5085, 5737. .5844 




Seq. No. 


40905 




Seq. ID 


OJ991226_50 




Gene No. 


84688 




Strand 


+ 




Start 


781 




End 


5844 




Name 


OJ991226 50.0317.C8.ol. 


gp 


Method 


AAT/GAP 




Start 


1126 




End 


2564 




GI 


none 




Score 


1051 




Exons 


1126. .1298, 1386. .1407, 


2211. 


.2564 






Seq. No. 


40905 




Seq. ID 


OJ991226_50 




Gene No. 


84688 




Strand 


+ 




Start 


781 




End 


5844 




Name 


OJ991226 50.0317.C8.ol. 


np 


Method 


AAT/NAP. 




Start 


2149 




End 


5063 




GI 


7485117 




Score 


951 




Exons 


2149.. 2173, 3841.. 3966-, 


4082. 


.5063 






GI Descrip. 


hypothetical protein - 


Arabidopsis thaliana 



,C8 



,0317. C8 



gi|2244816|emb|CAB10239.1| (Z97336) hypothetical protein 



40913 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] gi I 7268166 | emb | CAB78502 . 1 | (AL161539) 
hypothetical protein [Arabidopsis thaliana] 



40905 
84689 
9048 

OJ991226_50.0317.C8.o3.np 
8984 
7487621 
8984. .9888, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11246. .11268 

hypothetical protein T3K9.17 - Arabidopsis thaliana 
gi|3402711|gb|AAD12005.11 (AC004261) putative RNA-binding 
protein [Arabidopsis thaliana] 



OJ991226_50.0317.C8 
+ 

11268 
AAT/NAP 
11268 
369 



40905 
84689 
9048 

OJ991226_50.0317.C8.o3.gs 

9048 

none 

9048. .10208 



Seq. ID OJ991226_50.0317.C8 

Strand + 

End 11268 

Method GENSCAN 

End 10208 

Score .91 





Seq. No. 


40905 


Seq. ID 


OJ991226_ 


_50 


.0317 


-C8 




Gene No. 


84689 


Strand 


+ 








si 


Start 


9048 


End 


11268 










Name 


OJ991226 50.0317.C8.o2.gp 


Method 


AAT/GAP 










Start 


9863 


End 


10827 










GI 


none 


Score 


953 










Exons 


9863.. 10191, 10637.. 10827 














Seq. No. 


40905 


Seq. ID 


OJ991226_ 


_50 


.0317 


.C8 


1 § 


Gene No. 


84690 


Strand 










sr 


Start 


5707 


End 


7831 










Name 


OJ991226 50.0317.C8.o2.np 


Method 


AAT/NAP 










Start 


5707 


End 


7831 










GI 


6330157 


Score 


577 










Exons 


5707.. 5770, 6835.. 7121, 7167 


. .7831 












GI Descrip. 


(AB032986) KIAA1160 protein 


[Homo sapiens] 








J 


Seq. No. 


40905 


Seq. ID 


OJ991226_ 


_50 


.0317 


.C8 




Gene No. 


84690 


Strand 












Start 


5707 


End 


7831 










Name 


OJ991226 50.0317.C8.o2.gs 


Method 


GENSCAN 










Start 


6847 


End 


7782 










GI 


none 


Score 


.99 










Exons 


6847. .7782 













Seq. No. 40905 
Gene No. 84691 
Start 11404 

Name OJ991226_50 . 0317 . C8 . ol . ts 

Start 3900 
GI none 

Exons 3900.. 4028, 3907.. 4029, 

4309.. 4701, 4*368.. 4700, 
4795. .4869 



Seq. ID OJ991226_50.0317.C8 
Strand 

End 11847 
Method TBLASTX : Soybean 
End 4869 
Score 108 
4087.. 4233, 4089.. 4229, 4297.. 4467, 
4636.-4788, 4650. .4787, 4651. .4782, 



40914 





Seq. No. 


40905 








Seq. ID 


OJ991226_50.0317.C8 




Gene No. 


84691 








Strand 






Start 


11404 








End 


11847 




Name 


OJ991226 50. 


0317. 


C8 .ol. 


tra 


Method 


TBLASTX: Maize 




Start 


4318 








End 


4794 




GI 


none 








Score 


54 




Exons 


4318. .4413, 


4423. 


.4539, 


4467. 


.4733, 4470. .4724, 4471. .4752, 






4477. .4752, 


4687. 


.4794 










Seq. No. 


40905 








Seq. ID 


OJ991226_50.0317.C8 




Gene No. 


84691 








Strand 






Start 


11404 








End 


11847 




Name 


OJ991226 50. 


0317. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4818 








End 


5082 




GI 


none 








Score 


38 




Exons 


4818. .4844, 


4819. 


.4842, 


4842. 


.5072, 4843. .5082, 4845. .5075, 






4910. .5077 














Seq. No. 


40905 








Seq. ID 


OJ991226_50.0317.C8 




Gene No. 


84691 








Strand 






Start 


11404 








End 


11847 




Name 


OJ991226 50. 


0317, 


C8.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


4948 








End 


5157 


"1 


GI 


none 








Score 


246 


J 


Exons 


4948. .5157, 


4959, 


.5156 








i 5 


Seq. No. 


40905 








Seq. ID 


OJ991226_50.0317.C8 




Gene No. 


84691 








Strand 






Start 


11404 








End 


11847 




Name 


OJ991226 50 


.0317 


,C8.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


6774 








End 


7171 




GI 


none 








Score 


36 


S.T 


Exons 


6774. .6803, 


6804 


. .6986, 


6835. 


.6993, 6843.. 6917, 6848.. 6991, 


S£ 




7113. .7169, 


7115 


. .7171 








. 3 

•w 


Seq. No. 


40905 








Seq. ID 


OJ991226_50.0317.C8 


JL 


Gene No. 


84691 








Strand 






Start 


11404 








End 


11847 


3 
3 


Name 


OJ991226 50 


.0317 


,C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7277 








End 


7467 




GI 


none 








Score 


269 




Exons 


7277. .7465, 


7285 


. .7467 










Seq. No. 


'40905 








Seq. ID 


OJ991226_50.0317.C8 




Gene No. 


84691 








Strand 






Start 


11404 








End 


11847 




Name 


OJ991226 50 


.0317 


.C8.o3, 


ts 


Method 


TBLASTX: Soybean 




Start 


7438 








End 


7780 




GI 


none 








Score 


62 




Exons 


7438. .7476, 


7471 


. .7551, 


7493. 


.7525, 7567. .7773, 7595. .7621, 






7727. .7771, 


7733 


. .7780 










Seq. No. 


40905 








Seq. ID 


OJ991226_50.0317.C8 




Gene No. 


84691 








Strand 






Start 


11404 








End 


11847 




Name 


OJ991226 50 


.0317 


.C8 .ol 


.tc 


Method 


TBLASTX: Cress 




Start 


7471 








End 


7773 



40915 




GI 


none 








Score 


268 




Exons 


7471. .7551, 


7540 


. .7773 










Seq. No. 


40905 








Seq. ID 


OJ991226_50.0317 


*.C8 


Gene No. 


84691 








Strand 






Start 


11404 








End 


11847 




Name 


OJ991226 50. 


0317 


.C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


9252 








End 


9845 




GI 


none 








Score 


153 




Exons 


9252. .9503, 


9561 


. .9611, 


9563. 


.9604, 9618.. 9845, 9618.. 9779, 




9629. .9820 














Seq. No. 


40905 








Seq. ID 


OJ9912.26_50.0317 


.C8 


Gene No. 


84691 








Strand 






Start 


11404 








End 


11847 




Name 


OJ991226 50. 


0317 


.C8.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


9306 








End 


9848 




GI 


none 








Score 


60 




Exons 


9306. .9380, 


9435 


. .9503, 


9561. 


.9848, 9563.. 9604, 9618.. 9800, 




9629. .9835 














Seq. No. 


40905 








Seq. ID 


OJ991226_50.0317 


.C8 


Gene No. 


84691 








Strand 






Start 


11404 








End 


11847 




Name 


OJ991226 50. 


0317 


.C8 .o5. 


tm 


Method 


TBLASTX: Maize 




Start 


9561 








End . 


9845 




GI 


none 








Score 


57 




Exons 


9561.. 9605, 


9563 


. .9604, 


9617. 


.9835, 9618. .9845 




Seq. No. 


40905 








Seq. ID 


OJ991226_50.0317 


.C8 


Gene No. 


84691 








Strand 






Start 


11404 








End 


11847 




Name 


OJ991226 50. 


0317 


,C8.o4. 


gs 


Method 


GEN SCAN 




Start 


11404 








End 


11847 




GI 


none 








Score 


. 55 




Exons 


11404. .11439, 11622. .11651, 11768. .11847 




Seq. No. 


40906 








Seq. ID 


OJ991226_50.0317 


.C9 


Gene No. 


84692 








Strand 


+ 




Start 


1287 








End 


6017 




Name 


OJ991226 50. 


0317 


.C9.ol. 


gs 


Method 


GENS CAN 




Start 


1287 








End 


6017 




GI 


none 








Score 


.48 




Exons 


1287. .1361, 


2302 


. .2449, 


3834. 


.3952, 4989.. 5062, 5212.. 5450, 




5452. .5488, 


5650 


. .5696, 


5942. 


.6017 






Seq. No. 


40906 








Seq. ID 


OJ991226_50.0317 


.C9 


Gene No. 


84693 








Strand 






Start 


397 








End 


2855 




Name 


OJ991226 50. 


0317 


,C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


394 








End 


636 




GI 


none 








Score 


338 




Exons 


394.. 630, 395.. 631, 395 


.631, 


412. .636, 


417. .632 




Seq. No. 


40906 








Seq. ID 


OJ991226_50.0317 


.C9 


Gene No. 


84693 








Strand 






Start 


397 








End 


2855 





40916 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991226_50.0317.C9.ol.np 
397 

4903139 

397. .623, 1157. .1197, 1294. 



■ Method AAT/NAP 
End 2851 
Score 595 
,1355, 2651. .2851 



(AB027456) extensive homology to FT (FLOWERING LOCUS T, 
AB027504) and TSF (TWIN SISTER OF FT, AB027506) genes of 
Arabidopsis thaliana; similar to mammalian 

phophatidylethanolamine binding protein (PEBP) and hippocampal 
cholin. . . 



Seq. No. 40906 Seq. ID 

Gene No. 84 693 Strand 

Start 397 End 

Name OJ991226_50 . 0317 . C9 . ol . ts Method 

Start 404 End 

GI none Score 

Exons 404.. 607, 406.. 627, 410.. 625 



OJ991226_50.0317.C9 
2855 

TBLASTX: Soybean 

627 

194 



Seq. No. 


40906 








Seq. ID 


OJ991226_50.0317 


-C9 


Gene No . 


84693 








Strand 






Start 


397 








End 


2855 




Name 


OJ991226 50 


.0317 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1150 








End 


2855 




GI 


none 








Score 


61 




TTvnn ^ 


1150. .1197, 


1155 


. .1205, 


1293. 


.1397, 2646.. 2720, 2648.. 2842, 




2655. .2855, 


2656 


. .2841, 


2657. 


.2842 






Seq. No. 


40906 








Seq. ID 


OJ991226_50.0317 


-C9 


Gene No. 


84693 








Strand 






Start 


397 








End 


2855 




Name 


OJ991226 50 


.0317 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1158 








End 


2839 




GI 


none 








Score 


220 




Exons 


1158. .1205, 


1293 


. .1364, 


2645. 


.2839 






Seq. No. 


40907 








Seq. ID 


OJ991226_50.0317 


.C10 


Gene No. 


84694 








Strand 


+ 




Start 


194 








End 


655 




Name 


OJ991226 50 


.0317 


.ClO.ol 


.gs 


Method 


GENSCAN 




Start 


194 








End 


655 




GI 


none 








Score 


.73 




Exons 


194. .245, 581. .655 










Seq. No. 


40907 








Seq. ID 


OJ991226_50.0317 


.C10 


Gene No. 


84695 








Strand 


+ 




Start 


865 








End 


1247 




Name 


OJ991226 50 


.0317 


.ClO.ol 


.np 


Method 


AAT/NAP 




Start 


865 








End 


1247 




GI 


5852093 








Score 


70 




Exons 


865. .1008, 


1122. 


.1247 











GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



Seq. No. 40908 Seq. ID 

Gene No. 84696 Strand 

Start 2880 End 

Name OJ99122 6_50 . 0317 . C12 . ol . tm Method 

Start 2709 End 



OJ991226_50.0317.C12 
2979 

TBLASTX: Maize 
2979 



40917 



GI 


none 




Score 


121 




2709 2798. 2715 2792, 


2777. 


.2812, 2898. .2978, 2923.-2979 


Seq. No. 


40908 




Seq. ID 


OJ991226_50 . 0317 . C12 


Gene No. 


84696 




Strand 


— 


Start 


2880 




End 


2979 


Name 


OJ991226 50.0317.C12.o2 


. as 


Method 


GENS CAN 


Start 


2880 ~" 




End 


2951 


GI 


none 




Score 


.57 


1_ \^ 11m 


2880 2951 








Sea No 


40909 




Seq. ID 


OJ991226_50 . 0317 . C13 


Gene No . 


84697 




Strand 


+ 


Start 


1 




End 


686 


Name 


OJ991226 50.0317.C13.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


686 


GI 


12022 1.R1084 




Score 


761 


Rvnns 


1..166, 349..686 








GI Descrio. 


'5902672/gb|AAC79672.2| 


2.0e- 


60 (AF034643) putative cdc2-related 




kinase [Haematobia irritans irritans] ' 




Seq. No. 


40910 




Seq. ID 


OJ991226_50.0317.C15 


Gene No. 


84698 




Strand 


+ 


Start 


1 




End 


702 


Name 


OJ991226 50.0317.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


702 


GI 


4680179 




Score 


753 




1..702 








GI Descrio 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


40910 




Seq. ID 


OJ991226 50.0317.C15 


Gene No. 


84698 




Strand 


+ 


Start 


1 




End 


702 


Name 


OJ991226 50.0317.C15.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


154 




End 


570 


GI 


none 




Score 


507 


Exons 


154. .570, 180. .488 








Seq. No. 


40910 




Seq. ID 


OJ991226_50.0317.C15 


Gene No. 


84698 




Strand 


+ 


Start 


1 




End 


702 


Name 


OJ991226 50.0317.C15.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


178 




End 


501 


GI 


none 




Score 


424 


Exons 


178. .492, 180. .488, 190 


. .501 






Seq. No. 


40910 




Seq. ID 


OJ991226_50.0317.C15 


Gene No. 


84698 




Strand 


+ 


Start 


1 




End 


702 


Name 


OJ991226 50.0317.C15.ol 


.gs 


Method 


GENS CAN 


Start 


187 




End 


648 


GI 


none 




Score 


.85 


Exons 


187. .648 








Seq. No. 


40911 




Seq. ID 


OJ991226_50.0317.C17 


Gene No. 


84699 




Strand 


+ 


Start 


696 




End 


905 



40918 



Name 

Start 

GI 

Exons 



OJ991226_50.0317.C17.ol.gs 

696 

none 

696. .905 



Method GEN SCAN 
End 905 
Score .66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40912 Seq. ID 

84700 Strand 

34 6 End 

OJ99122 6_50 . 0317 . C18 . ol . gs . Method 

346 End 

none Score 



40912 Seq. ID 

84701 Strand 

3113 End 
OJ99122 6_50 . 0317 . C18 . o2 . gs Method 

3113 End 

none Score 
3113.. 3529 



OJ991226_50.0317.C18 
+ 

2619 
GEN SCAN 
2619 
.44 



346. .460, 955. .1050, 1825. .1971, 2474. .2619 



OJ991226_50.0317.C18 

3622 
GENSCAN 
3529 
.68 



Seq. No. 40912 Seq. ID OJ991226_50 . 0317 . C18 

Gene No. 84701 Strand 

Start 3113 End 3622 

Name OJ991226_50.0317.C18.ol.np Method AAT/NAP 

Start 3185 End 3622 

GI 7434307 Score 379 

Exons 3185.. 3622 

GI Descrip. hypothetical protein F25G13.90 - Arabidopsis thaliana 
gi 15123941 | emb | CAB45499.il (AL079349) putative protein 
[Arabidopsis thaliana] gi | 7268002 | emb | CAB78342 . 1 | (AL161535) 





putative protein 


[Arabidopsis 


thaliana] 




Seq. No. 


40912 




Seq. ID 


OJ991226_50.0317.C18 


Gene No. 


84701 




Strand 




Start 


3113 




End 


3622 


Name 


OJ991226 50.0317. 


C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


3287 




End 


3599- 


GI 


none 




Score 


56 


Exons 


3287.. 3379, 3368. 


.3430, 3380. 


.3439, 3440. .3598, 3480. .3599 


Seq. No. 


40912 




Seq. ID 


OJ991226_50.0317.C18 


Gene No. 


84701 




Strand 




Start 


3113 




End 


3622 


Name 


OJ991226 50.0317. 


C18.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3293 




End 


3557 


GI 


none 




Score 


67 


Exons 


3293.. 3556, 3468. 


.3557 






Seq. No. 


40912 




Seq. ID 


OJ991226_50.0317.C18 


Gene No. 


84701 




Strand 




Start 


3113 




End 


3622 


Name 


OJ991226 50.0317. 


C18.ol.tc 


Method ■ 


TBLASTX: Cress 


Start 


3300 




End 


3599 


GI 


none 




Score 


61 


Exons 


3300.. 3380, 3302. 


.3391, 3368. 


.3427, 3467. .3598, 3480. .3599 



40919 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40913 Seq. ID OJ991226_50 . 0317 . C19 

84702 Strand 

1749 End 3117 

OJ991226_50.0317.C19.ol.np Method AAT/NAP 

1749 End 3117 

7487797 Score 947 

1749. .3117 

hypothetical protein T8F5.16 - Arabidopsis thaliana 
gi|3335351|gb|AAC27153.1i (AC004512) Similar to ERECTA receptor 
protein kinase gb|D83257 from A. thaliana. ESTs gb|T41629 and 
gb|AA586072 come from this gene. [Arabidopsis thaliana] 
gi|6049566|gb|AAF02654.1| (AF177672) receptor-like protein 
CLAVATA2 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40913 
84702 
1749 

OJ991226_50..0317.C19.ol.ts 
1758 



Seq. ID OJ991226_50.0317.C19 
Strand 

3117 

TBLASTX : Soybean 
2993 
66 



End 

Method 
End 

none Score 
1758. .1865, 1957. .2031, 1959. .2156, 2089. .2127, 2148. .2342, 
2160. .2306, 2161. .2295, 2430. .2561, 2502. .2624, 2571. .2702, 
2583. .2717, 2647. .2697, 2727. .2858, 2791. .2904, 2862. .2993, 
2862.. 2981 



40913 
84702 
1749 

OJ991226_50, 

1950 

none 

1950. .2255, 
2013. .2168, 
2085. .2138, 
2403. .2654, 
2430. .2987, 
2577. .2870, 
2646. .2942, 
2788. .2898, 



0317.C19.ol.tc 



1959. 
2016. 
2095. 
2403. 
2430. 
2584. 
2700. 
2791. 



2066, 
2270, 
2259, 
2552, 
2972, 
2886, 
2987, 
2949, 



2001. 
2016. 
2100. 
2427. 
2445. 
2637. 
2715. 
2802. 



Seq. ID 

Strand 

End 

Method 

End 

Score 
.2276, 
.2261, 
.2300, 
.2972, 
.2624, 
.2990, 
.2912, 
.2981, 



OJ991226 50.0317.C19 



3117 
TBLASTX: 
3095 
66 

004. .2135, 
028. .2216, 
211. .2270, 
427. .2714, 
499. .2795, 
638. .2892, 
776. .2895, 
844. .2972, 



Cress 



2010. .2270, 
2079. .2324, 
2385. .2912, 
2430. .2849, 
2577. .2981, 
2644. .2733, 
2781. .2987, 
3015. .3095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40913 
84702 
1749 

OJ991226_50.0317.C19.ol.tw 

1998 

none 

1998.. 2315, 2089.. 2265, 2089. 
2571.. 2837, 2646.. 2918, 2721. 

40913 
84702 
1749 

OJ991226_50.0317.C19.ol.tm 

2016 

none 

2016. .2111, 2202. .2288, 2430. 
2547.. 2813, 2611.. 2895, 2613. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991226 50.0317.C19 



3117 

TBLASTX: Wheat 
2984 
52 

2277, 2424. .2684, 2430. .2627, 
2972, 2784.. 2984 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991226 50.0317.C19 



3117 

TBLASTX: Maize 
2987 
72 

.2675, 2472.. 2741, 2500.. 2733, 
.2891, 2775.. 2975, 2904.. 2987 



40920 




Seq. No. 


40914 


Seq. ID 


OJ991226_ 


50 .0317 .C20 


Gene No. 


84703 


Strand 


+ 




Start 


44 


End 


1307 




Name 


OJ991226 50.0317.C20.ol.gs 


Method 


GEN SCAN 




Start 


44 


End 


1307 




GI 


none 


Score 


.53 




Exons 


44. .147, 585. .744, 801. .1307 








Seq. No. 


40914 


Seq. ID 


OJ991226_ 


_50.0317.C20 


Gene No. 


84704 


Strand 


+ 




Start 


3374 


. End 


9526 




Name 


OJ991226 50.0317.C20.ol.np 


Method 


AAT/NAP 




Start 


3374 


End 


9526 




GI 


7228457 


Score 


9346 




Exons 


3374.. 3740, 3.802.. 5737, 5801. 


.6635, 6758.. 7909, 


7976. .9526 


GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 


type 



retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


40914 




Seq. ID 


OJ991226_50.0317 


.C20 


fione No . 


84705 




Strand 






Start 


1 




End 


168 




Name 


OJ991226 50.0317.C20.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




■ End 


168 * 




GI 


none 




Score 


320 




Exons 


1. .168 










Seq. No. 


40914 




Seq. ID 


OJ991226_50.0317 


.C20 


Gene No. 


84706 




Strand 






Start 


10162 




End 


14102 




Name 


OJ991226 50.0317.C20.o3. 


gs 


Method 


GENSCAN 




Start 


10162 




End 


14102 




GI 


none 




Score 


.75 




Exons 


10162. .12067, 12166. .13498, 


13981. .14102 




Seq. No. 


40914 




Seq. ID 


OJ991226_50.0317 


.C20 


Gene No. 


. 84706 




■. Strand 






Start 


10162 




End 


"14102 




Name 


OJ991226 50.0317.C20.o2. 


np 


Method 


AAT/NAP 




Start 


10165 




End 


13426 




GI 


6907089 




Score 


4254 




Exons 


10165. .12067, 12166. .13426 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


40914 




Seq. ID 


OJ991226_50.0317 


.C20 


Gene No. 


84707 




Strand 






Start 


14086 




End 


14165 




Name 


OJ991226 50.0317.C20.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1306 




End 


6271 




GI 


none 




Score 


216 




Exons 


1306. .1422, 5808.. 6251, 


5809 


..6270, 5810. .6271 




Seq. No. 


40914 




Seq. ID 


OJ991226_50.0317 


.C20 


Gene No. 


84707 




Strand 






Start 


14086 




End 


14165 




Name 


OJ991226 50.0317.C20.o6. 


tw 


Method 


TBLASTX: Wheat 





40921 






Cf art 


4028 








End 


4420 






ox 


none 








Score 


58 






P von c 


4028 4075. 


4082. 


.4180, 


4099. 


.4179, 4147. .4308, 4163. .4420 




Seq. No. 


40914 








Seq. ID 


OJ991226_50.0317 


.C20 




Gene No. 


84707 








Strand 


— 






Start 


14086 








End 


14165 






Name 


OJ991226 50 


.0317. 


C20.O4 


. tm 


Method . 


TBLASTX: Maize 






Start 


4033 ~~ 








End 


4318 








none 








Score 


193 






1? von s 


4033. .4317, 


4070. 


.4318 












Qpn Mo 


40914 








Seq. ID 


OJ991226_50.0317 


.C20 




Gene No. 


84707 








Strand 








Start 


14086 








End 


14165 






Name 


OJ991226 50 


.0317. 


C20.o5 


. tw 


Method 


TBLASTX: Wheat 






Start 


4428 ~ 








End 


7888 






GI 


none 








Score 


234 






pyrin c 


4428 4481. 


7430. 


.7678, 


7454. 


.7678, 7519. .7692, 7739. .7888, 






7750. .7887 
















Seq. No. 


40914 








Seq. ID 


OJ991226_50.0317 


.C20 




Gene No. 


84707 








Strand 








Start 


14086 








End 


14165 




; ^ 


IN CHUG 


OJ991226 50 


. 0317 . 


C20.o3 


. tw 


Method 


TBLASTX: Wheat 






Cfarr 


■ 5158 ~ 








End 


5644 




£ ■=? 


ox 


none 








Score 


416 






T7 1 vAn 0 




5159. 


. 5644 , 


5159. 


.5587, 5353. .5613 




w 


Seq. No. 


40914 








Seq. ID 


OJ991226_50.0317 


.C20 




Gene No. 


84707 








Strand 








Start 


14086 








End 


14165 






Name 


OJ991226 50 


.0317. 


C20.o3 


. ts 


Method 


TBLASTX : Soybean 






r ~3 


Start 


5849 ~~ 








End 


6214 






GI 


none 








Score 


117 




5 s 
= ss 


v von <3 


5849 6073, 


6080. 


. 6214 












Seq. No. 


40914 








Seq. ID 


OJ991226_50.0317 


.C20 


? ^ 
~ cr 


Gene No. 


84707 








Strand 








Start 


14086 








End 


14165 






Name 


OJ991226 50 


.0317. 


C20.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


5939 ~~ 








End 


6295 






GI 


none 








Score 


392 








5939 6295, 


5974 . 


. 6285, 


6179. 


.6295 








Seq. No. 


40914 








Seq. ID 


OJ991226_50.0317 


.C20 




Gene No. 


84707 








Strand 








Start 


14086 








End 


14165 






Name 


OJ991226 50 


. 0317 . 


C20 . o3 


. tm 


Method 


TBLASTX: Maize 






Start 


6322 ~~ 








End 


6706 






GI 


none 








Score 


360 






Exons 


6322. .6687, 


6323. 


.6706 












Seq. No. 


40914 . 








Seq. ID 


OJ991226_50.0317 


.C20 




Gene No. 


84707 








Strand 








Start 


14086 








End 


14165 






Name 


OJ991226 50 


.0317. 


C20.o2 


.tw 


Method 


TBLASTX: Wheat 





40922 






Start 


6379 








End 


6804 






GI 


none 








Score 


486 






Exons 


6379. . 6804, 


6380 


. . 6799 












Seq. No. 


40914 








Seq. ID 


OJ991226_50.0317 


.C20 




Gene No. 


84707 








Strand 








Start 


14086 








End 


14165 






Name 


OJ991226 50. 


0317 


.C20.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


6458 








End 


6829 






GI 


none 








Score 


280 






Exons 


6458. .6829, 


6475 


. .6618 












Seq. No. 


40914 








Seq. ID 


OJ991226_50.0317 


.C20 




Gene No. 


84707 








Strand 








Start 


14086 








End 


14165 






Name 


OJ991226 50. 


0317 


.C20.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


7577 








End 


8143 






GI 


5666795 








Score 


68 






Exons 


7577. .7675, 


7751 


. .7888, 


7943. 


.8143 








GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 






Seq. No. 


40914 








Seq. ID 


OJ991226_50.0317 


.C20 




Gene No. 


84707 








Strand' 






M. 


Start 


14086 








End 


14165 




%J 


Name 


OJ991226 50. 


0317 


.C20.o8. 


tw 


Method 


TBLASTX: Wheat 






Start 


7891 








End 


8203" 




= y 


GI 


none 








Score 


193 






Exons 


7891. . 8067, 


7904 


. .8092, 


7943. 


.8203. 








Seq. No. 


40914 








Seq. ID 


OJ991226_50.0317 


.C20 


rjj 


Gene No. 


84707 








Strand 








Start 


14086 








End 


14165 




3! 


Name 


OJ991226 50. 


0317 


.C20.O2. 


tm 


Method 


TBLASTX: Maize 






Start 


8396 








End 


8719 






GI 


none 








Score 


362 






Exons 


8396. .8719, 


8425 


, .8706 












Seq. No. 


40914 








Seq. ID 


OJ991226_50.0317 


.C20 




Gene No. 


84707 








Strand 








Start 


14086 








End 


14165 






Name 


OJ991226 50. 


0317 


.C20.O4. 


tw 


Method 


TBLASTX: Wheat 






Start 


8533 








End 


8914 






GI 


none 








Score 


375 






Exons 


8533. .8589, 


8534 


. .8914, 


8537. 


.8788, 8635. .8883 






Seq. No. 


40914 








Seq. ID 


OJ991226_50.0317 


.C20 




Gene No. 


84707 








Strand 








Start 


14086 








End 


14165 






Name 


OJ991226 50. 


0317 


.C20.O7. 


tw 


Method 


TBLASTX: Wheat 






Start 


8915 








End 


9517 






GI 


none 








Score 


265 






Exons 


8915. .9199, 


8920 


. .9198, 


9391. 


.9513, 9392. .9517 






Seq. No. 


40914 








Seq. ID 


OJ991226_50.0317 


.C20 




Gene No. 


84707 








Strand 








Start 


14086 








End 


14165 






Name 


OJ991226 50. 


0317 


.C20.o3. 


np 


Method 


AAT/NAP 





40923 





Start 


14086 


End 


14165 




GI 


7523512 


Score 


99 




Pvnn c; 


14086. .14165 








\J X J-/ \a» X. XL/ • 


(AP001633) hypothetical protein [Oryza 


sat iva ] 




Sea No. 


40915 


Seq. ID 


OJ991226 




Gene No. 


84708 


Strand 


+ 




Start 


1 


End 


525 




Name 


OJ991226 50.0317.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


215 




GI 


5042454 


Score 


92 




Exons 


1..91, 128. .215 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


40915 


Seq. ID 


OJ991226 




Gene No. 


84708 


Strand 


+ 




Start 


1 


End 


525 




Name 


OJ991226 50.0317.C21.ol.gs 


Method 


GENSCAN . 




Start 


104 


End 


525 




GI 


none 


Score 


. 96 




Exons 


104. .192, 412. .525 








Seq. No. 


40915 


Seq. ID 


OJ991226 




Gene No. 


.84709 


Strand 


+ 




Start 


953 


End 


1498 




Name 


OJ991226 50.0317.C21.o2.gs 


Method 


GENSCAN 


- '=? 




953 


End 


1498 


:? ^ 




none 


Score 


.81 


F- ; ^_= 


v von 


953.. 1032, 1435.. 1498 








Sea. No. 


40915 


Seq. ID 


OJ991226 


i y 


Gene No. 


84710 


Strand 




= 


Start 


311 


End 


534 




Name 


OJ991226 50.0317.C21.o2.np 


Method 


AAT/NAP 




Start 


311 


End 


534 


"•■^ 


GI 


6539570 


Score 


188 




Exons 


311. .534 








GI Descric 


(AP000836) hypothetical protein [Oryza 


sativa ] 




Seq. No. 


40916 


Seq. ID 


OJ991226 




Gene No. 


84711 


Strand 


+ 




Start 


1026 


End 


2349 




Name 


OJ991226 50.0317.C22.ol.gs 


Method 


GENSCAN 




Start 


1026 


End 


2349 




GI 


none 


Score 


.45 




Exons 


1026. .1146, 1521. .1653, 2157 


. .2349 






Seq. No. 


40916 


Seq. ID 


OJ991226 




Gene No. 


84712 


Strand 


+ 




Start 


13940 


End 


22209 




Name 


OJ991226 50.0317.C22.o2.np 


Method 


AAT/NAP 




Start 


13940 


End 


22191 




GI 


7523500 


Score 


343 




Exons 


13940. .13988, 21029. . 21424 , 


21568. .22191 



50.0317.C22 



GI Descrip. (AP001633) ESTs AU075812 (E60850) ,AU075811 (E60850) correspond to 
a region of the predicted gene . -Similar to Arabidopsis thaliana 
lipase mRNA (U38916) [Oryza sativa] 



40924 



Seq. No. 40916 Seq. ID OJ991226_50 . 0317 . C22 

Gene No. 84712 Strand + 

Start 13940 End 22209 

Name OJ991226_50 . 0317 . C22 . o3 . gs Method GENSCAN 

Start 17768 End 19312 

GI none Score .84 

Exons 17768. .18019, 18353 .. 184 90, 18549 .. 18593, 18598 .. 18663, 
19190.. 19312 

Seq. No. 40916 Seq. ID OJ991226_50 . 0317 . C22 

Gene No. 84712 Strand + 

Start 13940 End 22209 

Name OJ991226_50 . 0317 . C22 . o2 . gp Method AAT/GAP 

Start 20025 End 20456 

GI 76732_1.R1084 Score 649 

Exons 20025. .20046, 20096.. 20456 

GI Descrip. 1 5830029/emb | AL115410 . 1 1 CNS01CE2 2.0e-09 Botrytis cinerea strain 
T4 cDNA library under conditions of nitrogen deprivation' 



Seq. No. 


40916 




Seq. ID 


OJ991226 


_50.0317 


.C22 


Gene No . 


84712 




Strand 


+ 






Start 


13940 




End . 


22209 






Name 


OJ991226 50.0317.C22 


. o4 . gs 


Method 


GENSCAN 






Start 


20939 




End 


21465 






GI 


none 




Score 


.93 






Exons 


20939. .21214, 21250. 


.21465 










Seq. No. 


40916 




Seq. ID 


OJ991226 


_50.0317 


.C22 


Gene No. 


84712 




Strand 


+ 






Start 


13940 




End 


22209 






Name 


OJ991226 50.0317.C22 


. o5 . gs 


Method 


GENSCAN 






Start 


21685 




End 


22209 






GI 


none 




Score 


.79 






Exons 


21685. .22209 












Seq. No. 


40916 




Seq. ID 


OJ991226 


_50.0317 


.C22 


Gene No. 


84713 




Strand 


+ 






Start 


26984 




End 


30022 






Name 


OJ991226 50.0317.C22 


.o7 .gs 


Method 


GENSCAN 






Start 


26984 




End 


30022 






GI 


none 




Score 


.62 






Exons 


26984. .27188, 27267. 


.27315, 


27794. .28130, 28167 


. .28280, 






29208. .29379, 29754. 


.30022 










Seq. No. 


40916 




Seq. ID 


OJ991226 


_50.0317 


.C22 


Gene No. 


84714 




Strand 








Start 


3549 




End 


15627 






Name 


OJ991226 50.0317.C22 


.o2.gs 


Method 


GENSCAN 






Start 


3549 




End 


15627 






GI 


none 




Score 


.56 







Exons 



3549. .4148, 4226. .4624, 4877. .4913, 5123. .5311, 5656. .5876, 
6968. .7279, 7347. .7447, 7487. .7598, 10550 .. 10668 , 11521 .. 11772, 
12167. .12548, 13825 13897 , 14968 .. 15111, 15539. .15627 



Seq. No. 
Gene No. 



40916 
84714 



Seq. ID 
Strand 



OJ991226 50.0317.C22 



40925 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3549 End 15627 

OJ991226_50 . 0317 . C22 . ol . np Method AAT/NAP 
3689 End 4493 

4558567 Score 127 

3689. .4148, 4226. .4493 

(AC007138) hypothetical protein [Arabidopsis thaliana] 



40916 
84715 
22547 

OJ991226_50.0317.C22.o6.gs 

22547 

none 



Seq. ID OJ991226_50.0317.C22 
Strand 

End 26799 

Method GENSCAN 

End 26752 

Score .83 



22547. .22648, 22878 .. 22982, 23383 23542, 23648 .. 23725 , 

23946. .24087, 24204 .. 24348, 24451 .. 24513, 24 605 .. 24 664 , 

25087. .25161, 25307 ., 25423, 25523 25753, 25863 .. 25982 , 

26042. .26151, 26232 .. 26332, 26407 2 6513, 26657.. 26752 



40916 
84715 
22547 

OJ991226_50.0317.C22.o3.np 

22559 

7190369 



Seq. ID OJ991226_50.0317.C22 
Strand 

End 26799 

Method AAT/NAP 

End 26799 

Score 856 



22559. .22648, 22878 .. 22991, 23079 .. 23171, 23383 23549, 

24588. .24958, 25080. .25161, 25307 .. 25423, 25523 .. 25753, 

25863. .25982, 26075 26151, 26232 .. 26332, 26407 .. 26505, 
26649.-26799 



GI Descrip. 


(AE002300) 


gcpE protein 


[Chlamydia muridarum] 




Seq. No. 


40916 






Seq. ID 


OJ991226_50.0317 


.C22 


Gene No. 


84716 






Strand 






Start 


31574 






End 


33414 




Name 


OJ991226 50 


.0317.C22.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


4047 






End 


4543 




GI 


none 






Score 


239 




Exons 


4047. .4151, 


4229. .4543 










Seq. No. 


40916 






Seq. ID 


OJ991226_50.0317 


.C22 


Gene No. 


84716 






Strand 






Start * 


31574 






End 


33414 




Name 


OJ991226 50 


.0317.C22.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


9806 






End 


10180 




GI 


none 






Score 


132 




Exons 


9806. .9901, 


9891. .9992, 


10013 


. .10180 






Seq. No. 


40916 






Seq. ID 


OJ991226_50.0317 


.C22 


Gene No. 


84716 






Strand 






Start 


31574 






End 


33414 




Name 


OJ991226 50 


.0317.C22.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


9898 






End 


10375 




GI 


none 






Score 


72 




Exons 


9898. .9930, 


10007. .10375, 10158.. 10295 






Seq. No. 


40916 






Seq. ID 


OJ991226_50.0317 


.C22 


Gene No. 


84716 






Strand 






Start 


31574 






End 


33414 





40926 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991226_50 . 0317 . C22 . o7 . tm 

18368 

none 

18368. .18496, 18382 184 92, 
19189. .19254 

40916 
84716 
31574 

OJ991226_50.0317.C22.o6.tm 

21083 

none 



Method TBLASTX : Mai ze 
End 19258 
Score 157 
18598. .18663, 19181 .. 19258 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_50.0317.C22 
33414 

TBLASTX: Maize 

33168 

62 



21083. .21133, 21210. .21275, 21737 .. 22069, 21871 21993, 

22058. .22090, 22059 22100, 22084 .. 22182, 31610 .. 31756, 

31641. .31745, 31907 32101, 32311 .. 32406, 32 954 32992, 
33103.. 33168 



Seq. No. 40916 
Gene No. 84716 
Start 31574 

Name OJ991226_50 . 0317 . C22 . o2 . ts 

Start 22524 
GI none 

Exons 22524. .22649, 22530 .. 22631, 

22878.-22982, 22878 22982, 
23070. .23171, 23074 .. 23172, 
23647. .23727 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22547. .22672, 
22882. .22983, 



OJ991226 50.0317.C22 



33414 

TBLASTX: Soybean 
23727 
107 

22547. .22672, 
22883. .22993, 



23381. .23452, 23383.-23454, 



Seq. No. 40916 
Gene No. 84716 
Start 31574 

Name OJ991226_50 . 0317 . C22 . o3 . tc 

Start 22550 
GI none 

Exons 22550. .22672, 22551 .. 22649, 

22882. .22983, 23070 23171, 

. 23353. .23544, 23383 .. 23454 , 

24002. .24088, 24193 .. 24354 , 

24481. .24519, 24482.. 24514 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22878 

23073 



OJ991226 50.0317.C22 



33414 

TBLASTX: Cress 
24519 
106 

22976, 22878 
23171, 23074 



23647. .23727, 23945. 
24194. .24355, 24451, 



22982, 
23172, 
24016, 
24483, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40916 
84716 
31574 

OJ991226_50 . 0317 . C22 . o2 . tm 

22878 

none 

22878. .22979, 22903 22980, 
25359. .25430, 25526 .. 25753, 

40916 
84716 
31574 

OJ991226_50 . 0317 . C22 . ol . tm 

23662 

none 

23662. .23727, 
23944. .24087, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



23076. .23171, 25358 
25527. .25754, 25893 



OJ991226_50.0317.C22 
33414 

TBLASTX: Maize 

25946 

86 

25432, 
25946 



23663. .23719, 
23945. .24088, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23665 

23946 



OJ991226 50.0317.C22 



33414 

TBLASTX: Maize 
24509 
69 

23727, 23666. .23728, 
24098, 24193. .24348, 



40927 






24199. 


.24354, 24451. 


.24507, 


24453. .24509, 24458.. 24508 




Seq. No. 


40916 






Seq. ID 


OJ991226_50.0317 


.C22 


Gene No. 


84716 






Strand 






Start 


31574 






End 


33414 




Name 


OJ991226 50.0317.C22 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


24002 






End 


24318 




GI 


none 






Score 


67 




Exons 


24002. 


.24088, 24009. 


.24089, 


24193. .24318, 24194.. 24316 




Seq. No. 


40916 






Seq. ID 


OJ991226_50.0317 


.C22 


Gene No. 


84716 






Strand 






Start 


31574 






End 


33414 




Name 


OJ991226 50.0317.C22 


,ol. ts 


Method 


TBLASTX: Soybean 




Start 


24967 






End 


26277 




GI 


none 






Score 


59 




Exons 


24967. 


.25005, 24969. 


.25007, 


25088. .25132, 25093 .. 25131, 






25128. 


.25163, 25129. 


.25158, 


25305. .25424, 25307 .. 25432, 






25339. 


.25440, 25526. 


.25753, 


25527. .25754, 25606 .. 25755, 






25849. 


.25983, 25849. 


.25983, 


25860. .25985, 25860 .. 25985, 






26072. 


.26152, 26227. 


.26277, 


26228. .26275 




Seq. No. 


40916 






Seq. ID 


OJ991226_50.0317 


.C22 


Gene No . 


84716 






Strand 






Start 


31574 






,End 


33414 




Name 


OJ991226 -50.0317.C22 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


25364 






End 


26098 




GI 


none 






Score 


77 




Exons 


25364. 


.25432, 25365. 


.25424, 


25526. .25753, 25527 .. 25754 , 






25600. 


.25755, 25855. 


.25983, 


25860. .25985, 258 61 .. 25986, 






26072. 


.26098 










Seq. No. 


40916 






Seq. ID 


OJ991226_50.0317 


.C22 


Gene No. 


84716 






Strand 






Start 


31574 






End 


33414 




Name 


OJ991226 50.0317.C22 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


26099 






End 


27175 




GI 


none 






Score 


139 




Exons 


26099. 


.26152, 26227. 


.26334, 


26228.-26335, 264 12 .. 26516, 






26413. 


.26547, 26654. 


.26818, 


26657. .26806, 26715 .. 26819, 






26914. 


.27039, 26948. 


.27034, 


27061. .27162, 2-7062 .. 27175 




Seq. No. 


40916 






Seq. ID 


OJ991226_50.0317 


.C22 


Gene No. 


84716 






Strand 






Start 


31574 






End 


33414 




Name 


OJ991226 50.0317.C22 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


26254 






End 


26782 




GI 


none 






Score 


70 




Exons 


26254. 


.26310, 26258. 


.26311, 


26258. .26311, 26417 .. 26467, 






26422. 


.26514, 26424. 


.26516, 


26436. .26537, 26650 .. 26781, 






26654. 


.26782, 26654. 


.26782 








Seq. No. 


40916 






Seq. ID 


OJ991226_50.0317 


.C22 


Gene No. 


84716 






Strand 






Start 


31574 






End 


33414 




Name 


OJ991226 50,0317. C22 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


26457 






End 


27144 





40928 




GI 


none 


Score 


64 




26457 26513. 26463 26537. 


26654. .26818, 26672 .. 26815, 




2 67 15.. 2 68 19, 26914.. 27 039, 


27070. .27144 


Seq. No. 


40916 


Seq. ID 


OJ991226_50.0317.C22 


Gene No. 


84716 


Strand 




Start 


31574 


End 


33414 


Name 


OJ991226 50.0317.C22.o8.tm 


Method 


TBLASTX: Maize 


Start 


27058 ~ 


End 


27282 


GI 


none 


Score 


177 


Exons 


27058. .27207 , 27059. .27208, 


27061. .27282, 27066.. 27224 


Seq. No. 


40916 


Seq. ID 


OJ991226_50.0317.C22 


Gene No.. 


84716 


Strand 




Start 


31574 


End 


33414 


Name 


OJ991226 50.0317.C22.o8.gs 


Method 


GENSCAN 


Start 


31574 ~~ 


End 


33414 


GI 


none 


Score 


.79 


Exon 


31574. .32095, 32209. .32439, 


32834. .32991, 33120.. 33414 


Seq. No. 


40916 


Seq. ID 


OJ991226_50.0317.C22 


Gene No . 


84716 


Strand 




Start 


31574 


End 


33414 


Name 


OJ991226 50.0317. C22.o4.np 


Method 


AAT/NAP 


Start 


31601 


End 


33414 


GI 


7523500 


Score 


4 62 


UAV/l 1 0 


31601. .32101, 32257. .32405, 


32612. .32724, 32888 .. 32991, 




33120. .33414 






VJx UCOUJ — * 


(AP001633) ESTs AU075812 (E60850) , AU075811 (E60850) correspond 




a region of the predicted gene. -Similar to Arabidopsis thali< 




lipase mRNA (U38916) [Oryza 


sativa] 




Seq. No. 


40917 


Seq. ID 


OJ991226 50.0317.C23 


Gene No. 


84717 


Strand 


+ 


Start 


1 


End 


4618 


Name 


OJ991226 50.0317.C23.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


1922 


GI 


21376 1.R1084 


Score 


651 


Exons 


1..196, 336. .408, 1841. .1922 




GI Descrip. 


f 3063442 4.0e-ll (AC003981) 


F22013.6 


[Arabidopsis thaliana] ' 


Seq. No. 


40917 


Seq. ID 


OJ991226_50.0317.C23 


Gene No. 


84717 


Strand 


+ 


Start 


1 


End 


4618 


Name 


OJ991226 50.0317.C23.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


4206 


GI 


5295955 


Score 


54 


Exons 


1..163, 3550. .3618, 4156. .4206 




GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V0155 




[Oryza sativa] 






Seq. No. 


40917 


Seq. ID 


OJ991226_50.0317.C23 


Gene No. 


84717 


Strand 


+ 


Start 


1 


End 


4618 


Name 


OJ991226 50.0317.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


4 


End 


2126 


GI 


none 


Score 


39 



40929 



Exons 



4. .21, 5. .22, 12. .'86, 16. .150, 17. .163, 333. .413, 338. .409, 
1839. .1931, 1839. .1931, 1840. .1932, 2050. .2109, 2052. .2117, 
2052.. 2126 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40917 
84717 
1 

OJ991226_50.0317.C23.ol.gs 
35 

none 



Seq. ID OJ991226_50.0317.C23 

Strand + 

End 4 618 

Method GEN SCAN 

End 4 618 

Score .86 



35. .196, 336. .408, 1841. .1930, 2053. .2108, 3061. .3232, 
3550.. 3668, 4115. .4618 



40917 
84717 
1 

OJ991226_50.0317.C23.ol.np 
35 

7485996 



Seq. ID OJ991226_50.0317.C23 

Strand + 

End 4 618 

Method AAT/NAP 

End 1631 

Score 141 



35.. 196, 336.. 412, 1575.. 1631 

hypothetical protein F22013.6 - Arabidopsis thaliana 
gi|3063442|gb|AAC14030.1| (AC003981) F22013.6 [Arabidopsis 
thaliana] 



Seq. No. 40917 

Gene No. 84717 

Start 1 

Name OJ991226_50 . 0317 .C23 . o2 . gp 

Start 1841 

GI 2798421 

Exons 1841.. 1930, 2053.. 2111 



Seq. ID OJ991226_50.0317.C23 

Strand + 

End 4618 

Method AAT/GAP 

End 2111 

Score 221 



Seq. No. 


40918 




Seq. ID 


OJ991226_50.0317 


.C24 


Gene No. 


84718 




Strand 


+ 




Start 


413 




End 


1195 




Name 


OJ991226 


50.0317.C24 


.ol.gs Method 


GENSCAN 




Start 


413' 




End 


1191 




GI 


none 




Score 


.47 




Exons 


413. .581, 


642. .884, 


1075. .1191 






Seq. No. 


40918 




Seq. ID 


OJ991226_50.0317 


.C24 


Gene No. 


84718 




Strand 


+ 




Start 


413 




End 


1195 




Name 


OJ991226 


50.0317.C24 


.ol.tm Method 


TBLASTX: Maize 




Start 


713 




End 


1191 




GI 


none 




Score 


82 




Exons 


713. .760, 


718. .762, 


760. .882, 773.. 883, 


795. .884, 1067. 


.1150, 



1068. .1187, 1068. .1187, 1069. .1191 



Seq. No. 40918 Seq. ID 

Gene No. 84718 Strand 

Start 413 End 

Name OJ991226_50 . 0317 .C24 . ol . np Method 

Start 729 * End 

GI 3763933 Score 

Exons 729.. 884, 1075.. 1195 

GI Descrip. (AC004450) unknown protein [Arabidopsis thaliana] 



OJ991226_50.0317.C24 
+ 

1195 
AAT/NAP 
1195 
273 



40930 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40919 
84719 
895 

OJ991226_49.0317 .C4 .ol.np 
895 

7485877 



Seq. ID OJ991226_49.0317.C4 
Strand + 
End 14490 
Method AAT/NAP 
End 5718 
Score 1187 

89S..955, 1457. .1643, 1754. .1876, 1948. .2032, 2315. .2423, 
2517. .2584, 2678. .2803, 2915. .3308, 3390. .4002, 4291. .4497, 
4601. .4661, 4928. .5041, 5458. .5571, 5645. .5718 
hypothetical protein F20D22.9 - Arabidopsis thaliana 
gi|3142301|gb|AAC16752.1| (AC002411) Contains similarity to 
neural cell adhesion molecule 2, large isoform precursor 
gb|M76710 from Xenopus laevis, and beta transducin from S. 
cerevisiae gb|Q05946. ESTs gb|N65081 gb|Z30910, gb|Z34190, 
gb|Z34611, gb|R30101, gb|H36304, and gb | N> 



40919 
84719 
895 

OJ991226_4 9.0317.C4 .ol.gs 
1364 



Seq. ID OJ991226_49.0317.C4 
Strand + 

14490 
GENSCAN 
14490 
.67 



End 

Method 
End 

none Score 
1364. .1397, 1760. .1876, 2517. .2584, 2678. .2803, 2915. .4002, 
4291. .4497, 4601. .4661, 4928. .5041, 5458 .. 557 1, 6425 .. 6510, 
7349. .7506, 8042. .8135, 8519. .8587, 8996. .9090, 9906. .10069, 
10856. .11089, 11431. .11574, 11728 .. 11829, 13204 .. 13356, 
.13589. .13689, 14070.. 14490 



40919 
84719 
895 

OJ991226_49 . 0317 . C4 . ol . gp 

3441 

none 

3441. .3768 

40919 
84719 
895 

OJ991226_4 9 . 0317 . C4 . o2 . gp 

6339 

none 

6339.-6755 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_49.0317.C4 
+ 

14490 
AAT/GAP 
3768 
652 



OJ991226_49.0317.C4 
+ 

14490 
AAT/GAP 
6755 
806 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8764.78883, 8996.. 9090, 10771.. 11021 

•1170242/sp|P42045|HEMZ_HORVU 6.0e-21 FERROCHELATASE PRECURSOR 
(PROTOHEME FERRO-LYASE) (HEME SYNTHETASE) 

>gi_474 966_dbjjBAA05101_ (D26105) f errochelatase .['Hordeum 
vulgare] ' 



40919 
84719 
895 

OJ991226_4 9.0317.C4 .o3.gp 
8764 

26789 1.R1084 



OJ991226_49.0317 
+ 

14490 
AAT/GAP 
11021 
868 



.C4 



40931 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40919 Seq. ID 

84719 Strand 

895 End 

OJ991226_49.0317.C4 ,o2.np Method 

9008 End 

7437214 Score 



OJ991226_49.0317.C4 
+ 

14490' 
AAT/NAP 
14487 
1799 



9008. .9087, 10771. .11089, 11431 .. 11574 , 11728 11829, 
12133. .12236, 12386 .. 12512, 13204 .. 13356, 1358 9 .. 1368 9, 
14175. .14487 

probable f errochelatase (EC 4.99.1.1) - barley 
gi|2460251|gb|AAB71887.1| (AF020791) f errochelatase [Hordeum 
vulgare] 



40919 
84719 
895 

OJ991226_4 9.0317.C4.o4.gp 
13227 

61190 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
13227. .13356, 13589 13689, 14175.. 14270 

' 1170242/sp|P42045|HEMZ_HORVU 4.0e-54 FERROCHELATASE PRECURSOR 
(PROTOHEME FERRO-LYASE) (HEME SYNTHETASE) 

>gi_474966_dbj_BAA05101_ (D26105) f errochelatase [Hordeum 
vulgare] 1 



OJ991226_49.0317.C4 
+ 

14490 
AAT/GAP 
14270 
594 



40919 
84720 
15382 

OJ991226_4 9.0317.C4.o4.tm 

1488 

none 

1488.. 1556, 1489.. 1563, 1568. 
1761. .1874, 1948. .1974, 1949. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991226 49. 0317. C4 



16503 

TBLASTX: Maize 
1974 
105 

1645, 1568. .1651, 1760. .1876, 
1972 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40919 
84720 
15382 

OJ991226_4 9.0317.C4.o3.tc 

2315 

none 



Seq. ID OJ991226_49.0317.C4 
Strand 

End 16503 

Method TBLASTX : Cress 

End 2997 

Score 125 



2315. .2422, 2338. .2412, 2519. .2587, 2524. .2586, 2675. .2803, 
2677.. 2802, 2911.. 2997, 2912.. 2995 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



40919 
84720 
15382 

OJ991226_49.0317.C4 .o3.ts 

2315 

none 

2315. .2422, 2329. 
2680. .2808, 2683. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_49.0317.C4 
16503 

TBLASTX : Soybean 

3003 

132 



,2412, 2519. .2587, 2524. .2583, 2675. .2806, 
,2805, 2913.. 2999, 2914.. 3003, 2923.. 3003 



40919 Seq. ID 

84720 Strand 

15382 End 

OJ991226_4 9 . 0317 . C4 . o7 . tm Method 

2761 End 



OJ991226_49.0317.C4 
16503 

TBLASTX: Maize 
3113 



40932 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



none 

2761.. 2805, 2765.. 2806, 2912. 

40919 
84720 
15382 

OJ991226_4 9.0317.C4.o2.tm 

3491 

none 

3491. .3655, 3491. .3646, 3514. 
3657.. 3731, 3662.. 3739, 3697. 
3863.. 4000, 3876.. 4001, 3883. 

40919 
84720 
15382 

OJ991226_4 9. 0317 ,C4 .o4 . ts 

3530 

none 

3530.. 3601, 3875.. 4000, 3889. 
4400. .4501, 4602. .4661, 4919. 
5458. .5571 

40919 
84720 
15382 

OJ991226_4 9. 0317 .C4 .o4 . tc 

4286 

none 

4286. .4366, 4297. .4365, 4409. 
4602. .4661, 4912. .5040, 4919. 
5458. .5571, 5463. .5573, 5466. 

40919 
84720 
15382 

OJ991226__4 9.0317.C4 .o8.tm 

4602 

none 

4602. .4661, 4602. .4661, 4912. 
5455. .5571, 5457. .5573, 5458. 

40919 
84720 
15382 

OJ991226_49.0317.C4.o3.tm 
10768 
none 
10768. 
10811. 
11423. 



Score 71 

.3112, 2914. .3111, 3021.. 3113 

Seq. ID OJ991226_49.0317.C4 
Strand 

End 16503 
Method TBLASTX : Mai ze 
End . 4014 
Score 151 

.3651, 3520.. 3657, 3522.. 3701, 
.3738, 3698.-3877, 3778.. 3876, 
.4014, 3886. .4002 

Seq. ID OJ991226_49.0317.C4 
Strand 

End 16503 

Method TBLASTX : Soybean 

End 5573 

Score 83 

.4014, 4286. .4366, 4297. .4365, 
.5068, 4927. .5043, 5457. .5573, 



Seq. ID OJ991226_49.0317.C4 
Strand 

End 16503 
Method TBLASTX : Cress 
End 5573 
Score 126 

.4501, 4452. .4484, 4601. .4657, 
.5068, 4919.. 5053, 4927.. 5088, 
.5573 

Seq. ID OJ991226_49.0317.C4 
Strand 

End 16503 
Method TBLASTX : Mai ze 
End 5687 
Score 87 

.5043, 4919. .5068, 4925.. 5053, 
.5571, 5639. .5683, 5643.. 5687 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_49.0317.C4 
16503 

TBLASTX: Maize 

11817 

107 



,10815, 10782. .11003, 10809 .. 10967, 10810 .. 10971, 
,11020, 10931. .11089, 10954 .. 11094 , 11417 .. 11575, 
,11575, 11427. .11579, 11430 .. 11579, 11479 .. 11583, 



11724. .11816, 11725. .11814, 11776.. 11817 



Seq. No. 
Gene No. 
Start 
Name 



40919 Seq. ID 

84720 Strand 

15382 End 

OJ991226 49.0317.C4 .o2.ts Method 



OJ991226_49.0317.C4 
16503 

TBLASTX : Soybean 



40933 




Start 10910 
GI none 

Exons 10910. .11089, 10984 11094, 

11479. .11574, 11725. .11832, 

12133. .12237, 12380 .. 12514 , 

13203. .13328, 13204 .. 13356, 

13587. .13688, 13588 .. 13710, 

- 14174. .14260, 14176. .14331, 




End 14490 

Score 158 
11430. .11570, 11431. .11574, 
11776. .11835, 12132. .12245, 
12384. .12515, 13201 .. 13356, 
13583. .13687, 13586 .. 13687 , 
14169. .14324, 14 170 .. 144 90, 
14400. .14477 



OCLJ . Vi\J • 


40919 








Seq. ID 


OJ991226 


49.0317 


.C4 


otiilc IN U » 


84720 








Strand 










15382 








End 


16503 






Name 


OJ991226 49. 0317. C4. 


o2 . tc 


Method 


TBLASTX: 


Cress 




OLalL 


10961 








End 


14478 






GI 


none 








Score 


158 






Exons 


10961. 


.11089, 


10972. 


.11094, 


11430. .11573, 11479 


. .11574, 






11715. 


.11819, 


11725. 


. 11832, 


11776. .11835, 12130 


. . 12228, 






12132. 


.12242, 


12133. 


. 12237, 


12380. .12514, 12384 


12515, 






12384. 


.12524, 


12404. 


12523 


13201. .13347, 13203 


13340, 






13203. 


.13349, 


13204. 


• 1 JJJU/ 


13580. .13684, 13583 


13687, 






13588. 


.13710, 


14168. 


. 14317, 


14169. .14327, 14170 


. . 14349, 






14172. 


.14387, 


14368. 


1 447ft 

. I'll 'Of 


14406. .14477 






Con Mo 


40919 








Seq. ID 


OJ991226 


49.0317 


.C4 


Gene No. 


84720 








Strand 








Start 


15382 








End 


16503 






Name 


OJ991226 49. 0317. C4 . 


06. tm 


Method 


TBLASTX: 


Maize 




Start 


12383 








End 


12515 






GI 


none 








Score 


218 






Exons 


12383. 


.12514, 


12384. 


.12515 










Seq. No. 


40919 








Seq. ID 


OJ991226 


_49.0317 


.C4 


Gene No. 


84720 








Strand 








Start 


15382 








End 


16503 






Name 


OJ991226 49. 0317. C4 . 


oS.tm 


Method 


TBLASTX: 


Maize 




Start 


13201 








End 


14379 






GI 


none 








Score 


91 






Exons 


13201. 


.13326, 


13203. 


.13346, 


13203. .13334, 13204 


. .13356, 






13559. 


.13687, 


13565. 


.13681, 


13588. .13710, 14170 


. .14379, 





14170. .14325 



Seq. No. 


40919 


Seq. ID 


OJ991226 


Gene No. 


84720 


Strand 




Start 


15382 


End 


16503 


Name 


OJ991226 49. 0317. C4. 


o5.gp Method 


AAT/GAP 


Start 


15252 


End 


16470 


GI 


13023 1.R1084 


Score 


1340 


Exons 


15252. .15700, 15795. 


.15920, 16331.. 16470 


GI Descrip. 


'4510363/gb|AAD21451 


.11 6.0e-67 (AC007017) puta 




protein [Arabidopsis 


thaliana] 1 




Seq. No. 


40919 


Seq. ID 


OJ991226 


Gene No. 


84720 


Strand 




Start 


15382 


End 


16503 


Name 


OJ991226 49.0317iC4. 


o2.gs Method 


GENSCAN 


Start 


15382 


End 


16454 


GI 


none 


Score 


.84 



49. 0317. C4 



DNA-binding 



40934 



Exons 



15382. .15468, 15590 .. 15700, 15795 .. 15920, 16331.. 16454 



Seq. No. 40919 
Gene No. 84720 
Start 15382 

Name OJ991226_49. 0317 . C4 . ol . tm 

Start 15536 
GI none 
Exons 15536. .15700, 15536. 

15562. .15714, 15790. 

16331. .16471, 16331. 



Seq. ID OJ991226_49.0317.C4 
Strand 

End 16503 
Method TBLASTX : Maize 
End 16471 
Score 181 
15700, 15546. .15713, 15561 .. 157 10, 
15921, 15792. .15920, 16309 .. 16470, 
16471 



Seq. No. 40919 

Gene No. 84720 

Start 15382 

Name OJ991226_49 . 0317 .C4 

Start 15551 

GI none 

Exons 15551. .15700, 15561 

15792. .15920, 15795 
16342. .16437 



Seq. ID OJ991226_49.0317.C4 
Strand 

End ■ 16503 
,ol.tw Method TBLASTX: Wheat 

End 16437 

Score 175 
,.15701, 15561. .15701, 15790 15921, 
,.15923, 16331. .16432, 16342 .. 16425, 



Seq. No. 40919 

Gene No. 84720 

Start 15382 

Name OJ991226_4 9 . 0317 .C4 

Start 15560 

GI none 

Exons 15560. .15700, 15561 

Seq. No. 40919 

Gene No. 84720 

Start 15382 

Name OJ991226_49 . 0317 . C4 

Start 15560 

GI none 

Exons 15560. .15700, 15561 
15798. .15914, 16324 



Seq. No. 
Gene No. 
Start 
Name ... 
Start 
GI 

Exons 

GI Descrip. 



40919 
84720 
15382 

OJ991226_49.0317.C4 

15563 

4510363 

15563. .15700, 15795 
(AC007017) putative 
thaliana] 



Seq. ID OJ991226_49.0317.C4 
Strand 

End 16503 

■ol.tc Method TBLASTX: Cress 

End 15923 

Score 140 
..15701, 15786. .15923, 15792.. 15920 

Seq. ID OJ991226_49.0317.C4 
Strand 

End 16503 
.ol.ts Method TBLASTX: Soybean 

End 16503 

Score 151 
..15701, 15613. .15705, 15792 15920, 
. .16503, 16331. .16471 

Seq. ID OJ991226_49.0317.C4 
Strand 

End 16503 
,o3.np Method AAT/NAP 

End 16501 

Score 603 
..15920, 16331.. 16501 

ubiquit in-conjugating enzyme [Arabidopsis 



Seq. No. 40919 

Gene No. 84720 

Start 15382 

Name OJ99122 6_4 9 . 0317 . C4 . o5 . tc 

Start 16325 

GI none 

Exons 16325. .16471, 16328 ., 16471, 16335 .. 16475, 16339 16503, 
16339.. 16476 



Seq. ID OJ991226_49.0317.C4 
Strand 

End 16503 

Method TBLASTX : Cress 

End 16503 

Score 158 



40935 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



40920 
84721 
168 

OJ991226_4 9.0317.C5.ol.gs 

168 

none 

168. .419, 804. .911, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



49. 0317. C5 



925^ 



1023 



40920 
84722 
192 

OJ991226_49.0317.C5 
192 

6815062 

192. .424, 479.-499, 



OJ991226_ 
+ 

1023 
GEN SCAN 
1023 
.93 



OJ991226 49. 0317. C5 



Seq. ID 
Strand 

End 1033 
ol . np Method AAT/NAP 

End 1033 
Score 7 63 

798. .1033 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence; mudrA like protein (AC004 561) [Oryza 
sativa] 



40921 Seq. ID 

84723 Strand 

12951 End 

OJ991226_4 9 . 0317 . C6 . o2 . np Method 

12951 End 

5295955 Score 
12951. .13020, 13563. .13677, 
14820. .15392 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V0 15 55) 
[Oryza sativa] 



OJ991226_49.0317.C6 
+ 

15392 
AAT/NAP 
15392 
563 



14297. .14324, 14373 .. 14683, 



40921 
84724 
766 

OJ991226_49. 0317. C6.o2. tin 
.757 
none 



Seq. ID OJ991226_49.0317.C6 
Strand 

5748 

TBLASTX: Maize 
3998 
65 



End 

Method 
End 
Score 

757. .822, 758. .823, 768. .821, 894 . . 977 , 895 . . 966, 895. .1017, 
3811. .3903, 3813. .3905, 3939.-3998, 3949.. 3984 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226 49. 0317. C6 



40921 
84724 
766 

OJ991226_4 9.0317.C6.ol.gp 

766 

13862_1.R1084 
766. .820, 894. .970, 3803. .4226 

'4835766/gb|AAD30233.1|AC007202_15 1.0e-40 (AC007202) Contains 
similarity to gb_AB017693 transf actor (WERBP-1) from Nicotiana 
tabacum. ESTs gb_H39299, gb_T41875, gb_H38232 and gb_N38325 
come from this gene. [Arabidopsis thaliana] 1 



5748 
AAT/GAP 
4226 
1055 



40921 Seq. ID 

84724 Strand 

766 End 

OJ991226_49.0317.C6.ol.np Method 

777 End 



OJ991226_49.0317.C6 

5748 

AAT/NAP 

5748 



40936 



GI 4835766 Score 208 

Exons 777.. 820, 894.. 970, 3803.. 3901, 5673.. 5748 

GI Descrip. (AC007202) Contains similarity to gb|AB017 693 trans.f actor 

(WERBP-1) from Nicotiana tabacum. ESTs gb|H39299, gb|T41875, 
gb|H38232 and gb|N38325 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 


40921 


Seq. ID 


OJ991226_49.0317 


.C6 


nipnp No 


84725 


Strand 






Start 


12498 


End 


12741 




Name 


OJ991226 49.0317.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


12498 


End 


12741 




GI 


none 


Score 


60 




F vnn «; 

uAvl 1 *J 


12498 12557, 12499. . 12558, 


12499. .12558, 12543 12695, 






12547 ..12741, 12555. .12662 








OC^i 1 » v . 


40922 


Seq. ID 


OJ991226_49.0317 


-C7 




84726 


Strand 


+ 




Start 


6874 


End 


11225 




Name 


OJ991226 49.0317.C7.o3.gs 


Method 


GENSCAN 




Start 


6874 


End 


9981 




riT 




Score 


.58 




JjAUI lO 


6874 8063 8565 9981 








Can Mri 




Seq. ID 


OJ991226_49.0317 


.C7 


uCllC IN VJ . 


84726 


Strand 


+ 






6874 


End 


11225 " 




Name 


OJ991226 49.0317.C7.ol.np 


Method 


AAT/NAP 




Start 


6931 


End 


9966 




GI 


5823575 


Score 


758 




Exons 


6931.. 7461, 7500.. 8063, 8538 


..8857, 9068. .9606, 9874. .9966 


GI Descrip. 


(AL049730) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


40922 


Seq. ID 


OJ991226_49.0317 


.C7 


Gene No. 


84726 


Strand 


+ 




Start 


6874 


End 


11225 




Name 


OJ991226 49.0317.C7.ol.gp 


Method 


AAT/GAP 




Start 


742 : 4. 


End 


7749 




GI 


2312064 


Score 


623 




Exons 


7424. .7749 









Seq. No. 40922 Seq. ID OJ991226_4 9 . 0317 . C7 

Gene No. 84726 Strand + 

Start 6874 End 11225 

Name OJ991226_4 9. 0317 .C7 .o2 .gp Method AAT/GAP 

Start 8671 End 9138 

GI uC-osflcyp04 6dllbl Score 868 

Exons 8671.. 9138 

GI Descrip. ' 582357 5/emb | CAB53757 . 1 | 5.0e-10 (AL049730) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 40922 Seq. ID 

Gene No. 84726 Strand 

Start 6874 End 

Name OJ991226_4 9 . 0317 .C7 .o3 . gp Method 

Start 9813 End 

GI none Score 



OJ991226_49.0317.C7 
+ 

11225 
AAT/GAP 
11225 
8 62 



40937 






Exons 


9813. .9988, 


10957 


. .11225 








Seq. No. 


40922 








Seq. ID 


OJ991226_49.0317.C7 




Gene No. 


84727 








Strand 






Start 


314 








End 


408 




Name 


OJ991226 49. 


0317. 


C7 .ol. 


gs 


Method 


GENSCAN 




Start 


314 








End 


408 




GI 


none 








Score 


.66 




Exons; 


314. .408 














Seq. No. 


40922 








Seq. ID 


OJ991226_49.0317.C7 




Gene No. 


84728 








Strand 






Start 


2132 








End 


4309 




Name 


OJ991226 49. 


0317. 


C7.o2. 


gs 


Method 


GENSCAN 




Start 


2132 








End 


4194 




GI 


none 








Score 


.42 




Exons 


2132. .2226, 


3239. 


.3333, 


3896. 


.4194 


- 




Seq. No. 


40922 








Seq. ID 


OJ991226_49.0317.C7 




Gene No. 


84728 








Strand 






Start 


2132 








End 


4309 




Name 


OJ991226 49. 


0317. 


C7 .o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


4060 








End 


4309 




GI 


none 








Score 


277 


\3 


Exons 


4060. .4308, 


4061. 


.4309 








ru 


Seq. No. 


40922 








Seq. ID 


OJ991226_49.0317.C7 


r ~: 


Gene No. 


84729 








Strand 






Start 


7046 








End 


7347 




Name 


OJ991226 49. 


0317 . 


C7.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7046 








End 


7347 


i y 


GI 


none 








Score 


282 


- 


Exons 


7046. .7273, 


7047. 


. 7274, 


7048. 


.7272, 7273.. 7347, 7273. .7347 




Seq. No. 


40922 








Seq. ID 


OJ991226_49.0317.C7 




Gene No. 


84730 








Strand 






Start 


7971 








End 


8940 


y 


Name 


OJ991226 49. 


0317. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 


f ^ 


Start 


7971 








End 


8766 


f ^ 


GI 


none 








Score 


155 




Exons 


7971. .8051, 


7972. 


. 8064, 


8528 . 


.8758, 8538.. 8762, 8539.-8766 




Seq. No. 


40922 








Seq. ID 


OJ991226_49.0317.C7 




Gene No. 


84730 








Strand 






Start 


7971 








End 


8940 




Name 


OJ991226 49. 


0317 . 


C7 .ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7976 








End 


8940 




GI 


none 








Score 


151 




Exons 


7976. .8062, 


7978. 


.8064, 


7980. 


.8063, 8524.. 8859, 8538.. 8861, 






8539. .8859, 


8818. 


.8940 










Seq. No. 


40922 








Seq. ID 


OJ991226_49.0317.C7 




Gene No. 


84730 








Strand 






Start 


7971 








End 


8940 




Name 


OJ991226 49. 


0317. 


C7.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7987 








End 


8820 




GI 


none 








Score 


120 



40938 



Exohs 



7987.. 8064, 7989.. 8048, 8537.. 8809, 8538.. 8819, 8539.. 8820 





Seq. No. 


40922 


Seq. ID 


OJ991226_49.0317.C7 




Gene No. 


84731 


Strand 






Start 


9467 


End 


9997 




Name 


OJ991226 49.0317.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


9467 


End 


9997 




GI 


none 


Score 


49 




Exons 


9467.. 9511, 9468.. 9512, 9468 


..9512, 9492. .9659, 9508. .9582, 






9510.. 9584, 9585.. 9863, 9670 


..9828, 9728..9874, 9793. .9876, 






9796.. 9990, 9857.. 9997, 9878 


..9991, 9885.-9992 




Seq. No. 


40923 


Seq. ID 


OJ991226_49.0317.C8 




Gene No. 


84732 


Strand 


+ 




Start 


831 


End 


2091 




Name 


OJ991226 49.0317.C8.ol.gs 


Method 


GEN SCAN 




Start 


831 


End 


2091 




GI - 


none 


Score 


.5 




Exons 


831.. 1068, 1136.. 1167, 1323. 


.1405, 1974. .2091 




Seq. No. 


40923 


Seq. ID 


OJ991226_49.0317.C8 




Gene No. 


84733 


Strand 


+ 




Start 


9656 


End 


15730 


E. ™ 


Name 


OJ991226 49.0317.C8.o2.gs 


Method 


GENS CAN 


i j 


Start 


9656 ' 


End 


.14199 




GI 


none 


Score 


.92 


? ■ : 

% y 


Exons 


9656.. 9791, 10236 .. 10381, 11529.. 11621 


, 12841. .14199 




Seq. No. 


40923 


Seq. ID 


OJ991226_49.0317.C8 




Gene No. 


84733 


Strand 


+ 




Start 


9656 


End 


15730 




Name 


OJ991226 49.0317.C8.ol.np 


Method 


AAT/NAP 




Start 


12841 


End 


15730 


5 


GI 


3928084 


Score 


231 




Exons 


12841. .13708, 15665. .15730 








GI Descrip. 


(AC005770) putative retroelement pol polyprotein [Arabidops 


1 Ji- 




thaliana] 








Seq. No. 


40923 


Seq. ID 


OJ991226_49.0317.C8 




Gene No. 


84734 


Strand 




O 


Start 


14955 


End 


17011 




Name 


OJ991226 49.0317.C8.o3.tm 


Method 


TBLASTX: Maize 




Start 


9726 


End 


13047 




GI 


none 


Score 


86 




Exons 


9726. .9821, 11559. . 11621, 11566. . 11628, 11566 .. 11619, 






12827. .12919, 12840 .. 12875, 


12879. .13010, 12880. .13011, 






13006. .13047, 13012.. 13047 








Seq. No. 


40923 


Seq. ID 


OJ991226_49.0317.C8 




Gene No. 


84734 


Strand 






Start 


14955 


End 


17011 




Name 


OJ991226 49.0317.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


13374 


End 


13881 




GI 


none 


Score 


406 




Exons 


13374. .13721, 13377 .. 13727 , 


13387. .13728, 13695 .. 13865, 



13726. .13881, 13732.. 13881 



40939 




Qorr Ma 
o e CJ . IN U . 


*i \J y O 




Seq. ID 


OJ991226_49.0317. 


C8 


bene inu • 


ft 4 7 "34 

0 *i f Oft 




Strand 






Start 


14955 




End 


17011 




Name 


OJ991226 49. 0317. C8. 


o2.tm 


Method 


TBLASTX: Maize 






13882 




End 


14428 






n nnp 




Score 


105 




IT von Q 


13882 14118 13889 


14065, 


13933. .14085, 14086 .. 14121, 






1 408Q 14121 14101 


. 14208, 


14110. .14208, 14141. . 14233, 






14289 14339 14399 


. 14428 














Seq. ID 


OJ991226_49.0317. 


C8 


Gene No. 


84734 




Strand 






Start 


14955 




End 


17011 




Name 


OJ991226 49 0317 C8 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


14086 ~~ 




End 


14386 




(IT 


none 




Score 


167 




R von «; 


14086 14199. 14089 


.14199, 


14135. .14236, 14141 .. 14245, 






14244 14294 14246 


. 14290, 


14354. .14386, 14360. .14386 






40923 




Seq. ID 


OJ991226_49.0317. 


C8 


Gone No . 


84734 




Strand 






Start 


14955 




End 


17011 




Name 


OJ991226 49. 0317. C8. 


ol.gp 


Method 


AAT/GAP 




Start 


14955 - 




End 


15797 




rij 


uC-osflcyp066dl2al 




Score 


944 




Hi AL^l 1 0 


14955. .15238, 15492. 


.15624, 


15717. .15797 






•5701965/emb ICAB52157.il 2.0e-09 (AL109736) WD repeat prot 




[Schizosaccharomyces 


pombe] 1 








Seq. No. 


40923 




Seq. ID 


OJ991226_49.0317. 


C8 


Gene No. 


84734 




Strand 






Start 


14955 




End 


17011 




IN <XUIG 


OJ991226 49. 0317. C8. 


o3.gs 


Method 


GENSCAN 




OLaJL L 


15204 




End 


16166 




ox 


none 




Score 


.89 




P von q 


15204. .15238, 15492. 


.15624, 


15717. .15795, 16114. .16166 






40923 




' Seq. ID 


OJ991226_49.0317. 


C8 


Gene No. 


84734 




Strand 






Start 


14955 




End 


17011 




Name 


OJ991226 49. 0317. C8. 


o3 .np 


Method 


AAT/NAP 




Start 


15459 




End 


17011 




ul 


7299015 




Score 


158 




von q 


15459. .15624, 15717. 


.15795, 


16027. .16117, 16983. .17011 






(AE003678) CG9615 gene product [Drosophila melanogaster] 




Seq. No. 


40923 




Seq. ID 


OJ991226_49.0317. 


C8 


Gene No. 


84734 




Strand 






Start 


14955 




End 


17011 




Name 


OJ991226 49. 0317. C8. 


ol. tc 


Method 


TBLASTX: Cress 






15511 




End 


15792 




GI 


none 




Score 


128 




Exons 


15511. .15636, 15512. 


.15637, 


15726. .15791, 15733.. 15792 




Seq. No. 


40924 




Seq. ID 


OJ991226_49.0317. 


C9 


Gene No. 


84735 




Strand 






Start 


286 




End 


2375 





40940 





in aiiic 


OJ991226 49 0317.C9.ol.no 


Method 


AAT/NAP 




Of arf 

o Lai u 


286 ~ 


End 


2375 






7299015 


Score 


159 






286 354. 893 981. 1347 147C 


I, 1997.. 


2092, 2282.. 2375 






/AF0036781 PGQfil 5 ae^ne oroduct 


[Drosophila melanogaster] 




Cfarr Mo 


40924 


Seq. ID 


OJ991226_49.0317.C9 




Gene- No . 


84736 


Strand 


- 




Start 


3741 


End 


4022 




Name 


OJ991226 49.0317.C9.ol.gp 


Method 


AAT/GAP 




Start 


3741 


End 


4022 




yj jl 


31877 1.R1084 


Score 


213 






3741. .3818, 3953. .4022 










, 4521193/dbj | AB013450 . 1 | AB013450 l.Oe- 


99 Oryza sativa DNA, 






similar sequence to Pib gene 1 








Spot No 


40924 


Seq. ID 


OJ991226_49.0317.C9 




Gene No. 


84737 


Strand 






Start 


4818 


End 


5646 




Name 


OJ991226 49.0317.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


891 


End 


2807 




GI 


none 


Score 


120 




V von o 


891. .980, 892. .987, 893. .979, 


898. .990 


, 1345. .1476, 1346. .1477, 


.■=5.. 

z 




1406.. 1483, 1988.. 2092, 1998.. 


2093, 2741.. 2806, 2742.. 2807 


n 


Seq. No. 


40924 


Seq. ID 


OJ991226_49.0317.C9 




Gene No. 


84737 


Strand 






Start 


4818 


End 


5646 




LNdiLLG 


OJ991226 49.0317.C9.ol.tc 


Method 


TBLASTX: Cress 




O Lai U 


896 


End 


2093 




GI 


none 


Score 


118 


y 




896. .970, 1345. .1476, 1346. .1474, 1997 


..2092, 2001. .2093 




Seq. No. 


40924 


Seq. ID 


OJ991226_49.0317.C9 




Gene No. 


84737 


Strand 






Start 


4818 


End 


5646 


JL 


Name 


OJ991226 49.0317.C9.ol.ts 


Method 


TBLASTX : Soybean 


~j 


Start 


1354 


End 


2785 




GI 


none 


Score 


114 


~? 


Fvnn c 


1354. .1473, 1355. .1480, 1997.. 


2092, 2001.. 2093, 2741.. 2785 




Spct No 


40924 


Seq. ID 


OJ991226_49.0317.C9- 




Gpnp No 


84737 


Strand 






Start 


4818 


End 


5646 




Name 


OJ991226 49.0317.C9.o3.np 


Method 


AAT/NAP 




Start 


4818 


End 


5646 




GI 


7248394 


Score 


151 




Exons 


4818. .5188, 5572. .5646 










(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165 ) 






correspond to a region of the predicted gene . -Similar to 






Arabidopsis thaliana chromosome II BAC 


F15011 genomic sequence; 






putative pol polyprotein with 


a reverse transcriptase domain 






(AC006446) 








Seq. No. 


40925 


Seq. ID 


OJ991226_4 9.0317.C10 




Gene No. 


84738 


Strand 


+ 




Start 


4276 


End 


5648 



40941 



IN aiiic 


OJ991226 49 0317 CIO o2 




Method 


GEN SCAN 






4276 ~ 




End 


5648 




v3 -L 


none 




Score 


.62 




F von q 


4276 4406 4813 4910- 


5046. 


.5092, 5145.. 5321, 


5529. . 5648 


CcsfT No 


40925 




Seq. ID 


OJ991226 


49. 0317. C10 




84739 




Strand 






Start 


4128 




End 


5913 




Name 


OJ991226 49. 0317. CIO. ol 


■ np 


Method 


AAT/NAP 




Start 


4128 




End 


5913 




GI 


7531109 




Score 


231 




F!vnn ^ 


4128. .4181, 5072. .5595, 


5853. 


.5913 








ETHYLENE RESPONSIVE ELEMENT BINDING FACTOR 3 (ATERF3) 




gil 3434971 | db j IBAA32420 


.11 (AB008105) 


ethylene 


responsive 




element binding factor 


3 [Arabidopsis 


thaliana] 






40925 




Seq.- ID 


OJ991226 


49. 0317. C10 


Gene No. 


84740 




Strand 






Start 


6721 




End 


7339 




Name 


OJ991226 49. 0317. C10. ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


5075 ~~ 




End 


5582 




GI. 


none 




Score 


67 




p von <z 


5075.. 5203, 5079.. 5192, 


5252. 


.5293, 5385. .5414, 


5471. .5578, 




5502. .5582 










Cprr NJo 


40925 




Seq. ID 


OJ991226 


49. 0317 .C10 


Gene No. 


84740 




Strand 






Start 


6721 




End 


7339 




Name 


OJ991226 49.0317 .C10. ol 


.ts 


Method 


TBLASTX: 


Soybean 


JLQI I 


5081 




End 


5588 




GI 


none 




Score 


45 




F ! von s 


5081. .5197, 5252. .5293, 


5391. 


.5414, 5393. .5410, 


5471. .5581, 




5496. .5588, 5499. .5582 










Seq. No. 


40925 




Seq. ID 


OJ991226 


49. 0317. C10 


Gene No. 


84740 




Strand 






Start 


6721 




End 


7339 




Name 


OJ991226 49.0317 .C10. o3 


. gs 


Method 


GENSCAN 




Start 


6721 




End 


7339 




GI 


none 




Score 


.58 




Evon s 


6721. .7104, 7166. .7339 










Seq. No. 


40926 




Seq. ID 


OJ991226 


_49.0317.C11 


Gene No. 


84741 




Strand 






Start 


379 




End 


1083 




Name 


OJ991226 49.0317.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


379 


End 


1083 




GI 


none 




Score 


.6 




Pvon ^ 


379. .455, 1011. .1083 












40927 




Seq. ID 


OJ991226 


_49.0317.C12 


Gene No. 


84742 




Strand 


+ 




Start 


938 




End 


1018 




Name 


OJ991226 49.0317.C12.ol 


.gs 


Method 


GENSCAN 




Start 


938 




End 


1018 




GI 


none 




Score 


.73 




Exons 


938. .1018 











40942 



Seq. No. 


40927 


Seq. ID 


OJ991226_4 9. 0317 .C12 


Gene No. 


84743 


Strand 


+ 


Start 


1822 


End 


3331 


Name 


OJ991226 49.0317.C12.o2.gs 


Method 


GENSCAN 


Start 


1822 


End 


3331 


GI 


none 


Score 


.78 


Exons 


1822.. 1843, 2538.. 2565, 3168. 


.3331 




Seq. No. 


40927 


Seq. ID 


OJ991226_49.0317.C12 


Gene No. 


84744 


Strand 




Start 


1 


End 


420 


Name 


OJ991226 49.0317.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


420 


GI 


7523494 


Score 


210 


Exons 


1. .420 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


40927 


Seq. ID 


OJ991226_49.0317.C12 


Gene No. 


84745 


Strand 




Start 


982 


End 


2555 


Name 


OJ991226 49.0317.C12.o2.np 


Method 


AAT/NAP 


Start 


982 


End 


2555 


GI 


4 680186 


Score 


163 


Exons 


982. .1058, 1667. .1790, 2391.. 


2555 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


40928 


Seq. ID 


OJ991226 49.0317.C13 


Gene No. 


84746 


Strand 


+ 


Start 


708 


End 


8329 


Name 


OJ991226 49.0317.C13.ol.gs 


Method 


GENSCAN 


Start 


708 


End 


7772 


GI 


none 


Score 


.88 


Exons 


708. .748, 929. .1211, 1436. .1735, 2058. 


.2133, 4007.. 4252, 




4489. .4574, 4875. .5171, 5655. 


.5924, 6015. .6194, 6374. .6477, 




6578.. 6689, 6869.. 6967, 7041. 


.7160, 7656.. 7772 


Seq. No. 


40928 


Seq. ID 


OJ991226_49.0317.C13 


Gene No. . 


84746 


Strand 


+ 


Start 


708 


End 


8329 


Name 


OJ991226 49.0317.C13.ol.np 


Method 


AAT/NAP 


Start 


925 


End 


3872 


GI 


6815107 


Score 


412 


Exons 


925. .1756, 3815. .3872 






GI Descrip. 


(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 


Seq. No. 


40928 


Seq. ID 


OJ991226_49.0317.C13 


Gene No. 


84746 


Strand 


+ 


Start 


708 


End 


8329 


Name 


OJ991226 49.0317.C13.o2.np 


Method 


AAT/NAP 


Start 


4002 


End 


7769 


GI 


1707940 


Score 


1918 


Exons 


4002. .4252, 4875. .5171, 5655. 


.5-924, 6015.. 6194, 6374.. 6477, 



6578. .6689, 6869.-6967, 7041. .7160, 7656.-7769 
GI Descrip. GLUCOSE- 1- PHOSPHATE ADENYLYLTRANSFERASE SMALL SUBUNIT PRECURSOR 
(ADP-GLUCOSE SYNTHASE) {ADP-GLUCOSE PYROPHOSPHORYLASE) (AG PAS E 



40943 



B) (ALPHA-D-GLUCOSE-1-PHOSPHATE ADENYL TRANSFERASE) 
gi|2130036|pir| IS61479 glucose-l-phosphate adenylyltransf erase 
(EC 2.7.7.27) small chain B - barley gi 1 1143502 I emb | CAA88 450 | 
(Z48563) ADP-glucose pyrophosphorylase small subunit [Hordeum v 



Seq. No. 40928 Seq. ID 

Gene No. 84746 Strand 

Start 708 End 

Name OJ991226_4 9. 0317 .C13 . ol . gp Method 

Start 4946 End - 

GI LIB3477-006-P1-K1-A5 Score 

Exons 4946.. 5096 

GI Descrip. 1 5917789/gb | AAD56041 . 1 | AF184597_1 9.0e-19 (AF184597) ADP-glucose 
pyrophosphorylase small subunit [Citrus unshiu] ' 



OJ991226_49.0317.C13 
+ 

8329 
AAT/GAP 
5096 
281 



Seq. No. 40928 

Gene No. 84746 

Start 708 

Name OJ991226_49. 0317 .C13. o2 . gp 

Start 5768 

GI 5480_1.R1084 

Exons 5768.. 5924, 6015.. 6194, 6374, 
7041. .7160, 7656.-7799, 8008, 

GI Descrip. ' 232172/sp | P30523 | GLGS_WHEAT 



Seq. ID OJ991226_49.0317.C13 

Strand + 

End 8329 

Method AAT/GAP 

End 8329 

Score 2262 

.6477, 6578.. 6689, 6869.. 6967, 
.8329 



1.0e-147 GLUCOSE-1-PHOSPHATE 
ADENYLYLTRANSFERASE SMALL SUBUNIT- PRECURSOR (ADP-GLUCOSE 
SYNTHASE) (ADP-GLUCOSE PYROPHOSPHORYLASE) (AG PAS E B) 
( ALPHA- D-GLUCOSE-1- PHOSPHATE ADENYL TRANSFERASE) 

>gi_481816_pir S39504 glucose-l-phosphate adenylyltransf erase 

(EC 2.7.7.27) - wheat >gi_21687_emb_CAA4 687 9_ (X66080) 
ADP-glucose pyrophosphorylase [Triticum aestivum] ' 



Seq. No. 40928 Seq. ID 

Gene No. 84747 Strand 

Start 19586 End 

Name OJ991226_4 9 . 0317 . C13 . o3 . gs Method 

Start 19586 End 

GI none Score 

Exons 19586. .20203 



OJ991226_49.0317.C13 
+ 

20203 
GENSCAN 
20203 
.98 



Seq. No. 40928 Seq. ID 

Gene No. 84748 Strand 

Start 21236 End 

Name OJ991226_4 9 . 0317 . C13 . o3 . gp Method 

Start 21143 End 

GI uC-osflcypl44h08bl Score 

Exons 21143. .21317, 21391.. 21687 

GI Descrip. ' 3868853/dbj | BAA34247 | 1.0e-20 (AB013853) GPI-anchored protein 
[Vigna radiata] ' 



OJ991226_49.0317.C13 
+ 

21833 
AAT/GAP 
21687 
881 



Seq. No. 40928 Seq. ID 

Gene No. 84748 Strand 

Start 21236 End 

Name OJ991226_4 9 . 0317 . C13 . o4 . np Method 

Start 21230 End 

GI 3868853 Score 

Exons 21230. .21348, 21422.. 21827 

GI Descrip. (AB013853) GPI-anchored protein [Vigna radiata] 



OJ991226_49.0317.C13 
+ 

21833 
AAT/NAP 
21827 
319 



40944 




Seq. No. 


40928 




Seq. ID 


OJ991226_ 


49. 


0317 


.C13 


(2pnp No 


84748 




Strand 


+ 








Start 


21236 




End 


21833 








Name 


OJ991226 49 0317 C13 


. o4 . gs 


Method 


GEN SCAN 








Start 


21236 ~ 




End 


21833 








GI 


none 




Score 


. 99 








TT ynn <5 


21236. .21317, 21391. 


.21833 












Seq. No. 


40928 




Seq. ID. 


OJ991226_ 


49. 


0317 


.C13 


Gene No. 


84749 




• Strand 


+ 








Start 


: 23159 




End 


25013 








Name 


OJ991226 49.0317.C13 


. o5 . gs 


Method 


GEN SCAN 








Start 


23159 




End 


25013 








GI 


none 




Score 


.53 








Exons 


23159. .23161, 24225. 


.24688, 


24929. .25013 









Seq. No. 40928 Seq. ID 

Gene No. 8474 9 Strand 

Start 23159 End 

Name OJ99122 6_4 9.0317. C13 . o5 . gp Method 

Start 24198 End 

GI none Score 

Exons 24198.. 24656 



OJ991226_49.0317.C13 
+ 

25013 
AAT/GAP 
24656 
910 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40928 Seq. ID 

84750 Strand 

9119 End 

OJ991226_4 9.0317.C13.o2.gs Method 

9119 End 

none Score 



OJ991226_49.0317.C13 

18614 
GENSCAN 
18614 
.7 



9119. .9256, 9349. .9514, 9848. .9951, 10312 .. 104 16, 10503. 
11516. .11569, 11762. .11845, 11923 .. 11990, 12207 .. 12298 , 
12963. .13150, 13292. .13407, 13438 .. 13641, 14296 14 482 , 
15209.. 15423, 15460.. 15493, 16282 .. 16545, 16628 16727 , 
18219. .18376, 18450.. 18614 



40928 Seq. ID 

84750 Strand 

9119 End 

OJ991226_49.0317.C13.o3.np Method 

9136 End 

3790102 Score 



.10559, 



OJ991226_49.0317.C13 

18614 
AAT/NAP 
13381 
1680 



9136.. 9256, 9349.. 9514, 9848.. 9951, 10047 .. 10163, 10312 104 16, 
10503. .10559, 10643. .10687, 10769 .. 10879, 10961 .. 11034 , 
11163. .11256, 11351. .11431, 11516 .. 11569, 117 62 .. 11845, 
11923. .11990, 12207. .12320, 12402 .. 1247 6, 12657 .. 127 69, 
12963. .13129, 13292. .13381 

(AF095521) pyrophosphate-dependent phosphof ructokinase alpha 
subunit [Citrus X paradisi] 



40928 Seq. ID 

84751 Strand 

22737 • End 

OJ991226_4 9.0317.ci3.o6.tm Method 

938 End 

none Score 



OJ991226_49.0317.C13 
22838 

TBLASTX: Maize 

1307 

171 • 



40945 



Exons 



938. .1120, 939. .1130, 939. .1130, 1142. .1255, 1143. .1307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40928 
84751 
22737 

OJ991226_49.0317.C13.o2.ts 

4177 

none 

4177. .4275, 4178. .4249, 4874. 
5647.. 5832, 5652.. 5843, 5653. 

40928 
84751 
22737 

OJ991226_49.0317.C13.ol.tc 

4178 

none 

4178. .4252, 4874. .5080, 4875. 
S652..5927, 5654.. 5926, 5996. 
6013. .6267, 6373.-6477, 6374. 
6856. .6921, 6866.-6967, 6869. 
7649.. 7774, 7650.. 7772 

40928 
84751 
22737 

OJ991226_49.0317.C13.o8.tm 

4874 

none 

4874. .4969, 4875. .4967, 6621. 
6869.. 6991, 6869.-6982, 7032. 

40928 
84751 
22737 

OJ991226_4 9.0317.C13.ol.tm 

4917 

none 

4917. .4946, 4919. .4945, 4970. 
4972.. 5178, 5629.-5832, 5645. 
5967. .6197, 6009. .6200, 6028. 
6575. .6619, 6576.-6620 

40928 
84751 
22737 

OJ991226_4 9.0317.C13.ol.tw 

5738 
none 

5738. .5926, 5748. .5927, 5996. 

40928 
84751 
22737 

OJ991226_49.0317.C13.o4.ts 

5861 

none 



Seq. ID OJ991226_49.0317.C13 
Strand 

End 22838 

Method TBLASTX : Soybean 

End 5844 

Score 100 

.5080, 4875. .5171, 4875. .5171, 
.5844, 5654. .5842 

Seq. ID OJ991226_49.0317.C13 
Strand 

End 22838 
Method TBLASTX : Cress 
End 7774 
Score 98 

.5171, 4875. .5171, 5647. .5829, 
.6196, 5997.. 6200, 6012.. 6197, 
.6475, 6575. .6688, 6576. .6689, 
.6991, 7032. .7169, 7040. .7159, 



Seq. ID OJ991226_49.0317.C13 
Strand 

End 22838 
Method TBLASTX : Mai ze 
End 7111 
Score 95 

.6689, 6623.-6688, 6858.-6968, 
.7106, 7040. .7111, 7076. .7111 

Seq. ID OJ991226_49.0317.C13 
Strand 

End 22838 

Method TBLASTX: Maize • 

End 6620 

Score 40 

.5080, 4971. .5171, 4971. .5171, 
.5935, 5648. .5923, 5652. .5945, 
.6258, 6373.. 6477, 6374.. .6475, 



Seq. ID OJ991226_49.0317.C13 
Strand 

End 22838 

Method TBLASTX : Wheat 

End 6200 

Score 284 

.6196, 6009.. 6200, 6015.. 6197 

Seq. ID OJ991226_49.0317.C13 
Strand 

End ' 22838 

Method TBLASTX : Soybean 

End 7823 

Score 93 



40946 



Exons 



5861. .5926, 5862. .5927, 6009. .6200, 6010. .6195, 6014. .6196, 

6373. .6477, 6374. .6475, 6572. .6682, 6575. .6688, 6576.-6689, 

6866.. 6967, 6869.. 6991, 7032.. 7169, 7039.. 7158, 7040.. 7159, 

7649. .7780, 7650. .7781, 7653. .7823, 7669. .7818 



Cprr Mo 


40928 






Seq. ID 


OJ991226_4 9.0317.C13 


(tpnp Mr\ 


84751 






Strand 




Start 


22737 






End 


22838 


Name 


OJ991226 49.0317.C13 


. o2 . tm 


Method 


TBLASTX: Maize 


Qf arf 


7112 






End 


8312 




none 






Score 


78 


IT von c 


7112. . 


7159, 7112.. 7159, 7113 


..7163, 7114. .7161, 7648. .7800, 




7649. . 


7801, 7649.. 7801, 7653 


..7802, 7996. .8310, 7997. .8311, 




7998. . 


8312, 7998.. 8312 






Sea. No. 


40928 






Seq. ID 


OJ991226_49.0317.C13 


fjpnp Mo . 


84751 






Strand 




Start 


22737 






End 


22838 


Name 


OJ991226 49.0317.C13 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


9119 






End 


10353 


GI 


none 






Score 


149 


Exons 


9119. . 


9277, 9135.. 9257, 9346 


..9513, 9348. .9476, 9413. .9505, 




9762. . 


9947, 9842. .9949, 9848 


..9952, 9850.. 9951, 10032.. 1016C 




10048. 


.10161, 10291. 


.10353 








40928 






Seq. ID 


OJ991226_4 9.0317.C13 




84751 






Strand 




O Lai L 


22737 






End 


22838 




OJ991226 49.0317.C13 


. o3 . tc 


Method 


TBLASTX: Cress 




9158 






End 


9471 


GI 


none 






Score 


93 


TT von s 


9158. . 


9280, 9162.. 9290, 9346 


. .9471 




Spct No 


40928 






Seq. ID 


OJ991226_4 9. 0317.C13 


fZpno Nn 


84751 






Strand 




Start 


22737 






End 


22838 


Name 


OJ991226 49.0317.C13 


.ol. ts 


Method 


TBLASTX : Soybean 


Start 


9161 






End 


13384 


GI 


none 






Score 


79 


Exons 


9161. . 


9280, 9162.. 9257, 9345 


..9479, 9346. .9513, 9413. .9514, 




9850. . 


9951, 9854. .9949, 10046. . 10162, 


10050. .10163, 




10054. 


.10164, 10309. 


.10416, 


10310. .10417, 10503. .10562, 




10640. 


.10678, 10757. 


.10888, 


10773. .10883, 10961 11035, 




10971. 


.11036, 11137. 


.11256, 


11165. .11248, 11342. .11425, 




11343. 


.11432, 11501. 


.11572, 


11756. .11848, 11757. .11846, 




11920. 


.11991, 11920. 


.12090, 


12200. .12298, 12205 .. 12339, 




12400. 


.12480, 12401. 


.12478, 


12655. .12771, 12656 .. 12772, 




12929. 


.12997, 12987. 


.13130, 


13010. .13135, 13292.. 13384 


Seq. No. 


40928 






Seq. ID 


OJ991226_49.0317.C13 


Gene No. 


84751 






Strand 




Start 


22737 






End 


22838 


Name 


OJ991226 49.0317.C13 


. o3.tm ■ 


Method 


TBLASTX: Maize 


Start 


10354 






End 


11794 


GI 


none 






Score 


75 


Exons 


10354. 


.10416, 10361. 


.10417, 


10503. .10562, 10640. .10678, 




10772. 


.10867, 10937. 


.11035, 


11137. .11256, 11168. .11248, 



40947 





11176 11256 1134? 

XXX/\J-*.XX^.-^U, 1J. ^> • • 


11425, 


11343. .11432, 11348. .11434, 






11350 11433 11501 


11572, 


11517. .11570, 11756. .11794 




Coo Mo 


40928 




Seq. ID 


OJ99122.6_49.0317 


.C13 




84751 




Strand 






O Ldi L. 


22737 




End 


22838 




Mama 
IN ClilLC 


OJ991226 49 0317 C13 


o7 * tm 


Method 


TBLASTX: Maize 




91-3 rt* 


11795 — 




End 


13394 




GI 


none 




Score 


83 




Exons 


11795.' .11848, 11796.. 


11846, 


11915. .11995, 11920. .12006, 






11923 12003. 12200 


12292, 


12205. .12306, 12205 12333, 






12398 12484. 12400 . 


12477, 


12400. .12492, 12401 .. 12478, 






12651 12770, 12655 


12771, 


12655. .12771, 12656 12772, 






12971 13135; 13008 


13130, 


13289. .13342, 13292 13345, 






13296. . 13355, 13328 . . 


13393, 


13335.. 13394 




Seq. No. 


40928 




Seq. ID 


OJ991226_49.0317 


.C13 


Gene No. 


84751 




Strand 






Start 


22737 




End 


- 22838 




Name 


OJ991226 49 0317 C13 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


21434 _ 




End 


21740 




GI 


none 




Score 


345 




p, von s 


21434 21718. 21441.. 


21740 








Seq. No. 


40928 




Seq. ID 


OJ991226_49.0317 


..C13 


Gene No. 


84751 




Strand 






Start 


22737 




End 


22838 






OJ991226 49 0317 C13 


o5 . tm 


Method 


TBLASTX: Maize 






914^4 ~ 

£11 J 1 : 




End 


21685 




Vj J. 


none 




Score 


340 




Pvnri a 


21434 21670. 21441 


21665, 


21491. .21685 




Seq. No. 


40928 




Seq. ID 


OJ991226_49.0317 


.C13 


Gene No. 


84751 




Strand 






Start 


22737 




End 


22838 




Name 


OJ991226 49 0317 C13 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


21437 _ 




End 


21632 




VJ JL 


none 




Score 


257 




JTynn q 


21437 21631. 21441 


21632 








Seq. No. 


40928 




Seq. ID 


OJ991226_49.0317 


.C13 


Gene No. 


84751 




Strand 






Start 


22737 




End 


22838 




Name 


OJ991226 49 0317 C13 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


21440 ~~ 




End 


21709 




GI 


none 




Score 


372 




F von ^ 


21440 21709 21441 


21707 








Qprr Mo 


40928 




Seq. ID 


OJ991226_49.0317 


.C13 


Gene No. 


84751 




Strand 






Start 


22737 




End 


22838 




Name 


OJ991226 49.0317.C13. 


o4 .gp 


Method 


AAT/GAP 




Start 


22737 




End 


22838 




GI 


LIB3477-003-P1-K1-E9 




Score 


145 




Exons 


22737. .22838 










GI Descrip. 


' 2498586/sp | Q40638 | MP01_0RYSA 2 . 0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



40948 




sativa] 1 





Sea No . 


40929 


Seq, ID 


OJ991226 


49.0317 


.C14 




f!pnp Mn 


84752 


Strand 


+ 








Start 


313 


End 


1807 








Name 


OJ991226 49.0317.C14.ol.gs 


Method 


GENSCAN 








Start 


313 


End 


1753 








GI 


none 


Score 


.55 








Exons 


313.. 342, 1149.. 1499, 1571.. 1753 










Seq. No. 


40929 


Seq. ID 


OJ991226 


49.0317 


.C14 




Gene No. 


84752 


Strand 


+ 








Start 


313 


End 


1807 








Name 


OJ991226 49.0317.C14.ol.gp 


Method 


AAT/GAP 








Start 


1620 


End 


1807 








GI 


none 


Score 


368 








Exons 


1620. .1807 












Seq. No. 


40930 


Seq. ID 


OJ991226 


_49.0317 


.C15 




Gene No. 


84753 


Strand 


+ 








Start 


1 


End 


3038 








Name 


OJ991226 49.0317.C15.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


1720 






Asa 


GI 


69303 1.R1084 


Score 


922 










1..74, 917. .1039, 1133. .1285, 


1397.. 1482, 1607. 


.1720 




SJ 

f n 




•1778149 5.0e-80 (U66404) phosphate/phosphoenolpyruvate 








translocator precursor [Zea mays] 1 










Seq. No. 


40930 


Seq. ID 


OJ991226 


_49.0317 


.C15 




Gene No. 


84753 


Strand 


+ 








Start 


1 


End 


3038 








Name 


OJ991226 49.0317.C15.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2712 








GI 


7489742 


Score 


1209 








Exons 


1..74, 917. .1039, 1133. .1285, 


1397.. 1482, 1607. 


.1691, 





1981.. 2100, 2186.. 2254, 2426.. 2555, 2639.. 2712 
GI Descrip.- glucose-6-phosphate/phosphate-translocator precursor homolog - 
maize gi | 1778147 | gb | AAB40649. 1| (U66403) 

phosphate/phosphoenolpyruvate translocator precursor [Zea mays] 



Seq. No. 40930 

Gene No. 84753 

Start . 1 

Name OJ991226_4 9.0317.C15.ol.gs 

Start 917 

GI none 

Exons 917.. 1039, 1133.. 1285, 1397, 



Seq. ID OJ991226_49.0317.C15 

Strand + 

End 3038 

Method GENSCAN 

End 2715 

Score .85 
.1482, 1607.. 1691, 1981.. 2100, 



2186.. 2254, 2426.. 2555, 2639.. 2715 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40930 Seq. ID 

84753 Strand 

1 End 

OJ991226_4 9 . 0317 . C15 . o2 . gp Method 

2186 End 

22470 1.R1084 Score 



OJ991226_49.0317.C15 
+ 

3038 
AAT/GAP 
3038 
1164 



2186. .2254, 2426. .2555, 2639. .3038 

'1778147 1.0e-46 (U66403) phosphate/phosphoenolpyruvate 



40949 



translocator precursor [Zea mays] ' 



Seq. No. 


40930 


Seq. ID 


OJ991226_4 9.0317 .C15 


Gene No. 


84754 


Strand 


+ 


Start 


6647 


End 


6788 


Name 


OJ991226 49.0317.C15.o3.np 


Method 


AAT/NAP 


Start 


6647 ~ 


End 


6788 


GI 


5852172 


Score 


102 


Exons 


6647. .6788 






GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sativa] 




Seq. No. 


40930 


Seq. ID 


OJ991226_49.0317.C15 


Gene No. 


84755 


Strand 


+ 


Start 


13422 


End 


13892 


Name 


OJ991226 49.0317.C15.o4.np 


Method 


AAT/NAP 


Start 


13422 


End 


138 92- 


GI 


6815062 


Score 


456 


Exons 


13422. .13713, 13835.. 13892 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 




sativa] 






Seq. No. 


40930 


Seq. ID 


OJ991226_49.0317.C15 


Gene No. 


84755* 


Strand 


+ 


Start 


13422' 


End 


13892 


Name 


OJ991226 49.0317.C15.o5.np' 


Method 


AAT/NAP 


Start 


13438 


End 


13892 


GI 


6815062 


Score 


4 64 


Exons 


13438. .13713, 13835.. 13892 







GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 
sativa] 



Seq. No. 40930 Seq. ID 

Gene No. 84756 Strand 

Start 4720 End 

Name OJ991226_4 9 . 0317 . C15 . o2 . gs Method 

Start 4720 End 

GI none Score 

Exons 4720.. 6291 



OJ991226_49.0317.C15 

6356 
GENS.CAN 
6291 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



40930 Seq. ID OJ991226_4 9 . 0317 . C15 

84756 Strand 

4720 End 6356 

OJ991226_4 9 . 0317 . C15 . o2 . np Method AAT/NAP 

4729 End 6291 

7446727 Score 1555 

4729. .6291 

monosaccharid transport protein - fava bean 

gi|1935021|emb|CAB07812.1| (Z93775) monosaccharid transport 
protein [Vicia faba] 



40930 Seq. ID 

84756 Strand 

4720 End 

OJ991226_4 9.0317.C15.o3.gp Method 

6019 End 



OJ991226_49.0317.C15 

6356 

AAT/GAP 

6356 



40950 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



LIB3477-003-P1-K1-F9 Score 656 

6019. .6356 

'100347/pir | IS25015 4.0e-24 monosaccharide transport protein 
MST1 - common tobacco >gi__19885_emb_CAA47324_ (X66856) 
monosaccharid transporter [Nicotiana tabacum] 1 



40930 
84757 
6399 

OJ991226_4 9.0317.C15.o3.tm 
3 

none 



Seq. ID OJ991226_49.0317.C15 
Strand 

End 7025 

Method TBLASTX: Maize 

End 2100 

Score 127 



3. .86, 913. .1053, 914. .1054, 1078... 1287, 1148. .1288, 1357. .1503, 
1361. .1489, 1600. .1680, 1607. .1693, 1608. .1691, 1969. .2100, 
1980. .2099, 2038. .2100 



Seq. No. 40930 Seq. ID 

Gene No. 84757 Strand 

Start 6399 End 

Name OJ991226_4 9 . 0317 .C15 . o2 . tc Method 

Start 6 End 

GI none Score 
Exons 



OJ991226_49.0317.C15 
7025 

TBLASTX : Cress 

2733 

115 



6. .77, 913. .1035, 914. .1054, 1129. .1251, 1129.. 1284, 1136. .1288, 
1148. .1285, 1357. .1503, 1361. .1489, 1598. .1693, 1603.. 1680, 
1608. .1691, 1969. .2100, 1980. .2099, 2153 .. 2269, 2185 .. 2271 , 
2402. .2557, 2423. .2557, 2425. .2559, 2637. .2711, 2638.. 2733 



40930 
84757 
6399 

OJ991226_49.0317.C15.o2.ts 

1129 

none 

1129. .1275, 1132. .1284, 1148, 
1610.. 1696, 1611.. 1697 



Seq. No. 40930 

Gene No. 84757 

Start 6399 

Name OJ991226_4 9 .0317 . C15 . o3 . ts 

Start 1987 

GI none 

Exons 1987.. 2100, 1989.. 2099, 2153. 

2425. .2559, 2614.. 2640, 2637. 

Seq. No. 40930 

Gene No. 84757 

Start 6399 

Name OJ991226_4 9 . 0317 . C15 . o2 . tm 

Start 2203 

GI none 

Exons 2203.. 2268, 2206.. 2256, 2399. 

2431. .2559, 2632.. 2832, 2638. 



40930 
84757 
6399 



Seq. ID OJ991226_49.0317.C15 
Strand 

End 7025 

Method TBLASTX : Soybean 

End 1697 

Score 116 

.1288, 1357.. 1503, 1361.. 1489, 



Seq. ID OJ991226_49.0317.C15 
Strand 

End 7025 

Method TBLASTX : Soybean 

End 2724 

Score 14 6 

.2269, 2402.. 2557, 2423.. 2557, 
.2717, 2638. .2724 

Seq. ID OJ991226_49.0317.C15 
Strand 

End 7025 

Method TBLASTX : Mai ze 

End 2832 

Score 87 

.2557, 2424.. 2555, 2425.. 2571, 
.2832 

Seq. ID OJ991226_49.0317.C15 
Strand 

End 7025 



40951 




Name 


OJ991226 49. 


0317 


,C15.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4777 








End 


6240 


GI 


none 








Score 


182 


Exons 


4777. .4896, 


4790 


. .5068, 


4948. 


.5067, 5137.. 5523, 5138.. 5416, 




5263. .5499, 


5533 


. .5829, 


5591. 


.6061, 5914.. 6060, 6052.. 6240, 




6089. .6238 












Seq. No. 


40930 








Seq. ID 


OJ991226_49.0317.C15 


Gene No. 


84757 








Strand 




Start 


6399 








End 


7025 


Name 


OJ991226 49. 


0317 


.CIS.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4777 








End 


5472 


GI 


none 








Score 


67 


Exons 


4777. .4848, 


4777 


. .5067, 


4790. 


.5065, 5140. .5472, 5141. .5413, 




5215. .5472 












Seq. No. 


40930 








Seq. ID 


OJ991226_49.0317.C15 


Gene No. 


84757 








Strand 




Start 


6399 








End 


7025 


Name 


OJ991226 49. 


0317.C15.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


4777 








End 


6244 


GI 


none 








Score 


136 


Exons 


4777. .4896, 


4802 


. .5065, 


4948. 


.5067, 5140. .5523, 5141. .5416, 




5275.-5478, 


5533 


. .5829, 


5591. 


.6061, 5914.. 6060, 6085.. 6243, 




6095. . 6244 












Seq. No. 


40930 . 








Seq. ID 


OJ991226_49.0317.C15 


Gene No. 


84757 








Strand 




Start 


6399 








End 


7025 


Name 


OJ991226 49. 


0317 


.CIS.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4780 








End 


5068 


GI 


none 








Score 


74 


Exons 


4780. .4848, 


4786 


. .5067, 


4787. 


.5068 




Seq. No. 


40930 








Seq. ID 


OJ991226_49.0317.C15 


Gene No. 


84757 








Strand 




Start - 


6399 








End 


7025 


Name 


OJ991226 49. 


0317 


.C15.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


5152 








End 


5797 


GI 


none 








Score 


128 


Exons 


5152. .5457, 


5162 


. .5419, 


5278. 


.5463, 5711.. 5797 


Seq. No. 


40930 








Seq. ID 


OJ991226_49.0317.C15 


Gene No. 


84757 








Strand 




Start 


6399 








End 


7025 


Name 


OJ991226 49. 


0317 


.C15.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


5668 








End 


5829 


GI 


none 








Score 


174 


Exons 


5668. .5829, 


5669 


. .5827, 


5704. 


.5829 




Seq. No. 


40930 








Seq. ID 


OJ991226_49.0317.C15 


Gene No. 


84757 








Strand 




Start 


6399 








End 


7025 


Name 


OJ991226 49. 


0317 


.C15.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


5873 








End 


6243 


GI 


none 








Score 


200 


Exons 


5873. .6061, 


5914 


. .6060, 


6094. 


.6243, 6095.. 6238 



40952 



Seq. No. 


40930 




Seq. ID 


OJ991226_49.0317 




84757 




Strand 




O Lax. U 






End 


7025 


Name 


OJ991226 49 0117 C15 o3 


. y & 


Method 


GENSCAN 


OLdlL 


6199 ~~ 




End- 


7025 


ox 


none 




Score 


.76 


Exons 


6199 6619 6692 6736 


6780 


..6891, 6981. .7025 


Seq. No. 


40930 




Seq. ID 


OJ991226_49.0317 




84758 




Strand 




Cfarf 
OL.C3.i_U 


13463 




End 


13712 


IN CHUG 


OJ991226 49.0317.C15.o6 


. tm 


Method 


TBLASTX: Maize 




13463 




End 


13712 




none 




Score 


144 




13463. .13588, 134 67 .. 13622, 


13641. .13712 


Seq. No. 


40931 




Seq. ID 


OJ991226_49.0317 


Gene No. 


84759 




Strand 


+ 


Start 


1 




End 


1607 


Name 


OJ991226 49.0317.C16.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1607 


GI 


6815062 




Score 


2138 


Exons 


1..405, 482.. 673, 766.. 


971, 


1015. .1360 


, 1442.. 1607 


GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome I 



F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 


40931 




Seq. ID 


OJ991226_49.0317.C16 


Gene No. 


84759 




Strand 


+ 


Start 


1 




End 


1607 


Name 


OJ991226 


49.0317.C16.o2.tm 


Method 


TBLASTX: Maize 


Start 


4 




End 


234 


GI 


none 




Score 


59 


Exons 


4. .69, 97 


..234, 99. .230 






Seq. No. 


40931 




Seq. ID 


OJ991226_49.0317.C16 


Gene No. 


84759 




Strand 


+ 


Start 


1 




End 


1607 


Name 


OJ991226 


49.0317.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


237 




End 


1360 


GI 


none 




Score 


203 


Exons 


237. .401, 


238. .408, 470. .541, 


563. .604, 


614. .691, 772. .939, 




772. .939, 


946. .972, 1064. .1360 




Seq. No. 


40931 




Seq. ID 


OJ991226_49.0317.C16 


Gene No. 


84759 




Strand 


+ 


Start 


1 




End 


1607 


Name 


OJ991226 


49.0317.C16.ol.gs 


Method 


GENSCAN 


Start 


244 




End 


1541 


GI 


none 




Score 


.72 


Exons 


244. .405, 


482. .673, 766. .971, 


.1015. .1360, 1442. .1541 


Seq. No. 


40932 




Seq. ID 


OJ991226_43.0315.C2 


Gene No. 


84760 




Strand 


+ 


Start 


233 




End 


752 


Name 


OJ991226 


43.0315.C2.ol.gs 


Method 


GENSCAN 



40953 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



233 
none 

233. .358, 670. .752 



End 752 
Score .56 



OJ991226 43. 0315. C2 



40932 Seq. ID 

84761 Strand 

1 End 335 

OJ991226_4 3 . 0315 . C2 . ol . np Method AAT/NAP 

1 End 335 

7106515 Score 331 

1..335 

(AP001278) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 
sativa] 

40933 Seq. ID OJ991226_43 . 0315 . C3 

84762 Strand 

4859 End 9413 

OJ991226_43.0315.C3.ol.gp Method AAT/GAP 
4859 End 8806 

40498_1.R1084 Score 864 

4859.. 5167, 8660.. 8806 

'2764574/emb|CAA04468| 1.0e-15 (AJ001009) pore protein of 24 kD 
(OEP24) [Pisum sativum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40933 
84762 
4859 

OJ991226_43.0315.C3.ol.tm 

5088 

none 



Seq. ID OJ991226_43.0315.C3 
Strand 

End 9413 

Method TBLASTX : Mai ze 

End 9413 

Score 113 



5088. .5141, 5090. .5176, 5091. .5177, 8639.-8947, 8658. .8957, 
8922. .9050, 8945. .9052, 9017. .9052, 9146. .9268, 9153. .9269, 
9248. .9349, 9312. .9413 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



40933 Seq. ID 

84762 Strand 

4859 End 

OJ99122 6_43 .0315 . C3 . ol . np Method 

8591 End 

7488821 Score 
8591.. 9049, 9146.. 9349 

pore protein 24K chain - garden pea gi | 2764574 | emb | CAA044 68 . 1 1 

(AJ001009) pore protein of 24 kD (OEP24) [Pisum sativum] . 



OJ991226_43.0315.C3 

9413 
AAT/NAP 
9349 
384 



40933 
84762 
4859 

OJ991226_43.0315.C3.ol.ts 

8738 

none 

8738. .8854, 8837. .8941, 8978, 
9311.. 9358, 9312.. 9353 

40933 
84762 
4859 



OJ991226_43.0315.C3 
9413 

TBLASTX : Soybean 

9358 

74 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9052, 9164. .9268, 9165.. 9254, 



Seq. ID 

Strand 

End 



OJ991226 43. 0315. C3 



9413 



40954 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991226 43.0315.C3.o2.gp Method AAT/GAP 
8883 " End 9410 

29047_1.R1084 Score 780 

8883. .9049, 9146. .9410 

'2764574/emb|CAA04468| 3.0e-22 (AJ001009) pore protein of 24 kD 
(OEP24) [Pisum sativum] 1 



Seq. ID" OJ991226_43.0315.C4 
Strand . + 
End 18400 
Method AAT/GAP 
End 5928 
Score 70 



40934 
84763 
6253 

OJ991226_43.0315.C4.ol.gp 
5874 
none 

5874. .5928 

40934 
84763 
6253 

OJ991226_43.0315.C4 .o3.gs 
6253 
none 

6253. .6335, 9176. .9217, 11582 .. 11743, 11764 11957 , 
12092. .12812, 12861. .13126, 1314 6 .. 13609, 13654 .. 14304 , 
14394.. 15152, 15321.. 16120, 16319 .. 16704 , 16762 .. 17541, 
17646. .17956,- 17987. .18400 



Seq. ID OJ991226_43.0315.C4 

Strand - + 
End 18400 
Method GENSCAN 
End 18400 
Score .51 



Seq. ID 
Strand 
End 

Method 
End 
Score 



40934 
84763 
6253 

OJ991226_43 . 0315 . C4 . o2 . gp 
10920 

LIB3477-003-P1-K1-E9 
10920.. 10997 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ991226_43.0315.C4 
+ 

18400 
AAT/GAP 
10997 
109 



OJ991226_43.0315.C4 
+ 



40934 Seq. ID 

84763 Strand 
6253 End 18400 

OJ991226 43.0315.C4.ol.np Method AAT/NAP 
12055 " End 18397 

7228457 Score 3105 

12055. .12077, 12394 .. 12472, 13589 15143, 15198 16844 , 
16911. .18397 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



40934 
84764 
22485 

OJ991226_43.0315.C4 .o4.np 
22485 
7523517 

22485. .22785, 22930 .. 23034 , 
(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ991226_43.0315.C4 

Strand + 

End 24582 

Method AAT/NAP 

End 24582 

Score 239 
24538. .24582 



40955 




Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


.C4 


CZc* n o Mo 


84765 




St rand 






Qt- a -rt- 
OLdl L 






End 


348 




Name 


O.TQQ1996 4*3 fni R f4 


o 1 rr c; 




GENSCAN 




Of ar f 


-3Q ~~ 




End 


348 






nunc; 




Score 


. 95 






39 . .348 










Seq. No. 


40934 




Seq." ID 


OJ991226_43.0315 


.C4 


fjpnp Mo 


84766 




Strand 






Cf arf 
O Ldl L. 


2277 




End 


3162 






OJ991226 43. 0315. C4 


.o2 .gs 


Mr t" hod 


GENSCAN 




U LCtl L 


. 2277 




End 


3162 






none 




Score 


. 63 






2277.. 2585, 2626. .2801, 2943 


. . 3162 






Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


• C4 


f^PTIP No 


84767 




Strand 






OLClI L 


19018 




End 


25278 




Hanifl 
IN cLillG 


OJ991226 43. 0315. C4 


. o5 . tm 




TBLASTX* Maize 




Cf arl- 

OLal L 


13645 




End 


13884 






none 




Score 


186 




Exons 


13645. .13884 










Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


.C4 


VJCUC 1N\J • 


84767 




Strand 






Of- a >-f- 


19018 




End 


25278 




Name 


OJ991226 43. 0315. C4 


. o7 .tw 


Method 


TBLASTX: Wheat 




Of- -j r-l- 


13648 




End 


14046 






none 




Score 


268 




Exons 


13648. .14046, 13662 


. .13700, 


13773. .13955 




Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


.C4 


Gene No. 


84767 




Strand 






u Lai L 


19018 




End 


25278 




Name 


OJ991226 43. 0315. C4 


.o4 . tw 


Method 


TBLASTX: Wheat 




9t art 


14628 




End 


15083 




\J J. 


none 




Score 


152 






14628. .14810, 14636 


. .14737, 


14847. .15083, 1484 9 .. 14 965, 






14859. .15068, 15008 


. .15073 








Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


.C4 


f!prip Mo 


84767 




Strand 






OLui. L 


19018 




End 


25278 




IN CLlllC 


OJ991226 43. 0315. C4 


.ol.tw 


Method 


TBLASTX : Wheat 




Cf art- 


15275 




End 


21733 




(IT 


none 




Score 


554 






15275. .15730, 15276 


. .15731, 


21638. .21733 




Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


.C4 


Gene No. 


84767 




Strand 






Start 


19018 




End 


25278 




Name 


OJ991226 43. 0315. C4 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


15315 




End 


15680 




GI 


none 




Score 


100 




Exons 


15315. .15539, 15546 


. .15680 









40956 




Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


.C4 


Pnna Wo 

bene inu • 






Strand 






Of -a -r-4- 


1 Q01 ft 




End 


25278 




Name 


O.TQQ1 926 43 031 5 P4 


ol tin. 


Method 


TBLASTX: Maize 




O 4- -a v-f 


1 ^40^ ~~ 




End 


15761 






none 




Score 


414 




Exons 


1 5405 1 5761 1 54 5Q 


. 15707, 


15467. .15733 




Seq. No. 


40934 




Seq. ID 


OJ991226 43.0315 


.C4 




84767 




Strand 








1 Q01 8 




End 


25278 




Name 


OJQQ1226 43 0315 C4 


o3 * tin 


Method 


TBLASTX: Maize 




CI -ha T-f- 
OLdl L 


1 578Q _ 

J.J / O J 




End 


16172 




CI 






Score 


315 






15789 16172 15824 


. 16171 








Seq. No. 


40934 




O C ^ • -L U 


OJQQ1226 43 0315 


.C4 




84767 




Strand 








1 Q01 8 




End 


25278 




Name 


f),TQQ12?6 43 031 5 P4 


o2 . tw 


Method 


TBLASTX: Wheat 




Of -a r-+- 


1 5ft 4 6 ~~ 




End 


16270 






none 




Score 


471 




Exons 


1 Rft46 1fi96ft 15ft51 


1 6270 








Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


.C4 


oene 1NO • 


ft4767 




Strand 






Of a 

otan 


i qoi ft 




End 


25278 




Name 


OTQQ1996 43 f!31 5 P4 


Ol +- Q 


Method 


TBLASTX : Soybean 




Of a *-f 

ot art 


1 c iQ94 




End 


16325 




CT 


none 




Score 


302 






1 ^Q94 1 639S 1 5Q96 


1 60ft4 








Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


.C4 


Gene No. 


84767 




Strand 






Of a r f 


1 Qm ft 




End 


25278 




Name 


O.TQQ1996 43 0315 P4 


o 6 t" w 


Method 


TBLASTX: Wheat 




Cf -J yf 

O Ua.IT t. 


1 64 1 5 ~" 




End 


16823 






non o 




Score 


196 






1 64 1 5 1 6642 1 6416 


. 16640, 


16455. .16643, 16650 16823, 






1 675ft 1 6R20 










Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


.C4 


uCllC ViKJ . 


84767 




Strand 






OLalt 


i Qm ft 




End 


25278 




Name 


O.TQQ1996 43 0315 P4 


08 t" w 


Method 


TBLASTX: Wheat 




Of a r f 


1 6ft63 ~ 

1DODJ 




End 


17120 










Score 


181 




£jAL>I1o 


1 6ft63 17190 










Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


.C4 


Gene No. 


84767 




Strand 






Start 


19018 




End 


25278 




Name 


OJ991226 43. 0315. C4. 


o2 . tm 


Method 


TBLASTX: Maize 




Start • 


17322 




End 


17630 




GI 


none 




Score 


356 




Exons 


17322. .17630, 17342. 


.17617 









40957 



Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


.C4 


Cono Wo 

uCHC VI\J • 


84767 




Strand 






OLdl U 


1 9018 




End 


25278 






OJ991226 43 0315 C4 


c\ R +■ w 


Mpf hod 


TBLASTX • Wheat 






17325 ~~ 




End 


17642 




VJX 


none 




Score 


316 






17325 17642 17333 


17623 








Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


.C4 


Gene No. 


84767 




Strand 






Start 


19018 




End 


25278 




IN CHUG 


OJ991226 43 0315 C4 


• o3 . tw 


Method 


TBLASTX: Wheat 




Start 


17780 ~~ 




End 


18388 




VJX 


none 




Score 


340 






17780 18232, 17795 


. . 17890, 


17962. .18036, 18257 18388, 






18262 18387 










Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


.C4 


VJC11C t'U • 


84767 




Strand 






o Lai u. 


19018 




End 


25278 




Mama 


OJ991226 43 0315 C4 


• o4 . tin. 


Method 


TBLASTX: Maize 






18002 ~~ 




End 


18265 




GI 


none 




Score 


187 






18002 18265 












4 U _/ J ft 




Seq. ID 


OJ991226_43.0315 


. C4 


Gene No. 


84767 




Strand 






Start 


19018 




End 


25278 




Name 


OJ991226 43 0315 C4 


. o4 . gs 


Method 


GEN SCAN 




O Lcli_ L. 


1 901 8 _ 




End 


25278 




ox 


nor* 
nunc 




Score 


.59 




Hi AUllO 


19018 19535. 19634 


19779, 


19903. .20456, 20732 2104 6, 






21114 21238 21404 

X X X *3 . • (.16 JO / X *4 V *4 


21780 


21938. .22088, 22453 22545, 






22641 22712 24309 


24333 


25128. .25278 




Seq. No. 


40934 




Seq. ID 


OJ991226_43.0315 


-C4 


Gene No. 


84767 




Strand 






Start 


19018 




End 


25278 




Name 


OJ991226 43. 0315. C4 


. o2 .np 


Method 


AAT/NAP 




Start 


19902 




End 


21513 




GI 


6721561 




Score 


1080 




Exons 


19902. .20664, 20732 


. .20790, 


20861. .21080, 21478.. 21513 





GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a reqion of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No.. 
Gene No. 
Start 
Name \ 
Start 
GI 

Exons 

GI Descrip. 



40934 Seq. ID 

84767 Strand 

19018 End 

OJ991226_43.0315.C4.o3.np Method 

20403 End 

6721558 Score 



OJ991226__43.0315.C4 

25278 
AAT/NAP 
22037 
269 



20403. .20602, 21114 21238 , 21938.. 22037 
(AP001073) hypothetical protein [Oryza sativa] 



40958 



gi I 6815083 I dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 40935 

Gene No. 84768 

Start 1 

Name OJ991226_4 3 . 0315 . C5 . ol . np 

Start 1 

GI 7106528 

Exons 1..92, 2454.. 2593 

GI Descrip. (AP001278) EST, D40774 (S2920) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ991226_43.0315.C5 
Strand 

End 6178 

Method AAT/NAP 

End 2593 

Score 73 



Seq. No. 


40935 






Seq. ID 


OJ991226 


Gene No. 


84768 






Strand 




Start 


1 






End 


6178 


Name 


OJ991226 


43. 0315. C5. 


ol .gs 


Method 


GEN SCAN 


Start 


55 






End 


5638 


GI 


none 






Score 


.45 


Exons 


55. .150, 


1476. .1947, 


4308. 


.4451, 5127. 


.5638 


Seq. No. 


40935 






Seq. ID 


OJ991226 


Gene No. 


84768 






Strand 




Start 


1 






End 


6178 


Name 


OJ991226 


43. 0315. C5. 


o2 .np 


Method 


AAT/NAP 


Start 


1720 






End 


6178 


GI 


7485814 






Score 


381 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . - 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43. 0315. C5 



1720. .1947, 4308. .4465, 6131. .6178 

hypothetical protein F19I3.6 - Arabidopsis thaliana 
gii3033379|gb|AAC12823.1| (AC004238) putative WRKY-type 
DNA-binding protein [Arabidopsis thaliana] 



40935 



OJ991226 43. 0315. C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1792. .1926, 1803.. 1922, 1922.. 1948, 4307. .4378, 4307. .4411, 
4311. .4451, 4418. .4453, 4419. .4454 



84768 
1 

OJ991226_43.0315.C5.ol.tc 

1792 

none 



6178 

TBLASTX: Cress 

4454 

145 



OJ991226_43.0315.C6 
+ 



40936 Seq. ID 

84769 Strand 
7912 End 8031 

OJ991226_43 . 0315 . C6 . o2 . gp Method AAT/GAP 

7912 End 8031 

LIB3475-004-P1-K2-A5 Score 188 

7912. .8031 

, 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome 1 



40936 Seq. ID 

84770 Strand 

10032 End 

OJ991226_43 . 0315 . C6 . ol . np Method 

10032 End 

6907089 Score 



OJ991226_43.0315.C6 
+ 

13259 
AAT/NAP 
13256 
4148 



40959 






Exons 


10032. .11293, 11387. .13256 










LjI Descrip. 


(AP001129) hypothetical protein [Oryza 


ball VaJ 






Seq. No. 


40936 


Seq. ID 


OJ991226_43.0315 


.C6 




Gene No. 


84770 


Strand 


+ 






Cf a y-4- 


10032 


End 








Name 


OJ991226 43.0315.C6.o2.gs 


Method 








otart 


10032 


End 


1 OO C Q 






bl 


none 


Score 


Q7 






Exons 


10032. .13259 










Q £\ /-» \ff\ 

oeq • wq . 


40936 


Seq. ID 


OJ991226_43.0315 






("on e» Mrt 
ucllc i>nj • 


84771 


Strand 


+ 








20109 


End 


20943 






Name 


OJ991226 43.0315.C6.o3.np 


Method 


AAT/NAP 






Start 


20109 


End 


20943 






(ZT 


5922623 


Score 


415 






Exons 


20109. .20189, 20553. .20700, 


20868. .20943 






o± uescrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi| 6016856 | db j | BAA85199.il 


(AP000570) 


hypothetical protein 






[Oryza sativa] 










oeq. no. 


40936 


Seq. ID 


OJ991226_43.0315 






Gene No . 


84772 


Strand 








Start 


13877 


End 


27016 






Name 


OJ991226 43.0315.C6.o3.tw 


Method 


TBLASTX: Wheat 






orarr 


8267 


End 


21564 




f \ 1 




none 


Score 


106 






Exons 


8267. .8401, 8269. .8364, 21171 21482 , 


21173. .21487, 








21173. .21469, 21180 .. 21473, 


21181. .21474, 21483. .21563, 








21489. .21563, 21493.. 21564 








r trr 


Seq. No. 


40936 


Seq. ID 


OJ991226_43.0315 


.C6 




Gene No. 


84772 


Strand 






5™ 


Of a r*+- 


13877 


End 


27016 




^. . 1 


Name 


OJ991226 43.0315.C6.o9.tm 


Method 


TBLASTX: Maize 




2; =£a 


Of a v»f- 


13839 


End 


14020 








none 


Score 


130 




f ^ 


M 1 V /"V C 


13839. .14015, 13853.. 14020 










Seq. No. 


40936 


Seq. ID 


OJ991226_43.0315 


.C6 




Gene No. 


84772 


Strand 








Of a y+- 


13877 


End 


27016 






Name 


OJ991226 43.0315.C6.o3.gs 


Method 


GENSCAN 








13877 


End 


17542 






PT 


none 


Score 


.97 






Exons 


13877. .17542 










oeq. wo. 


40936 


Seq. ID 


OJ991226_43.0315 


.C6 




P A n A NT /"S 

bene ino. 


84772 


Strand 








Start 


13877 


End 


27016 






Name 


OJ991226 43.0315.C6.o2.np 


Method 


AAT/NAP 






Start 


13880 


End 


20032 






GI 


7228457 


Score 


9328 






Exons 


13880. .15430, 15497 .. 16648, 


16771. .17605, 17669. .19604, 








19666. .20032 










GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 





40960 




retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315 


.C6 


Gene No . 


84772 




Strand 






Start 


13877 




End 


27016 




Name 


OJ991226 43. 0315. C6. 


olO. tw 


Method 


TBLASTX: Wheat 




Start 


13889 




End 


14491 




GI 


none 




Score 


83 




Exons 


13889. .14014, 13893. 


.14015, 


14207. .144 91, 14208. .1448 6 




Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315 


,C6 


Gene No. 


84772 




Strand 






Start 


13877 




End 


27016 




Name 


OJ991226 43. 0315. C6. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


14390 




End 


23025 




GI 


none 




Score 


73 




Exons 


14390. .14548, 22632. 


.22799, 


22663. .22782, 22798.. 23025 




Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315 


.C6 


Gene No . 


84772 




Strand 






Start 


13877 




End 


27016 




Name 


OJ991226 43. 0315. C6. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


144 92 




End 


14873 




.GI 


none 




Score 


171 




Exons 


14492. .14872, 14523. 


.14771, 


14817. .14873 




Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315 


.C6 


Gene No . 


84772 




Strand 






Start 


13877 




End 


27016 




Name 


OJ991226 43. 0315. C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


14687 




End 


15010 




GI 


none 




Score 


193 




Exons 


14687. .15010, 14700. 


.14993 








Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315 


.C6 


Gene No. 


84772 




Strand 






Start 


13877 




End 


27016 




Name 


OJ991226 43. 0315. C6. 


ol2 . tw 


Method 


TBLASTX: Wheat 




Start 


15203 




End 


15515 




GI 


none 




Score 


67 




Exons 


15203. .15463, 15314. 


.15502, 


15339. .15515 




Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315 


.C6 


Gene No . 


84772 




Strand 






Start 


13877 




End 


27016 




Name 


OJ991226 43. 0315. C6. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


15263 




End 


15829 




GI 


5666795 




Score 


68 




Exons 


15263. .15463, 15518. 


.15655, 


15731. .15829 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315 


.C6 


Gene No. 


84772 




Strand 






Start 


13877 




End 


27016 




Name 


OJ991226 43. 0315. C6. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


15518 




End 


15976 





40961 




GI 


none 




Score 


92 


Exons 


15518. .15658, 15519. 


. 15656, 


15521. .15658, 15714 .. 15887 , 




15.728. .15976, 15728. 


. 15952 






Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315.C6 


Gene No. 


84772 




Strand 




Start 


13877 




End 


27016 


Name 


OJ991226 43. 0315. C6. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


16577 




End 


16948 


GI 


none 




Score 


91 


Exons 


16577. .16948, 16773. 


.16931 






Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315.C6 


Gene No. 


84772 




Strand 




Start 


13877 




End 


27016 


Name 


OJ991226 43. 0315. C6. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


16602 




End 


17027 


GI 


none 




Score 


329 


Exons 


16602. .17027, 16607. 


.17026 






Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315.C6 


Gene No. 


84772 




Strand 




Start 


13877 




End 


27016 . - 


Name 


OJ991226 43. 0315. C6. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


16700 




End 


17084 


GI 


none 




Score 


222 


Exons 


16700. . 17083, 16719. 


. 17084 






Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315.C6 


Gene No. 


84772 




Strand 




Start 


13877 




End 


27016 


Name 


OJ991226 43. 0315. C6. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


17111 ~~ 




End 


17467 


GI 


none 




Score 


114 


Exons 


17111. .17416, 17111. 


.17467, 


17121. .17432 


Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315.C6 


Gene No. 


84772 




Strand 




Start 


13877 




End 


27016 


Name 


OJ991226 43. 0315. C6. 


o2.tw 


Method 


TBLASTX: Wheat 


Start 


17135 




End 


17598 


GI 


none 




Score 


423 


Exons 


17135. .17596, 17136. 


.17597, 


17155. .17598 


Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315.C6 


Gene No. 


84772 




Strand 




Start 


13877 




End 


27016 


Name 


OJ991226 43. 0315. C6. 


06 . ts 


Method 


TBLASTX : Soybean 


Start 


17192 




End 


17557 


GI 


none 




Score 


117 


Exons 


17192. . 17326, 17333. 


.17557 






Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315.C6 


Gene No. 


84772 




Strand 




Start 


13877 




End 


27016 


Name 


OJ991226 43. 0315. C6. 


o4 . gs 


Method 


GENSCAN 


Start 


17606 




End 


20032 



40962 







none 




91 




Exons 


1 / DUD . . lUUj^ 








Seq. No. 


40936 


Seq. ID 


OJ991226_43.0315.C6 




Gene No. 


84772 


Strand 






C4 J -y--f- 


1 JO r / 


End 


27016 




Name 




Method 


TBLASTX: Wheat 




C ••- -a v+- 


1 77 fit; ~~ 
1 / / D J 


End 


18248 




f T 


none 


Score 


■ 165 




EjXQIIo 


1776S 18247 17793 18053, 


18075. .18248 




C £S My-N 

oeq. ino . 




Seq. ID 


OJ991226_43.0315.C6 




Gene No. 


84772 


Strand 






Start 


13877 


End 


27016 




Name 


O.TQQ1996 4? 0^1 S P6 oQ tw 


Method 


TBLASTX: Wheat 




otart 


1 O GO C. ~ 


End 


19378 




VJl 


none 


Score 


83 




Exons 


1ftQ8fi 1Q94^ 1 QOQfi 1 99S9 


19226. .19324, 19227. .19307, 






1 Q*^1 1 Q^78 








Seq. No. 


40936 


Seq. ID 


OJQgi996 43 0315 C6 




Gene No. 


84772 


Strand 






Q+- a r-+- 
OtaiL 


1 ^ft77 


End 


£. f \J JL \J 


£ J 


Name 


nTQ.Q199fi 4*} O^IR ffi nl fi 


Method 


TBLASTX: Maize 


~_3 


otart 




End 


19373 






none 


Score 


89 


cn 

fi s 


Exons 








•=~ 


oeq. no. 




Seq. ID 


OJ991226_43.0315.C6 


n. Li 


bene lno . 


84772 


Strand 






o tar l 


13877 


End 


27016 


t :=? 


Name 


OJ991226 43.0315.C6.o4.np 


Method 


AAT/NAP 


f U 


ocart 


19552 


End 


23436 


s 


GI 


7488299 


Score 


755 




Exons 


19552. .19574, 21777.. 23436 








("2. T n^opT i t~\ 


reverse transcriptase homolog T7M24.7 


- Arabidopsis thaliana 


= 3 
= =3 




gi | 3319362 |gb IAAC26250.il (AF077408) 


contains similarity to 






reverse transcriptase (Pfam: 


rvt .hmm, 


score .19.29) [Arabidopsis 


a? 




thaliana] gi | 7267136 | emb'l CAB80804 . 1 1 


(AL161498) putative 


f J 

r ^ 




retrotransposon protein [Arabidopsis 


thaliana] 




C d /-» Vt/"\ 

oeq. ino . 


40936 


Seq. ID 


OJ991226_43.0315.C6 




Gene No. 


84772 


Strand 






Start 


13877 


End 


27016 




Name 


OJ991226 43.0315.C6.o5.gs 


Method 


GEN SCAN 




C-f- a r*+- 

oLari 


21150 


End 


27016 






none 


Score 


.4 




Exons 


21150. .22019, 22384. .22594, 


23639. .23.693, 23895.-24429, 






24680. .24921, 25114 .. 25158, 


26920. .27016 






40936 


Seq. ID 


OJ991226_43.0315.C6 




Gene No. 


84772 


Strand 






Start 


13877 


End 


27016 




Name 


OJ99122^6 43.0315.C6.o3.ts 


Method 


TBLASTX : Soybean 




Start 


21201 


End 


21575 




GI 


none 


Score 


46 




Exons 


21201. .21425, 21295. .21426, 


21444. .21575, 21444. .21575 



40963 




Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315 


.C6 


-y> /-\ VTi^v 

bsne iNu. 


ft4779 

O *x / / Z 




■ Strand 






OLaiL 


i '3R77 

IjO / / 




End 


27016 




Name 


07991996 41 0*31 S Tfi 

VJU .7 _7 X Z Z O txO.UJXJ.^U. 


r\ +■ rn 
U O . L.1LL 


Method 


TBLASTX: Maize 






91 4 90 _ 
z i fx zu 




End 


21759 




bl 


none 




Score 


151 




F v r"> C 1 

Lxons 


91490 917SJ3 91491 

Z X *i Z U • t6l / JO/ X *3 ^ X • 


91 fil 5 

. ^ X O X J / 


21453. .21758, 21709.. 21759 




Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315 


.C6 


Gene No. 


84772 










O t-ax L. 


1 1P.77 

1 JO / / 




End 


27016 




Name 


n.TQQi99fi 41 on s rfi 

VU O 1J.UJ1J.V/U. 




Method 


TBLASTX : Soybean 




Q 4- a y-4- 


91777 ~~ 

Z X 1 I 1 




End 


22079 




bl 


JJU .7Z 




Score 


224 




Exons 


91 777 9907 9 






















Seq. No. 


40936 




OcLJ . XL/ 


OJ991226 43 


.C6 


UCllC LNU • 


R4772 




Strand 








1 *3ft77 

IJO / 1 




End 


27016 




Name 


O.T991996 4*3 0*31 S Cf> 

\JU _7 .7 XZ.Z O 4 J . U Jl J . vw . 




Method 


TBLASTX: Maize 




Q+- n rf 


91 777 ~~ 

Z 1 I f f 




End 


22073 . 




pT 


none 




Score . 


232 




Exons 


91 777 9907*3 
il / / / , . lZU / J 










Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315 


,C6 


bsne iNu • 


ft 4779 

O fx / / Z 




Strand 






OLaiL 


1 *3f3 77 

1 JO / / 




End 


27016 




Name 


UUjjIZ^D flj.UJlJ.UO. 


ol f r> 
Ol • LL 


Method 


TBLASTX: Cress 






9 1 7ft n — 




End 


21986 




PT 


none 




Score 


225 




Lxons 


91 7ft0 91 Qft £ 

Zl f OU. .^1 jOD 










oeq. no. 


40Q*3fi 




Seq. ID 


OJ991226_43.0315 


.C6 


bene no • 


04779 

0 fx f / Z 




Strand 






Start , 


13877 




End 


27016 




Name 


OJ991226 43. 0315. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




OLdil 






End 


22754 




pT 

bl 


none 




Score 


135 




Exons 


91 QQQ 991 R7 91 QQQ 
Z 1 j j j • . ZZ 1 J / / il333. 


921 S7 

• C. C. X J / , 


22000. .22161, 22018. .22164, 






99ni Q 9916S 991*^6 


999*39 


22170. .22214, 22170 .. 22247 , 






99171 9994ft 999fift 


99S70 


22279.-22647, 22306 .. 22653, 






99£9fi 997*^4 9969Q 
ZZ OZ O . . ZZ / O 4 , Z Z OZ :7 . 


9974 ■=! 

• ZZ / fx J , 


22630. .22746 




Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315 


.C6 


Gene No. 


84772 




Strand 






Cf art 


1 *3ft77 
IJO / / 




End 


27016 




Name 


fi.TQQ199fi 41 0*31 S Pfi 


r»9 t- <? 


Method 


TBLASTX: Soybean 






ZZ *i UJ 




End 


22799 




GI 


none 




Score 


38 




Exons 


22405. .22578, 22532. 


.22570, 


22632. .22787, 22632 .. 22799, 






22636. .22794 










Seq. No. 


40936 




Seq. ID 


OJ991226__43.0315 


• C6 


Gene No. 


84772 




Strand 






Start 


13877 




End 


27016 





40964 



Name 


OJ991226 43 0315 C6 


. oil . tw 


Method 


TBLASTX: Wheat 




O tai L. 


22755 ~ 




End 


22950 




yj -L 


none 




Score 


55 






22755 22799 22756 


22797, 


22790. .22948, 22795 .. 22950, 






22795 22947 












40936 




Seq. ID 


OJ991226_43.0315 


.C6 


Gene No . 


84772 




Strand 






Start 


13877 




End 


27016 




Name 


OJ991226 43. 0315. C6 


.oS.np 


Method 


AAT/NAP 




Start 


22789 




End 


23514 




GI 


2997694 




Score 


278 






22789 .23514 










fJT Dp srr i n 


(AF053721) Dutative 


retrovirus-related 


polyprotein [Lithospermum 




ervthrorhi zon 1 










Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315 


. C6 


Gene No. 


84772 




Strand 






Start 


13877 




End 


27016 




Name 


OJ991226 43 0315. C6 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


23226 ~ 




End 


23541 




GI 


none 




Score 


382 






23226 23387 23227 




23228. .23521 




Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315 




Gene No. 


84772 




Strand 






*J L. CI J- U 


13877 




End 


27016 






Ol79Q1226 43 0315 C6 


,o5. tm 


Method 


TBLASTX: Maize 




art- 

O Lai L. 


94044 "~ 




End 


24357 






none 




Score 


250 






24044 24334 24046 




24049. .24339 




Seq. No. 


40936 




Seq. ID 


OJ991226_43.0315 


. C6 


Gene No. 


84772 




Strand 






Start 


13877 




End 


27016 




Name 


OJ991226 43 0315 C6 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


24106 ~~ 




End 


24501 




GI 


none 




Score 


232 




Pyrin ^ 


24106 24492 24107 


. .24481, 


24109. .24501 




Seq. No. 


40937 




Seq. ID 


OJ991226_43.0315 


.C7 


Gene No. 


84773 




Strand 


+ 




Start 


466 




End 


825 




Name 


OJ991226 43 0315 C7 


.ol.gs 


Method 


GENSCAN 




Start 


466 ~~ 




End 


825 




GI 


none 




Score 


.73 




F.vnn ^ 


466. .825 










Seq. No. 


40937 




Seq. ID 


OJ991226_43.0315 


.C7 


Gene No. 


84774 




Strand 


+ 




Start 


1158 




End 


7602 




Name 


OJ991226 43.0315.C7.o2.gp 


Method 


AAT/GAP 




Start 


1158 




End 


2023 




GI • 


none 




Score 


1707 




Exons 


1158.. 2023 










Seq. No. 


40937 




Seq. ID 


OJ991226_43.0315 


.C7 



40965 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



84774 Strand 

1158 End 

OJ991226_43 . 0315 . C7 . o2 . gs Method 

1706 End 

none Score 



+ 

7602 
GEN SCAN 
7602 
.7 



1706. 
7390. 



,2805, 2919. 
.7602 



,3160, 3264. .3325, 4075. .4260, 4352. .4447, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43. 0315. C7 



40937 Seq. ID OJ991226 

84774 Strand + 

1158 End 7602 

OJ991226_4 3 . 0315 . C7 . o3 ..gp Method AAT/GAP 

2362 End 2970 

6089_2.R1084 Score 929 
2362. .2805, 2919. .2970 
•3608137 1.0e-12 (AC005314) 
thaliana] 1 

40937 

84774 Strand + 

1158 End 7602 

OJ991226_4 3 . 0315 . C7 . o4 . gp Method AAT/GAP 

3095 End 5076 

none Score .1368 
3095. .3160, 3264. .3325, 4075. .4260, 4352. .4447, 4738. .5076 



unknown protein [Arabidopsis 



Seq. ID OJ991226_43.0315.C7 



OJ991226_43.0315.C7 
+ 

12433 
AAT/GAP 
11733 
781 



40937 Seq. ID 

84775 Strand 
11253 End 
OJ991226_43 . 0315 . C7 . o5 . gp Method 
11226 End 
LIB3434-041-P1-K1-A10 Score 
11226. .11552, 11648.. 11733 
•2129770/pirl IS71224 2.0e-32 xyloglucan 

endotransglycosylase-related protein XTR-2 - Arabidopsis 
thaliana >gi_1244756 (U43487) xyloglucan 

endotransglycosylase-related protein [Arabidopsis thaliana] 
>gi_2154 611_dbj_BAA20290_ (D63510) endoxyloglucan transferase 
related protein [Arabidopsis thaliana] 

>gi_5533311_gb_AAD45124.1_AF163820_l (AF163820) endoxyloglucan 
transferase [Ara ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ991226_43.0315.C7 
+ 

12433 
AAT/NAP 
12397 
739 



40937 Seq. ID 

84775 Strand 
11253 End 
OJ991226_4 3 . 0315 . C7 . o3 . np Method 
11241 End 
7447409 Score 
11241. .11552, 11648. .12063, 12106.. 12397 

xyloglucan endo-1, 4-beta-D-glucanase (EC 3.2.1.-) F13C5.160 
Arabidopsis thaliana gi | 2832627 | emb | CAA16756 . 1 1 (AL021711) 
xyloglucan endo-transglycosylase-like protein [Arabidopsis 
thaliana] gi | 7268693 1 emb ICAB78901 . 1 1 (AL161549) xyloglucan 
endo-transglycosylase-like protein [Arabidopsis thaliana] 



40937 
84775 



Seq. ID OJ991226_43.0315.C7 
Strand + 



40966 



f=5 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11253 End ' 

OJ991226_43 . 0315 . C7 . o3 . gs Method 

11253 End 

none Score 
11253. .11552, 11648.. 12433 



12433 
GEN SCAN 
12433 
1 



40937 Seq. ID 

84776 Strand 

12427 End 

OJ991226_43 . 0315 . C7 .06, gp Method 

12427 End 

LIB3433-011-Q6-K1-H5 Score 
12427. .12569 

1 218144/dbj I D12637 | RICATADPT 7.0e-ll Rice mRNA for ATP/ADP 
translocator, complete cds* 



OJ991226_43.0315.C7 
+ 

12569 
AAT/GAP 
12569 
221 



40937 Seq. ID 

84777 Strand 

433 End 

OJ991226_43.0315.C7.ol.gp Method 

4 33 End 

none Score 
433. .724 



OJ991226_43.0315.C7 
724 

AAT/GAP 

724 

537 



OJ991226 43. 0315. C7 



40937 Seq. ID 

84778 Strand 
6929 End 8221 

OJ991226_43 . 0315 .C7 . o2 . np Method AAT/NAP 

6929 End 8221 

82523 Score 1074 

6929.. 7590, 8138.. 8221 

hypothetical 29K protein (trnH-trnV intergenic region) - rice 
chloroplast gi 1 12034 | emb | CAA33940 | (X15901) ORF249 [Oryza 
sativa] gi 1 12068 | emb | CAA33921 1 (X15901) ORF249 [Oryza sativa] 
gi|226655 Iprf I |1603356CF ORF 249 [Oryza sativa] 



40937. 
84779 
12922 

OJ991226_43.0315.C7.o2.tm 
1526 
none 



Seq. ID OJ991226_43.0315.C7 

Strand - ■ 

End 17316 

Method TBLASTX: Maize 

End 3175 

Score 94 



1526.. 1666, 1534.. 1665, 1535.. 1666, 1676.. 1879, 1699.. 1836, 

1701. .1880, 1704. .1880, 1706. .1912, 1874. .2224, 1903. .2211, 

1910. .2212, 1911. .2222, 2256. .2306, 2289. .2831, 2292. .2678, 

2324. .2800, 2392.-2823, 2929. .3147, 2929. .3147, 2942. .3175 



40937 Seq. ID 

84779 Strand 

12922 End 

OJ991226_4 3 . 0315 . C7 . o4 . ts Method 

1988 „ End 

none Score 

1988. .2173, 2074. .2172, 2597. .2722, 



OJ991226 43. 0315. C7 



2909. .3058, 2917. .3144, 2917. .3141, 
4355. .4450, 4358. .4453 



17316 

TBLASTX: Soybean 
4453 
111 

2755.-2793, 2759.-2782, 
4131. .4259, 4143. .4304, 



40967 




Spc7 No 


40937 


Seq. ID 


OJ991226_43.0315.C7 


Gene No. 


84779 


Strand . 




Start 


12922 


End 


17316 


Name 


OJ991226 43.0315.C7 ,o5.tm 


Method 


TBLASTX: Maize 


Start 


3250 ~~ 


End 


4447 


GI 


none 


Score 


70 


Exons 


3250.. 3327, 3252.. 3326, 4062 


..4145, 4097. .4258, 4146. .4259, 




4146. .4259, 4183.. 4260, 4349 


..4447, 4352. .4447 


Seq. No. 


40937 


Seq. ID 


OJ991226_43.0315.C7 


Gene No. 


84779 


Strand 




Start 


12922 


End 


17316 


Name 


OJ991226 43.0315.C7.o3.ts 


Method 


TBLASTX : Soybean 


Start 


6042 ~~ 


End 


6292 


GI 


none 


Score 


327 


Exons 


6042.. 6272, 6044.. 6292, 6047 


. .6280 




Seq. No. 


40937 


Seq. ID 


OJ991226_43.0315.C7 


Gene No . 


84779 


Strand 




Start 


12922 


End 


17316 


Name 


OJ991226 43.0315.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6087 : , 


End 


6573 


GI 


none 


Score 


266 


Exons 


6087.. 6272, 6088.. 6303, 6089 


..6328, 6089. .6328, 6318. .6368, 




6320.. 6367, 6342.. 6368, 6353 


..6421, 6366. .6431, 6373. .6393, 




6379 6420. 6381 6458. 6382 


..6456, 6383. .6463, 6385.-6447, 




6438 6494. 6438 6494. 6451 


..6495, 6495.. 6572, 6496.. 6573, 




6496. . 6573 






Cpn Mo 

*J ^ v-4 • » 


40937 


Seq. ID 


OJ991226_43.0315.C7 


Gene No. 


84779 


Strand 




Start 


12922 


End 


17316 


Name 


OJ991226 43.0315.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


11337 ~ 


End 


12286 


GI 


none 


Score 


238 


Exons 


11337. .11555, 11411. .11551, 


11648. .12139, 11650. .12054, 




12218. .12286 






Seq. No. 


40937 


Seq. ID 


OJ991226_43.0315.C7 


Gene No. 


84779 


Strand 




Start 


12922 


End 


17316 


Name 


OJ991226 43.0315.C7.ol.ts 


Method 


TBLASTX: Soybean 


Start 


11340 


End 


12310 


GI 


none 


Score 


229 


Exons 


11340. .11552, 11393. .11551, 


11650. .12060, 11651. .12121, 




12166. .12294, 12218. .12310 






Seq. No. 


40937 


Seq. ID 


OJ991226_43.0315.C7 


Gene No. 


84779 


Strand 




Start 


12922 


End 


17316 


Name 


OJ991226 43.0315.C7.o4.tm 


Method 


TBLASTX: Maize 


Start 


11342 


End 


11552 


GI 


none 


Score 


252 


Exons 


11342. .11551, 11343... 11552 






Seq. No. 


40937 


Seq. ID 


OJ991226_43.0315.C7 


Gene No. 


84779 


Strand 





40968 





Start 


12922 




End 


17316 






Name 


OJ991226 43. 0315. C7 . 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


11651 ~~ 




End 


12313 






GI 


none 




Score 


515 








11651. .12079, 11656. 


. 12075, 


12166. .12285, 12218 12253, 








12254.. 12313 












Qprr No 


40937 




Seq. ID 


OJ991226_43.0315. 


C7 




Gene No. 


84779 




Strand 








Start 


. 12922 




End ' 


17316 






Name 


OJ991226 43. 0315. C7. 


o4 . gs 


Method 


GEN SCAN 






Start 


12922 




End 


16108 






GI 


none 




Score 


.72 






Exons 


12922. . 13010, 13878 . 


. 13902, 


14005. .14035, 14210. .14285, 








14988. .15131, 15292. 


.16108 










Seq. No. 


40937 




Seq. ID 


OJ991226_43.0315. 


C7 




Gene No. 


84779 




Strand 








Start 


12922 




End 


17316 






Name 


OJ991226 43. 0315. C7. 


o7 . gp 


Method 


AAT/GAP 






Start 


14629 ~~ 




End 


15184 






GI 


none 




Score 


1060 






Eynng 


14629. . 15184 










%J 


Seer No. 


40937 




Seq. ID 


OJ991226_43.0315. 


C7 




Gene No . 


* 84779 




Strand 








Start 


12922 




End 


17316 




i y 


Name 


OJ991226 43. 0315. C7. 


o4 .np 


Method 


AAT/NAP 






Start 


14871 




End 


17316 






GI 


729775 




Score 


750 






Exons 


14871. .16111, 17279. 


.17316 










GI Descrip. 


HEAT SHOCK FACTOR PROTEIN HSF8 (HEAT ; 


SHOCK TRANSCRIPTION 


f FACTOR 



8) (HSTF 8) (HEAT STRESS TRANSCRIPTION FACTOR) 
gi|100264 |pir||S25481 heat shock transcription factor 8 - 
Peruvian tomato gi | 19492 | emb | CAA47869 | (X67600) heat shock 
transcription factor 8 [Lycopersicon peruvianum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40937 
84779 
12922 

OJ991226_43.0315.C7.ol.tm 

14893 

none 

14893. .14961, 14894 .. 14962, 
15073. .15132, 15086. .15154, 
15168. .15221, 15172. .15225, 
15267. .15512, 15500 .. 15637, 
15629. .15919, 15633 .. 15776, 



Seq. No. 40937 
Gene No. 84779 
Start 12922 

Name OJ991226_4 3. 0315 .C7 ,o2 . tc 

Start 14893 
GI none 

Exons ' 14893. .14937, 15034 .. 15072, 
15665. .15724, 15671 .. 16108, 



Seq. ID OJ991226_43.0315.C7 
Strand 

End 17316 

Method TBLASTX : Mai ze 

End 15919 

Score 97 
14986. .15087, 14 992 .. 15090, 
15154. .15180, 15154. .15171, 
15259. .15498, 15266 .. 15511, 
15509. .15646, 15513 .. 15647, 
15866. .15919 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15458. .15664, 
15717. .15776, 



OJ991226 43. 0315. C7 



17316 

TBLASTX: Cress 
16117 
44 

15528. .15617, 
15866. .16117 



40969 



Seq. No. 


40937 


Seq. ID 


OJ991226_43.0315 


.C7 


Gene No. 


84779 


. Strand 






Start 


12922 


End 


17316 




Name 


OJ991226 43.0315.C7.o5.ts 


Method 


TBLASTX: Soybean 




Start 


15452 


End 


15685 




GI 


none 


Score 


89 




Exons 


15452. .15685, 15510 .. 15635, 


15560. .15685 




Seq. No. 


40937 


Seq. ID 


OJ991226_43.0315 


.CI 


Gene No. 


84779 


Strand 






Start 


12922 


End 


17316 




Name 


OJ991226 43.0315.C7.o8.gp 


Method 


AAT/GAP 




Start 


15571 


End 


16040 




GI 


LIB3474-012-P1-K1-B8 


Score 


881 




Exons 


15571. .16040 








GI Descrip. 


'729775/sp|P41153|HSF8 LYCPE 


4.0e-34 


HEAT SHOCK FACTOR 


PROTEIN 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



HSF8 (HEAT SHOCK TRANSCRIPTION FACTOR 8) (HSTF 8) (HEAT STRESS 

TRANSCRIPTION FACTOR) >gi__100264_pir S25481 heat shock 

transcription factor 8 - Peruvian tomato >gi_194 92_emb_CAA478 69_ 
(X67600) heat shock transcription factor 8 [Lycopersicon 
peruvianum] ' 



40937 
84779 
12922 

OJ991226_43 . 0315 . C7 . o2 . ts 

15692 

none 

15692. .15772, 15695 .. 15946, 
15769. .15909, 15866 16009, 



Seq. ID OJ991226_43.0315".C7 
Strand 

End 17316 

Method TBLASTX : Soybean 

End 16109 

Score 54 
15720. .15776, 15768. .15947, 
15995. .16108, 16002.. 16109 



Seq. No. 40937 

Gene No. 84779 

Start 12922 

Name 0 J9 9 1 2 2 6_4 3 . 0 3 1 5 ,£7 . o 6 . tm 

Start 15946 

GI none 
Exons 



Seq. ID OJ991226_43.0315.C7 
Strand 

End 17316 

Method TBLASTX : Mai ze 

End 16125 

Score 48 



15946. .15999, 15995 .. 16108, 16011 .. 16109, 16012.. 16125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40938 Seq. ID 

84780 Strand 
1 End 
OJ991226_43 . 0315 . C8 . ol . np Method 
1 End 
2498930 Score 
1..176, 1508. .1591 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



OJ991226_43.0315.C8 
+ 

1591 
AAT/NAP 
1591 
76 



40938 
84780 
1 

OJ991226_43.0315.C8.ol.gs 

996 

none 

996.. 1061, 1449.. 1557 



Seq. ID OJ991226_43.0315.C8 

Strand + 

End 1591 

Method GENSCAN 

End 1557 

Score .51 



40970 





Seq. No. 


40939 


Seq. ID 


OJ991226_ 


43. 0315. C9 




Gene No. 


84781 


Strand 


+ 






Start 


101 


End 


749 






Name 


OJ991226 43.0315.C9.ol.np 


Method 


AAT/NAP 






Start 


101 


End 


746 






GI 


2213625 


Score 


260 






Exons 


101. .164, 237. .746 










GI Descrip. 


(AC000103) F21J9.17 [Arabidopsis thaliana] 






Seq. No. 


40939 


Seq. ID 


OJ991226~ 


43. 0315. C9 




Gene No . 


84781 


Strand 


+ 






Start 


101 


End 


749 






Name 


OJ991226 43.0315.C9.ol.gs 


Method 


GENSCAN 






Start 


237 


End 


749 






GI 


none 


Score 


.77 






Exons 


237. .749 










Seq. No. 


40939 


Seq. ID 


OJ991226_ 


43.0315. C9 




Gene No. 


84782 


Strand 


+ 






Start 


4702 


End 


6833 






Name 


OJ991226 43.0315.C9.o3.gs 


Method 


GENSCAN 






Start 


4702 


End 


6833 




f T 


GI 


none 


Score 


.84 




'%2 


Exons 


4702.. 4921, 5016.. 5116, 5452. 


.5513, 60E 


J3. .6164, 


6492 .". 6621, 


U i 




6730.. 6833 








fy 


Seq. No. 


40939 


Seq. ID 


OJ991226_ 


43. 0315. C9 


H 


Gene No. 


84782 


Strand 


+ 






Start 


4702 


End 


6833 






Name 


OJ991226 43.0315.C9.o3.np 


Method 


AAT/NAP 






Start 


4744 


End 


6251 






GI 


3805760 


Score 


137 






Exons 


4744.. 4968, 5016.. 5116, 6192. 


.6251 






.■? ~= 
■- S 


GI Descrip. 


(AC005693) unknown protein [Arabidopsis thaliana] 


* ^ 


Seq. No. 


40939 


Seq. ID 


OJ991226_ 


43. 0315. C9 




Gene No . 


84783 


Strand 


+ 






Start 


8182 


End 


8256 






Name 


OJ991226 43.0315.C9.ol.gp 


Method 


AAT/GAP 






Start 


8182 


End 


8256 






GI 


28872 1.R1084 


Score 


134 






Exons 


8182. .8256 










GI Descrip* 


, 2894598/emb|CAA17132.1| 4.0e 


-49 (AL021889) putative protein 






[Arabidopsis thaliana] 1 










Seq. No. 


40939 


Seq. ID 


OJ991226_ 


43. 0315. C9 




Gene No. 


84784 


Strand 








Start 


1496 


End 


6793 






Name 


OJ991226 43.0315.C9.o2.np 


Method 


AAT/NAP 






Start 


1469 


End 


5027 






GI 


7492926 


Score 


143 






Exons 


1469. .1819, 2249. .2342, 2442. 


.2587, 2704.. 2773, 


3751. .3803, 






3886. .3968, 4911. .5027 










GI Descrip. 


probable RNA-binding protein 


- fission 


yeast 





(Schizosaccharomyces pombe) gi | 2462671 1 emb | CAB11047 . 1 1 (Z98529) 
putative RNA-binding protein [Schizosaccharomyces pombe] 



40971 



Seq. No. 40939 

Gene No. 84784 . 

Start 1496 

Name OJ991226_43 . 0315 . C9 . o3 . tm 

Start 1494 

GI none 

Exons 1494.. 1610, 1497.. 1607, 1498, 
1653.. 1814 



Seq. ID OJ991226_43.0315.C9 
Strand 

End 6793 

Method TBLASTX: Maize 

End 1814 

Score 154 

.1617, 1649.. 1810, 1651.. 1809, 



Seq. No. 40939 

Gene No. 84784 

Start 1496 

Name OJ991226_4 3 . 0315 . C9 . o2 . 

Start 1496 

GI none 

Exons 1496.. 1945, 2249.. 2377, 
3889. .4383 



gs 



2465. 



Seq. ID 
Strand 
End 

Method 
End . 
Score 
.2587, 



OJ991226 43. 0315. C9 



6793 
GENSCAN 
4383 
.9 

2704. .2773, 



3751. .3809, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40939 
84784 
1496 

OJ991226_43. 
1877 
4300038 
1877. .1948, 
2525. .2575, 



0315.C9.o2.ts 



2247. 
2526. 



2357, 
2570, 



2249. 
3919. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2380, 
.4005 



OJ991226_43.0315.C9 
6793 

TBLASTX: Soybean 
4005 
87 

2463.-2522, 2465.. 2551, 



GI Descrip. 24 62671/emb_CAB11047_ '1 . Oe-09 (Z98529) putative RNA-binding 
protein [Schizosaccharomyces pombe] 



Seq. No. 40939 

Gene No. 84784 

Start 1496 

Name OJ991226_43 . 0315 .C9.o2 . tm 

Start 2247 

GI none 
Exons 



Seq. ID OJ991226_43.0315.C9 
Strand 

End 6793 

Method TBLASTX : Mai ze 

End 4029 

Score 138 



2247. .2369, 2248. .2379, 2249. .2380, . 2463. . 2588, 2464. .2559, 
2465. .2587, 2704.. 2772, 2704.. 2775, 2708.. 2776, 2708.. 2776, 
3664. .3777, 3753. .3809, 3860. .4003, 3884. .4003, 3889. .4029 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40939 
84784 
1496 

OJ991226_43 . 0315 . C9 . ol . tm 

4689 

none 

4689. .4925, 4690. .4923, 4787. 
5015.. 5119, 5950.. 6030, 5962. 
6106.. 6168, 6487.. 6537, -6488. 
6561.. 6620, 6702.. 6791, 6728. 

40939 
84784 
1496 

OJ991226_43.0315.C9.ol.ts 

4692 

none 



Seq. ID OJ991226_43.0315.C9 
Strand 

End 6793 
Method TBLASTX: Maize 
End 67 93 

Score 363 

.4927, 5014.. 5076, 5014.. 5154, 
.6033, 5967.. 6032, 6093.. 6164, 
.6619, 6489.. 6620, 6505.. 6621, 
.6793, 6728.. 6793 

Seq. ID OJ991226_43.0315.C9 
Strand 

End 6793 

Method TBLASTX : Soybean 

End 5119 

Score 297 



40972 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4692.-4922, 4693.-4923, 4702. .4923, 4784.-4957, 5014. .5109, 
5015. .5119 



40939 
84784 
1496 

OJ991226_43.0315.C9.ol.tc 

4770 

none 

4770.. 4922, 4771.. 4923, 5014, 
5964.. 6032, 6093.. 6164 



OJ991226_43.0315.C9 
6793 

TBLASTX: Cress 
6164 
200 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5154, 5015.. 5119, 5962.. 6033, 



OJ991226_43. 0315. C10 
+ 



40940 Seq. ID 

84785 Strand 
1 End 7 4 62 

OJ99122 6_43 . 0315 . C10 . ol . np Method AAT/NAP 
1 End 5598 

7487780 Score 756 

1..53, 785. .1058, 1086. .1241, 1374. .1634, 2025. .2147, 
2354. .2458, 2627. .2721, 5455. .5598 

hypothetical protein T6K21.70 - Arabidopsis thaliana 
gi I 2894598 | emb | CAA17132.il (AL021889) putative protein 
[Arabidopsis thaliana] gi I 7268541 1 emb | CAB78791 . 1 1 (AL161547) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


40940 


Seq. ID 


OJ991226_43. 0315. C10 


Gene No. 


84785 


Strand 


+ 


Start 


1 


End 


7462 


Name 


OJ991226 43.0315.C10.ol.gs 


Method 


GEN SCAN 


Start 


825 


End 


2731 


GI 


none 


Score 


.71 


Exons 


825.. 1241, 1374.. 1634, 2025 


..2147, 2354 


..2458, 2654. .2731 


Seq. No. 


40940 


Seq. ID 


OJ991226_43. 0315. C10 


Gene No. 


84785 


Strand 


+ 


Start 


1 


End 


7462 


Name 


OJ991226 43.0315.C10.ol.gp 


Method 


AAT/GAP 


Start 


1423 


End 


1881 


GI 


LIB3434-033-P1-K1-F1 


Score 


801 


Exons 


1423. .1881 






GI Descrip. 


'2894598/emb ICAA17132.il 7. 


Oe-09 (AL021889) putative protein 


[Arabidopsis thaliana] 1 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



40940 Seq. ID 

84785 . Strand 
1 End 
OJ991226_43.0315.C10.o3.np Method 
5205 - End 

7486435 Score 
5205.. 5391, 5524.. 5578, 5677.. 5856, 6040 
6615.. 6707, 6797.. 6853, 7367.. 7456 

hypothetical protein F4I1.32 - Arabidopsis thaliana 
gi|3128193|gb|AAC16097.1| (AC004521) hypothetical protein 
[Arabidopsis thaliana] 



OJ991226_43. 0315. C10 
+ 

7462 
AAT/NAP 
7456 
566 

6246, 6354. .6419, 



40940 
84785 



Seq. ID OJ991226_43. 0315. C10 
Strand + 



40973 



Start 
Name 
Start 
GI 

Exons 



End 74 62 

Method GENSCAN 
End 74 62 

Score .91 

5219V.5360, 5439.. 5578, 5668.. 5940, 6037.. 6246, 6354.. 6419, 
6615.. 6707, 6797.. 6853, 7367.. 7462 



OJ991226_43 . 0315 . CIO . o3 . gs 
5219 



none 





Seq. No. 


40940 




Seq. ID 


OJ991226_43.0315. 


C10 




Gene No. 


84786 




Strand 


+ 






Start 


10333 




End 


11110 
1 1 1 1 j 






Name 


OJ991226 43. 0315. C10. o5. 


gs 


Method 


GENSCAN 






Start 


10333 




End 


11113 






GI 


none 




Score 


.69 






Exons 


10333. .11113 












Seq. No. 


40940 




Seq, ID 


OJ991226_43.0315. 


C10 




Gene No. 


84787 




Strand 








Start 


2578 




End 


JUo4 






Name 


OJ991226 43.0315.C10.o2. 


gp 


Method 


AAT/GAP 






Start 


2578 




End 


3064 






GI 


none 




Score 


860 






Exons 


2578. .3064 












Seq. No . 


40940 




Seq. ID 


OJ991226_43.0315. 


.C10 


. ~_ 


Gene No. 


84788 




Strand 








Start 


4332 




End 


A O A C\ 

4 94 y 




EL: i 


Name 


OJ991226 43. 0315. C10. o3. 


gp 


Method 


AAT/GAP 




?: 3 


Start 


4328 




End 


4949 




;r ^ 


GI 


none 




Score 


1189 




iy 


Exons 


4328.-4949 












Seq. No. 


40940 




Seq. ID 


OJ991226_43.0315, 


.C10 


^ Li 


Gene No. 


84788 




Strand 


- 




3 


Start 


4332 




End 


4949 






Name 


OJ991226 43. 0315. C10. o2 . 


,gs 


Method 


GENSCAN 






Start 


4332 




End 


4898 






GI 


none 




Score 


1 




sal 


Exons 


4332.. 4898 












Seq. No. 


40940 




Seq. ID 


OJ991226_43.0315 


.C10 




Gene No. 


84788 




Strand 








Start 


4332 




End 


4949 






Name. . . 


OJ991226 43. 0315. C10. o2, 


.np 


Method 


AAT/NAP 






Start 


4335 




End 


4841 






GI 


6728970 




Score 


476 






Exons 


4335. .4841 












GI Descrip. 


(AC018363) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


40940 




Seq. ID 


OJ991226_43.0315 


.C10 




Gene No. 


84789 




Strand 








Start 


8369 




End 


9953 






Name 


OJ991226 43. 0315. C10. ol 


.tm 


Method 


TBLASTX : Maize 






Start 


1 




End 


2093 






GI 


none 




Score 


83 






Exons 


1..54, 3. .56, 776. .976, 


777 


..980, 975. 


.1142, 977. .1108, 





1163. .1240, 1163. .1249, 1364. .1399, 1371. .1472, 1372. .1431, 
1440. .1517, 1520. .1594, 1521. .1637, 2022. .2093 



40974 




Seq. No. 


40940 








Seq. ID 


OJ991226_43.0315.C10 


ftfarif* NO . 


84789 








Strand 




OLdiL 


8369 








End 


9953 


Mamp 


OJ991226 43. 


0315 


.C10.O3 


,tc 


Method 


TBLASTX: Cress 


Of a r h 

OLal L 


1 ~~ 








End 


986 




none 








Score 


88 


DAUi ID 


1 54, 773. . 


976, 


777. .986 






Cprr Nr> 


40940 








Seq. ID 


OJ991226_43. 0315. C10 


Gene No. 


84789 








Strand 




Start 


8369 








End 


9953 


Name 


OJ991226 43. 


0315 


.C10.O2 


.ts 


Method 


TBLASTX : Soybean 


Start 


800 








End 


2716 


GI 


none 








Score 


297 




800. .1108, 8 


01 . . 


1109, 1371. .1412, 1395 


..1598, 1436. .1522, 




1477. . 1617, 


1547 


1 606 

• . x u \j \> , 


1549. 


.1629, 2022. .2108, 2024. .2113, 




2624. .2716, 


2635 


2715 








Seq. No. 


40940 








Seq. ID 


OJ991226_43. 0315. C10 


Gene No • 


84789 








Strand 




Start 


8369 








End 


9953 


Name 


OJ991226 43. 


0315 


. C10 . o2 


. tw 


Method 


TBLASTX: Wheat 


O Lai L- 


1375 ~~ 








End 


1598 


GI 


none 








Score 


230 




1375 1419 


1377 


1493, 


1383 . 


.1598, 1442. .1594 


Seq. No. 


40940 








Seq. ID 


OJ991226_43. 0315. C10 




84789 








Strand 




o Lai. u. 


8369 








End 


9953 


Name 


OJ991226 43. 


0315 


. C10 . o2 


. tc 


Method 


TBLASTX: Cress 


O LCtl 


4344 ~~ 








End 


4824 


GI 


none 








Score 


159 




4344 . .4505, 


4527 


. .4607, 


4605. 


.4823, 4612.. 4824 


Seq. No. 


40940 








Seq. ID 


OJ991226_43. 0315. C10 


Gene No . 


84789 








Strand 




Start 


8369 








End 


9953 


Name 


OJ991226 43. 


0315 


,C10.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4524 ~ 








End 


4824 


GI 


none 








Score 


60 


Evnn <? 


4524 . . 4646, 


4534 


. .4647, 


4647. 


.4823, 4648.-4824 


Seq. No. 


40940 








Seq. ID 


OJ991226_43. 0315. C10 


Gene No . 


84789 








Strand 




Start 


8369 








End 


9953 


Name 


OJ991226 43 


0315 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4545 ~~ 








End 


4824 


GI 


none 








Score 


144 


Exons 


4545. .4589, 


4578 


. .4823, 


4618. 


.4824 




Seq. No. 


40940 








Seq. ID 


OJ991226_43. 0315. C10 


Gene No. 


84789 








Strand 




Start 


8369 








End 


9953 


Name 


OJ991226 43 


0315 


.ClO.oS 


. tm 


Method 


TBLASTX: Maize 


Start 


6354 








End 


7464 


GI 


none 








Score 


94 



40975 




Exons 


63^4 641 9 


6354 . 


. 6419/ 


6355 . 


.6423, 6614..6643/ 6615.. 6716, 




6666 fiim 


6786 


. 6854/ 


6794 . 


.6856/ 6796.-6852, 6812.. 6868, 




73^1 7446 


7364 


.7462, 


7366. 


.7464 




Seq. No. 


40940 








Seq. ID 


OJ991226_43. 0315. C10 


Gene No. 


84789 








Strand 




DLdl U 


8369 








End 


9953 


Name 


OJ991226 43 


. 0315 . 


C10.o4 


. tm 


Method 


TBLASTX: Maize 


Of -a y f 

o tax L. 


8334 ~~ 

O J -> T 








End 


8576 












Score 


68 


CjXOIlb 


8334 8399 


8336. 


.8404, 


8402 . 


.8575, 8406. .8576 


Seq. No. 


40940 








Seq. ID 


OJ991226_4 3.0315.C10 


Gene No. 


84789 








Strand 




Of art 


8369 








End 


9953 


Name 


OJ991226 43 


. 0315 . 


ClO.ol 


. tc 


Method 


TBLASTX: Cress 


Ofa r f 


8363 "~ 

O J vJ J 








End 


8856 


nT 
oi 


none 








Score 


417 


Exons 


8363 8407 


8405 . 


.8848, 


8406. 


.8825, 8408.. 8851, 8569.. 8856 


Seq. No. 


40940 








Seq. ID 


OJ991226_43. 0315. C10 


Gene No. 


84789 








Strand 




O Lai U 


8369 

O J U _7 








End 


9953 


Name 


f>.T991 29 6 4 3 


0315 


C10 . o4 


CIS 


Method 


GEN SCAN 


Of a v*f 


836Q ~ 








End 


9931 




none 








Score 


.68 


Exons 


8369 904S 


9826 


9931 








C /—> /-r VI ^ 

oeq • lNO . 


40Q40 








Seq. ID 


OJ991226_43. 0315. C10 


Gene No. 


84789 








Strand 




Start 


8369 








End 


9953 


Name 


O.T991226 43 


.0315. 


C10.o4 


.np 


Method 


AAT/NAP 


Cf a -rf- 


8372 _ 








End 


9126 




4 SI 0390 








Score 


646 


U 1 V /""\ T"^ o 


8379 8942 


8983. 


.9126 










fAC007017} 


unknown protein [Arabidopsis thaliana] 


Q o rr Mn 
OClji IN \J • 


40940 * 

*i \J J "a V 








Seq. ID 


OJ991226_43. 0315. CIO 


Gene No. 


84789 " 








Strand 




Start 


8369 








End 


9953 


LNCL1UC 


OJ991226 43 


.0315. C10. o2 


.tm 


Method 


TBLASTX: Maize 


Of arf 

O L CLX. L. 


8602 ~~ 








End 


9943 




T\C\T\ d 

nunc 








Score 


418 


Exons 


8609 8892 


8603. 


.9046/ 


8607. 


.9047, 8932. .9048, 9805. .9876/ 




9830 9943 


9830. 


.9937 








Seq. No. 


40940 








Seq. ID 


OJ991226_43. 0315. C10 


Gene No. 


84789 








Strand 




Of art- 


8369 








End 


9953 


Name 


O.T991 226 43 


.0315. 


C10.o4 


.gp 


Method 


AAT/GAP 


Of o r1- 


8669 ~~ 








End 


9953 


GI 


none 








Score 


826 


Exons 


8669. .9045, 


9826. 


.9953 








Seq. No. 


40940 








Seq. ID 


OJ991226_43. 0315. C10 


Gene No. 


84789 








Strand 




Start 


8369 








End 


9953 



40976- 



Name 


O.TQQ1996 43 


n3i 5 


PI 0 r>1 


. LW 


Of -J t-4- 

o tail 


fi 6Q4 ~~ 

0 O -74 










none 








EjXLHIo 


8694 9002 


8694 


9002 


8696. 


Seq. No. 


40941 








Gene No. 


84790 








OLal L 


106 








Name 


O.TQQ199 6 4 3 


rni 5 


PI 1 nl 




Of a r-+- 
OLaiL 


i rifi ~ 

1UO 








p t 


nono 
ilvJllC 










106 1902 








Seq. No. 


40941 








Gene No. 


84790 








Cf art 


106 








LN ctllLC 


O.T991996 4 3 


0315 


Cll ol 




Cf -j v-f 


R6S ~ 








pt 












565 1063 








Seq. No. 


40941 








Gene No. 


84791 








O Lai. L 


1 641 








Name 


Pi TQQ1 99 6 4 *3 




n i n9 


. gp 


Cf v-f 


1 £41 
1 0*1 J. 








P T 


none 










1 641 90Q7 

1041 • • £ U _/ / 








Seq. No. 


40941 








Gene No. 


84792 








O Lai L 


2752 








Name 


OJ991226 43 


.0315. 


Cll.ol 


f o 


Of -j r-4- 


207 








PT 


none 










207. .473, 238. .474 




Seq. No. 


40941 








Gene No. 


84792 








OLai I 


2752 








Name 


OJ991226 43 


.0315. 


Cll.ol 


t*P 
• LL 


Cf -j r f 


1085 








P.T 
bl 


none 










1085. .1426, 


1085. 


.1204, 


1086 

1UUU • 


Seq. No. 


40941 








Gene No. 


84792 








Cf art 


2752 








Name 


OJ991226 43 


.0315. 


Cll.ol 


•f-m 
• LIU 


Of a yf 


1218 








PT 


none 








Exons 


1218. .1427, 


1219. 


.1428 




Seq. No. 


40941 








Gene No. 


84792 








Start 


2752 








Name 


OJ991226 43 


.0315. 


Cll.o2 


. tm 



Method TBLASTX : Wheat 
End 9004 
Score 293 
.9004, 8696.. 9004 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_43. 0315. Cll 
+ 

-1902 

: G EN SCAN 

1902 

.7 - 



OJ991226_43. 0315. Cll 
+ 

1902 
AAT/GAP 
1063 
926 



Seq. ID OJ991226_43. 0315. Cll 
Strand 

End 2097 

Method AAT/GAP 

End 2097 

Score 898 



Seq. ID OJ991226_43. 0315. Cll 
Strand 

End 4072 

Method TBLASTX : Soybean 

End 474 

Score 198 



Seq. ID OJ991226_43. 0315. Cll 
Strand 

End 4072 

Method TBLASTX : Cress 

End 1451 

Score 125 

.1442, 1087. .1449, 1242. .1451 

Seq. ID OJ991226_43. 0315. Cll 
'Strand 

End 4072 

Method TBLASTX : Mai ze 

End 1428 

Score 266 



Seq. ID OJ991226_43. 0315. Cll 
Strand 

End 4072 

Method TBLASTX : Mai ze 



40977 






OLdlL 


1731 
x / j x 


End 


1908 










none 


Score 


224 










1731 1 Qf)4 1732 1908 












Seq. No. 


40941 


Seq. ID 


OJ991226_43. 


0315 


.Cll 




Gene No. 


84792 


Strand 










Cf art 
O Lai U 


2752 


End 


4072 








Name 


OJ991226 43 0315 Cll o2 as 


Method 


GENSCAN 










2752 ~~ 


End 


4072 












Score 


. 68 










2752 2813 3790 4072 












Seq. No. 


40942 


Seq. ID 


OJ991226_43. 


0315 


.C12 




Gene No. 


84793 


Strand 


+ 








C4- 3r f 
Olai L 


129 


End 


505 








IN GllUc 


OJ991226 43 0315 C12.ol.as 


Method 


GENSCAN 








DLdi L 


129 ~~ 


End 


505 








u-L 


none 


Score 


. 82 








U 1 v o n e 


129 181 457 505 












OCvj* IN . 


40942 


Seq. ID 


OJ991226_43. 


0315 


.C12 




Gene No. 


84794 


Strand 


+ 








Start 


2270 


End- 


5479 








LN ante 


0.7991 226 4 3 0315 C12 ol no 


Method 


AAT/NAP 








O Lax L 


1 QRR ~~ 

1 j JO 


End 


547 9 






% c? 




/ J J -7 ft -7 X 


Score 


337 






tn 




i qco 9^00 9343 9S16 973S 


..2790, 5133. .5188, 5290. .5479 


?! 1 
f ^ 




f&Tlfi94 c iQ^ m i 1- ^ +- \ \t a nrnfpin 

^ r\ 1 1 1 J y J ^ULaLI VC ^>iULClll 


[Arabidopsis thaliana] 






u 


Seq. No. 


40942 


Seq. ID 


OJ991226_43. 


0315 


.C12 


,== 


Gene No. 


84794 


Strand 


+ 








o Lai \- 


2270 


End 


5479 






: Li 


LNCtlUC 


OJ991226 43 0315 C12 o2 as 


Method 


GENSCAN 








O Lai L. 


2270 ~~ 


End 


5479 








Ui 


none 


Score 


.9 






'*« 


£jA\JIlO 


2270 2734 5133 5188 5287 


. .5479 








l~ 


Cory No 


40943 


Seq. ID 


OJ991226_43. 


0315 


.C13 


i. 


Gene No. 


84795 


Strand 


+ 






.= .■51 


Start 


1 


End 


285 








IN dillC 


OJ991226 43 0315 C13 ol nD 


Method 


AAT/NAP 








Cf a -r+- 
OLdlL 


1 ~ 
X 


End 


279 










7339491 


Score 


231 








Exons 


1 979 














(AT.1fi24R9^ nnf'ati vp Drotpin 


[Arabidopsis thaliana] 








Seq. No. 


40943 


Seq. ID 


OJ991226_43. 


0315 


.C13 




Gene No. 


84795 


Strand 


+ 








Cf art 
O L.C1I t- 


1 


End 


285 








LN OILLC 


OJ991226 43 0315 C13 ol as 


Method 


GENSCAN 








Cf arf 
O U Cll L, 


55 ~~ 


End 


285 








GI 


none 


Score 


.51 








Exons 


55. .285 












Seq. No. 


40943 


Seq. ID 


OJ991226_43. 


0315 


.C13 




Gene No. 


84796 


Strand 


+ 








Start 


3905 


End 


7688 







40978 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991226_43.0315.C13.o3.gs 
3905 



Method GEN SCAN 
End 7 688 

none Score .46 

3905. .3976, 4686. .4719, 5228. .5336, 5992. .6147, 7550. .7688 



40943 Seq. ID 

84797 Strand 
7713 End 
OJ991226_43.0315.C13.o2.gp - Method 
7713 End 
LIB34 77-003-P1-K1-E9 Score 
7713. .7823 

, 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ991226_43.0315.C13 
+ 

7823 
AAT/GAP 
7823 
104 



Seq. No. 40943 Seq. ID 

Gene No. 84798 Strand 

Start 7960 End 

Name OJ991226_43. 0315 ,C13.o4 .gs Method 

Start 7960 End 

GI none Score . 

Exons 7960.. 8059, 8127.. 8242 



OJ991226_43.0315.C13 
+ 

8242 
GENSCAN 
8242 
.81 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40943 „ Seq. ID 
84799 Strand 
1453 End 
OJ991226_43.0315.C13.o2.gs Method 
1453 End 
none Score 



OJ991226_43.0315.C13 

2917 
GENSCAN 
2917 
.5 



1453.-1512, 1543. .1878, 2058. .2147, 2390. .2917 



Seq. No. 


40943 


Seq. ID 


OJ991226_43.0315.C13 


Gene No. 


84799 


Strand 




Start 


1453 


End 


2917 


Name 


OJ991226 43.0315.C13.o2 


. np Method 


AAT/NAP 


Start 


1542 


End 


2630 


GI 


3608128 


Score 


425 


Exons 


1542.. 1710, 1855.. 1973, 


2390. .2630 




GI Descrip. 


(AC005314) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


40943 


Seq. ID 


OJ991226_43.0315.C13 


Gene No. 


84800 


Strand 




Start 


6439 


End 


6563 


Name 


OJ991226 43.0315.C13.ol 


. gp Method 


AAT/GAP 


Start 


6439 


End 


6563 


GI 


LIB3477-003-P1-K1-E9 


Score 


133 


Exons 


6439. .6563 






GI Descrip. 


, 2498586/sp|Q40638 IMPOl 


_ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 
Gene No. 
Start 
Name 
Start 



40943 

84801 

11051 

OJ991226 

2 



43.0315.C13.ol.ts 



Seq. ID 

Strand 

End 

Method 
End 



OJ991226_43.0315.C13 
11232 

TBLASTX : Soybean 
261 



40979 




CT 


none 




Score 






Exons 


9 i a 9 £i i nn 9 fii 

Z . . / 0, Z . . OX , 1UU. . ZDl, 


loo . . 


9 m 
zox 






Seq. No. 


40943 




Seq. ID 


OJ991226_43.0315. 


C13 


Gene No. 


84801 




Strand 






o tare 


*t 1 OR1 
IIUjI 






119^9 




Name 


ujyyxzzo ^ j . u jid .Li j . . 


IS 


\A s~\ f y*J 


TUT BCTY - Cr^/Koan 

i Ditno i a . ooyoean 




Of a vf 






CjIIQ. 


9 RRR 




CT 


none 




Score 


1 ^7 




Exons 




9411 
Z ft 1 1 . 


9RR4 
. ZOO H 




.v 


Seq. No. 


40943 




Seq. ID 


OJ991226_43.0315. 


C13 


Gene No. 


84801 




Strand 








1 1 n^i 






1 1 9^9 




Name 


HTQQ1 99fl 4^ H^IR C"\ "3 ol 


LIU 


LYie tnou 


TRT 2XQTY • Ma i 70 
J. DlxriO 1 A • rla X £ c 




OtdlL 


Z JO*t 




HiilU. 


Z OOO 




CT 


none 




Score 


IRQ 
10!? 




Exons 


Z OO 4 . • Z OX / , ZflOU. • Z OOO 










oeq. no. 








O.TQQ199fi 4^ R 


\* X J 




84801 




Strand 






Start 


11051 




End 


11232 




Name^ 


OJ991226 43.0315.C13.o3. 


np 


Method 


AAT/NAP 




Of vf 


11051 




End 


11232 






4539658 




Score 


39 




Exons 


11051. .11232 










GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 










Seq. No. 


40944 




Seq. ID 


OJ991226_43.0315. 


C14 


Gene No. 


84802 




Strand 






Of a -r-K 


579 




End 


753 




Name 


OJ991226 43.0315.C14.ol. 


gp 


Method 


AAT/GAP 




Of —f 


213 




End 


753 




Ljx 


none 




Score 


870 




Exons 


213. .553, 644. .753 










Seq. No. 


40944 




" Seq. ID 


OJ991226_43.0#5, 


CI 4 


Gene No. 


84802 




Strand 






Of a yf 


579 




End 


753 




Name 


OJ991226 43.0315.C14.ol. 


gs 


Method 


GEN SCAN 




Of a >-f 


579 




End 


729 




CT 


none 




Score 


.77 




Exons 


579. .729 










Seq. No. 


40945 




Seq. ID 


OJ991226_43.0315. 


C15 


Gene No. 


84803 




Strand 






Of a rf 

o tart 


246 




End 


3300 




Name 


OJ991226 43.0315.C15.ol. 


gs 


Method 


GENS CAN 




otart 


246 




End 


3055 




GI 


none 




Score 


.49 




Exons 


246. .373, 636. .732, 847. 


.1120 


, 2072.. 2419, 2925.. 3055 




Seq. No.. 


40945 




Seq. ID 


OJ991226__43.0315. 


C15 


Gene No. 


84803 




Strand 






Start 


246 




End 


3300 




Name 


OJ991226 43.0315.C15.ol. 


np 


Method 


AAT/NAP 





40980 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1591 End 3300 

7106515 Score 738 

1591.. 1686, 1769.. 2592, 3240.. 3300 

(AP001278) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 
sativa] 



40945 


Seq. ID 


OJ991226_43.0315. 


C15 


84803 


Strand 






246 


End 


3300 




OJ991226 43.0315.C15.ol.ts 


Method 


TBLASTX : Soybean 




1847 ~~ 


End 


2029 




none 


Score 


100 




1847. .2029, 1869. .2027 








40945 


Seq. ID 


OJ991226_43.0315. 


C15 


84803 


Strand 






246 


End 


3300 




OJ991226 43.0315.C15.ol.tm 


Method 


TBLASTX: Maize 




1955 ~~ 


End 


2275 




none 


Score 


46 




1955 2029, 1958.. 2026, 2048. 


2275, 2049.. 2273 




40945 


Seq. ID 


OJ991226_43.0315, 


C15 


84803 


Strand 






246 


End 


3300 




OJ991226 43.0315.C15.ol.tc 


Method 


TBLASTX: Cress 




2021 


End 


2266 




none 


Score 


201 




2021 2266 








40945 


Seq. ID 


OJ991226_43.0315 


.C15 


84803 


Strand 






246 


End 


3300 




OJ991226 43.0315.C15.o2.np 


Method 


AAT/NAP 




2785 


End 


3300 




5295955 


Score 


209 




2785.. 3300 








(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V01555 


[Oryza sativa] 








40946 


Seq. ID 


OJ991226_43.0315 


.C16 


84804 


Strand 






1 


End 


906 




OJ991226 43.0315.C16.ol.np 


Method 


AAT/NAP 




1 


End 


785 




7363272 


Score 


147 




1..509, 731. .785 








(AP001552) hypothetical protein [Oryza 


sativa] 




40946 


Seq. ID 


OJ991226_43.0315 


.C16 


84804 


Strand 






1 


End 


906 




OJ991226 43.0315.C16-.ol.gs 


Method 


GEN SCAN 




42 


End 


906 




none 


Score 


.62 





42. .496, 891. .906 



40981 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI - 
Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



40947 Seq. ID 

84805 Strand 

1 End 
OJ991226_43 . 0315 .C28 . ol . np Method 

1 End 

7248395 Score 
1. .384 

(AP001389) hypothetical protein [Oryza sativa] 



OJ991226_43.0315.C28 
+ 

384 

AAT/NAP 
384 
393 



40948 Seq. ID 

84806 Strand 
1 End 
OJ99122 6_4 3 . 0315 . C36 . ol . gp Method 
1 End 
none Score 
1. .200 

40948 Seq. ID 

84807 Strand 
6506 End 
OJ991226_43.0315.C36.o2.gs Method 
6506 End 
none Score 
6506. .6524, 6992. .7141 

40948 Seq. ID 

84808 Strand 
17 * End 
OJ991226_43.0315.C36.ol.gs Method 
17 End 
none Score 
17. .914, 2310. .2492, 4063. .4304 



OJ991226_43.0315.C36 
+ 

200 

AAT/GAP 

200 

368 



OJ991226_43.0315.C36 
+ 

7141 
GENSCAN 
7141 
.43 



OJ991226_43.0315.C36 

4319 
GENSCAN 
4304 
.51 



OJ991226 43.0315.C36 



40948 Seq. ID _ 

■84808 Strand 
17 End 4319 

OJ991226_43.0315.C36.ol.np Method AAT/NAP. 
32 End 1092 

7433186 Score 645 

32. .1092 

SRG1 protein-related protein F24A6.150 - Arabidopsis thaliana 
gi|4454019|emb|CAA23072.1| (AL035396) SRGl-like protein 
[Arabidopsis thaliana] gi I 7269382 | emb I CAB81342 . 1 1 (AL161563) 
SRGl-like protein [Arabidopsis thaliana] 



40948 
84808 
17 

OJ991226_43.0315.C36.ol.ts 
77 

none 



Seq. ID OJ991226_43.0315.C36 



Strand 
End 

Method 

End 

Score 



4319 

TBLASTX : Soybean 

874 

104 



77. .430, 174. .431, 197. .436, 443. .472, 509. .604, 623. .874, 
648. .863 



40948 
84808 



Seq. ID 
Strand 



OJ991226 43.0315.C36 



40982 



Start 


17 




End 


4319 




Mama 
LN a. 11 It; 


Ol79912?6 43 0315 C36 ol 


tc 


Mpt hod 


TBLASTX * Cress 






137 ~~ 

X J / 




End 


538 




ox 


none 




Score 


187 






137 445 153 431 431 


. 538 










40948 




Sea ID 


OJ991226 43.0315 


.C36 


Gene No. 


84808 




Strand 






Start 


17 




End 


4319 




Name 


OJ991226 43 0315 . C36 . ol . 


tm 


Method * 


TBLASTX: Maize 




Qf art 


290 _ 




End 


1066 




VJ-L 


none 




Score 


48 






290 382 302 361- 365 


. 421, 


365. .457, 


388 . .459, 446. . 


478, 




446. .478, 518. .619, 605. 


.898, 


621. .860, 


905. .937, 1034. 


. 106 


Seq. No. 


40948 




Seq. ID 


OJ991226_43.0315 


.C36 


Gene No. 


84808 




Strand 






Start 


17 




End 


4319 




Name 


OJ991226 43 0315 C36 o2 


tc 


Method 


TBLASTX: Cress 




Start 


620 ~~ 




End 


895 




GI 


none 




Score 


163 






620 895. 651 863 












40948 




Seq. ID 


OJ991226 43.0315 


.C36 


Gene No. 


-84808 




Strand 






Start 


17 




End 


4319 




Name 


OJ991226 43.0315.C36.o2. 


gp 


Method 


AAT/GAP 




Start 


654 




End 


1146 




GI 


27137 1.R1084 




Score 


904 




Exons 


654. .1146 











GI Descrip. 1 629561/pir | | S44261 2.0e-13 SRG1 protein - Arabidopsis thaliana 



>gi_479047_emb_CAA55654__ (X79052) SRG1 [Arabidopsis thaliana] 
>gi_5734767_gb_AAD50032.1_AC007651_27 (AC007651) SRG1 Protein 
[Arabidopsis thaliana] 1 



Seq. No. 


40948 






Seq. ID 


OJ991226_43.0315 


.C36 


Gene No. 


84808 






Strand 






Start 


17 






End 


4319 




Name 


OJ991226 43 


.0315. 


C36.o2.np 


Method 


AAT/NAP 




Start 


2609 






End 


4316 




GI 


5091604 






Score 


141 




Exons 


2609. .2631, 


4025. 


.4316 








GI Descrip. 


(AC007858) 


10A19I 


.8 [Oryza 


sativa] 






Seq. No. 


40948 






Seq. ID 


OJ991226_43.0315 


.C36 


Gene No. 


84808 






Strand 






Start 


17 






End 


4319 




Name 


OJ991226 43 


.0315. 


C36.o2.tm 


Method 


TBLASTX: Maize 




Start 


4122 






End 


4319 




GI 


none 






Score 


122 




Exons 


4122. .4319, 


4123. 


.4305 








Seq. No. 


40949 






Seq. ID 


OJ991226_43.0315 


.C38 


Gene No. 


84809 






Strand 


+ 




Start 


1 






End 


714 




Name 


OJ991226 43 


.0315. 


C38.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


714 





40983 




GI 7106515 Score 510 

Exons. 1..473, 602.. 714 

.GI Descrip. (AP001278) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 
sativa] 



oeq ■ iNU . 


4DQ4 Q 

H \J J H -7 




OJ991226 43 0315 


. C38 


bCllC LNvJ . 


ft 4 ft DQ 

040U J 








Start 


1 


End 


714 




Name 


OJ991226 43.0315.C38.ol.tw 


. Method 


TBLASTX: Wheat 




O L.O.X. L. 


31 


End 


413 






n on o 


Score 


252 




TT von c 


31 327 108 326 351 413 








Oarr No 

OCVj> IN VJ • 




Seq. ID 


OJ991226_43.0315 


.C38 


fZdr\ Wo 


84809 




+ 




Start 


1 


End 


714 




Name 


OJ991226 43.0315.C38.ol.tm 


Method 


TBLASTX: Maize 




O Lei I. L 


o / 


End 


641 




J. 


none 




253 




Exons 


67 ^*3Q IfTi ^96 ?3*3 4R9 


343 4S3 


580. .606, 603. .641 


oeq. wo. 


4HQ4 Q 




OJ991226_43.0315 


.C38 


bene jno . 


ft 4 ft flQ 
0 fi O U 7 


oil dllLl 


+ 




OLalL 


1 


End 


714 




Name 


OJ991226 43.0315.C38.ol.gs - 


Method 


GENSCAN 




Start 


156 


End 


463 




PT 


none 


Score 


.71 




Exons 


1 JO • . iuj 








Ocvj . Vi\j • 


T U )/ JU 


Seq. ID 


OJ991226_44.0309 


.CI 


UCilC INvJ • 


R4 R1 0 

0401U 


Strand 


+ 




Of ar f 
O Lai L. 




End 


12527 




Name 


OJ991226 44.0309.Cl.o2.gs 


Method 


GENSCAN 




Start 


9352 


End 


12527 






n on o 


Score 


.62 




F VOn c 


Q3S9 Q43fi Q^flfi Q c i34 Qfil 


..9810, 11494. .11687, 11764 


. .12222, 




1242ft 1 2^27 










4 n q 

*i kj y 


Seq. ID 


OJ991226_44.0309 


.CI 


bene lno. 


R4ft 1 1 

04011 


Strand 


+ 




Start 


19009 


End 


20675 




Name 


OJ991226 44.0309.Cl.o4.gs 


Method 


GENSCAN 




Start 


19009 


End 


20675 




GI 


none 


Score 


.52 




Exons 


19009. .19081, 19591. .19667, 


20568. .20675 




Seq. No. 


40950 


Seq. ID 


OJ.991226_44.0309 


.CI 


Gene No. 


84812 


Strand 


+ 




Start 


24239 


End 


30896 




Name 


OJ991226 44. 0309. CI. 06. gs 


Method 


GENSCAN 




Start 


24239 


End 


30896 




GI 


none 


Score 


.45 




Exons 


24239. .24400, 24503 .. 24 613, 


25576.-25698, 26070 .. 26280, 





26370. .26445, 26615 26663, 26707 26862, 26927 .. 27015, 
28703. .30256, 30401.. 30896 



40984 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40950 Seq. ID OJ991226_44 . 0309. CI 

84812 Strand + 
24239 End 30896 
OJ991226_44.0309.Cl.o3.np Method AAT/NAP 
28321 End 30875 
7486341 Score 1130 
28321. .30875 

hypothetical protein F28P10.40 - Arabidopsis thaliana 

gi|4678295|emb|CAB41086.1| (AL049655) putative protein 
[Arabidopsis thaliana] 

40950 Seq. ID OJ991226_44 . 0309 . CI 

84813 Strand 

10616 End - 12294 

OJ991226_44.0309.Cl.ol.gp Method AAT/GAP 

10616 End 12294 

21017_1.R1084 Score 2652 

10616.. 12294 

1 6006355/dbj | AP000559.il AP000559 2.0e-22 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40950 
84814 
13654 

OJ991226_44 . 0309 . CI . o4 . gp 
13654 

15151_1.R1084 

13654. .14105, 14252. .14331, 
17825. .17904, 18003.. 18037 
, 1420932/gb|U61383jORU61383 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_44.0309.C1 

18168 
AAT/GAP 
18037 
1430 



14426. .14492, 17 650 17700, 
7.0e-21 Oryza rufipogon 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40950 
84814 
13654 

OJ991226_44.0309.Cl.o3.gs 

14040 

none 



Seq. ID OJ991226_44.0309.C1 
Strand 

End 18168 

Method GENSCAN 

End 18168 

Score .85 



14040. .14105, 14252. .14331, 14426 .. 144 92, 17 650 .. 17700, 
17825. .17997, 18003. .18168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40950 Seq. ID OJ991226_44 . 0309 . CI 

84814 Strand 

13654 End 18168 

OJ991226_44.0309.Cl.ol.np Method AAT/NAP 

14043 End 18168 

7489630 Score 750 

14043. .14105, 14252. .14331, 14426 .. 144 92 , 17 650 .. 17700, 

17825. .17904, 18003. .18168 

probable cytochrome-c oxidase (EC 1.9.3.1) Vb chain precursor 
rice mitochondrion gi | 1841355 | dbj | BAA12797 . 1 | (D85381) 
cytochrome c oxidase subunit Vb precursor [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 



40950 Seq. ID 

84815 Strand 

22888 End 

OJ991226_44.0309.Cl.o5.gs Method 



OJ991226_44.0309.C1 

23741 
GENSCAN 



40985 



Start 


22888 




End 


23741 






GI 


none 




Score 


.86 






Exons 


22888. .23350, 23431. 


.23741 










Sea No . 


40950 




Seq. ID 


OJ991226 


44 . 0309 


.CI 


Gene No. 


84815 




Strand 








Start 


22888 




End 


23741 






Name 


OJ991226 44. 0309. CI. 


o2 .np 


Method 


AAT/NAP 






Start 


22891 




End 


23735 






GI 


7489554 




Score 


889 






Exons 


22891. .23350, 23446. 


.23735 










GI Descrio. 


probable ribosomal protein 


Sll, mitochondrial - 


rice 






gi 1 1841357 | db j I BAA12798.il 


(D85382) mitochondrial ribosoma 




protein Sll (nuclear 


encoded) [Oryza sativa] 






Seq. No. 


40950 




Seq. ID 


OJ991226_ 


44 .0309 


.CI 


Gene No. 


84816 




Strand 








Start 


31938 




End 


32776 






Name 


OJ991226 44. 0309. CI. 


o7 .gs 


Method 


GENSCAN 






Start 


31938 "~ 




End 


32776 






GI 


none 




Score 


.85 






Exons 


31938. .31964, 32173. 


.32212, 


32700. .32776 






Seq. No. 


40950 




Seq. ID 


OJ991226_ 


44 .0309 


.CI 


Gene No. 


84817 




Strand 








Start 


34636 




End 


38996 






Name 


OJ991226 44. 0309. CI. 


o8.gs 


Method 


GENSCAN 






Start 


34636 




End 


38996 






GI 


none 




Score 


.8 






Exons 


34636. .34953, 35589. 


.35837, 


36063. .36198, 37348. 


.37566, 






38929. .38996 












Seq. No. 


40950 




Seq. ID 


OJ991226_ 


44.0309 


.CI 


Gene No . 


84817 




Strand 








Start 


34636 




End 


38996 






Name 


OJ991226 44. 0309. CI. 


o4 .np 


Method 


AAT/NAP 






Start 


34666 




End 


38883 






GI 


-4733937 




Score 


738 






Exons 


34666. .34953, 35589. 


.35837, 


36051. .36198, 37348. 


.37566, 






37651. .38022, 38271. 


.38560, 


38751. .38883 






GI Descrip. 


(AF080245) sesquiterpene synthase [Elaeis oleifera] 




Seer. No. 


40950 




Seq. ID 


OJ991226_ 


44.0309 


.CI 


Gene No . 


84818 




Strand 








Start 


43472 




End 


44190 






Name 


OJ991226 44. 0309. CI. 


oS.tm 


Method 


TBLASTX: Maize 




Start 


13749 




End 


14495 






GI 


none 




Score 


51 






Exons 


13749. .13799, 13749. 


.13799, 


13750. .13800, 13791. 


.13892, 






13791. .13874, 13793. 


.13891, 


13796. .13927, 13873. 


.13932, 






13873. .13929, 13874. 


.13933, 


13925. .13954, 13929. 


.13958, 






13929. .13976, 13971. 


.14030, 


13982. .14089, 13990. 


.14031, 






14032. .14106, 14241. 


.14333, 


14249. .14332, 14427. 


.14495, 






14428. .14493 












Seq. No. 


40950 




Seq. ID 


OJ991226_ 


44.0309 


.CI 


Gene No. 


84818 




Strand 









40986 




Start 


43472 




End 


44190 




in ctiuc 


OJ991226 44. 0309. CI. 


o3 . ts 


Method 


TBLASTX: Soybean 




Of a rt 


14249 ~~ 




End 


17887 






none 




Score 


72 




Exons 


14249 14332 14252 


. 14332, 


14253. .14333, 14427 .. 144 95, 






14428 14493. 17632. 


.17721, 


17825. .17887 






40950 




Seq. ID 


OJ991226_44.0309. 


CI 


Gene No. 


84818 




Strand 






Start 


43472 




.End 


44190 




Name 


OJ991226 44. 0309. CI. 


o4 . tc 


Method 


TBLASTX: Cress 




O Lai U 


14255 




End 


17895 




O J. 


none 




Score 


78 




fvon q 


14255 14332, 14256. 


.14333, 


14427. .14495, 14 428 .. 14493, 






17632. .17721, 17825. 


.17887, 


17872. .17895 




O C vJ • iiU • 


40950 




Seq. ID 


OJ991226_44.0309 


.CI 


Gene No. 


84818 




Strand 






Start 


43472 




End 


44190 




Name 


OJ991226 44. 0309. CI. 


o2. tm 


Method 


TBLASTX: Maize 






22779 




End 


23266 




u -L 


none 




Score 


59 




£j .A 1 1 o 


22779 22883, 22888. 


.23262, 


22892. .23197, 22922 .. 23266, 






23109 23264 










Seq. No. 


40950 




Seq. ID 


OJ991226_44.0309 


.CI 


Gene No. 


84818 




Strand 








43472 




End 


44190 




Name 


Ol7991226 44 0309 CI. 


o2 . ts 


Method 


TBLASTX : Soybean 




o Lai L 


22877 ~~ 




End 


23262 






none 




Score 


211 




F* von <? 


22877. .23197, 22879. 


.23256, 


23068. .23262 




Seq. No. 


40950 




Seq. ID 


OJ991226_44.0309 


.CI 


Gene No. 


84818 




Strand 






Start 


43472 




End 


44190 




Name 


OJ991226 44. 0309. CI 


ol . tw 


Method 


TBLASTX: Wheat 




Cf art 

O Lai L. 


22900 ~ 




End 


23110 




(ZT 


none 




Score 


113 




F" von ^ 


22900. .23028, 22900 


.23106, 


22907. .23107, 22931.. 23110 




Seq. No. 


40950 




Seq. ID 


OJ991226_44 .0309 


.CI 


Gene No. 


84818 




Strand 






Start 


43472 




End 


44190 




Name 


OJ991226 44. 0309. CI 


o2. tc 


Method 


TBLASTX: Cress 




Start 


22900 ~~ 




End 


23298 




(IT 


none 




Score 


111 




F* von q 


22900 22938, 22957 


. .23298, 


22991. .23119 




Qart NTo 
OcL| . LNU . 


40950 




Seq. ID 


OJ991226_44.0309 


.CI 


Gene No . 


84818 




Strand 






Start 


43472 




End 


44190 




Name 


OJ991226 44. 0309. CI 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


24359 




End 


25469 




GI 


none 




Score 


76 




Exons 


24359. .24400, 24503 


. .24613, 


25200. .25298, 25201 .. 25299, 






25203. .25301, 25366 


. .25464, 


25371. .25469, 25371.. 25460 





40987 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40950 
84818 
43472 
OJ99122 
25380 
none 
25380. . 
25575. . 
25639. . 
26344. . 
26568. . 
26937. . 
27177. . 



6 44.0309.Cl.o4.tm 



25478, 25380. 

25637, 25616. 

25704, 2605.4. 

26466, 26358. 

26660, 26767. 

27017, 26948. 
27239 



.25460, 
.25699, 
,26140, 
.26468, 
.26874, 
.27046, 



Seq. ID OJ991226_44.0309.C1 
Strand 

End 44190 

Method TBLASTX : Maize 

End 27239 

Score 137 
25381. .25500, 25573 25641, 
25630. .25698, 25638 .. 25724 , 
26070. .26198, 26139 26225, 
26363.-26473, 26567 .. 2 6662, 
26794..26862, 26801 .. 268 63, 
26950. .27018, 27174 .. 27239, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40950 
84818 
43472 

OJ991226_44.0309.Cl.ol.ts 

28992 

none 

28992. .29255, 29037 29642, 
29381. .29641, 294 60 .. 29576, 
29727. .29951, 29733 .. 30110, 
29940. .30824, 30050 .. 30517 , 
30471. .30827, 30474 .. 30827 , 

40950 
84818 
43472 

OJ991226_44.0309.Cl.ol.tc 
29007 
none 
29007. . 
29313. . 
29670. . 
29934. . 
30144. . 
30276. . 
30549. . 



29345, 29094. 

29639, 29412. 

29825, 29724. 

30149, 29943. 

30347, 30159. 

30581, 30357. 
30791 



.29315, 
.29642, 
.30059, 
.30266, 
.30476, 
.30578, 



Seq. ID OJ991226_44.0309.C1 
Strand 

End .44190 

Method TBLASTX : Soybean 

End 30827 

Score 115 
29208. .29585, 29355 .. 29642 , 
29613. .30389, 2964 3 .. 304 97 , 
29808. .29957, 29910 .. 30038 , 
30053. .30280, 30396 30587 , 
30563.. 30742 

Seq. ID OJ991226_44.0309.C1 
Strand 

End 44190 

Method TBLASTX: Cress 

End 30791 

Score 100 
29241. .29414, 29292 .. 29522, 
29619. .29951, 29640 .. 29870, 
29817. .29963, 2984 4 .. 30194 , 
30075. .30395, 30089 . .30205, 
30191. .30328, 30228 .. 30470, 
30443. .30757, 30459 30788 , 



Seq. No. 40950 
Gene No. 84818 
Start 43472 

Name OJ991226_4 4 . 0309 . CI . ol . tm 

Start 29031 
GI none 

Exons 29031. .29543, 29238 .. 29615, 

29643. .29861, 29652 .. 30065, 
29853. .30386, 29862 .. 30389, 
30288. .30809, 30365 .. 30661, 
30597. .30827 



Seq. ID OJ991226_44.0309.C1 
Strand 

End 44190 

Method TBLASTX : Mai ze 
.End 30827 

Score 145 
29384. .29620, 29625.-29882, 
29655. .29882, 29712 29861, 
30075. .30488, 30237 .. 30593, 
30393. .30827, 304 67 .. 30766, 



Seq. No. 
Gene No. 
Start 
Name 



40950 
84818 
43472 

OJ991226 44, 



0309.Cl.o2.tw 



Seq. ID OJ991226_44. 03.09. CI 
Strand 

End 44190 

Method TBLASTX : Wheat 



40988 




O L.CI J- u 


34666 




End 


35016 






none 




Score 


84 






34666. .34809, 34813. 


.35016, 


34820.. 34945 




Seq. No. 


40950 




Seq. ID 


OJ991226_44.0309. 


CI 


Gene No. 


84818 




Strand 






Start 


43472 




End 


44190 




INCtlLLC 


OJ991226 44. 0309. CI. 


06 . tm 


Method 


TBLASTX : Maize 




Cf art 


34681 ~ 




End 


35018 






none 




Score 


93 




Exons 


34681. .34956, 34786. 


.34956, 


34809. .35018, 34892.. 34978 




JC4 • IN W • 


40950 




Seq. ID 


OJ991226_44.0309. 


CI 




84818 




Strand 






OLai L 


43472 




End 


44190 




Name 


OJ991226 44. 0309. CI. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


35598 




End 


38003 




GI 


none 




Score 


114 






35598. .35639, 35658. 


.35852, 


35680. .35826, 36063 36194 , 






37347 .37568, 37358. 


.37570, 


37362. .37520, 37382 .. 37567 , 






37656 .37733, 37663. 


.37731, 


37737. .37841, 37738.-37836, 






37867..3799S, 37869. 


.38003, 


37869.. 38003 




Seq. No. 


40950 




Seq. ID 


OJ991226_44.0309 


CI 


Gene No. 


84818 




Strand 






Start 


43472 




End 


44190 




Vi dillC 


OJ991226 44. 0309. CI. 


o4 . ts 


Method 


TBLASTX : Soybean 




o Lai u 


37302 ~ 




End 


37769 




O-L 


none 




Score 


82 






37302. .37565, 37650. 


.37769 








Seq. No. 


40950 




Seq. ID 


OJ991226_44.0309 


.CI 


Gene No. 


84818 




Strand 






Start 


43472 




End 


44190 




Name 


OJ991226 44. 0309. CI. 


o9 . gs 


Method 


GEN SCAN 




Cf art - 


43472 ~ 




End 


44190 




riT 

ul 


none 




Score 


.9 




Exons 


43472. .43774, 43829. 


.43912, 


44122. .44190 




Seq. No. 


40951 




Seq. ID 


OJ991226_44.0309 


.C2 


Gene No. 


84819 




Strand 


+ 




Start 


315 




End 


588 




Name 


OJ991226 44. 0309. C2. 


ol . gs" 


Method 


GEN SCAN 




Start 


315 ~ 




End 


588 






none 




Score 


. 64 




Exons 


315. .382, 567. .588 










Seq. No. 


40952 




Seq. ID 


OJ991226_44.0309 


.C3 


Gene No. 


84820 




Strand 


+ 




Start 


933 




End 


2118 




Name 


OJ991226 44. 0309. C3, 


ol.gs 


Method 


GENSCAN 




Start 


933 




End 


2118 




GI 


none 




Score 


.6 




Exons 


933. .1068, 1991. .2118 








Seq. No. 


40953 




Seq. ID 


OJ991226_44.0309 


.C4 


Gene No. 


84821 




Strand 


+ 





40989 



Start 


4280 








End 


12775 ' 


Name 


OJ991226 44 


.0309. 


C4 .o2. 


CIS 


Method 


GENSCAN 


Start 


4280 








End 


12775 


GI 


none 








Score 


.52 


Exons 


4280. .4291, 


4493. 


.4639, 


5554. 


.5737, 5792.. 6052, 8324.. 8707, 




8809. .9061, 


9164 . 


. 9327, 


11803 


. .11852, 


12017. .12313, 12368.. 12775 


Seq. No. 


40953 








Seq. ID 


OJ991226_44.0309.C4 


Gene -No. 


84821 








Strand 


+ 


Start 


4280 








End 


12775 


Name 


OJ991226 44 


.0309. 


C4.ol. 


np 


Method 


AAT/NAP 


Start 


4550 








End 


10156 


GI 


4416302 








Score 


1876 


Exons 


4550. . 6157, 


6750. 


.6875, 


7900. 


.8383, 8537.. 8871, 9593.. 10156 


GI Descrip. 


(AF105716) 


copia- 


type pol polyprotein 


[Zea mays] 


Seq. No. 


40953 








Seq. ID 


OJ991226_44.0309.C4 


Gene No. 


84822 








Strand 




Start 


13102 








End 


14411 


Name 


OJ991226 44 


. 0309. 


C4.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


4378 








End 


4738 


GI 


none 








Score 


105 


Exons 


4378. .4470, 


4380. 


.4472, 


4499. 


.4738, 4507. .4731 


Seq. No. 


40953 








Seq. ID 


OJ991226_44.~0309.C4 


Gene No. 


84822 








Strand 




Start 


13102 








End 


14411 


Name 


OJ991226 44 


. 0309. 


C4 . o3 . 


tw 


Method 


TBLASTX: Wheat ' 


Start 


4514 ~~ 








End 


4828 


GI 


none 








Score 


214 


Exons 


4514 . .4828, 


4531. 


.4749 








Seq. No. 


40953 








Seq. ID 


OJ991226_44.0309.C4 


Gene No. 


84822 








Strand 




Start 


13102 








End 


14411 


Name 


OJ991226 44 


.0309. 


C4 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4741 








End 


5128 


GI 


none 








Score 


86 


Exons 


4741. .4872, 


4742. 


.4870, 


4860. 


.5066, 4861.. 5082, 4861.. 5124, 




4865. .5125, 


4877. 


.5128 








Seq. No. 


40953 








Seq. ID 


OJ991226_44.0309.C4 


Gene No. 


84822 








Strand 




Start 


13102 








End 


14411 


Name 


OJ991226 44 


.0309. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4903 








End 


5469 


GI 


none 








Score 


235 


Exons 


4903. .5127, 


4904 . 


.5149, 


5072. 


.5128, 5189.. 5356, 5298.. 5354, 




5362. .5466, 


5391. 


.5465, 


5392. 


.5469 




Seq. No. 


40953 








Seq. ID 


OJ991226_44.0309>.C4 


Gene No. 


84822 








Strand 




Start 


13102 








End 


14411 


Name 


OJ991226 44 


.0309. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5138 








End 


5937 


GI 


none 








Score 


90 


Exons 


5138. .5209, 


5153. 


.5386, 


5164. 


.5211, 5209.. 5355, 5294.. 5728, 



40990 



5332.. 5826, 5340.. 5786, 5838.^5867, 5839.. 5937, 5869.. 5925, 
5887. .5925 





Seq. No. 


40953 








Seq. ID 


OJ991226_44 .0309.C4 




Gene No . 


84822 








Strand 






Start 


13102 








End 


14411 




Name 


OJ991226 44 


.0309. 


C4.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5362 








End 


5778 




. GI 


none 








Score 


270 ■ - 




Exons 


5362. .5778, 


5373. 


.5495, 


5574. 


.5726 






Seq. No. 


40953 








Seq. ID 


OJ991226_44.0309.C4 




Gene No . 


84822 








Strand 






Start 


13102 








End 


14411 




Name 


OJ991226 44 


.0309. 


C4.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5560 








End 


5901 




GI 


none 








Score 


92 




Exons 


5560. .5637, 


5644. 


.5790, 


5653. 


.5,790, 5812.. 5901, 5838. .5891 




Seq. No. 


40953 








Seq. ID 


OJ991226_44.0309.C4 




Gene No . 


84822 








Strand 






Start 


13102 








End 


14411 




Name 


OJ991226 44 


.0309. 


C4 .o3. 


ts 


Method 


TBLASTX: Soybean 


is? 


Start 


6013 ~ 








End 


9539 




GI 


5509260 








Score 


110 


'%J 


Exons 


6013. .6126, 


9349. 


. 9534, 


9349. 


.9534, 9360. .9539, 9360. .9539 


e ~? 


GI Descrip. 
















Seq. No. 


40953 








Seq. ID 


OJ991226_44.0309.C4 




Gene No . 


84822 








Strand 






Start 


13102 








End 


14411 




Name 


OJ991226 44 


.0309. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 


i y 


Start 


6119 ~ 








End 


10135 


= 


GI 


none 








Score 


126 




Exons 


6119. . 6340, 


6130. 


.6288, 


9677. 


.9766, 9770.. 9904, 9908.. 10135, 






9916. .10098 














Seq. No. 


40953 * 








Seq. ID 


OJ991226_44.0309.C4 




Gene No. 


84822 








Strand 




12 


Start 


13102 








End 


14411 




Name 


OJ991226 44 


.0309. 


C4,ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6128 








End 


10209 




GI 


none 








Score 


289 




Exons 


6128. .6355, 


6130. 


. 6369, 


9605. 


.10150, 


9607.. 10164, 10051.. 102 






10053. .10175 












Seq. No. 


40953 








Seq. ID 


OJ991226_44.0309.C4 




Gene No . 


84822 








Strand 






Start 


13102 








End 


14411 




Name 


OJ991226 44 


.0309. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6128 








End 


10162 




GI 


none 








Score 


141 




Exons 


6128. .6343, 


6148. 


.6294, 


9611. 


.9880, 9613.. 9873, 9629.. 9880, 






9914. .10162 


, 9922 


. .10089 








Seq. No. 


40953 








Seq. ID 


OJ991226_44.0309.C4 




Gene No. 


84822 








Strand 





40991 




C+- art 


13102 








End 


14411 


Name 




(no q 




L. W 


Method 


TBLASTX: Wheat 


Dial L 










End 


10102 












Score 


98 




6128 6295 


9686 . 


.9895, 


9790 . 


.9870, 9914. .10102, 9971. .10090 


o c; • in w • 


40953 








Seq. ID 


OJ991226_44 .0309.C4 


Gene No. 


84822 








Strand 




Start 


13102 








End 


14411 - - 


Name 


OJ991226 44 


.0309. 


C4 .o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


9349 








End 


9525 


GI 


none 








Score 


228 


Exons 


9349. .9525, 


9360. 


.9524 









Seq. No. 40953 Seq. ID 

Gene No. 84822 Strand 

Start 13102 End 

Name OJ991226_44 . 0309 . C4 . o4 . tm Method 

Start 9349 End 

GI none Score 

Exons 9349.. 9603, 9360.. 9599 



OJ991226_44.0309.C4 
14411 

TBLASTX: Maize 

9603 

316 



Seq. No. 40953 Seq. ID 

Gene No. 84822 Strand 

Start 13102 End 

Name- OJ991226_44 . 0309.C4 .o2 .np Method 

Start 1304 9 End 

GI 6815053 Score 

Exons 13049. .13080, 14318.. 14411 

GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



OJ991226_44.0309.C4 

14411 
AAT/NAP 
14411 
75 



If, Seq. No. 


40953 


Seq. ID 


OJ991226_ 


_44 


.0309. 


C4 


Iy Gene No. 


84822 


Strand 










3 Start 


13102 


End 


14411 








[j Name 


OJ991226 44.0309.C4.o3.gs 


Method 


GENSCAN 








G Start 


13102 


End 


14367 








il GI 


none 


Score 


.75 








r „ Exons 

. ~5 


13102. .13250, 14173.. 14367 












13 Seq. No. 


40954 


Seq. ID 


OJ991226 


_4 4 


.0309. 


C5 


£3 Gene No. 


84823 


Strand 


+ 








Start 


1 


End 


4413 








Name 


OJ991226 44.0309.C5.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1941 








GI 


6721516 


Score 


605 








Exons 


1..43, 735. .980, 1352. .1684, 


1900. .1941 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


40954 


Seq. ID 


OJ991226 


_4 4 


.0309. 


C5 


Gene No. 


84823 


Strand 


+ 








Start 


1 


End 


4413 








Name 


OJ991226 44.0309.C5.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


4413 








GI 


6721516 


Score 


637 








Exons 


1..43, 735. .980, 1352. .1615, 


4140. .4413 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 









40992 



Seq. No. 40954 Seq. ID 

Gene No. 84824 Strand 

Start 5940 End 

Name 0 J991226_44 . 0309 . C5 . ol . gp Method 

Start 5940 End 

GI 2312838 Score 

Exons 5940.. 6001, 6144.. 6165 

GI Descrip. 142 0932 /gb I U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



OJ991226_44.0309.C5 
+ 

6165 
AAT/GAP 
6165 
80 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991226_44.0309.C5 



40954 

84825 Strand + 

10186 End 11569 

OJ99122 6_4 4 . 0309 . C5 . o3 . gs Method GEN SCAN 

10186 End 11569 

none Score .78 

10186. .10581, 10677. .10931, 11000.. 11569 



40954 
84826 
1 

OJ991226_44.0309.C5.o3.np 
1 

4835757 

1.-.19, 6503.. 6762, 6884. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6990, 8235 



OJ991226 44. 0309. C5 



10539 
AAT/NAP 
10539 
171 

8273, 10377, 



(AC007202) 
thaliana] 



EST gb|AA404917 comes from this gene. 



.10539 

[Arabidopsis 



Seq. No. 40954 

Gene No. 84826 

Start 1 

Name OJ991226_44 . 0309 . C5 . ol . gs 

Start 448 

GI none 
Exons 



Seq. ID OJ991226_44.0309.C5 
Strand 

End 10539 

Method GEN SCAN 

End 4040 

Score .61 



448. .519, 1004. .1069, 2893.-3373, 3506. .4040 



Seq. No. 


40954 








Seq. ID 


OJ991226_ 


J 4 


.0309 


.C5 


Gene No. 


84826 








Strand 










Start 


1 








End 


10539 








Name 


OJ991226 44 


.0309. 


C5.o2 


.gs 


Method 


GENSCAN 








Start 


8025 








End 


8238 








GI 


none 








Score 


.91 








Exons 


8025. .8156, 


8161. 


.8238 














Seq. No. 


40955"" 








Seq. ID 


OJ991226_ 


J 4 


.0309 


.C6 


Gene No. 


84827 








Strand 


+ 








Start 


3578 








End 


6007 








Name 


OJ991226 44 


.0309. 


C6.o2 


.gs 


Method 


GENSCAN 








Start 


3578 








End 


4646 








GI 


none 








Score 


.83 








Exons 


3578. .3614, 


4090. 


.4646 














Seq. No. 


40955 








Seq. ID 


OJ991226_ 


_4 4 


.0309 


.C6 


Gene No. 


84827 








Strand 


+ 








Start 


3578 








End 


6007 








Name 


OJ991226 44 


.0309. 


C6.o2 


.np 


Method 


AAT/NAP 








Start 


3903 








End 


6007 









40993 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



5420389 Score 212 

3903.. 4607, 5954.. 6007 

(AJ2434 60) proteophosphoglycan [Leishmania major] 



Seq. ID OJ991226_44.0309.C6 
Strand 

End 3002 

Method AAT/GAP 

End 918 

Score 84 6 



40955 
84828 
350 

OJ991226_44.0309.C6.ol.gp. 
350 

58_1.R1084 
350. .753, 844. .918 

•5360230/dbj IBAA81911.il 1.0e-115 (AB015287) Ran [Oryza sativa] 1 



40955 
84828 
350 

OJ991226_4 4 . 0309 . C6 . ol . gs 

684 

none 



Seq. ID OJ991226_44.0309.C6 
Strand 

End 3002 

Method GEN SCAN 

End 2883 

Score .97 



684. .753, 844. .921, 1007. .1186, 1262. .1351, 1930. .2047, 
2136.. 2192, 2701.. 2770, 2881.. 2883 



40955 
84828 

350 ; 

OJ991226_44.0309.C6.ol.np 
687 

2149051 



Seq. ID OJ991226_44.0309.C6 
Strand 

End 3002 

Method AAT/NAP 

End 2773 

Score 968 



687. .753, 844. .921, 1007. .1186, 1262. .1351, 1930. .2047, 
2136. .2192, 2701. .2773 

(U73810) small Ras-like GTP-binding protein [Arabidopsis 
thaliana] 



40955 
84828 
350 

OJ991226_44.0309.C6.o2.gp 
1140 

30676 1.R1084 



Seq. ID OJ991226_44.0309.C6 
Strand 

End 3002 

Method AAT/GAP 

End 3002 

Score 863 



1140. .1186, 1262. .1351, 1930. .2047, 2136. .2192, 2701. .2770, 
2881. .3002 

'2507281/sp|P41917|RAN2_ARATH 5.0e-55 GTP-BINDING NUCLEAR 
PROTEIN RAN-2 >gi_1668706_emb_CAA66048_ (X97380) atran2 
[Arabidopsis thaliana] ' 



40955 
84829 
6754 

OJ991226_44.0309.C6.o3.gs 

6754 

none 

6754.. 7799, 8982.. 9057 

40955 
84829 
6754 

OJ991226 44.0309.C6.o3.np 



Seq. ID OJ991226_44.0309.C6 
Strand 

End 9180 

Method GENS CAN 

End 9057 

Score . 97 



Seq. ID OJ991226_44.0309.C6 
Strand 

End 9180 

Method AAT/NAP 



40994 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6781 End 7865 

7488898 Score 1262 
6781.. 7865 

hypothetical protein - castor bean gi 1 1621268 | emb | CAB02653 . 1 1 
(Z81012) unknown [Ricinus communis] 

40955 Seq. ID OJ991226_44 . 0309 . C6 

84829 Strand 

6754 End 9180 

OJ991226_44 . 0309.C6. o3 . gp Method AAT/GAP 

7051 End 9180 - 

41091_2.R1084 Score 1738 

7051.. 7799, 8982.. 9180 

1 1621268/emb|CAB02653| 1.0e-86 (Z81012) unknown [Ricinus 
communis] ' 



40955 
84830 
9229 

OJ991226_44.0309.C6.ol.tw 
675 
none 



Seq. ID OJ991226_44.0309.C6 
Strand 

11985 

TBLASTX: Wheat 
2955 
58 



End 

Method 
End 
Score 

675. .752, 683. .751, 843. .920, 844. .921, 1003. .1188, 1006. .1188, 
1007. .1189, 1007. .1192, 1261. .1350, 1261. .1350, 1262. .1351, 
1262. .1351, 1929. .2042, 1930. .1977, 1932. .2045, .1969. .2052, 
2137. .2193, 2145. .2192, 2159. .2221, 2708. .2770, 2717. .2770, 
2718.. 2771, 2860. .2955 



40955 
84830 
9229 

OJ991226_44.0309.C6.o2.tc 
843 
none 



Seq. ID OJ991226_44.0309.C6 
Strand 

End 11985 

Method TBLASTX : Cress 

End 1994 

Score 87 



843. .920, 844. .921, 1006. .1188, 1007. .1189, 1022. .1192, 
1023.. 1196, 1261.. 1350, 1262.. 1351, 1929.. 1994, 1930.. 1977, 
1932.. 1994 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40955 
84830 
9229 

OJ991226_44.0309.C6.o2.tm 
843 



Seq. ID OJ991226_44.0309.C6 
Strand 

11985 

TBLASTX: Maize 
2770 
71 

1189, 1007.. 1192, 



End 

Method 
End 

none Score 
843. .920, 844. .921, 1006. .1188, 1007. 
1261. .1350, 1262. .1351, 1277. .1351, 1929. .2042, 1930. .1977, 
1932. .2045, 1969. .2052, 2137. .2193, 2159. .2221, 2699. .2770, 
2717. .2770 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40955 
84830 
9229 

OJ991226_4 4.0309.C6.o2.ts 

843 

none 



Seq. ID OJ991226_44.0309.C6 



Strand 
End 

Method 

End 

Score 



11985 • 

TBLASTX: Soybean 

2771 

96 



843. .920, 844. .921, 1000. .1188, 1006. .1191, 1007. .1189, 
1252. .1350, 1253. .1351, 1260. .1355, 1268. .1351, 1278. .1352, 



40995 






1930 2037 


1932 . 


. 2045, 


1969. 


.2052, 2137.. 2193, 2138.. 2194, 




2159 2221 


2696 . 


.2761, 


2717 . 


.2770, 2718. .2771 


Can M/~\ 
Ofeiq • . 


40Q55 








Seq. ID 


OJ991226_44.0309.C6 


Gene No. 


84830 








Strand 




Start 


9229 








End 


11985 


LNCL1UG 


OJ991226 44 


0309. 


C6 . ol . 


tm 


Method 


TBLASTX: Maize 




6521 ~~ 








End 


7816 




none 








Score 


660 


TT von Q 


6521 6640. 


6760 . 


. 7296, 


6782. 


.7291, 7190. .7306, 7297. .7395, 




7300 7527 


7301 . 


. 7513, 


7495. 


.7800, 7517. .7816 




40955 








Seq. ID 


OJ991226_44 .0309.C6 


Gene No. 


84830 








Strand 




Start 


9229 








End 


11985 


Name 


OJ991226 44. 


0309. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6778 ~~ 








End 


7804 


GI 


none 








Score 


63 


rvAn c 


6778 6837. 


6788 . 


. 6853, 


6877. 


.7491, 6878.. 7492,- 7492.. 7773, 




7493 7765 


7735 . 


. 7800, 


7766. 


.7804 




Seq. No. 


40955 








Seq. ID 


OJ991226_44.0309.C6 


Gene No. 


84830 








Strand . 




Start 


9229 








End 


11985 




OJQQ1226 44 


0309 . 


C6. ol . 


tc 


Method 


TBLASTX: Cress 


O t-Ct i. L 


681 1 _ 








End 


7501 


ox 










Score 


523 


IT VATl C 


fifill fift34 


UO JO • 


7500 


6839. 


.7501 




Seq. No. 


40955 








Seq. ID 


OJ991226_44.0309.C6 


Gene No. 


84830 








Strand 




Start 


9229 








End 


11985 


Name 


OJ991226 44 


0309. 


C6.o2. 


tw 


Method 


TBLASTX: Wheat 




7261 ~~ 








End 


7533 




none 








Score 


108 




7261 7329. 


7291 . 


. 7533, 


7292 . 


.7531 




Seq. No. 


40955 








Seq. ID 


OJ991226_44.0309.C6 


Gene No. 


84830 








Strand 




Start 


9229 








End 


11985 


Name 


OJ991226 44 


0309. 


C6 . o3 . 


tc 


Method 


TBLASTX: Cress 


Start 


7501 ~ 








End 


7807 


GI 


none 








Score 


217 


Rvon s 


7501 7764, 


7502 . 


. 7774, 


7750. 


.7800, 7754.. 7807 


Qprr M n 

UCU • I 1 ! VJ . 


40955 








Seq. ID 


OJ991226_44.0309.C6 


Gene No. 


84830 








Strand 




Start 


9229 








End 


11985 


Name 


OJ991226 44 


0309. 


C6.o4. 


gs 


Method 


GENSCAN 


Start 


9229 ~~ 








End 


11985 


GI 


none 








Score 


.51 


Exons 


9229. .9355, 


9409. 


.9544, 


9729. 


.9836, 10302. .10515, 11238 .. 11370, 




11752. .11881 


, 11922.. 11985 






Seq. No. 


40956 








Seq. ID 


OJ991226_44.0309.C7 


Gene No. 


84831 








Strand 


+ 


Start 


217 








End 


1083 



40996 



5" 



IN CULLC 


OJ991226 44 0309 . C7 . ol . as 


Method 


GENSCAN 




217 ~ 


End 


1083 




none 


Score 


.87 




217 . . 358, 1010. . 1083 






O C U * liv • 


40957 


Seq. ID 


OJ991226 44. 0309. C8 


Gene No. 


84832 


Strand 




Start 


1 


End 


646 


Name 


OJ991226 44.0309.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End. 


646 


GI 


2498930 


Score 


748 




1..418, 586. .646 






(IT np^rrin 


DORSAL -VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 


PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster] 


Sea No. 


40958 


Seq. ID 


OJ991226_47.0309.C1 


Gene No. 


84833 


Strand 


+ 


Start 


1 


End 


718 


Name 


OJ991226 47.0309.Cl.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


718 


GI 


7587 1.R1084 


Score 


1377 


Exons 


1. .718 







GI Descrip. ' 131283/sp I P12158 | PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 44 KD 
REACTION CENTER PROTEIN (P6 PROTEIN) (CP43) 

>gi_72710_pir F2RZ44 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34014_ (X15901) 
PSII 43kDa protein [Oryza sativa] 1 



Seq. No. 40958 

Gene No. 84833 

Start 1 

Name OJ991226_47 . 0309 . CI . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ991226_47.0309.C1 

Strand + 

End 718 

Method TBLASTX : Soybean 

End 704 

Score 759 



1..420, 3. .419, 282. .704, 356. .667, 391. .672 



Seq. No. 40958 

Gene No. 84833 

Start 1 

Name OJ991226_47.0309.Cl.ol.tw 

Start 1 

GI none 

Exons 1..405, 1..405, 3.. 407 



Seq. I-D - OJ991226_47.0309.C1 

Strand' + 

End 718 

Method TBLASTX : Wheat 

End 407 

Score 712 



Seq. No. 40958 

Gene No. 84833 

Start 1 

Name OJ991226_47 . 0309 .CI . ol . tm 

Start 1 

GI none 

Exons 1..243, 1..243, 3.. 245 



Seq. ID OJ991226_47.0309.C1 

Strand + 

End 718 

Method TBLASTX : Mai ze 

End 245 

Score 426 



Seq. No. 40958 

Gene No. 84833 

Start 1 

Name OJ991226_47 . 0309. CI .ol . tc 

Start 1 



Seq. ID OJ991226_47.0309.C1 

Strand + 

End 718 

Method TBLASTX : Cress 

End 671 



40997 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * / 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 745 

1..420, 3. .419, 234. .422, 282. .671, 422. .670 



40958 
84833 
1 

OJ991226_47.0309.Cl.o2.tm 

246 

none 



Seq. ID OJ991226_47.0309-C1 

Strand + 

End 718 

Method TBLASTX : Mai ze 

End 707 * 

Score 318 



246. .419, 247. .420, 363. .677, 391. .678, 392. .664, 675. .707, 
676.. 705 



40958 
84833 
1 

OJ991226_47.0309.Cl.o2.tw 

413 

none 



Seq. ID OJ991226_47.0309.C1 

Strand + 

End 718 

Method TBLASTX : Wheat 

End 705 

Score 368 



413. .664, 423. .704, 424. .705, 427. .705 



Seq. ID OJ991226_47.0309.C2 

Strand + 

End ■ 321 

Method AAT/GAP 

End 321 

Score 500 



40959 
84834 
1 

OJ991226_47 . 0309 . C2 . ol .gp 
1 

5607533 
1. .321 

11957/emb 1X15901 | CHOSXX 1.0e-145 Rice complete chloroplast 
genome 



40959 
84835 
204 

OJ991226_47.0309.C2.o2.gp 
204 

45273_1.R1084 
204. .661 

'1022811 4.0e-21 (U37703) ORF 62 [Hordeum vulgare] 1 



Seq. ID OJ991226_47.0309.C2 
Strand 

End 661 

Method AAT/GAP 

End 661 

Score 709 



40959 
84836 
1050 

OJ991226_47.0309.C2.ol.tm 
12 

none 



Seq. ID OJ991226_47.0309.C2 
Strand 

End 1405 

Method TBLASTX : Mai ze 

End 625 

Score 77 



12. .101, 13. .60, 72. .110, 72. .110, 199. .276, 209. .265, 214. .276, 
241. .573, 246. .296, 259. .297, 263. .520, 299. .580, 300. .569, 
436. .573, 586. .624, 587. .625 



40959 
84836 
1050 

OJ991226_47.0309.C2.ol.tc 
13 

none 



Seq. ID OJ991226_47.0309.C2 
Strand 

End 1405 

Method TBLASTX : Cress 

End 526 

Score 45 



13. .51, 92. .160, 123. .155, 221. .259, 221. .250, 312. .518, 
317. .526 



40998 






Seq. No. 


40959 






Seq. ID 


OJ991226_47.0309 


.C2 




Gene No . 


84836 






Strand 








Start 


1050 






End 


1405 






Name 


OJ991226 47.0309. 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


298 






End 


520 






GI 


none 






Score 


172 






Exons 


298. .486, 309. .518, 317 


. .520 










Seq. No. 


40959 






Seq. ID 


OJ991226_47.0309 


.C2 




Gene No. 


84836 






Strand 








Start 


1050 






End 


1405 






Name 


OJ991226 47.0309. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


1038 






End 


1405 






GI 


none 






Score 


44 






Exons 


1038. .1064, 1188. 


.1265, 


1192. 


.1347, 1194.. 1349, 1195.. 1350 






1343. .1402, 1346. 


.1405 












Seq. No. 


40959 






Seq. ID 


OJ991226_47.0309 


.C2 




Gene No. 


84836 






Strand 








Start 


1050 






End 


1405 






Name 


OJ991226 47.0309. 


C2.o3. 


gp 


Method 


AAT/GAP 






Start 


1050 






End 


1225 






GI 


306 9.R1084 






Score 


239 




J 


Exons 


1050. .1225 ■ 














GI Descrip . 


, 287391/dbj | D13111 | RICMT15 1. 


Oe-178 Oryza sativa mitochond 


Ft 




rpoB pseudogene 1 












3 


Seq. No. 


40960 






Seq. ID 


OJ991226_47.0309 


.C4 




Gene No . 


84837 






Strand 






u 


Start 


762 






End 


965 






Name 


OJ991226 47.0309. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 




1 = 


Start 


762 






End 


965 






GI 


none 






Score 


106 






Exons 


762. .836, 763. .837, 764 


. .835, 


822. .965 


, 830. .955 






Seq. No. 


40960 






Seq. ID 


OJ991226_47.0309 


.C4 


sir 


Gene No . 


84838 






Strand 






=| 


Start 


1819 






End 


1996 




=. 

=? 


Name 


OJ991226 47.0309. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


1819 






End 


1956 






GI 


none 






Score 


196 






Exons 


1819.. 1956, 1820. 


.1951, 


1851. 


.1955 








Seq. No. 


40960 






Seq. ID 


OJ991226__47.0309 


.C4 




Gene No . 


84838 






Strand 








Start 


1819 






.End 


1996 






Name 


OJ991226 47.0309. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


1825 






End 


1996 






GI 


none 






Score 


263 






Exons 


1825.. 1989, 1826. 


.1996, 


1826. 


.1990, 1827.. 1991 






Seq. No. 


40961 






Seq. ID 


OJ991226_47.0309 


,C5 




Gene No. 


84839 






Strand 








Start 


1644 






End 


1774 






Name 


OJ991226 47.0309. 


C5.o3. 


ts 


Method 


TBLASTX : Soybean 






Start 


207 






End 


344 





40999 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
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Name 
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iiJ GI 
S3 Exons 



1% Seq. No. 
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^ Seq. No. 
I J Gene No. 

Start 

Name 
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GI 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



• 



none 

207.. 335, 222.. 344 



Score 



128 



Seq. ID OJ991226_47.0309.C5 
Strand 

1774 
AAT/GAP 
1774 
215 



40961 
84839 
1644 

OJ991226_47.0309.C5.ol.gp 
1644 
5607624 
1644. .1774 

287391/dbj I D13111 | RICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB pseudogene 



End 

Method 

End 

Score 



Seq. ID OJ991226_47.0309.C5 
Strand 

End 2353 
Method TBLASTX : Cress 
End 2266 
Score 38 

1696. .1731, 1701. .1730, 1748. .1822, 1749. .1823, 1873. .2145, 
1881. .2147, 1881. .2144, 1883. .2146, 2148. .2264, 2149. .2259, 
2159.. 2266, 2159. .2266 



40961 
84840 
1696 

OJ991226_47.0309.C5.o2.tc 

1696 

none 



40961 
84840 
1696 

OJ991226_47.0309.C5.o2.ts 

1740 

none 



Seq. ID OJ991226_47.0309.C5 

Strand . 

End 2353 

Method TBLASTX : Soybean 

End 2146 

Score 51 



1740. .1814, 1743. .1847, 1760. .1834, 1762. .1857, 1851. .2144, 
1853.. 2146, 1882.. 2145 



40961 
84840 . 
1696 

OJ991226_47.0309.C5.ol.tm 

1761 

none 

1761.. 2159, 1763.. 2158 

40961 
84840 
1696 

OJ991226_47 . 0309 . C5 . o2 . tm 

2160 

none 



Seq. ID OJ991226_47.0309.C5 
Strand 

End 2353 

Method TBLASTX :Maize 

End 2159 

Score 542 



Seq. ID OJ991226_47 . 0309. C5 
Strand 

End 2353 

Method TBLASTX : Maize 

End 2353 

Score 304 



2160.. 2345, 2160.. 2351, 2162.. 2350, 2162.. 2353 



40961 
84841 
2346 

OJ991226_47.0309.C5.ol.tc 

2346 

none 



Seq. ID OJ991226_47.0309.C5 
Strand 

End 3342 

Method TBLASTX : Cress 

End 2707 

Score 483 



2346.. 2705, 2348.. 2707, 2348.. 2662, 2362.. 2706 

40961 Seq. ID OJ991226_47 . 0309 . C5 



41000 



